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FEATURES Location/Qualifiers

source 1..1447
/organism="[Candida] glabrata"
/mol type="genomic DNA"
/strain="ATCC 2001"
/type material="type material of Candida glabrata"
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/db_xref="taxon:5478"
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CDS 461..1258
/gene="KNH1"
/note="multicopy suppressor of a Saccharomyces cerevisiae
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/codon_start=1
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