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ORIGIN

//

/product="acetoacetyl-CoA thiolase A"

/protein id="BAA02716.1"
/translation="MTLPPVYIVSTARTPIGSFQGSLSSLTYSDLGAHAVKAALAKVP
QIKPOQDVDEIVEFGGVLOANVGQAPARQVALKAGLPDSITIASTINKVCASGMKAVIIGA
ONIICGTSDIVVVGGAESMSNTPYYLPSARSGARYGDAVMVDGVQKDGLLDVYEEKLM
GVAAEKCAKDHGFSREDQODNFAINSYKKAGKALSEGKFKSEIAPVTIKGEFRGKPDTVI
ENDEEIGKENEDRLKSARTVFQKENGTVTAPNASKLNDGGAALVLVSEAKLKQLGLKP
LAKISGWGEAARTPFDFTIAPALAVPKAVKHAGLTVDRVDFFELNEAFSVVGLANAEL
VKIPLEKLNVYGGAVAMGHPLGCSGARIIVTLLSVLTQEGGRFGAAGVCNGGGGASATI

VIEKIDSDAKL"
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