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LOCUS YSACTPACTB 1707 bp DNA linear PLN 29-JAN-2003

DEFINITION Candida tropicalis CTPACTB gene for acetoacetyl-CoA thiolase A,

complete cds.

ACCESSION D13471

VERSION D13471.1
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SOURCE Candida tropicalis

ORGANISM Candida tropicalis
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FEATURES Location/Qualifiers

source 1..1707

/organism="Candida tropicalis"

/mol_type="genomic DNA"

/strain="pK233"

/db_xref="taxon:5482"

/clone="ICT-ACT-B"

/clone_lib="IEMBL3"

gene 272..1483

/gene="CTPACTB"

CDS 272..1483

/gene="CTPACTB"

/EC_number="2.3.1.9"

/codon_start=1

/transl_table=12
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/product="acetoacetyl-CoA thiolase A"

/protein_id="BAA02716.1"

/translation="MTLPPVYIVSTARTPIGSFQGSLSSLTYSDLGAHAVKAALAKVP

QIKPQDVDEIVFGGVLQANVGQAPARQVALKAGLPDSIIASTINKVCASGMKAVIIGA

QNIICGTSDIVVVGGAESMSNTPYYLPSARSGARYGDAVMVDGVQKDGLLDVYEEKLM

GVAAEKCAKDHGFSREDQDNFAINSYKKAGKALSEGKFKSEIAPVTIKGFRGKPDTVI

ENDEEIGKFNEDRLKSARTVFQKENGTVTAPNASKLNDGGAALVLVSEAKLKQLGLKP

LAKISGWGEAARTPFDFTIAPALAVPKAVKHAGLTVDRVDFFELNEAFSVVGLANAEL

VKIPLEKLNVYGGAVAMGHPLGCSGARIIVTLLSVLTQEGGRFGAAGVCNGGGGASAI

VIEKIDSDAKL"

ORIGIN

1 tccacttctt gtctcgtttg gtcaaaaatc cttcgttccc tcggcacgtc ttccctcgct

61 cgcacacgtc gtataaccac cactgaattt ttttttttca ctataaaaac gttaggcaca

121 gactcgtttt ctgccataca cactaaccat agttcattcc aaaaattttt ttttgtttct

181 tttttacact agagtattgc ttcctacttg ttgctagaga actatcctat agatatatat

241 atatatatat attccacaca ctcacacaac tatgaccctc ccaccagtct acatcgtctc

301 cacagcaaga actccaattg gttccttcca aggttcgtta tcttccttga cctactccga

361 tttgggtgcc cacgccgtta aggcagcttt agccaaggtc ccacagatca agccacagga

421 cgtcgacgag atcgtctttg gtggtgtctt gcaagccaac gttggtcagg caccagccag

481 acaagtcgcc ttgaaggcag gcttgccaga ctctatcatt gcctccacca ttaacaaagt

541 ctgtgcctcc ggtatgaagg ccgtcattat cggtgcccaa aacatcatct gtggaaccag

601 tgacatcgtc gttgttggtg gtgccgaatc catgtctaac actccatact acttgccaag

661 cgccagaagc ggggccagat acggtgacgc cgtcatggtt gatggtgtcc agaaggatgg

721 tttgttggat gtctacgaag aaaaattgat gggtgttgct gctgaaaagt gtgccaagga

781 ccacggattc agcagagaag accaggacaa ctttgccatc aactcttaca agaaggctgg

841 caaggctttg agtgaaggta agttcaaatc agaaatcgcc ccagtcacca ttaaaggatt

901 cagaggcaag ccagatactg ttattgaaaa tgatgaagag attggcaaat tcaacgaaga

961 cagactcaag tctgccagaa ctgtcttcca aaaggaaaac ggtactgtta ctgctccaaa

1021 cgcttctaaa ttgaacgatg gtggtgctgc cttggtcttg gtttctgaag ccaagttgaa

1081 gcaattgggc ttgaagccat tggccaagat ctctggttgg ggtgaagctg ccagaactcc

1141 attcgatttc accattgccc cagctttggc tgttccaaag gctgtcaagc acgctggttt

1201 gaccgttgac agagtcgact tctttgaatt gaacgaagcc ttctccgttg ttggtttggc

1261 caacgctgaa ttggtcaaga tcccattgga aaaattgaac gtctacggtg gtgctgtcgc

1321 catgggtcac ccattgggtt gcagtggtgc tagaattatt gtcaccttgt tgtccgtctt

1381 gacccaagaa ggcggtagat ttggtgctgc tggtgtctgt aacggtggtg gtggtgcctc

1441 tgccatcgtc attgaaaaga ttgactccga tgccaagttg taaaaaggtt tagaggggta

1501 gtgcgaacct caatattgtt ttgcgcgtat agagaagagc aaaggaggca agaaaattta

1561 tacaaaatag ctacatattt acttgctaca atacacacac atatacagag agaaacaacc

1621 agctatgtcg tcagactact tgtggacaga ggacgaattg acctcgtttg aaatcgaaca

1681 tcggttcaac gacaccacaa tcacatt
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