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LOCUS       MF489225                 778 bp    DNA     linear   INV 04-JUN-

2018 

DEFINITION  Strongylus vulgaris isolate ERU-Svul-1 18S ribosomal RNA gene, 

            partial sequence; internal transcribed spacer 1 and 5.8S ribosomal 

            RNA gene, complete sequence; and internal transcribed spacer 2, 

            partial sequence. 

ACCESSION   MF489225 

VERSION     MF489225.1 

KEYWORDS    . 

SOURCE      Strongylus vulgaris 

  ORGANISM  Strongylus vulgaris 

            Eukaryota; Metazoa; Ecdysozoa; Nematoda; Chromadorea; Strongylida; 

            Strongyloidea; Strongylidae; Strongylinae; Strongylus. 

REFERENCE   1  (bases 1 to 778) 

  AUTHORS   Yildirim,A. and Bilgin,M. 

  TITLE     Molecular prevalence and phylogenetic characterization of 

            Strongylus vulgaris in horses from Nevsehir Province of Turkey 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 778) 

  AUTHORS   Yildirim,A. and Bilgin,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (14-JUL-2017) Parasitology Department, Erciyes University 

            Faculty of Veterinary Medicine, Talas yolu, Melikgazi, Kayseri 

            38039, Turkey 

FEATURES             Location/Qualifiers 

     source          1..778 

                     /organism="Strongylus vulgaris" 

                     /mol_type="genomic DNA" 

                     /isolate="ERU-Svul-1" 

                     /isolation_source="faeces" 

                     /host="Equus caballus" 

                     /db_xref="taxon:40348" 

                     /dev_stage="egg" 

                     /country="Turkey" 

     rRNA            <1..132 

                     /product="18S ribosomal RNA" 

     misc_RNA        133..408 



                     /product="internal transcribed spacer 1" 

     rRNA            409..561 

                     /product="5.8S ribosomal RNA" 

     misc_RNA        562..>778 

                     /product="internal transcribed spacer 2" 

ORIGIN       

        1 gtgaacctgc agatggatca tcgtcgaaac ttacaatagt tcatcgttga ttcgcatgag 

       61 aggccaacac gctagttctt cacgactttg tcgggaaggt tggtagtatc atatcacctt 

      121 tggaaccctt cgtaaggtgt ctatgtatag tatgagtcgt taatgggtgg cgaccgtgat 

      181 tgctgtacaa agttcgcatt ttgctgagct ttagacttga tgagcattgc atgaatgccg 

      241 ccttactatt tattttggtg gttaaaacat agactgcgga aacagcagtc tatgtggaca 

      301 cctgattctc aggaaatctt aatgatccgc cgcaaatgcg gacgccaaaa tagataataa 

      361 ctttttacat ttataatttg cagaaccgtg actttatgtc acaatcgact agcttcagcg 

      421 atggatcggt cgattcgcgt atcgatgaaa aacgcagcaa gctgcgttat ttaccacgaa 

      481 ttgcagacgc ttagagtggt gaaattttga acgcatagcg ccgttgggtt ttcccttcgg 

      541 cacgtctggt tcagggttgt ttatatgtac tacaatgtag cctgttaaac attgtcggtc 

      601 gaatggtgta tacattaaat tgtgtccccc attctagaaa agaatatatt gcaacatgta 

      661 tattattcaa taatatacac agtatgtcat ggatttattc tcactactta attgtttcgc 

      721 gacttattaa caatttagta gagcctgtcg gaagaatcaa atctaatgac atttgcaa 
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