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LOCUS AF148682 2503 bp DNA linear BCT 26-JUL-2016

DEFINITION Brucella abortus strain 544 oligopeptide permease F protein (oppF)
gene, partial cds; AlkB (alkB) gene, complete cds; and insertion
sequence IS711, complete sequence.

ACCESSION AF148682

VERSION AF148682.1
KEYWORDS
SOURCE Brucella abortus (Brucella melitensis biovar Abortus)

ORGANISM Brucella abortus
Bacteria; Proteobacteria; Alphaproteobacteria; Hyphomicrobiales;
Brucellaceae; Brucella/Ochrobactrum group; Brucella.
REFERENCE 1 (bases 1 to 2503)
AUTHORS Bricker,B.J.
TITLE Transposition of an IS711 element downstream from a DNA repair gene
homolog, alkB, in Brucella abortus - a comparison of the DNA
sequences from B. abortus biovar 1, B. abortus biovar 3, and B.
melitensis biovar 1
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 2503)
AUTHORS Bricker,B.J.
TITLE Direct Submission
JOURNAL Submitted (05-MAY-1999) Zoonotic Diseases, National Animal Disease
Center, Agricultural Research Service, USDA, 2300 Dayton Rd, Ames,
IA 50010, USsA
FEATURES Location/Qualifiers
source 1..2503
/organism="Brucella abortus"
/mol type="genomic DNA"
/strain="544"
/type material="type strain of Brucella abortus"
/db_xref="taxon:235"
/note="biovar: 1"
gene <1..732
/gene="oppF"
CDS <1..732
/gene="oppF"

/inference="non-experimental evidence, no additional



gene

regulatory

regulatory

regulatory

CDS

repeat region

regulatory

repeat region

details recorded"
/note="hypothetical"
/codon_start=1
/transl table=11
/product="oligopeptide permease F protein"
/protein id="AAF28101.1"
/translation="ANYLTAVNDVSLTLKEGQTIGIVGESGSGKSTLGRAILRLIESE
GRIAYLGQELPRESQAMRAKRRELQLVFQODPFGSLSPRMTIGRIITEGLLIHEPQLSA
KDRDRRAQEALREVGMDPAMRNRYPHEFSGGQRQRIATARTMILKPRVIVLDEPTSAL
DRSVQKQIVTLLRDLOKDHGLSYLFISHDMAVVRAVSDYVIVMKNGKIVEQGDTEQVE
DHPREEYTKALMAAALSEERFGTNG"
join(764..1452,2294..2356)
/gene="alkB"
764..769
/regulatory class="minus_ 35 signal"
/gene="alkB"
785..790
/regulatory class="minus_ 10 signal"
/gene="alkB"
806..809
/regulatory class="ribosome binding site"
/gene="alkB"
814..1452
/gene="alkB"
/inference="non-experimental evidence, no additional
details recorded"
/note="hypothetical"
/codon_start=1
/transl_table=11
/product="A1kB"
/protein id="AAF28102.1"
/translation="MKDLFDNLNTREIMAPGAVLLRGFALACEESILSAVARVCAAAP
FRHMTTPGGYRMSVAMTNCGPVGWVTDRTGYRYSPADPETGKPWPSMPDTEFLALAQDA
ARQAGYPDFTPDACLINRYEPGARLSLHODKDERNEFSNPIVSVSLGLPATFQFGGMKR
TDPITKYILHHGDVVVWGGPSRLFYHGILPLKSGEHERLGPFRLNLTFRKAF"
1453..2293
/rpt_family="insertion sequence IS711"
/rpt_type=dispersed
2303..2356
/regulatory class="terminator"
/gene="alkB"
/note="putative stem-loop structure"
2303..2318

/gene="alkB"



/rpt_type=inverted

repeat region
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2342..2356

/gene="alkB"

/rpt_type=inverted

gcgaactatc
ggcatcgtgg
atcgagtcag
atgcgtgcga
ccccgcatga
tctgcgaaag
gccatgcgca
gcccgcacaa
gatcgttcgg
ctttcctatc
atcgtgatga
ccccgtgagg
acgaatggat
gtttaaagat
acgcgcgaga
gaatcgatcc
acacccggcg
acagaccgca
tccatgcccg
gattttacgc
catcaggaca
ccggcaacgt
caccatggcg
ccattgaagt
aaggcgttct
cgaaacccat
tcaacttgtt
ttggggcact
caatgaaggc
ccttcaagcc
gctttattcg
caccgcgcga
gtggactttc
ggcatggaaa
cgctgtccat
ccacaagatg
tcgcecccgga
caaggctgtt

tgcagacaag

tcacagccgt
gcgaatccgg
aaggccgtat
aacgccgcga
caatcgggcg
accgtgaccg
accgctatcc
tgatcctgaa
tgcagaagca
tcttcatcag
agaacggcaa
aatataccaa
gaataagcgg
cggccttatg
ttatggcgcc
tgagcgcggt
gttatcgcat
ccggataccg
atacgttcct
ctgatgcctg
aggacgaacg
ttcagtttgg
acgtggttgt
ctggcgagca
agggcgtgtc
gaatgcggtc
aaaaaagcat
ggaacgtgtt
ccttaagtga
ggatagaagg
cagcggtagg
gcgaccgatg
gatatggtgc
agcctttccc
ttgccgaagg
gcatcgacaa
agatatgctt
ctccttcaac

ccctagtgga

caacgatgtc
ttccggcaag
cgcctatctc
attgcagctt
catcattacc
ccgcgcgcag
gcatgaattt
gccgcgcegtg
gatcgtcacc
ccatgatatg
gatcgtggaa
ggccctcatg
ggcttcggcc
ataaaagggg
gggggccgtyg
ggccagggtt
gtctgtcgcc
atacagccct
tgcccttgece
cctcatcaat
gaatttttcc
cggaatgaaa
ctggggcggg
tgagcggctg
tgcatttaac
aatgttttct
tcaatctgat
ggattgacct
tcggcatcat
cttgaagctt
ccgatagcat
caggcagctt
tgtcaatgag
atacaccggc
tcgcaggcag
ataatcggtt
cgatccggtt
aaccttgaat

ttgaatttga

tcgctgacac
tccacgctgg
gggcaggaac
gtttttcagg
gaagggcttc
gaagccctgce
tcgggtggtce
atcgtgctcg
ctgttgcgceg
gcggtcgtcce
cagggcgata
gcggeccgcege
ccgcctggga
ctgatgaaag
cttctgcgecg
tgcgcagcag
atgaccaatt
gccgatcccg
caggacgcag
cgttatgagc
aatcccatcg
cggacggacc
ccgtecgeggce
gggccgtttc
gtaaccagat
cgcatcgcag
ggcgttcctt
tgatctgagc
aggctgcatc
gcggacagtc
cgacaacagc
cagcccccct
gacatattca
gtgcgaccag
atcgcgccag
atcaacgcca
ccattgctca
cagaatttca

cgtttgaatc

tgaaggaagg
ggcgcgccat
tgccgcgtga
atccattcgg
tgatccatga
gggaagttgg
aacgccagcg
atgagccgac
atttgcagaa
gcgcggttte
ccgaacaggt
tgagcgaaga
tttcaaacag
acctctttga
gttttgcgect
caccttttcg
gcggccctgt
aaaccggcaa
cgcggcaagc
cgggcgcaag
tttccgtttc
cgatcaccaa
ttttctatca
ggcttaatct
catagcgcat
cgcaatacga
gtacagcctc
cgttgccttg
agcaatgaca
accataatgg
atgcagcttg
tttgcgcccg
aagtccggcg
cgccgaaagc
tgcgctgcat
ctgcggccgg
tctgtaaggce
tgcaaaaggg

ccggctgtta

ccagacgatc

cctgcgtctg
atcgcaggca
ctcgctgagc
gccgcaactt
tatggacccg
catcgccatc
aagcgcgctg
ggatcacgga
tgactatgtg
cttcgatcat
acgtttcggt
ttttcgggac
caatttgaac
tgcctgtgaa
gcatatgacc
gggatgggtg
gccatggcca
aggctatcct
gctttcgctce
acttggcctg
atatatcctg
cggtattcta
gaccttccga
gcgagatgga
cgatagcgtt
cagtcgattg
agatcgctgg
tgccccacac
ccgggtgttyg
gtcgtcaatc
ccgcatctgce
tatcagccag
gggcatgaac
tggcagccat
gcgtaccaac
ttcgtctget
aatccttgaa

catatgctgt



2341 ttcaaacgtt aaattctaaa aatccactag atacatatac ttacgagtgg tctttgtgat
2401 tccaacattt gctcaacgct tgaaccgagg gatgcaaatg ttggaatcag accactagtt
2461 cagcgcctgc tggcgtgttt caacattaat gaagaatgcg atg
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