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FEATURES Location/Qualifiers

source 1..86686

/organism="Salmonella enterica subsp. enterica serovar

Pullorum"

/mol_type="genomic DNA"

/strain="RKS5078"

/serovar="Pullorum"

/sub_species="enterica"

/db_xref="taxon:605"

/plasmid="pSPUV"

gene 1..894

/gene="spvR"

/locus_tag="pSPUV_001"

CDS 1..894

/gene="spvR"

/locus_tag="pSPUV_001"

/codon_start=1

/transl_table=11
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/product="Virulence genes transcriptional activator"

/protein_id="AFC61019.1"

/translation="MDFLINKKLKIFITLMETGSFSIATSVLYITRTPLSRVISDLER

ELKQRLFIRKNGTLIPTEFAQTIYRKVKSHYIFLHALEQEIGPTGKTKQLEIIFDEIY

PESLKNLIISALTISGQKTNIMGRAVNSQIIEELCQTNNCIVISARNYFHRESLVCRT

SVEGGVMLFIPKKFFLCGKPDINRLAGTPVLFHEGAKNFNLDTIYHFFKQTLGITNPA

FSFDNVDLFSSLYRLQKGLAMLLIPVRVCRALGLSTDHALHIKGVALCTSLYYPTKKR

ETPDYRKAIKLIQQELKQSTF"

gene 1406..2173

/gene="spvA"

/locus_tag="pSPUV_002"

CDS 1406..2173

/gene="spvA"

/locus_tag="pSPUV_002"

/codon_start=1

/transl_table=11

/product="28.1 kDa virulence protein"

/protein_id="AFC61020.1"

/translation="MNMNQTTSPALSQVETAIRVPAGNFAKYNYYSVFDIVRQTRKQF

INANMSWPGSRGGKAWDLAMGQAQYIRCMFRENQLTRRVRGTLQQTPDNGTNLSSSAV

GGIQGQAERRPDLATLMVVNDAINQQIPTLLPYHFPHDQVELSLLNTDVSLEDIISES

SIDWPWFLSNSLTGDNSNYAMELASRLSPEQQTLPTEPDNSTATDLTSFYQTNLGLKT

ADYTPFEALNTFARQLAITVPPGGTVDCGYSACQPAV"

gene 2355..4130

/gene="spvB"

/locus_tag="pSPUV_003"

CDS 2355..4130

/gene="spvB"

/locus_tag="pSPUV_003"

/codon_start=1

/transl_table=11

/product="Actin-ADP-ribosyltransferase2C toxin SpvB"

/protein_id="AFC61021.1"

/translation="MLILNGFSSATLALITPPFLPKGGKALSQSGPDGLASITLPLPI

SAERGFAPALALHYSSGGGNGPFGVGWSCATMSIARRTSHGVPQYNDSDEFLGPDGEV

LVQTLSTGDAPNPVTCFSYGDVSFPQSYTVTRYQPRTESSFYRLEYWVGNSNGDDFWL

LHDSNGILHLLGKTAAARLSDPQAASHTAQWLVEESVTPAGEHIYYSYLAENGDNVDL

NGDEAGRDRSAMRYLSKVQYGNATPAADLYLWTSATPAVQWLFTLVFDYGERGVDPQV

PPAFTAQNSWLARQDPFSLYNYGFEIRLHRLCRQVLMFHHFPDELGEADTLVSRLLLE

YDENPILTQLCAARTLAYEGDGYRRAPVNNMMPPPPPPPMMGGNSSRPKSKWAIVEES

KQIQALRYYSAQGYSVINKYLRGDDYPETQAKETLLSRDYLSTNEPSDEEFKNAMSVY

INDIVEGLSSLPETDHRVVYRGLKLDKPALSDVLKEYTTIGNIIIEKAFMSTSPDKAW

INDTILNIYLEKGHKGRILGDVAHFKGEAEMLFPPNTKLKIESIVNCGSQDFASQLSK

LRLSDDATADTNRIKRIINMRVLNS"
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gene 4540..5136

/gene="spvC"

/locus_tag="pSPUV_004"

CDS 4540..5136

/gene="spvC"

/locus_tag="pSPUV_004"

/codon_start=1

/transl_table=11

/product="27.5 kDa virulence protein"

/protein_id="AFC61022.1"

/translation="MRKMPVSHFKEALDVPDYSGMRQSGFFAMSQGFQLNNHGYDVFI

HARRESPQSQGKFAGDKFHISVLRDMVPQAFQALSGLLFSEDSPVDKWKVTDMEKVVQ

QDRVSLGAQFTLYIKPDQENSQYSASFLHKTRQFIECLESRLSENGVISGQCPESDVH

PENWKYLSYRNELRSGRDGGEMQRQALREEQFYRLMTE"

gene 5397..6047

/gene="spvD"

/locus_tag="pSPUV_005"

CDS 5397..6047

/gene="spvD"

/locus_tag="pSPUV_005"

/codon_start=1

/transl_table=11

/product="SpvD"

/protein_id="AFC61023.1"

/translation="MRVSGSASSQNIISRINSKNINNNDSNEVKRIKDALCIESKERI

LYPQNLSRDNLKQMARYVNNTYIHYSGNCVLLSACLHYNIHHRQDILSSKNTASPTVG

LDSAIVDKIIFGHELNQSYCLNSIDEVEKEILNRYDIKRESSFIISAENYIAPIIGEC

RHDFNAVVICEYDKKPYVQFIDSWKTSNILPSLQEIKKHFSSSGEFYVRAYDEKHD"

gene complement(6174..6601)

/locus_tag="pSPUV_006"

/pseudo

gene 6658..7008

/locus_tag="pSPUV_007"

CDS 6658..7008

/locus_tag="pSPUV_007"

/codon_start=1

/transl_table=11

/product="Transposase"

/protein_id="AFC61024.1"

/translation="MLRATKVCIYPTPEQAEHLNAQFGAVRFVYSKSLHIKKHAYQRH

GVSLTPRKDIKPLLAVEKKFRKFRKYAWLKEYDSIALQQAVINLDVAFSNCFNPKLKA

RFPMFKRKHGKLLG"

gene complement(7075..7491)

/locus_tag="pSPUV_008"
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CDS complement(7075..7491)

/locus_tag="pSPUV_008"

/codon_start=1

/transl_table=11

/product="Invasin"

/protein_id="AFC61025.1"

/translation="MEDYEERPASGWDLRAEGYLPSYPQLGAKMVYEQYYGNEVGLFG

KDERQKNPHALTAGVSWTPVPLLKLSAEQRAGKAGEHDTRFGAEASYRIGDSLRSQLD

PDAVGALRSLAGSRYDLTDRNNDIILEYRKQEVTCQ"

gene complement(7515..8102)

/locus_tag="pSPUV_009"

CDS complement(7515..8102)

/locus_tag="pSPUV_009"

/codon_start=1

/transl_table=11

/product="virulence plasmid DNA2C"

/protein_id="AFC61026.1"

/translation="MQATTPLVLTLTPAMTARADIASRIGQSPFSTDRDAALAGIRTV

PYTLKKGETVAQAHGLTVPQLKKLNGLRTFARGFDHLQAGDELDVPAVPLTGGKGDNN

RHDARGPFAADRENEDAQAQQMAGMASQAGSFLASHPDGQAAAGMVTVTSGRLTCSGR

TSSSTMTSPATTPAPASAENTGATSLSFPPTPMSA"

gene complement(8158..8328)

/locus_tag="pSPUV_010"

CDS complement(8158..8328)

/locus_tag="pSPUV_010"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61027.1"

/translation="MIGLPDPAAHYSMMLHPGSPPFFSSRTTGAGSHNVSAHHPVHLP

VTHRSHYTDMTL"

gene complement(8355..8840)

/locus_tag="pSPUV_011"

CDS complement(8355..8840)

/locus_tag="pSPUV_011"

/codon_start=1

/transl_table=11

/product="Putative inner membrane protein"

/protein_id="AFC61028.1"

/translation="MLIIVSDCQFTRLALTRLLAHLDPVNMSVARWLQTAPPAGSHVL

LAASPGMLASLVPACHHARTSLSLKLALLGSGGQAVFLNTLGLRPDCLLPRTASATQL

KAAVSSWLRRARGWRQATTESLSLRERQALCATLAGLSARTAPGSASAPKPFTAIAAA

R"

gene complement(8834..9322)
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/locus_tag="pSPUV_012"

CDS complement(8834..9322)

/locus_tag="pSPUV_012"

/codon_start=1

/transl_table=11

/product="Orf10"

/protein_id="AFC61029.1"

/translation="MNQPLLFRTVAGRQSNHEGFYMPPGIRHLGTLSLYRAVAWWGLF

LGREFTRDDVSEAFSIEPRRASGILNYICNRHNDDDICFDSRLHPVRGGRAQLVVRIR

AVESRPDTIRRQRTDRPGGKVSDRQYDRQMAHWLLSRPAGGDTAKLAAWQAACPVREA

SC"

gene complement(9509..10060)

/locus_tag="pSPUV_013"

CDS complement(9509..10060)

/locus_tag="pSPUV_013"

/codon_start=1

/transl_table=11

/product="Putative diguanylate cyclase/phosphodiesterase"

/protein_id="AFC61030.1"

/translation="MHFSAFRLQQAIWNREFTPFYQPIVCATGGEVVGCEMLARWLHP

QKGLLSAGNFIPAIEATGLGGALLRGLADEVCGDGQDLARSAGRRLMMTLNLSLSLVM

TPLFRPHLLALSIRLEQAGMTPVFEITEREDIRAFPQAAVFRQLAAGGLRFAVDDFGT

GHAGPASTVADRMIARTVSLARC"

gene complement(10069..10851)

/gene="rsdB"

/locus_tag="pSPUV_014"

CDS complement(10069..10851)

/gene="rsdB"

/locus_tag="pSPUV_014"

/codon_start=1

/transl_table=11

/product="Resolvase"

/protein_id="AFC61031.1"

/translation="MSQPPLPAVCTQAASALLPVAIDYPAALALRQMAMQHDDYPKYL

LAPEVSALLHYVPDLHRRMLLATLWNTGARINEALALTRGDFSLAPPYPFVQLATLKQ

RAEKAARTAGRMPSGSQPHRLVPLSDNQYVSELQMMVATLKIPLERRNRRTGRTEKAR

LWEITDRTVRTWIGEAVEAAAADDVTFSVPVTPHTFRHSYAMHMLYAGIPLKVLQALM

GHKSVSSTEVYTKVFALDVAARHRVQFQMPGADAVAMLKGGS"

gene complement(10886..11407)

/locus_tag="pSPUV_015"

CDS complement(10886..11407)

/locus_tag="pSPUV_015"

/codon_start=1

/transl_table=11
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/product="putative cytoplasmic protein"

/protein_id="AFC61032.1"

/translation="MTRSRICPDTESTGLSPASDALPVRETTEQFAQVFFGKSVSLLT

PEERFTTVYAGSRDIPADLHPASWFPADTWFRNELRACAAYVGRRQGWPLYHASEAER

LRALYPLRLATPATDPGKQLLTRTALLKAGYSRATIAAMTPVAERQNRHSGDWYPLYR

VQTETRDDSGEKT"

gene complement(11404..11694)

/locus_tag="pSPUV_016"

CDS complement(11404..11694)

/locus_tag="pSPUV_016"

/codon_start=1

/transl_table=11

/product="putative cytoplasmic protein"

/protein_id="AFC61033.1"

/translation="MRVSEQVLLSSLRQGGCVRSFWRRSARLAGTPSPIVPDGLVLET

PGERGDTPLCHVDFAVVQKWLVCEETWTQTLGGTEFGGTVWRLRTDRESTTS"

gene complement(11696..12001)

/gene="ccdB"

/locus_tag="pSPUV_017"

CDS complement(11696..12001)

/gene="ccdB"

/locus_tag="pSPUV_017"

/codon_start=1

/transl_table=11

/product="CcdB toxin protein"

/protein_id="AFC61034.1"

/translation="MQFKVYTCKRESRYRLFVDVQSDIIDTPGRRMAVPLVSARLLSE

KVPRDLYPVMHIGDEPYRLLTTDMTSVPATVIGEEVADLSLRENDIKNAINLMFRGI"

gene complement(12003..12221)

/gene="ccdA"

/locus_tag="pSPUV_018"

CDS complement(12003..12221)

/gene="ccdA"

/locus_tag="pSPUV_018"

/note="antitoxin to CcdB"

/codon_start=1

/transl_table=11

/product="CcdA protein"

/protein_id="AFC61035.1"

/translation="MKQRITVTVDSDSYQLLKAYDVNISGLVSTTMQNEARRLRAERW

QEENREGMAEVASFIEANGSFADDNRNW"

gene 12548..12676

/locus_tag="pSPUV_019"

CDS 12548..12676
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/locus_tag="pSPUV_019"

/note="FIG01049027"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61036.1"

/translation="MSIHDFPEVYHGQGISKAVFSALRAGSQGRGITQHLVATADD"

gene 12966..13196

/gene="vagC"

/locus_tag="pSPUV_020"

CDS 12966..13196

/gene="vagC"

/locus_tag="pSPUV_020"

/codon_start=1

/transl_table=11

/product="Virulence-associated protein vagC"

/protein_id="AFC61037.1"

/translation="MRTVSIFKNGNNRAIRLPRDLDFEGVSELEIVREGDSIILRPVR

PTWGSFAQLEKADPDFMAEREDVVSDEGRFEL"

gene 13193..13621

/gene="vagD"

/locus_tag="pSPUV_021"

CDS 13193..13621

/gene="vagD"

/locus_tag="pSPUV_021"

/codon_start=1

/transl_table=11

/product="VagD"

/protein_id="AFC61038.1"

/translation="MKQPRTKTYMLDTCICSFIMREKSEAVLKRLEQAVLRGHRIVIS

AITYSEMRFGATGPKASPRLVQLVDAFCARLDAILPWDRAAVDATTEIKVALCLAGTP

IGPNDTAIAGHAIAAGAVLVTNNTREFERVPGLVLEDWVS"

gene complement(14191..15039)

/locus_tag="pSPUV_022"

CDS complement(14191..15039)

/locus_tag="pSPUV_022"

/codon_start=1

/transl_table=11

/product="putative outer membrane protein"

/protein_id="AFC61039.1"

/translation="MTLRRLLKQKPALLAGALLMVAGAATLYFPETWYPEETQWQLAT

EKYIPGIQGGLSGLTWNPDSGTLFAVTDHPSSVVELDTDGNVLRVIPSDGDHDFEAIE

YLGRNRYVLSRERERILTTHHIDRNTSVLPPASYTLTLDVDRKSDNAGFEGLARGRGE

NALIVAQEKKPLRFLETDHSHDSLSVSDSLTHRLSLPWFLKDISGLHYDRKNRRLYVL

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c
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SHESALVLVSDPEGGWWVMPLRRGHSGLERDIPQAEGIASDGRNSLWIVSEPDRFYRF

SRTTTS"

gene complement(15065..15211)

/locus_tag="pSPUV_023"

CDS complement(15065..15211)

/locus_tag="pSPUV_023"

/note="FIG01047425"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61040.1"

/translation="MPDDERRAGYGGGRFSLRALILLLLTSAFISGFLTGALAMLWFV

IDCM"

gene complement(15201..15320)

/locus_tag="pSPUV_024"

CDS complement(15201..15320)

/locus_tag="pSPUV_024"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61041.1"

/translation="MNIIRGCMTGLTGIKLFLSGHLHTGNSPENFFAEGQHAG"

gene complement(15487..15699)

/gene="faeA"

/locus_tag="pSPUV_025"

CDS complement(15487..15699)

/gene="faeA"

/locus_tag="pSPUV_025"

/codon_start=1

/transl_table=11

/product="plasmid-encoded fimbriae regulatory protein

FaeA"

/protein_id="AFC61042.1"

/translation="MSNDACDKILSFMQSQANGRINIPVRTRSIADAAGLTIYQARAY

LVTIEGAGVVEKMNAGKGVSGRWRLV"

gene complement(15772..16344)

/locus_tag="pSPUV_026"

CDS complement(15772..16344)

/locus_tag="pSPUV_026"

/note="FIG01047379"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61043.1"
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/translation="MSRRKRILLTGNCEYELLGLSHLLAGMGYAVVRPEMSPPGAYDL

ALVALSAEPPAGWGRHLQGIRMLHAASPVPMVVLVPSRLQEMRLLRGTAQVISGRDSL

LRLRDMLRQALEGRAGPESSGELTELRKRTLISLCTAINRNASLKAASRKDYYLRACL

VEYAGVENLHVLCTSGLLPGVITDETGQRF"

gene complement(16317..17171)

/gene="faeJ"

/locus_tag="pSPUV_027"

CDS complement(16317..17171)

/gene="faeJ"

/locus_tag="pSPUV_027"

/codon_start=1

/transl_table=11

/product="K88 minor fimbrial subunit faeJ precursor"

/protein_id="AFC61044.1"

/translation="MKNYYLLLMLASASVSSQPLTVVQAHWQEGMAVGVTELSGTLYI

RDTAWKWQPVPLEMSRQEGMVSESRPGRRYYILKGYTTTLTSARPGLQPSVSLLHAGH

GVVRLEARGKLAKGQVRYGEITFTASHVLAWQDSTTAEKGWSVVSGNVTPDAAQEIKR

LLWQVRDYRWNPSYSGLKTRPDAFTVMPGSFLPDNGTKNQIAGAWLTSLEGIRVRFPG

AGEPDAGGELFLSRDRNENICTCTGHGLSAGSCGTGSHAGRADKPGVKLAGADKWKMP

CPAGNAYC"

gene complement(17376..18140)

/gene="faeI"

/locus_tag="pSPUV_028"

CDS complement(17376..18140)

/gene="faeI"

/locus_tag="pSPUV_028"

/codon_start=1

/transl_table=11

/product="K88 minor fimbrial subunit faeI precursor"

/protein_id="AFC61045.1"

/translation="MKRMTILLLAASLLPSCVLAWNTPGEDFSGELKLGGPVTSTRNP

WVWKVGEGNTQINTKAVSVLRSGEQVIPVPLPAMTVLLGKTILTTPAGREGLAPQVTY

GKDTEGFALTWTAPGMASVTLPVTGEGNVRTGTFTFRMQAAGVLRHVLGDRAEYAGLY

GDLQGNGLPPQTQVMPAGQTPGVLQTLFDSEGPVWLREMTVSSVSGLSRFSDAALRQV

DGVYGAQTVADSGELRFKGAVPSRWHTSLAVSIEYR"

gene complement(18168..18965)

/gene="faeH"

/locus_tag="pSPUV_029"

CDS complement(18168..18965)

/gene="faeH"

/locus_tag="pSPUV_029"

/codon_start=1

/transl_table=11

/product="K88 minor fimbrial subunit faeH precursor"
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/protein_id="AFC61046.1"

/translation="MKITHHYKSIISALAALALFYSAAPRAGILDGGEIQFHGLVTDE

APKWTWQVGSPDQTWAVDTADARTANGQLVFDLRGKGSLPFLEGHLYEVAERGGPGFT

PFISSSSNGQPFSVTDGGSTTAQHFRASVPVRNPENGHVAGQLSFTLDQGMAVSAGHQ

EDGAVLPAGMSLVNGQSVSGVQAGTLPQWLKSRLPSLLMLNRGFGNGMSTADNGQVIS

QGVLADGRVTRLAAAYASAVSDFELRLPAENTPAQWQAGLSVTVTVQ"

gene complement(19201..19524)

/locus_tag="pSPUV_030"

CDS complement(19201..19524)

/locus_tag="pSPUV_030"

/note="FIG01049639"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61047.1"

/translation="MIYQTVADTSKANGNGYMQNAAYVKSMTSTQVKDHLPRILGADM

ITIAQDAVESSYTGPNVFNRADAKTIQGVYGSEIVAKSGQLSFPKDGVPSDWNAQMSV

TVSYQ"

gene 19817..19960

/locus_tag="pSPUV_031"

CDS 19817..19960

/locus_tag="pSPUV_031"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61048.1"

/translation="MVYKYYIKRRGNIILFYDELIFRKNKIIYKISFTTIKFRPVVFR

PET"

gene 20932..21591

/gene="fedE"

/locus_tag="pSPUV_032"

CDS 20932..21591

/gene="fedE"

/locus_tag="pSPUV_032"

/codon_start=1

/transl_table=11

/product="fimbrial protein FedE"

/protein_id="AFC61049.1"

/translation="MKTNKQGCSSSNKNPVLGVSVAEIKDIVCVMSFGDVRLGALTVM

RFNKIKNAAITIGFALFGLTSSVHAADPATASLIIEAILTKPTCMITVPTTYDLGQLI

RGQVREHEPLLINVNCPGKDSLKTALKAKVLAGRLEGDDKVQMLVNGQGNGTLLSLKP

VNESGASSPVKLTGAASGTFCEVDTVGYRQCQLIPVTEVHSEDTPGHASATLLFEVVY

P"

gene 21627..22550
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/locus_tag="pSPUV_033"

CDS 21627..22550

/locus_tag="pSPUV_033"

/note="FIG01048907"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61050.1"

/translation="MNRLISAFCITFCCHAYAITLDASITDFTVLFGQHMGHSACVGK

FPQGAPPSTFVGCRSNGDFSMYNSFTSKVIITRLPDKVSAAHGESLPCTVPSLRVRGG

LEFAKSTSDAGIVETIDISGMNVGESRTGEIKNAKYIALTPGTVISLEALQCDYSAGS

LFGDTSARVSANYSIEMPDSNFSTSVLYEVLAKIDKIGSKPDFTLSPTYVRCVGNTAS

GCMTEPVTVSVKDVTNGHRIQVTGLVTGGDLSYISNTGRVDLPEGKLTNLVNTVSSGG

IQQVTSGRFVIPGGGTEGTRFYTVNYTLTVE"

gene 22708..22914

/locus_tag="pSPUV_034"

CDS 22708..22914

/locus_tag="pSPUV_034"

/note="FIG01045958"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61051.1"

/translation="MSDMQKNVTPGRRKGCPNYSPEFKQQLVAASCEPGLSISKLALE

NGINANLLFKWRKGKLLLPFSYSL"

gene 23069..23269

/locus_tag="pSPUV_035"

CDS 23069..23269

/locus_tag="pSPUV_035"

/codon_start=1

/transl_table=11

/product="L0014 protein, putative transposase"

/protein_id="AFC61052.1"

/translation="MIPLPSGTKIWLVAKVQTVLKDDPMSGHLFIFRGHSGSQVKLLW

STGDSWSAGASLGRQPAIAKCS"

gene 23333..23509

/locus_tag="pSPUV_036"

CDS 23333..23509

/locus_tag="pSPUV_036"

/codon_start=1

/transl_table=11

/product="Transposase"

/protein_id="AFC61053.1"

/translation="MEADLNRLQKEGDALRQTRTRKPFPASLPRDEKQLQPAEACCPD
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CGDALSYLGEDAAE"

gene complement(23770..23892)

/locus_tag="pSPUV_037"

CDS complement(23770..23892)

/locus_tag="pSPUV_037"

/note="FIG01049629"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61054.1"

/translation="MNDVTKLLSGVMPRLALQGDGPLREPSPHQQGIFCAVVNH"

gene complement(24247..24462)

/locus_tag="pSPUV_038"

CDS complement(24247..24462)

/locus_tag="pSPUV_038"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61055.1"

/translation="MKIRLTPEDFVRLSPGTACFLRGTLVLPAKISLILLPEWPEMFP

PEPFPVVIFSYSQITARDLSIKLQPIY"

gene complement(24474..25355)

/gene="repA"

/locus_tag="pSPUV_039"

CDS complement(24474..25355)

/gene="repA"

/locus_tag="pSPUV_039"

/codon_start=1

/transl_table=11

/product="IncFIIA replication protein"

/protein_id="AFC61056.1"

/translation="MQAEVTDTRTLFTHYRQVKNPNPEFTPREGKKTLPFCRKLMAKA

EGFTSRFDFSVHVAFVRSLGKRHRMPPLLRRRAIDALLQGLCFHYDPLANRVQRSITN

LAIECGLATESKSGNLSITRATRALKFMAELGLITYQTEYDPQIGCNIPTDITFTPAL

FSALDVSDVAVVAARRSRVEWENQQRKKQNLEPLEMDELIAKAWRFVRERFRSYQSER

KLHGLKRARARRDADRTRKDIETLVKLQLTREYASGRFTGGLDAMKRELQRRVKERMM

MSRGKNYTRLTMATVPI"

gene complement(25470..25583)

/gene="repA3"

/locus_tag="pSPUV_040"

CDS complement(25470..25583)

/gene="repA3"

/locus_tag="pSPUV_040"

/codon_start=1
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/transl_table=11

/product="DNA replication protein"

/protein_id="AFC61057.1"

/translation="MAGHAVRWQGTGSDEVSTRDQKSKNPDNLSILGGTED"

gene complement(25661..25906)

/gene="repC"

/locus_tag="pSPUV_041"

CDS complement(25661..25906)

/gene="repC"

/locus_tag="pSPUV_041"

/codon_start=1

/transl_table=11

/product="replication protein"

/protein_id="AFC61058.1"

/translation="MSQIENAVTSSSKRIYRKGNPLSSAEKKRLSISRKKTTHKELNV

FIQNMHKESLQQLCEETGTTQAQMIELLIEREMAKRA"

gene complement(26038..26418)

/locus_tag="pSPUV_042"

CDS complement(26038..26418)

/locus_tag="pSPUV_042"

/EC_number="3.1.-.-"

/codon_start=1

/transl_table=11

/product="Endonuclease"

/protein_id="AFC61059.1"

/translation="MGYSFTSPEVAGALISAKRRGVDVRGVLDWKANTGKNNNASRVT

MNLLTSAGIPVRTVSVYKILHDKVIVSDGRHTEVGSFNYSRAADRSNSENVLVVWDDP

VLARSYLNHWTSRWAQGTDWKQTY"

gene complement(26714..27166)

/locus_tag="pSPUV_043"

CDS complement(26714..27166)

/locus_tag="pSPUV_043"

/codon_start=1

/transl_table=11

/product="putative cytoplasmic protein"

/protein_id="AFC61060.1"

/translation="MFKYWPTFVQQWENSLKAAQKGLEIWKSARADAWLAYHNGIFAT

SHYEGALTSEDISSAAAAALKGHKIRGGNVNTKSILDASNRLAHTLALQGSPAMIMMP

VKEATEKNVTVIPGGAGQETLENAAVLILAGMERNDRATTREGNNNLS"

gene complement(27283..27846)

/gene="finO"

/locus_tag="pSPUV_044"

CDS complement(27283..27846)

/gene="finO"
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/locus_tag="pSPUV_044"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer fertility

inhibition protein FinO"

/protein_id="AFC61061.1"

/translation="MTDEKRPVLTLKRRTEGDAPVRSRKTVINVTTPPKWKVKKQKLS

EKAAREAELAAKKAQAGQELAVYLKLTPLNEAVSTLKPWWPGLFDGDTPRLFACGVRE

ALFEDAARRGIPLSHKKIIRALKAIARSEAYLGAMKAGACRYDTEGYVTDHITVEEEQ

YALARLAKVRAQNARKAELRAVLAQTV"

gene complement(27901..28641)

/gene="traX"

/locus_tag="pSPUV_045"

CDS complement(27901..28641)

/gene="traX"

/locus_tag="pSPUV_045"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilin

acetylase TraX"

/protein_id="AFC61062.1"

/translation="MTMDNATRNDSRAAQVDTRLQRLLAWSPGQRDLIKTVALLLMVA

DHINRILHLDLTWLFLAGRGAFPLFALVWGLNLSRHTYIRQSAINRLWGWAVIAQSGY

FLAGFPWYEGNILFAFAVAAQALKWCELRCLFHSAAALLLLTAWIPLSGTSYGVAGVL

VLVICYRLYRTADTEEHLALAACLVVAVPALNLVTSDAAAVAGLLVTGLTVWLVSLTG

KSRPRFWPTDFFPVFYTCHLAALGILAL"

gene complement(28661..33919)

/gene="traI"

/locus_tag="pSPUV_046"

CDS complement(28661..33919)

/gene="traI"

/locus_tag="pSPUV_046"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer DNA-nicking

and unwinding protein TraI"

/protein_id="AFC61063.1"

/translation="MMSIAQVRSAGSAAGYYSDRDNYYVLGSLEERWAGKGAEQLGVQ

GTVDKEVFTRVLEGRLPDGADLSRQQDGGNKHRPGYDLTFSAPKSVSLIAMLAGDKRL

TEAHNQAVDIAVRQVEALASTRVMTDGQSETVLTGNLVMALFNHDTSRDQEPQLHTHA

VVANVTLHDGEWKTLSSDKVGKTGFIENVYANQIAFGKIYRAVLKEKVEALGYETEVV

GKHGMWEMPGVPVEAFSSRSQAIREAVGEDASLKSRDVAALDTRKSKQHVDPEVKMAE

WMQTLKDTGFDISAYREAADRRAEIQAAQPVPSQEQPDIQQAVTQAIAGLSDRKVQFT

YTDVLARTVGMLPPEAGVIEKARAGIDEAISRERLIPLDREKGLFTSGIHVLDELSVR
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ALSSDIMKQNRVTVHPEKSVPRTGSYSDAVSVLAQDRPSLAIISGQGSAAGQRERVAD

LTMMAREQGREVQIIAADRRSQTNLKQDERLSGELITGRRQLQEGMSFSPGSTVIVDQ

GEKLSLKETLTLLDGAARHNIQVLITDSGQRTGTGSALMAMKEAGVNSYRWQGGQQTP

ATVISEPDRNVRYARLAGDFVAAVKAGEESVAQVSGVREQAILAGMIRSELKTQGVLG

QQDTMMTALSPVWLDSRNRYLRDMYREGMVMEQWNPEKRSHDRYVIDRVTAQSHSLTL

RDAQGETQMVRISALDSSWSLFRPEKIPVADGERLMVTGKIPGLRVSGGDRLQVSAVN

DGMMTVIVPGRAEPASLPVGDSPFTALKLENGWVETPGHSVSDSAKVFVSVTQMAMDN

ATLNGLARSGRDVRLYSSLDETRTAEKLSRHPSFTVVSEQIKARAGEVSLETAISRQK

AGLHTPAQQAIHLALPVVESKNLAFSQVELLTEAKSFAAEVTGFAELGREIDAQIKRG

DLLHVDVAKGYGTDLLISRASYDAEKSILHHILEGKEAVTPLMERVSGELMETLTSGQ

RAATRMILETKDRFTVVQGYAGVSKTTQFRAVMSAVNLLPGSERPRVVGLGPTHRAVG

EMRSAGVEAQTLASFLHDTQLQQRSGETPDFSNTLFLLDESSMVGNTDMARAYALIAA

GGGRAVASGDTDQLQAIAPGQPFRLQQTRSAADVAIMKEIVRQTPELRDAVYSLINRD

VNKALSGLENVKPVQVPRLKGAWVPENSVTEFSRLQERELVKAAQEAEKKGEAFPDVP

VTLYEAIVRDYTGRTPDAREQTLIVTHLNEDRRVLNSMIQDALAKPGEQQVTVPVLTT

ANIRDGELRRLSTWENHQCALALVDKVYHRIAGISKEDGLITLQDADGNTRLISPREA

AAEGVTLYNPETIRVGAGDRMRFTKSDRERGYVANSVWPVTAVSGDGVTLSDGKQTRV

VRPGQDRAEQHIDLAYAITAHGAQGASETFAIALEGTEGGRKQMAGFESAYVALSRMK

QHVQVYTDDRQGWTDAINRAAQKGTAHDVLEPKADREAMNAERLFSTARELRDVAAGR

AVLRNAGLALGDSRARFIAPGRKYPQPYVALPAFDRNGKSAGIWLNPLTTDDGAGLRG

FSGEGRVKGSEEAQFAALQGSRNGESLLADNMQEGVRIARDNPDSGVVVRIAGDGRPW

NPGAITGGRVWGDIPDSSVQPGAVNGEPVTAEILAQRQAEEAVRRETEQRAAEIVRKM

AEDKPDLPEEKTAQAVREIAGQEQDRMTPPERETPLPESVLREPVRERETIREVAREN

RVRERLQQTEQEMVRDLQKERTPDGD"

gene complement(33919..36252)

/gene="traD"

/locus_tag="pSPUV_047"

CDS complement(33919..36252)

/gene="traD"

/locus_tag="pSPUV_047"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraD"

/protein_id="AFC61064.1"

/translation="MSFNAKDMTQGGQIASMRIRMFSQIANIIFYCLFIFFWILVGLV

LWVKLSWQTFVNGCIYWWCTTLEGMRDLIKSQPVYEIRYYGQTFRMNAAQVLQDKYTV

WCGEQLWSAFVLAACVALVICLITFFMTTWILGRQGKQQSEDDVTGGRQLTDNPKDVA

RMLKKDGKASDILIGDLPIIKDSEIQNFLLHGTVSTGKSEIIRRLANYARQRGDMVVM

YDRSCEFVKSYYDPSIDKILTPCDARCAAWDLWRECLTLPDFDNAANTLIPMGTKEDP

FWQGSGRTIFAEAAYLMRNDSDRSYSKLVDTLLSIKIEKLRTYLRDSPAANLVEEKIE

KTAISIRAVLTNYVKAVRYLQGIERNGEPFTIRDWMRGVREDQKNGWLFISSNADTHS

SLKPVISMWLSIAIRGLLAMGENRNRRVWFFCDELPTLHKLPDLVEIVPEARKFGGCY

VFGIQSSTQMEDIYGEKAAATLLDVMNTRAFFRSPSYKIADYVAHEIGEKEILKASEQ

YSYGADPVRDGVSTGKEMERVTLVSYSDIQSLPDLTCYVTLPGPYPAVKLALKYQERP
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KVAPEFIPREMNPEAEARLSAVLAAREAEGRQMSSLFEPDTEAVAPAAAEAQAEQPQQ

PQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQPQQP

QPTVVSDKKSAAAGTAANTSAGGVGQELKMKQEDEEQPLPPGINAAGEVVDMAAYERW

RQEQEVNTQQQMQRREEVNINVHHGHGKDEPEPGDHF"

gene complement(36629..37360)

/gene="traT"

/locus_tag="pSPUV_048"

CDS complement(36629..37360)

/gene="traT"

/locus_tag="pSPUV_048"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer surface

exclusion protein TraT"

/protein_id="AFC61065.1"

/translation="MKTKKIMMVTLVSSTLALSGCGAMSTAIKKRNLEVKTQMSQTIW

LDPSSERTVYLQVKNTSDKDMSDLQSLIAKDIQAKGYTVVISPDKAYYWIQANVLKAD

KMDLRESQGWLNRGYEGALSGAALGAGITAYNSNSAGATLGVGLAAGLVGMAADAMVE

DINYTMITDVQISERTKATVTTDNVAALRQGTSGAKIQTSTETGNQHKYQTRVVSNAN

KVNLKFEEAKPVLEEQLAKSIANIL"

gene complement(37606..38088)

/gene="traS"

/locus_tag="pSPUV_049"

CDS complement(37606..38088)

/gene="traS"

/locus_tag="pSPUV_049"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer surface

exclusion protein TraS"

/protein_id="AFC61066.1"

/translation="MKNFIQICLVMMVQFIACYLAGWDMPETGFILAFVLLWQGLFIW

LFHQISKKHNTPGEYKFSKVIWYIIMPICSLISPMLSLMIFIFGTLCDLRKVSNCISI

KDWMKTQVAVEESDNHVSLDFESVEFSRSNPATGLPMSGIGVDIGGNSYGYSSSHHYR

"

gene complement(38110..40596)

/gene="traG"

/locus_tag="pSPUV_050"

CDS complement(38110..40596)

/gene="traG"

/locus_tag="pSPUV_050"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraG"
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/protein_id="AFC61067.1"

/translation="MQGKTRIKPLFILCTALMTVAPAVSADVNSDMNQFFNKLGFASN

TTQPSVWQGQAAGYASGGSLYARTQVKNVQLVSMTLPDINAGCGGIDAYLGSFSFING

EQLQRFVKQIMSNAAGYFFDLALQTTVPEIKTAKDFLQKMASDINSMNLSSCQAAQGI

VGGLFPKTQVSQQKVCQDIAGESNIFADWAASRQGCTVGGQSDSVRDKASDRDKERVT

KNINIMWNALSKNRMFDGNKELKEFVMTLTGSLVFGPNGEITPLPARTTDRAIIRALM

EGGTAKIYHCNDSDKCLKVVADTPVTISRDNALKSQITKLLTSIQNKAVSDTPLDNKE

KGFISSTTIPVFKYLVDPQMLGVSTSMIYQLTDYIGYDILLQYIQELIQQARAMVATG

NYDEAVIEHITDNMNDATRQIAAAQQEMAREASTQAESALHGFSSSIASAWNTLSQFG

TNRGSSDSVTSGADSTMSAQDSMMASRMRSAVESYAKAHNISNEQATQELASRSTRTS

AGIYGDAHAEWGIRPKILGVGGGAGVKGGGKAGIDWEDNDSHQASSNTHASHNTRHDV

DAKATQDFKEASDYFTSRKVSESGSHTDNNAESRVDHLSAALNSAKQSYDQYTTNLSR

SHEYAEMASRTESMSGQMSEDLSQQFVNYVQKHAPNDAEAILTNTSSPEVAEQRRAMA

WSFVQEQVQPGVDNAWSEGRSETGRGMGVVSGGGDRQDVIADHQAHQATLDQRTQDSN

IRNDVKPQVDNMVTAYRSGISDTQENIQGEEKAIGQQYSDLQKQHKTEALSQDNKYNE

ETSAQKRMPGADSPEELMKRAKEYQDKHKP"

gene complement(40586..41134)

/gene="trbB"

/locus_tag="pSPUV_051"

CDS complement(40586..41134)

/gene="trbB"

/locus_tag="pSPUV_051"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TrbB"

/protein_id="AFC61068.1"

/translation="MSLNKALLFLLLLVGTGVNASTREEIERLYNPHGMAAPSGQKQP

ADTQGVQKVTPAPRWFRLSNGKTVNLADWKVVLFMQRSCPWCHQFDPVLKQVAQQYGF

SVFPYTLDGQGDAAFPEALPAPPEVMQTFFPNIPVATPTTFLVNVNTLEALPLLQGAT

DAAGFMARMDTVLQMYGEKHAG"

gene complement(41121..41414)

/gene="traQ"

/locus_tag="pSPUV_052"

CDS complement(41121..41414)

/gene="traQ"

/locus_tag="pSPUV_052"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraQ"

/protein_id="AFC61069.1"

/translation="MRKYKLSLPLPDITGVWVFSLGVWFHIVGRLVYRKPWMAFFLAE

LIAVILVLSGAYRVLDAWIARVSREERALLEARQTAILAAEKEEKGDKSHVSQ"

gene complement(41628..42371)

/gene="traF"
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/locus_tag="pSPUV_053"

CDS complement(41628..42371)

/gene="traF"

/locus_tag="pSPUV_053"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraF"

/protein_id="AFC61070.1"

/translation="MRKKQIVWLAALLCGPLVAYGKDAGWQWYNEKVSPQETENKPAV

PRQEPDIMQKLATLQAATKRALYEAILYPGVDNFVKYFRLQNYWTQQAGLFSMSAKKA

MLAHPELDYNLQYSHYNGTVRNQLAADQTQQRQAISKLAEHYGIMFFYRGQDPIDGQL

AQVINGFRATYGLSVIPVTVDGVINPMLPDTRPDQGQAQRLGVKYFPAMMLVDPKQGS

VRPLSYGFITQDDLAKQFQNVSEDFKPNF"

gene 42424..42603

/gene="trbE"

/locus_tag="pSPUV_054"

CDS 42424..42603

/gene="trbE"

/locus_tag="pSPUV_054"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TrbE"

/protein_id="AFC61071.1"

/translation="MSTKQYSGINITTFAAMISPASRLSSAVVAFTVSHDQYTAGDAT

ITVTVSRSRKTIILI"

gene complement(43097..44923)

/gene="traN"

/locus_tag="pSPUV_055"

CDS complement(43097..44923)

/gene="traN"

/locus_tag="pSPUV_055"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraN"

/protein_id="AFC61072.1"

/translation="MKRMLPLFLLLAAGLAQADSNSDYRAGSDFAHQIKGQGTGSIRN

FNPQESIPGYDANPDETKYYGGVTAGGDSGLKNDGTTQWATGETGKTITESFMNKPKD

ILSPDAPFIEKGRDVVNRADSIVGNTGQQCSAQEINRSEFTNYTCERDTTVEEYCTRT

ATITGDWRETSEVRTYTLTAFSFSRSGKQIVFSVTVPEAGTISSASLNVTTQNYLWNS

RAGFMNTTFNMTWGSTITLGGATGMMLSKGQILSGTSCSGNGSCTGSVDDRIFNELTS

GRTTFTLTLVMQVKDREWIPRVEWVESCPFNKVDGVLKDTECTEPGGTKTGVMEGKPW

SLAEACWAYRDKYVTQSADNGTCQAYVDNPACTLAARQCAFYSGESTCLHEYATYSCE

SKTAGKVMICGGDVFCLDGECDKAQSGKSNDFGEAVSQLAALAAAGKDVAALNGIDVR
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AFTGQAKFCKKAAAGYSNCCKDSGWGQDIGLAKCSSDEKALAKAKTNKLTVSVGEFCS

KKVLGVCLEKKRSYCQFDSKLAQIVQQQGRNGQLHISFGSSKHPDCRGITVDELQQIK

FDQLDFTNFYEDLMNNQKIPDSGALTEKVKEQITDQLKQAGK"

gene complement(44920..45339)

/locus_tag="pSPUV_056"

CDS complement(44920..45339)

/locus_tag="pSPUV_056"

/codon_start=1

/transl_table=11

/product="putative HNH endonuclease"

/protein_id="AFC61073.1"

/translation="MALTRKQRERLRMKFGGRCAYCGCVLPEKGWHADHVQAVLRKSE

RCMKAAEKGIFRLKTTGEVFRPEADCPENIFPSCAPCNLLKTAYSLEMFRKQVSLQVE

RGRRSSVNFRTAERFGLISVVNKPVVFWFEQYEGENK"

gene complement(45376..46014)

/gene="trbC"

/locus_tag="pSPUV_057"

CDS complement(45376..46014)

/gene="trbC"

/locus_tag="pSPUV_057"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TrbC"

/protein_id="AFC61074.1"

/translation="MHRKIKYLAGLIMVISGTVSAGGVANTPENRQFLKHQENLSSQL

REKPDHQLKAWAEQQVQANPLVQSDRHFLDDLARKQQTSQADKPEQGAVYFISFSIPE

EGLKRMLGETRRYGIPATLRGMRDNDLKATADAVLSLVKDGETDGVQIDPTLFTKYDI

RSVPTLVVYCRQGYDVIRGNLRVKQALEKVVTAGDCRQVAAGLLDVAGDKPQ"

gene complement(45999..46307)

/locus_tag="pSPUV_058"

CDS complement(45999..46307)

/locus_tag="pSPUV_058"

/codon_start=1

/transl_table=11

/product="Conjugative transfer protein PSLT093"

/protein_id="AFC61075.1"

/translation="MFMRIIYKRQHYLSVIRWGAVAVVQILNESVKLFPFALVMFALM

AFYFLPERIISDVVNSWMETDTTGKISLIRLYLEVTFMLSLASSSLLFMYRGKRCTGK

"

gene complement(46326..47318)

/gene="traU"

/locus_tag="pSPUV_059"

CDS complement(46326..47318)

/gene="traU"
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/locus_tag="pSPUV_059"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraU"

/protein_id="AFC61076.1"

/translation="MKRSLWLCVLILLAGHVPTVSADSSCESRFVNPITDICWSCLFP

LSLGSTKVSQGKLPDTANPSMPLQFCPAPPPIFKRPGLAIGYWEPMALTDVTRSPGCM

VNLGFSLPAFGKTAQGTAKKEDKQVNGAVYHVHWYKYPLTYWLNIITSLGCLEGGDLD

IAYLSEIDPTWTDSSLTTILNPEAVIFANPIAQGACAADAIASAFNKPLDVLFWCAGS

QGSMYPFNGWVSNESSPLQPSLLVSERMAFKLHRQGMIMETIGKNNAVCNEYPSPILP

KERWRYQMVNMYPDSGQCHPFGRSVMRWETGKNPPNTKKNFGYLMWRKRNCVFL"

gene complement(47315..47947)

/gene="traW"

/locus_tag="pSPUV_060"

CDS complement(47315..47947)

/gene="traW"

/locus_tag="pSPUV_060"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraW"

/protein_id="AFC61077.1"

/translation="MKWRGLTALLIWGQSVAAADLGTWGDLWPVQEPDMLAVIMHRLE

ALQQSGEMGHRMEAFKERVIHNSLRPPAVPGIGRAEKYCSRLFDPSVRLAADIRDNEG

RVFARQGEVMNPLQYVPFNQTLYFINGDDPEQVAWMKRQTPPTLESKIILVQGSIPEM

EKALDSRIYFDQNGVLCQRLGIDQVPARVTAATDGRFLKVEFIPAEDGRK"

gene complement(47944..48330)

/gene="trbI"

/locus_tag="pSPUV_061"

CDS complement(47944..48330)

/gene="trbI"

/locus_tag="pSPUV_061"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TrbI"

/protein_id="AFC61078.1"

/translation="MSTEQKQTDGTGARKRDGLWMIPGCLGMVVLNAAISYGIARLNT

PVTVAFNMKQTVDAFFDSAGQKKLTEAQSKALSGSFNAALEASLQAWQREHHAVILVS

PAVVQGAPDITREIQQDIARRMRAEP"

gene complement(48305..50952)

/gene="traC"

/locus_tag="pSPUV_062"

/pseudo
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gene complement(50968..51351)

/locus_tag="pSPUV_063"

CDS complement(50968..51351)

/locus_tag="pSPUV_063"

/note="FIG01045198"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61079.1"

/translation="MKVYLQRYGVAGFLLVYWSLSFVNEYFLHEHPLSAESWKWMRLQ

ALLVTGSVVVTVLRLFLLNSAVRREATAIMTGVAAGLHVFALLAPSVWLFYQWQWNGL

FLLQWQGAVFLLCLFALSVSTFCFS"

gene complement(51348..51815)

/locus_tag="pSPUV_064"

CDS complement(51348..51815)

/locus_tag="pSPUV_064"

/codon_start=1

/transl_table=11

/product="Conjugative transfer protein PSLT087"

/protein_id="AFC61080.1"

/translation="MHKSDAEKMESIIDKHDRIYRRQVRVFKNLGFLSIITAVLSVIT

ALFSTSLLLKYTLCVVICVCLIYLVFMFFCLDRYIALSRQPLLWLMRRVEDTADVRRE

LFRRLLSGKTLTGRDEDDILRLWWESSNEVEELATRQREQDDIRKFVGGDKSE"

gene complement(51808..52029)

/gene="traR"

/locus_tag="pSPUV_065"

CDS complement(51808..52029)

/gene="traR"

/locus_tag="pSPUV_065"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraR"

/protein_id="AFC61081.1"

/translation="MSDEADEAYSVTEQLTVTGINRIRQKVNRKGIPVYRCEACGNPI

PEARRKIFPGVTLCVECQSFLEKQGRHYA"

gene complement(52164..52679)

/gene="traV"

/locus_tag="pSPUV_066"

CDS complement(52164..52679)

/gene="traV"

/locus_tag="pSPUV_066"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly
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protein TraV"

/protein_id="AFC61082.1"

/translation="MNHISCLIPFCGALLLSGCAGTNSDFECTATTSDTCMTMEQANE

KAKRQEQPETVKPGAVSLPHLAEGNFRTTPVQAVSTVTPPLGKTVIAPRSGQKPPALH

PLFTAAREVKTVVPVSTASPVVPPRPLRAGEQTAALWIAPYIDSQDIYHQPSGVFFVI

KPSVWGKPRIN"

gene complement(52676..52891)

/gene="trbD"

/locus_tag="pSPUV_067"

CDS complement(52676..52891)

/gene="trbD"

/locus_tag="pSPUV_067"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TrbD"

/protein_id="AFC61083.1"

/translation="MNIRNVISVPDEPVQDDFLKSVISNCTTKIILSGRREYNFSVPG

MPGAGKTCVLSELIKKLLRENKKGAKS"

gene complement(52878..53474)

/gene="traP"

/locus_tag="pSPUV_068"

CDS complement(52878..53474)

/gene="traP"

/locus_tag="pSPUV_068"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer protein TraP"

/protein_id="AFC61084.1"

/translation="MGNNRLNNLKGRAVLYRIAGLLRWLIWGVKYAVIWPLATTAIVV

ILLFRTGDTTPGQQMAQEIGRVRAMAPSGMFPVRDCPDPVFTVSSPVPLNLTENCPLK

ITGAEEYAADIDQSLSQTGWLLWGMLALLYTAVAVMIGDRPYRHNPLTYAYDTATNNL

KHIDKENEIRTLKENTNGQVSYSGNKEAEKEGDKNEYT"

gene complement(53464..54885)

/gene="traB"

/locus_tag="pSPUV_069"

CDS complement(53464..54885)

/gene="traB"

/locus_tag="pSPUV_069"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraB"

/protein_id="AFC61085.1"

/translation="MASINTVVKRKQYIWLGIVAVGAAAAIGGGLYLSDVDMSGNGTA
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AEQEPVPDMTGVVDTTFDDKVRQHATTEMQVTAAQMQKQYDEIRHELDVLNKQRGDDQ

RRIEKLGQDNAALAEQVKALGANPVTTTGEPVPHTPASPPGPEGEPQPGNTPVTFPPQ

GAVPPPTAFYPGNGVTPPPQVTYQSVPVPNRIQRKTFSYDAAAKKDPSLPYIPSGSFA

KTMLIEGADANASVTGNESTVPMQLRITGPVEMPNSKTYDLTGCFVGLEAWGDVSSER

AIVRTRNISCLKDGKTIDMPVKGHVSFRGKNGIKGEVVMRNGKILGWAWGAGFVDGIG

QGMERASQPAVGLGATATYGAGDVFRMGIGGGASKAAQTLSDYYIKRAEQYHPVIPIG

AGNEVTVVFQDGFQLKTVEEMAQEQARHRKEDENAESPVPVPPSVDSHMNGFNTDQML

KQLGDLNPQQFMSGSQGGHANGK"

gene complement(54885..55625)

/gene="traK"

/locus_tag="pSPUV_070"

CDS complement(54885..55625)

/gene="traK"

/locus_tag="pSPUV_070"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraK"

/protein_id="AFC61086.1"

/translation="MRKNKPYKPFLLAAGWLFSGLVMASGSGTLAPVVVSLANGGQAN

IAVSNTDPNLFTVPGDRITAVSGLDGMLTNSEETGTGGVVVATVSKKPFTFILETERG

LNFSVRAVPRAGAGRTVQLVSDLRGTGEEAGAWETATPYESLLVAVSQAVRGGTLPAG

WYQIPVTKEALQAPTGLSARADAVWTGNHLKLVRFAVENKTPSALNIRESDFWQPGTR

AVMFSQPVSQILAGARMDVYVIRDGEGS"

gene complement(55612..56178)

/gene="traE"

/locus_tag="pSPUV_071"

CDS complement(55612..56178)

/gene="traE"

/locus_tag="pSPUV_071"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraE"

/protein_id="AFC61087.1"

/translation="MEHGARLSTSRVLAISFIFMALLIVLSLAVNVIQGINNYRLQNE

QRTAVTPMGFNAPFAVSQNSADASYLQQMALSFIALRLNVSSETVDASHQALLQYIRP

GAQNEMKVILAEEARRIKADNVNSAFFQTSVRVWPQYGRVEIRGVLKTWIGDSKPFTD

IKHYILILKRENGVTWLDNFGETDDAKK"

gene complement(56200..56511)

/gene="traL"

/locus_tag="pSPUV_072"

CDS complement(56200..56511)

/gene="traL"
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/locus_tag="pSPUV_072"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilus assembly

protein TraL"

/protein_id="AFC61088.1"

/translation="MSGDENKLRKYRFPETLTNQSRWFGLPVDELIPAAVCIGWGLMT

SKQLFGISAAVLVYFGIRKLKKGRGSSWLRDLIYWYMPTALLRGIFHNVPDSCFRQWI

K"

gene complement(56526..56888)

/gene="traA"

/locus_tag="pSPUV_073"

CDS complement(56526..56888)

/gene="traA"

/locus_tag="pSPUV_073"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer pilin protein

TraA"

/protein_id="AFC61089.1"

/translation="MSAILSVQGASAPVKKKSFLSTFTRLNLLKLARAVIPAAVLMFF

FPQLAMAAGGSQDLMASGNGTVKATFGKDSSAVKWVILAEVLVGAVMYMMTKNVKFLA

GFAIISVFIAVGMAVVGL"

gene complement(56930..57325)

/gene="traY"

/locus_tag="pSPUV_074"

CDS complement(56930..57325)

/gene="traY"

/locus_tag="pSPUV_074"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer regulator

TraY"

/protein_id="AFC61090.1"

/translation="MKRFGTRSATGKMVKLKLPVDVEKLLREASDRSGRSRSFEAVIR

LKDHLHRYPKFNRKGNVYGKSLVKYLTMRLDDETNQLLITAKNRSGWCKTDEAADRVI

DHLTKFPDFYNSDIFREANEGKKSTFKER"

gene complement(57424..58104)

/gene="traJ"

/locus_tag="pSPUV_075"

CDS complement(57424..58104)

/gene="traJ"

/locus_tag="pSPUV_075"

/codon_start=1
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/transl_table=11

/product="IncF plasmid conjugative transfer regulator

TraJ"

/protein_id="AFC61091.1"

/translation="MDRIQQGHDRQINLLENLITVIQHFHNPACIRNVSGKFLFCNAL

FRELFLKETYSAEKWLLSQPDFSELISITEMEVYRNEHTHLNLVEDIFIQNRFWTISV

QFFYSKPDGIVVWEFFDATHVRHTNNYKPRFSGDYDIKKLIETIRDISSVSSFRNDVF

YLYSSGLSHSSISKILNISIATSKKHASFVCSHFSVCNRDELIILLYKKKVIQSLFDK

VMGIINNC"

gene complement(58308..58688)

/gene="traM"

/locus_tag="pSPUV_076"

CDS complement(58308..58688)

/gene="traM"

/locus_tag="pSPUV_076"

/codon_start=1

/transl_table=11

/product="IncF plasmid conjugative transfer mating signal

transduction protein TraM"

/protein_id="AFC61092.1"

/translation="MAKVQAYVSDEVVEKINAIVEKRRSEGAKSTDVSFSSISTMLLE

LGLRVYEAQMERKESAFNQMEFNRVLLENVLKTQSSVVKILGIGSISPHVAGNPKFEY

ANMVEDIKEKVSSEMERFFHENDE"

gene 58973..59581

/locus_tag="pSPUV_077"

CDS 58973..59581

/locus_tag="pSPUV_077"

/codon_start=1

/transl_table=11

/product="putative transglycosylase"

/protein_id="AFC61093.1"

/translation="MFINKNQQNFNFAWGVVLFVVRTANLLSMELEWVKLLPDDYARG

KLMYKWLLSVLLVLMSTVVHAADCFHLAGRDYKIDPDLLRAISWKESRNRVNAVGINP

VTGYGSGLMQVDSQHFKELARYGIKPEQLVSDPCLNIYTGAYYLAIAFRKWGVYWTAV

GAYNAGFKKTPLQDARRLDYATDVHRIWIAIKQSKTRQTPAR"

gene complement(59892..60062)

/locus_tag="pSPUV_078"

CDS complement(59892..60062)

/locus_tag="pSPUV_078"

/note="FIG01047736"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61094.1"
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/translation="MDNISACTEEYDEEWVTRQECPGKNTRIRAVTGINGDIRLNKAL

WMIAEQFRECKS"

gene complement(60104..60710)

/locus_tag="pSPUV_079"

/pseudo

gene complement(60813..60983)

/locus_tag="pSPUV_080"

CDS complement(60813..60983)

/locus_tag="pSPUV_080"

/note="FIG01049080"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61095.1"

/translation="MVEKMKSQLVAAADRAAMSVAYGQEAADHYGIQYGFIRSVRDWI

TGFTEGIKGERC"

gene complement(61057..61185)

/locus_tag="pSPUV_081"

CDS complement(61057..61185)

/locus_tag="pSPUV_081"

/note="FIG01046939"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61096.1"

/translation="MDQLEVQIRLIPVATPPLQQKVDEIAQMIHLMAQFAGTELRK"

gene complement(61220..61825)

/gene="psiA"

/locus_tag="pSPUV_082"

CDS complement(61220..61825)

/gene="psiA"

/locus_tag="pSPUV_082"

/codon_start=1

/transl_table=11

/product="PsiA protein"

/protein_id="AFC61097.1"

/translation="MRVLSGSSRINTTVAQRIPGLNWEPKNRLTSLKQVEEALDRLIS

SHGEYCPLPLSVDVQAELFPEVIHARTDRRMQREKIAFNRKMRREEKALEHAWLLRQN

LLGQAMTELNFQSPETVNAWYTRWADEFDARELAQGFWQWRTRFTSLTSLDWLRDSDE

PLYNVMYEIWFIVRENPVYVREAERWQVPNKLTNRRPGRLP"

gene complement(61813..62001)

/gene="psiB"

/locus_tag="pSPUV_083"

CDS complement(61813..62001)
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/gene="psiB"

/locus_tag="pSPUV_083"

/codon_start=1

/transl_table=11

/product="PsiB protein"

/protein_id="AFC61098.1"

/translation="MRNIITPAVLSTMIPQEFEDWRDGGEDLRRELTHAAMRDLTCPA

AVEHVCPPCHMRVLFCAC"

gene complement(62044..64027)

/locus_tag="pSPUV_084"

/pseudo

gene complement(64096..64209)

/locus_tag="pSPUV_085"

CDS complement(64096..64209)

/locus_tag="pSPUV_085"

/codon_start=1

/transl_table=11

/product="Putative cytoplasmic protein"

/protein_id="AFC61099.1"

/translation="MVVRKDGEMVWRGWNFEPGGEYWLNRCIESHGIRKTQ"

gene complement(64196..64552)

/gene="ssbB"

/locus_tag="pSPUV_086"

CDS complement(64196..64552)

/gene="ssbB"

/locus_tag="pSPUV_086"

/codon_start=1

/transl_table=11

/product="Single-stranded DNA-binding protein"

/protein_id="AFC61100.1"

/translation="MAARGVNKVILVGHIGQDPEVRYMPNGGAVANLTLATSETWRVR

QDGEMREHTEWHRVVVFGKLAEIASEYLRKGAQVYIEGQLRTRKWTDQSGQDKYTTEV

IVNGRRSGDAPSLGCA"

gene complement(64583..64711)

/locus_tag="pSPUV_087"

CDS complement(64583..64711)

/locus_tag="pSPUV_087"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61101.1"

/translation="MAVMPLAAKVLKRVMAVPEGTEQQVPAKRQNRGSRNSTGDGF"

gene 64879..65001

/locus_tag="pSPUV_088"
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CDS 64879..65001

/locus_tag="pSPUV_088"

/note="FIG00242751"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61102.1"

/translation="MSRNPPQRRDAARETALRLTARQPYRRGAKSAGNGAPGAA"

gene 65047..65367

/locus_tag="pSPUV_089"

CDS 65047..65367

/locus_tag="pSPUV_089"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61103.1"

/translation="METRCPEGAGQRQRSWLGAQHDSPGSRQGSRPASAKSFREYQQQ

NEQEQEQEQEQEQEQEQEQEQEQEQEQEQEQEQEQEQEQAAYYHRQEENHTPRPEKNI

TRHA"

gene complement(65325..65693)

/locus_tag="pSPUV_090"

CDS complement(65325..65693)

/locus_tag="pSPUV_090"

/EC_number="2.7.7.7"

/codon_start=1

/transl_table=11

/product="DNA polymerase III theta subunit"

/protein_id="AFC61104.1"

/translation="MAYTYSRFPFLSEDVMSGLNLAATTKEEQDKVAIDLVASGVVYK

ERLAMPVVAELVVREQPEHLREYFRARLEYLRNSRTRMPRNMPEKRMRLKNSAIPDAF

CLSLAGFYACRVMFFSGRGV"

gene complement(65884..66318)

/locus_tag="pSPUV_091"

CDS complement(65884..66318)

/locus_tag="pSPUV_091"

/codon_start=1

/transl_table=11

/product="Putative cytoplasmic protein"

/protein_id="AFC61105.1"

/translation="MYGTVSTICCDLLKVYENHEKIAVIIWCEGDVREMGAEFNPTSD

DIQAVLRAIGESDSDALWRDGIGQNFVEGVLRELVALRPPRQIAVPEDVLRTLLPLME

AGMNLPRYQTQDRAAEEETALDTLRYLLSTNIPAHNLTEGNY"

gene complement(66385..66819)

/locus_tag="pSPUV_092"
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CDS complement(66385..66819)

/locus_tag="pSPUV_092"

/codon_start=1

/transl_table=11

/product="Putative antirestriction protein"

/protein_id="AFC61106.1"

/translation="MQYSNQQRARVINVEESDRLSFLPYMFGNDFMLAELQLYALAKK

WMPEYNGGFWHFIRLPEGGGYMMPDCDRVHMINGENWFDRTVSADAAGIILTSLAINR

RCWTHHDCGNAALTRLYMLRDTQLWNHITFHPECNAIYAALD"

gene complement(67315..68079)

/locus_tag="pSPUV_093"

CDS complement(67315..68079)

/locus_tag="pSPUV_093"

/note="FIG01046113"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61107.1"

/translation="MRNTLSTLIVRHGDNLLRRSGWPETVGVTQVAPGVVPGWLAVCG

VLSAAEILALTTHLCQPLNYGRAQLLTASAQRLAGTPVRLHLYPVQAYPHPATVRECT

EIRLPYAQEWLTADEYADLLAFLKASADRVCEIVRQDTKRIAAALAPSGESRLMEKRI

GNWRLLADEYDHDNWLDEEDEDGLDKVLDAVLVRNARFCPVLLTLVNEPEEEIEAAGV

ITDCLRFPGEPVRRWLDRRVLRDVVNEARSFTGNIR"

gene complement(68151..68564)

/locus_tag="pSPUV_094"

CDS complement(68151..68564)

/locus_tag="pSPUV_094"

/note="FIG01046678"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61108.1"

/translation="MMYGTRKELNSKLKRMFGNDERFALLIWTKQDVMSLTKAMTEVE

ADAILREIGRKGMGEHTGDGISDSTVQALYAGLRTEIPTVSVPADLLARVTNIAGRAL

DTEDAQAWPLVCQEYPGVADAQVDIARLRQLALAA"

gene complement(68620..68841)

/locus_tag="pSPUV_095"

CDS complement(68620..68841)

/locus_tag="pSPUV_095"

/codon_start=1

/transl_table=11

/product="putative cytoplasmic protein"

/protein_id="AFC61109.1"

/translation="MNYSGHEKLRAEVAALANSMCDLRATLKVLEERYHWQRHGLTER
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LAGQSLRRINTLLDEAYNESLMLNECFKD"

gene complement(68841..69521)

/locus_tag="pSPUV_096"

CDS complement(68841..69521)

/locus_tag="pSPUV_096"

/EC_number="2.1.1.72"

/codon_start=1

/transl_table=11

/product="Adenine-specific methyltransferase"

/protein_id="AFC61110.1"

/translation="MSRLILGNCVDIMSGFPERAVDFILTDPPYLVGFRDRSGRSIAG

DRTDEWLQPACNQMYRVLKKDALLVSFYGWNRVDRFMAAWKSAGFSVVGHLVFTKNYS

SKSAYVGYRHECAYVLAKGRPALPQNPLPDVLGWKYSGNRHHPTEKPVTSLQPLIESF

THTNAIVLAPFAGSASTCVAALQAGRRYIGIELMEQYHKAGIERLTAVQRAMQRPAAN

DVFYPEAA"

gene complement(69666..69857)

/locus_tag="pSPUV_097"

CDS complement(69666..69857)

/locus_tag="pSPUV_097"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61111.1"

/translation="MMSRSSSFFGASAGGAGATLPVVSIPRPAGHGTGDFSAPAGRCR

YYAPGTRLLMNALQAAFAA"

gene complement(69903..70259)

/locus_tag="pSPUV_098"

CDS complement(69903..70259)

/locus_tag="pSPUV_098"

/codon_start=1

/transl_table=11

/product="Putative cytoplasmic protein"

/protein_id="AFC61112.1"

/translation="MDNNSNINDTWLVGLSVDVNGTEMMVHYLVSATDLEHAEAGVLQ

MGRTWWPSLKREDDRHRWEYETGVVWFNSIILLDDVENSILRGLKFLDAWTVTGSTDA

PVLRDEWGNDWRDITR"

gene complement(70252..70722)

/locus_tag="pSPUV_099"

CDS complement(70252..70722)

/locus_tag="pSPUV_099"

/codon_start=1

/transl_table=11

/product="Putative cytoplasmic protein"

/protein_id="AFC61113.1"
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/translation="MFRVTCIDLENGEFALYINGHYLSSEDGSGEKLYLGDILERLSR

LPGVTTETVERPVPDSDEWSWNDVADSVFPACITLSRNMTVAAFKQRLSRFPDDALCC

GTFWLASDFLALDSSLTEDDIDAAMELAQHCHDANDGFNWSHLQWAIDEVKRGG"

gene complement(70859..70987)

/locus_tag="pSPUV_100"

CDS complement(70859..70987)

/locus_tag="pSPUV_100"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61114.1"

/translation="MLTATRCQCAASGLSRDGRWRRCDCTPYPRQFKGALQAAFAA"

gene 71233..71655

/gene="samA"

/locus_tag="pSPUV_101"

CDS 71233..71655

/gene="samA"

/locus_tag="pSPUV_101"

/codon_start=1

/transl_table=11

/product="Error-prone repair protein UmuD"

/protein_id="AFC61115.1"

/translation="MLLLVAPEQEPVQSTAPLLTERCPAGFPSPAADYTEEELDLNAY

CIRRPAATFFVRAIGDSMKEMGLHSGDLMVVDKAEKPMQGDIVIAETDGEFTVKRLQL

KPRIALLPINPAYPTLYPEELQIFGVVTAFIHKTRSTD"

gene 71655..72929

/gene="samB"

/locus_tag="pSPUV_102"

CDS 71655..72929

/gene="samB"

/locus_tag="pSPUV_102"

/codon_start=1

/transl_table=11

/product="Error-prone2C lesion bypass DNA polymerase V

(UmuC)"

/protein_id="AFC61116.1"

/translation="MFALADVNSFYASCEKVFRPDLRDRSVVVLSNNDGCVIARSAEA

KKLGIKMGVPWFQLRSAKFPEPVIAFSSNYALYASMSNRVMVHLEELAPRVEQYSIDE

MFLDIRGIDSCIDFEDFGRQLREHVRSGTGLTIGVGMGPTQTLAKSAQWASKEWSQFG

GVLALTLHNQKRTEKLLSLQPVEEIWGVGRRISKKLNTMGITTALQLARANPTFIRKN

FNVVLERTVRELNGESCISLEEAPPPKQQIVCSRSFGERVTTYEAMRQAVCQHAERAA

EKLRGERQFCRHIAVFVKTSPFAVTEPYYGNLASEKLLIPTQDTRDIIAAAVRALDRI

WVDGHRYAKAGCMLNDFTPTGVSQLNLFDEVQPRERSEQLMQVLDGINHPGKGKIWFA

GRGIAPEWQMKRELLSPAYTTRWADIPAAKLT"
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gene complement(73011..73985)

/gene="parB"

/locus_tag="pSPUV_103"

CDS complement(73011..73985)

/gene="parB"

/locus_tag="pSPUV_103"

/codon_start=1

/transl_table=11

/product="Chromosome (plasmid) partitioning protein ParB"

/protein_id="AFC61117.1"

/translation="MSNERRKTIGRQLNTQASMVEMTDTQRSQVFTLKTGRKITFRFV

RVPASDVESKTFVNQETNGRDQLALTRESLKSIIQTIKFQQFFPCIGIQQGERIEILD

GSRRRASAIYIRTGLDVMVTNELLSDDEARHLAKDIQTAKEHNLREIGLRLMALKESG

FNQKEIAELEGLSQAKVTRALQAAAVPQELISLFPVQSELSFSDYKILLEVNEKLSEK

GLTSEGLIQSVSDQHDAILSDYERPDDEQKSSILKLISQASQALIAPPPKEKSVISAL

WTFEEKDKFARKRVKGRTLTYEFSRMSKVVQDELDKAINEVLERNLSQ"

gene complement(73985..75190)

/gene="parA"

/locus_tag="pSPUV_104"

CDS complement(73985..75190)

/gene="parA"

/locus_tag="pSPUV_104"

/codon_start=1

/transl_table=11

/product="Chromosome (plasmid) partitioning protein ParA"

/protein_id="AFC61118.1"

/translation="MENIEQLRKVATRAGKLLTSLSESIRQQKEELKLTEFYQEYSKA

ALYKLPKLSKGSVEYAVAEMEASGYIFKKKPSGNTMKYAMTIQNVIDLYFHRKVPKYR

DRFDKAFTIFVCNLKGGGSKTVSTASLSHAFRAHPQLLFEDLRILAIDFDPQASLTMF

LSHENSVGLVENTAAQAMLQNVSREELLSDFIVSSIIPGVDVIPASIDDAFLAEGWKG

LCEEHLPGQNIHAVLKENIIDKLRYDYDFIFLDSGPHLDAFLKNCIGAADLMLTPLPP

ATVDFHSSLKFVASLPALIDSIEQDGHTCNLIGNVGFMSKILNKSDHKICHSQAKEVF

GADMLDMVLPRLDGFERCGETFDTVISANPATYDGSTEALKSAKSAAEDFAKAVFDRI

EFIRTNGGM"

gene 75605..76546

/locus_tag="pSPUV_105"

CDS 75605..76546

/locus_tag="pSPUV_105"

/codon_start=1

/transl_table=11

/product="Transposase"

/protein_id="AFC61119.1"

/translation="MKKKNTTPTPHDATFRQFLTQPDIARDFMELHLPAELRAICDLS

TLKLESGSFVEDDLRQYFSDVLYSLKTTAGDGYIHVLVEHQSTPDKHMAFRLIRYAVA
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AMQRHLEAGHKKLPLVIPVLFYTGKRSPYPYSTRWLDEFDDTALADKLYSSAFPLVDV

TVIPDDEIAGHRSMAALTLLQKHIHQRDLAELVDRLAPILLAGYLSSSQVISLVHYIV

QAGETSDAEAFVRELAQRVPQHGDALMTIAQQLEQKGIEKGIQLGEQRGIEKGRSEGE

REATLKIARTMLQNCIDRNTVMKMTGLTEDDLAQIRH"

gene complement(76578..77144)

/locus_tag="pSPUV_106"

CDS complement(76578..77144)

/locus_tag="pSPUV_106"

/note="FIG01046430"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61120.1"

/translation="MTLTEKSGHLAWCALVALALARQDGGVLSPAQENLFLTRWLATA

LKQRRFSRDVTPDIEWLLKQGRQMGVSAKLASKLNYLWRSCTGELSEQNDLFRLTYAL

ETAKDMHWNYRLLSDREWSGRNAVALSAGVNGIYLSRAKLDVGFNDSGRQINSLTARL

TGNVAGVMKLFDRCGWQSLMPPCPTSIR"

gene complement(77201..77614)

/locus_tag="pSPUV_107"

CDS complement(77201..77614)

/locus_tag="pSPUV_107"

/note="FIG01047571"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61121.1"

/translation="MTQGVSQHNAALWLVRQLQGLIQESEMENMLKTMREHFPVRTVV

IEQSLDMFGVKRNEDGTLLFPRHSDKRFPVARIRKRLAAYGWRGERLNKEVARIVAGP

DILPERRDYSIIFPYGWEKKQLTREMRRMFLRKTG"

gene complement(77589..77708)

/locus_tag="pSPUV_108"

CDS complement(77589..77708)

/locus_tag="pSPUV_108"

/note="FIG01046078"

/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61122.1"

/translation="MAHSAVTDAVMTAQVVNNIAGYWHELQCEMNDDAGSEPA"

gene complement(77720..78229)

/locus_tag="pSPUV_109"

CDS complement(77720..78229)

/locus_tag="pSPUV_109"

/note="FIG01045535"
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/codon_start=1

/transl_table=11

/product="hypothetical protein"

/protein_id="AFC61123.1"

/translation="MRDDDNSDACDEAPRAEDKCYTKGRLRDEFRMKPAPGAEPVRMY

KSPYGGKYGVWRLADCVPMRAKRPQTEKQRLASTRLGLQARMKSERGRFAMLAHTWLA

LGPVFLDTETTGLDAGAQALEIGLVNARGERIFETRLKPTVGIDPAAAAVQIVTEPYR

FPVLSVRLA"

gene complement(78222..79337)

/gene="tlpA"

/locus_tag="pSPUV_110"

CDS complement(78222..79337)

/gene="tlpA"

/locus_tag="pSPUV_110"

/codon_start=1

/transl_table=11

/product="Alpha-helical coiled coil protein"

/protein_id="AFC61124.1"

/translation="MRPATYEPEQIIEAGLALQAEGRNITGFALRNQVGGGNPTRLRQ

IWDEYQASQSTVVTEPVAELPVEVAEEVKAVSAALSERITQLATELNDKAVRAAERRV

AEVTRAAGEQTAQAERELADAAQTVDDLEEKLDELQDRYDSLTLALESERSLRQQHDV

EMAQLKERLAAAEENTRQREERYQEQKAVLQDALNAEQAQHKNTREDLQKRLEQISAE

ANARTEELKSERDKVNTLLTRLESQENALASERQQHLATRETLQQRLEQAIADTQARA

GEIALERDRVSSLTARLESQEKASSEQLVRMGSEIASLTERCTQLENQRDDARLETMG

EKETVAALRGEAEALKRQNQSLMAALSGNKQTGGQNA"

gene 79596..80084

/locus_tag="pSPUV_111"

CDS 79596..80084

/locus_tag="pSPUV_111"

/codon_start=1

/transl_table=11

/product="Putative cytoplasmic protein"

/protein_id="AFC61125.1"

/translation="MPQDESVVKRAREYFFRHHRYTEEDLESDYQAELCNYRDDTWEA

PQRAARLSAAVKRYKTYEMLYFFFQIADEAGLDYTPLVVKRLCAHLFDRQGSQNIIVD

IFGQKGRIHRSHDSDPDIIAAVAERYRQQAEDHWQTVLKNIGRVKQDYQKNQNRQKGA

GD"

gene complement(80194..80328)

/locus_tag="pSPUV_112"

CDS complement(80194..80328)

/locus_tag="pSPUV_112"

/codon_start=1

/transl_table=11

/product="hypothetical protein"
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/protein_id="AFC61126.1"

/translation="MSRHSYDTEKSGVALSLVWLERGHPRASAVADVLSAAGFPDFGK

"

gene 80739..81479

/gene="mig-5"

/locus_tag="pSPUV_113"

CDS 80739..81479

/gene="mig-5"

/locus_tag="pSPUV_113"

/note="macrophage-inducible"

/codon_start=1

/transl_table=11

/product="putative carbonic anhydrase"

/protein_id="AFC61127.1"

/translation="MEQNQPAQPSRRAILKQTLAVSALSVTGLAALSVPTISFAASLS

KEERDGMTPDAVIEHFKQGNLRFRENRPAKHDYLAQKRNSIAGQYPAAVILSCIDSRA

PAEIVLDAGIGETFNSRVAGNISNRDMLGSMEFACAVAGAKVVLVIGHTRCGAVRCAI

DNAELGNLTGLLDEIKPAIAKTEYSGERKGSNYDFVDAVARKNVELTIENIRKNSPVL

KQLEDEKKIKIVGSMYHLTGGKVEFFEV"

gene 81686..82246

/gene="rlgA"

/locus_tag="pSPUV_114"

CDS 81686..82246

/gene="rlgA"

/locus_tag="pSPUV_114"

/codon_start=1

/transl_table=11

/product="DNA invertase RlgA"

/protein_id="AFC61128.1"

/translation="MALYGYARVSTSDQDLTLQTQILRAAGCEIIRAEKASGSGRTGR

SELQLLLEFLRPGDTLMVTRVDRLARSIKDLQDIVYALNQQGVTLRATEQPVDTRSAA

GKAFLDMLGVFAEFETNLRRERQMEGIAAAKARGVYRGRKPSIDPAVVYRLYTIEKMG

ATAIARQLGIGRASVYRALENYEQPA"

gene 82230..83894

/locus_tag="pSPUV_115"

CDS 82230..83894

/locus_tag="pSPUV_115"

/codon_start=1

/transl_table=11

/product="Putative integrase protein"

/protein_id="AFC61129.1"

/translation="MSSRRSAIPSDSLLQLRQRLDRLPPKSPERANQIAATAQLYGIS

VTTVYRALHLVLKPRTAHRSDHGQPRILPPSELEHYCELIAALKLRTTNKSGRHLSTG

RAIQLLEEHGVETVQGLIKSPKGLLRKQTVNRWLSRWRLDQPRLLREPPAVRFQAENS
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NDCWQFDMSPSDLKHIERPDWVDPARGEPTLMLFSVVDDRSGVAYQEYRCVYGEDAES

ALRFLFNAMAPKTRSDFPFQGRPKLLYLDNGPVAKNHVFQNVMQSLKVDWLTHTPAGK

DGTRTTARSKGKVERPFRTVKEAHETLYHFHKPETELQANEWLWNYLSRYNAQRHRSE

KHSRLEDWLANIGQEGVRDMCSWEQYCRFAREPESRKVGVDARITIDGTAWEVEPDMA

GETVILLWGLFDEEMYVEFTGETWGPYYPVSGPVPLHRYRTFRRGKAAERADRIHALA

RQLNIPISALSGSDLRVVSDDTQQRIDALPHQPFDTRKFEYHFPTVIAAKLAIADDLA

IPLARMSDEDRAFIDSILTETLNRSEVLARIRDYFRSRQSGEDHAG"

gene 83884..84852

/locus_tag="pSPUV_116"

CDS 83884..84852

/locus_tag="pSPUV_116"

/codon_start=1

/transl_table=11

/product="type II secretion system protein"

/protein_id="AFC61130.1"

/translation="MRVEVMEHYGLTQSIEQAGYYETAHHKQLMKDIKGAIREGRLIA

VCGVVGSGKTVTLRRLQQQLLDENKIIVARSLSVDKQSVRLATLINALFYDLAQDKQV

QIHKQGERRERELQELVKKGKRPVALFVDEAHDLNGNTLTGLKRLMEVVEDGGGRLSV

VLAGHPKLRNDLRRPTMEEIGYRTDIFTLDGITGSQREYIQWLLKTSTGKGKPEDILT

TEAVDLLAMKLRTPLQVQLHLTLAMEAGYQTGEKPITATLVESVLSRQLDDLEPTLTR

HGYRLKDMVEQFDAKPAEIRALFNNQLDPARTAELRDRMLAVGLPI"

gene complement(85041..86078)

/locus_tag="pSPUV_117"

CDS complement(85041..86078)

/locus_tag="pSPUV_117"

/codon_start=1

/transl_table=11

/product="Transposase"

/protein_id="AFC61131.1"

/translation="MPIIAAIPDEERQLMRKEAQQTHDKNHARRLIAMLMLHQGMTVT

DVARLLCAARSSVGRWINWFTLHGVEGLKSLRPGRAPRWPVADILQLLPLLVQRSPKD

FGWLRSRWSTELLALVINRLFDVTLHRSTLHRYLRQADMVWRRAAPTLKIKDPHYEEK

RLVIDQALAQEQTAHPVFYQDEVDIDLNPKIGADWMPKGQQKRIATPGQNQKHYLAGA

LHSGTGRVHYVSGSSKSSDLFISLLETLRRTYRRAKTITLVADNYIIHKSRKVERWLE

ENPKFRLLFLPMYSPWLNPIERLWLSLHETITRNHQCRYMWQLLKQVAQFMNAASLFP

GNQQGLAKVER"

gene complement(86286..86417)

/locus_tag="pSPUV_118"

CDS complement(86286..86417)

/locus_tag="pSPUV_118"

/note="FIG01049557"

/codon_start=1

/transl_table=11

/product="hypothetical protein"
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/protein_id="AFC61132.1"

/translation="MAMNVELTAEQKIALEALQRKSRDPINEQNRCTTGPELNGRRY"

ORIGIN

1 atggatttct tgattaataa aaaattaaaa attttcataa cactgatgga aacaggttcc

61 ttcagtatcg caacatcagt actgtatatc acccgaaccc cgctgagcag ggttatttca

121 gacctggaaa gagagctgaa acaaagactc tttatacgga agaatggcac tcttatccca

181 accgaatttg cacaaactat ttatcgaaaa gtaaaatccc attatatttt cttacatgca

241 ctggagcagg aaatcggacc tacgggtaaa acgaaacaac tagaaataat atttgacgaa

301 atttatccgg aaagtttaaa aaatctgatc atttcagcac tgaccatttc cggccaaaaa

361 acaaatataa tggggagagc cgttaacagc caaataatag aagaactgtg tcagacaaac

421 aactgcattg ttatttctgc cagaaattat tttcatcggg aatcgcttgt ctgccggaca

481 tcagtggagg gtggggtcat gttatttatt cctaaaaaat tctttctctg cggcaaacct

541 gatatcaaca gactggccgg aacacctgta ctttttcatg agggggctaa aaattttaat

601 ctggacacca tataccattt ttttaaacag acactaggta ttaccaaccc tgcattcagt

661 tttgataacg tcgatttgtt cagttcactg taccggttac aaaaagggct ggcgatgtta

721 ctcatccccg tcagagtctg tcgggctctg ggattatcaa cagatcacgc actgcacatc

781 aaaggcgtag cgctctgtac ctccttgtat tacccgacca agaaacggga gacaccagat

841 tatcgtaaag ctataaaact gatacagcag gaactgaaac agtccacctt ctgaccttat

901 gcagcgtaag ggccgcaaca cctgtattca cggcatttgc cagattcaga ttgtcagcaa

961 tccccatcct ccatagcggt agttcaccgc ggagcatgga gtaaaccggc tggtcgccgt

1021 caatctgaca cagaatcagt ttgatgctct ggtggattac ctaaaacatg ggcattaacg

1081 cgctggctca cgccacttta ctgaagaaac tgaataacgg tgactatgac ggcgcagcga

1141 atgaattcct gaaatgggac cacgccagcg gtcaggttgt tcccggcctg acccgacgcc

1201 ggagcgctga acgttgttta ttcctgagtt aatttgttgt gccatctttg cacaccggga

1261 accgcgattc cgcacagcag aaaaatagca cataaataaa ctcaatataa gctactcatt

1321 ttctggcaat acaaaataat tcccctgcag acattatcag tcttaaggat ttcattctgt

1381 ttattttcag gagtcatcat tatttatgaa tatgaatcag accaccagtc cggcactttc

1441 acaggtcgaa accgccatcc gggtcccggc agggaatttt gcaaaatata attattattc

1501 cgtgtttgat attgtccgtc agacccgtaa acagtttatt aacgccaata tgtcatggcc

1561 gggatcccgc ggaggtaaag cctgggacct ggcgatgggc caagcgcagt atatccgctg

1621 catgttccga gaaaatcaat tgacccgcag agttcggggg accttgcagc agacaccgga

1681 caatggcacg aacctgagca gttccgctgt cggcggtatt cagggacagg cagagcgtcg

1741 gccggacctg gccaccctga tggtggttaa tgatgccatt aaccagcaaa taccgaccct

1801 gctgccgtat cattttccac acgaccaggt ggagttatct ctgctgaata ccgatgtgtc

1861 gctggaagat attatcagcg agagcagcat tgactggccg tggttcctga gcaactcgct

1921 gaccggcgat aacagtaact atgccatgga gctcgccagc cggctgtcac cagagcagca

1981 gacactgccg accgagccgg acaacagtac cgccactgac ctgacctctt tttaccagac

2041 caatctgggg ctgaaaaccg ccgactatac gccatttgaa gcactgaata cctttgcccg

2101 acagttagcg attaccgttc ccccaggtgg aacagttgat tgcgggtact ctgcgtgcca

2161 gccggcagtt tagcttcccg cgctaccaga gtagtgagca gcagaccatt ctgcagaatc

2221 tgagcgacgt cattgttcag gtgcattcta ccgcgctgta cggcggcagc acttttgaac

2281 aggccgtaga gcagacgctg taagcagaaa atatacctgt ccatcgtcag acggccagtt

2341 tcaggagata gtgtatgttg atactaaatg gtttttcatc tgccacttta gcgctgatca

2401 ctcccccttt cctgccaaaa gggggcaagg cgctgagtca gtcaggccct gacggcctag
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2461 ccagtataac gctgcctctg cccatcagcg ccgaacgcgg ctttgcgcct gcgctggcgc

2521 tgcactacag cagcggtggc ggcaatggcc ccttcggcgt gggctggtcc tgcgcgacaa

2581 tgagcattgc ccgccgcacc agccatggcg tgccgcagta taacgacagc gatgagtttc

2641 tggggccgga cggagaagtg ctggttcaaa cgctcagcac cggtgatgcc cccaatcccg

2701 tcacctgctt ctcgtacggt gacgtatcgt tcccgcaaag ctacacggtg acccgctatc

2761 agccccgcac ggagagcagt ttttatcgcc tggagtactg ggtgggcaac agcaacggcg

2821 atgatttctg gttactgcat gacagtaacg gcatcctgca cctgctgggg aaaaccgccg

2881 cagcacgcct cagcgatccg caggccgcct ctcatacggc gcaatggctg gttgaggagt

2941 cggtgacccc tgccggcgag catatctatt actcctactt ggcggagaac ggtgacaatg

3001 tggacctcaa tggggacgag gccggacgcg atcgcagcgc catgcgctat ctcagcaagg

3061 tacagtatgg caacgcgacc cccgccgccg atctgtacct ctggactagc gccacacccg

3121 cggtacagtg gctgttcacc ctagtgtttg actacggcga acgtggtgta gatccacagg

3181 taccgcctgc attcactgct cagaacagct ggctcgcccg ccaggatccc ttctccctgt

3241 ataactacgg ctttgagatc cgcctccatc gcctgtgccg ccaagtcctg atgttccacc

3301 actttcctga tgaactgggt gaagccgata cgctggtttc ccgtctgctg ctggagtatg

3361 acgaaaatcc gatactgaca cagctttgcg ctgctcggac gctggcctat gaaggcgacg

3421 gttatagaag agctcctgtc aacaatatga tgccaccgcc accgcctcct ccgatgatgg

3481 gaggtaattc atctcgacca aaatcaaaat gggcgattgt agaggaatca aagcagattc

3541 aagctctgag gtactattca gctcaagggt acagtgtgat taataaatat ttacgtgggg

3601 atgattatcc tgaaacacag gcaaaagaaa ctctgctctc cagagactat ctttccacaa

3661 atgaacccag tgatgaggag tttaaaaatg ccatgtcagt ttatataaat gatattgtgg

3721 agggattaag ttcacttccc gaaacagatc acagagtcgt ataccggggc ctgaagcttg

3781 ataagcccgc attatcggat gtgctgaagg aatacactac tataggtaat ataataatag

3841 agaaagcttt tatgagtaca tcgccagata aggcatggat aaatgacact attctcaaca

3901 tatacctaga aaaaggacat aaaggtagaa tactcggaga tgttgcacat tttaagggag

3961 aggcagagat gcttttccct ccaaatacta aactcaaaat cgaaagcatt gtaaattgtg

4021 gatcccaaga ctttgcaagc cagcttagta agctgagatt aagtgatgat gcaactgctg

4081 acacaaacag gataaaaaga ataataaaca tgagggtact caactcatag atactaagaa

4141 tctattccag aagtggtatg agcggcctag ctctataagg ggttatactc cggaacccca

4201 gatttttccg tcaccctagg cccgcaaagt agtgcatcta aacttttgcc attacccttc

4261 tttaactttc tgctcggaac ggaccgaaat atcatttttt cgcctgataa aaaatgaggt

4321 tttctggata actaatcgtt ttattaaaaa aaactgagaa tttatatcta ataatatggc

4381 gatatatcca tatcgcaaag gagatttccc atgcccataa ataggcctaa tctaaatcta

4441 aacatccctc ctttgaatat tgtagctgct tatgatgggg cggaaatacc atctacaagt

4501 aagcacctga aaaataattt caactccttg cacaaccaaa tgcggaagat gccggtatcc

4561 cactttaaag aggcgctgga tgtgcctgac tattcaggga tgcgccagag tggtttcttt

4621 gctatgagcc aaggttttca gctgaataac catggttacg atgttttcat ccatgctcgt

4681 cgagaatcac ctcagtctca gggcaaattt gccggtgaca agttccacat cagtgtgctc

4741 agggatatgg tgccacaagc atttcaagcg ctgtccggat tgctgttttc agaggacagt

4801 ccggtagata agtggaaagt gaccgatatg gagaaggtcg ttcaacaaga ccgtgttagc

4861 ctgggcgctc agttcacgtt gtatataaaa ccagaccagg aaaattcgca gtacagtgcg

4921 tcgtttctcc acaagacacg gcaatttata gagtgtctgg aatccagact atccgaaaat

4981 ggggttattt caggacagtg tcctgagtca gacgttcatc ctgaaaattg gaaatatctc

5041 agttatcgta atgaactacg aagtgggcgt gatggtggcg aaatgcagag acaggcttta



5101 cgtgaggaac agttttatcg tttgatgaca gagtaagtat gggtttgggg agcaacggaa

5161 cagtaaacgc cgttaaacag ctattttaaa tgctcattaa tttattaatc aataaattac

5221 aaattttcat tgaaggctcc ccccttactg acgaattccg gcaccgtaaa ggaataacgc

5281 tcatgcatat tgatatgtcc gcactgtaat ggtgaaaatt acataagcaa gagcgttttt

5341 tgaaaaatat tatatttaat gctttgtaat atgcatttta ttgaggtagt gtaactatga

5401 gagtttctgg tagtgcgtca tcccaaaata taatatcacg tataaattca aaaaatatca

5461 ataataatga ttcaaatgaa gtcaagagaa ttaaagatgc gctttgtatt gaatcaaaag

5521 agagaatttt gtatccacaa aatttgagtc gagataattt aaaacaaatg gctagatatg

5581 taaataatac atacatccat tactctggga actgcgtttt attatcagcg tgtttacatt

5641 ataacataca tcaccgacag gatatattaa gttcgaagaa cactgcctct cctacagtgg

5701 gattagacag cgccattgtt gataaaatca tttttggtca tgagcttaac caatcatatt

5761 gtttaaattc catcgatgag gtggaaaaag aaatattaaa ccgttatgac attaagaggg

5821 aaagctcttt tatcattagc gcagagaact acatagctcc aataattggc gaatgtagac

5881 atgatttcaa cgctgtggtt atctgtgaat atgataaaaa accatatgta caattcattg

5941 attcttggaa aacatccaac atacttccta gcttacaaga aataaaaaaa cacttctcat

6001 catcagggga attttatgtc agggcttatg atgaaaaaca cgattgataa cttttttaaa

6061 tattcatttt atgaatggta agttaataga gagccttagc aagatccgct gtaaaccctc

6121 gcccaatgcg ggcggggata taaggcgaaa agcccgaagg gctttagggc aggctactcc

6181 ggcgtattct gtctgagcac gtatgcttta agcgtttcta tcgtggcacc accggcgcta

6241 caggcaaagt aagaacgaga ccacagcagc ccggttttgc tctgcatccg caagtgggta

6301 ttctgctgac ggagaagccg cgacgatacc gactttaaat tatttaccat cacgctgacc

6361 cccccagttt tagcggatac gctatcagca gatggacgtg atcttgttca ccatccatct

6421 cgataatttc gcactccaac tttgccgcag ccgaaccaaa agcatcacgt aactgagcga

6481 taatctgccc gtcaaacagc ttgcagcggt attttgtcgt aaagattaaa tgcacaacca

6541 gcttacttac actatgccgt ttacgaagaa agccttccag tgattcgtgg tgattactca

6601 attgaatttt tcacttaaca tgttaaaata aatacaatat attaatgagc gctgaatgtg

6661 ttaagagcca cgaaagtatg catatatccg acaccggaac aggcggagca ccttaacgcc

6721 cagttcggtg cagtccgttt tgtgtacagc aaatctctgc atatcaagaa acacgcttat

6781 caacgacacg gcgtaagttt aaccccgcgt aaagacatta aaccgcttct ggctgtagag

6841 aaaaaattcc gtaaattccg taaatacgca tggctaaagg aatatgactc tattgcgttg

6901 caacaggcgg tgatcaatct cgatgttgcc ttttccaact gcttcaatcc gaagctaaaa

6961 gcccgcttcc ctatgttcaa gcgcaaacac ggcaagctgt tggggtaaaa gtgctggatg

7021 gtgcggtcag aatcccgaaa atcccggtga ttgaagcaca attgcatcgt gaaattactg

7081 gcacgtcacc tcctgcttac ggtactcgag gataatgtca ttgttacggt cagtcaggtc

7141 gtagcggctg cccgccaggc tgcgcagggc gcccacggca tccggatcca gctggctgcg

7201 caggctgtca ccaatgcggt aactcgcttc tgccccgaag cgggtgtcat gctccccggc

7261 cttgccggcg cgctgctccg cgctgagctt cagcagcggc accggagtcc agctgacccc

7321 ggcggtcagg gcgtgcgggt tcttctgccg ctcatccttc ccgaacaggc ccacttcatt

7381 tccgtaatac tgctcataca ccatcttcgc cccgagctgc gggtacgacg gcaggtagcc

7441 ttcagcacgc aggtcccagc cgctggccgg acgctcttcg tagtcctcca catccgggga

7501 ggttttccag ccggtcaggc cgacataggc gtcggcggaa agcttaagga agtcgcgcca

7561 gtattctccg ccgaagccgg cgcgggcgtg gtcgcgggag aggtcatagt cgaggaagat

7621 gttcgccccg agcatgtcag acggccggaa gtgacggtaa ccatcccggc ggcggcctga

7681 ccgtccggat ggctggcgag gaagctgccg gcctgtgagg ccatgccggc catctgctgc



7741 gcctgcgcgt cctcattttc ccggtcagca gcaaacggac cgcgggcgtc atggcggtta

7801 ttgtcacctt tcccgccggt cagcgggacc gccggcacgt caagctcgtc gccggcctgc

7861 aggtggtcaa agccgcgggc gaaagtgcgg agcccgttca gttttttcag ctgtgggacg

7921 gtcaggccgt gcgcctgcgc caccgtctcc ccctttttca gggtataagg cacggtccgg

7981 atcccggcga gggcggcatc ccggtcggta gagaacgggc tctgcccgat ccgggacgcg

8041 atgtccgccc gggccgtcat ggccggcgtg agcgttaaaa ccagcggtgt ggtggcctgc

8101 atccacaatg tggcccaggt acaccccgtc cacgccgggg agtacaggag gataatttca

8161 tagtgtcatg tccgtataat gagaacggtg tgttaccgga aggtgcacgg ggtgatgtgc

8221 agaaacgttg tggctaccgg cgccggtcgt ccggctgctg aaaaagggcg gcgaccccgg

8281 gtggagcatc atgctgtagt gcgccgcagg gtcaggcagg ccgatcaccg gattggccag

8341 cagctccagg cggttcagcg cgctgcggcg atggccgtaa aaggttttgg ggctgatgcc

8401 gagccgggcg ccgtgcgcgc ggagaggccg gcgagcgtgg cacacagcgc ctgtcgctcg

8461 cgcagggaga gactctccgt cgtcgcctgc cgccagcccc gcgcacggcg cagccagctg

8521 ctgaccgcgg ccttcagctg agtcgcggag gcggtgcgcg gcagcaggca gtccggcctg

8581 agaccgaggg tgttcaggaa gacagcctgt cctcctgagc ccagcagcgc cagtttcagg

8641 gacagtgatg tcctggcgtg atggcaggcc gggaccagcg atgccagcat gccgggagag

8701 gccgccagca gcacatggct gcctgccggc ggcgcggtct gtaaccaccg ggcaacactc

8761 atgttcacgg ggtccagatg tgcgagcagg cgcgtcagcg ccaggcgggt aaactgacag

8821 tcactgacga taatcagcat gatgcctccc ggaccgggca ggctgcctgc caggcggcta

8881 gttttgccgt atcaccgccg gccgggcggg acagcagcca gtgcgccatc tggcggtcat

8941 actgccggtc actcaccttc ccgcccggcc ggtctgtccg ctgccggcgg atggtgtccg

9001 ggcgggattc cactgcccgg atacgcacca cgagctgggc gcggcctccc cgcacggggt

9061 gcaggcggga atcaaagcaa atgtcgtcgt cattgtgacg gttacagatg taattgagga

9121 taccgctggc acggcggggc tcaatgctga acgcctcgct gacgtcatcg cgggtaaact

9181 cccggcccag aaacagcccc caccaggcca cggcccggta cagggacagg gtgcccagat

9241 ggcggatgcc cgggggcatg taaaaccctt catggttgct ctgcctgccg gcaacggtcc

9301 ggaataacaa cggctggttc atagaaatga ctcctgtgca cataacttaa ccaaaggccg

9361 gctggctttt ttgcgtcagc cggaaatgaa acagcccgaa gggcatcggg gcgccgcagt

9421 gccagccctg caggtaatcg ccccccgcgt cccgcaggcg cgccgcctgc gccggggtct

9481 cgataccttc ggcaatgacc cgggccccct agcaccgggc cagactgacg gtgcgcgcaa

9541 tcatccgatc agccaccgtg ctggcgggac cggcatgacc ggtgccgaag tcgtccacgg

9601 cgaaccgcag ccccccggcg gcaagctggc ggaataccgc cgcctgagga aaggcgcgga

9661 tatcttcccg ctcggtgatt tcaaagacgg gggtcatgcc ggcctgctcc agccggatgc

9721 tgagggccag caggtgcgga cggaaaagcg gcgtcataac caggctcagg ctgagattca

9781 gcgtcatcat cagcctgcgg ccggcactgc gggcaaggtc ctgcccgtcc ccgcagacct

9841 cgtcggccag tccgcgcagc agcgctccgc cgaggccggt ggcttcaatg gcgggaataa

9901 agttcccggc gctcagcagg cccttctgcg gatgcagcca gcgggccagc atttcgcagc

9961 ccaccacctc ccctcctgtg gcgcagacaa taggctgata aaacggcgta aactcccggt

10021 tccagatggc ctgttgcagg cgaaaggctg aaaaatgcat acacgtctct atgaacctcc

10081 tttgagcata gccactgcat cagcacccgg catctgaaac tgcacccggt gtcgtgcggc

10141 aacatcaagc gcaaacactt tcgtgtacac ttccgtcgag ctcaccgatt tgtgtcccat

10201 cagcgcctgc agcaccttca gcggtatgcc ggcgtacagc atgtgcatcg cataggagtg

10261 gcggaatgta tggggtgtca ccgggactga gaacgtcacg tcgtcagccg ctgcggcctc

10321 aaccgcctcc ccaatccagg tacggaccgt ccggtcggtg atctcccaga ggcgcgcctt



10381 ttccgttctg ccggtacgtc tgttacgacg ctccagcggg attttcagcg tggccaccat

10441 catctgcagt tcgctgacat actggttatc agaaagcggc accaggcggt ggggctggct

10501 gccggacggc atccgtcctg ccgttctggc cgccttttcc gcccgctgtt tcagagtggc

10561 cagctgcaca aacggataag gtggtgccag cgaaaagtct ccccgtgtca gggccagcgc

10621 ctcgttaatc cgtgcgccgg tattccatag agtggccagc agcatcctgc gatgcagatc

10681 agggacgtag tggagcaggg cacttacctc cggtgccagc agatatttcg ggtagtcgtc

10741 atgctgcatt gccatctggc gcagtgcgag ggccgccggg taatcaatgg ccaccggcag

10801 cagggcggac gctgcctgcg tacagacagc aggtaacggt ggctgactca tgtcctctct

10861 ccgttaagtg aaatattccg ggacatcatg ttttttcccc ggagtcatct ctggtttcag

10921 tctgaaccct gtataaagga taccagtcgc cgctgtgacg gttctgccgt tcggccaccg

10981 gtgtcatggc cgcaatcgtg gcacgtgagt aacccgcttt cagcagcgcc gtacgggtca

11041 gcaattgttt tcccggatcg gtcgcgggcg tggcgagccg tagcggatag agtgcgcgca

11101 gccgttccgc ttctgaagcg tgatacagtg gccagccctg acgacgtccg acataggccg

11161 cgcaggcgcg aagttcgtta cgaaaccagg tgtcggccgg aaaccagctc gccggatgca

11221 aatccgcagg tatatcccgg gagccggcgt acaccgtcgt gaaccgctct tccggcgtca

11281 gcagggacac ggattttccg aaaaagacct gtgcaaactg ttctgtcgtc tccctgaccg

11341 gcagggcatc cgatgccgga ctgagaccgg tggattcagt atccggacag atgcgtgacc

11401 gtgtcatgag gtggtgctct ccctgtcagt acgcagtcgc cagaccgtcc cgccgaactc

11461 cgttcccccg agggtctgtg tccaggtttc ctcgcagacc agccacttct gtaccaccgc

11521 aaaatccaca tgacagagtg gggtatcccc gcgttcaccg ggggtttcca gcacaagccc

11581 gtccggaacg atcggagagg gcgtacccgc cagtctggcg gagcggcgcc agaaactccg

11641 cacacagccg ccctgacgta gactactgag cagcacctgt tcgctgacac gcatatcaga

11701 tcccccggaa catcaggtta atggcgtttt tgatatcgtt ctcccggagg ctgagatcgg

11761 ccacctcttc cccgatgacg gtggccggca cactggtcat atccgtggtc agcaggcggt

11821 aaggctcatc cccgatatgc atcaccgggt aaagatcgcg gggaaccttt tccgacagca

11881 gacgggcgct gaccagcggg acagccatcc gccgtccggg ggtgtcaatg atgtcgctct

11941 gcacgtccac aaacagccgg tagcgactct cccttttaca ggtgtaaacc ttaaactgca

12001 tatcaccagt tcctgttgtc gtcagcaaac gatccgttag cctctataaa gctggccacc

12061 tcagccatac cttcccgatt ttcttcctgc cagcgttcgg ctcgcagacg gcgggcttcg

12121 ttctgcatgg tcgtactgac cagaccggag atattcacgt cgtatgcctt gagcagctga

12181 tagctgtcgc tgtccactgt cactgtaatt cgctgcttca tgattcacct cttttttaca

12241 tacttcaggt atgcaattaa gtatacattc cgatgaagca aaaatctgcc acgcattgtg

12301 aatactgtta accagcttat agtgactgag ttaactgttc gccgccatta tctacatatc

12361 tcttatatgt attttctcgt gcattttact gatgcatgtt ttcaatcctt aaaacgcata

12421 ctgttatcac actattagta aatcactcat ctttttcata atgaaacttt aaccacatgc

12481 aattacaatc caacttataa aaacgtaacg gaattacatg acggctattt tcaggtgatc

12541 cgattttttg tctattcacg actttccgga agtgtaccac ggtcagggaa taagcaaagc

12601 ggtcttttct gccctgcgcg ccgggtcaca gggaaggggt ataacacaac atctggtagc

12661 aacagcagat gactgagccg ctacatcttg tgttaccggg tcgcggcgca ccggtgagga

12721 taaagaagat ccgggaccac cagaaatcgg atctgcgcgg ggaaagagag aaaataacat

12781 aggctgaaca tatccatatg cctgacatct gcatatccgt ggcatacgca tatcctaacc

12841 atctgcatat gctgaatcta tacatatgcc gaacatctgc ctatactgaa catatgcaca

12901 cacccggtgc aatgaacatc attccggata tgcatcacat atccacactt acccgggaga

12961 gaatcatgag aaccgtatcc atttttaaaa acggcaacaa ccgcgccatc cgccttccac



13021 gcgatctgga ttttgagggg gtgagcgagc tggaaatcgt ccgggaaggg gacagcatca

13081 tcctgcgccc tgtccggccg acctggggct cgttcgcgca gctcgaaaaa gctgacccgg

13141 actttatggc ggagcgcgag gacgttgtca gcgacgaagg acgctttgag ctatgaaaca

13201 gccacgtacg aagacctata tgctcgatac ctgtatctgt tcgttcatca tgcgcgagaa

13261 gtcggaagcg gtgctgaagc gccttgagca ggcggtgctg cgcggccacc gtatcgtgat

13321 ctcggccatc acctactccg agatgcgctt cggcgccacc ggacctaagg cctcgccgcg

13381 tctcgtccag ctggtcgacg cgttctgcgc ccgcctcgat gccatcctgc cctgggatcg

13441 cgctgcggta gacgccacca cggagattaa ggtggcactg tgcctcgccg ggacgccgat

13501 cggtccgaac gacacggcga ttgccgggca tgccatcgcc gccggtgccg tgctggtgac

13561 gaataatacg cgggaatttg agcgggtacc gggcctggta ctggaagact gggtaagtta

13621 acgctgtaaa acaaaatgtg cggaggcgtt tccgctcacg gcctcccggt atgagactga

13681 cgtcggcgac gcgctggacg ctctgctgga acgcgctaga ttcagcgccg cccaggcaca

13741 ggagctgcgg tggcaccgca tacgctggcc gctgacgggt gataaagaat ttgagcagcg

13801 ctacgggaaa ttttgattaa acgcatccgt gaaaaaagga atactgaaaa tggccagaat

13861 tcagtgcaac cgtgatcggg gcaataattc attcgacggg gtgatttgtc tggcccgggg

13921 aaaatcgtta actgtgtact acatgttgct tttcgtttta aaaaacttat atacagcgaa

13981 tgttattcag aacgaaagta ctttctccag ccgcaacctg ctcatctggt attcctcatc

14041 tgttacactc cccgcttaca gtctgtccag accgtatcga gtacttccgg gaggagctcc

14101 ttctcagcca aattaaagcc acacggtcag gattataccc agaagcccgt taatcgtgct

14161 gcccacaggg gggcgtattt ttatccgcac tcatgacgtc gttgtccggc tgaagcggta

14221 aaaccggtct ggctcactga ctatccacag cgaattccgg ccatcagaag ctatcccttc

14281 cgcctgcgga atgtcccgct ccagaccact gtgtccccgg cgcagcggca tcacccacca

14341 gccgccctcg gggtctgaca ccagtaccag ggctgattca tgggaaagca catacagccg

14401 cctgtttttc ctgtcgtaat gtaggccgga gatatccttc aggaaccacg gcagggacaa

14461 ccggtgcgtc agtgaatcac tgaccgacag agagtcatgg ctgtggtccg tttctaaaaa

14521 acgaagcggt ttcttttcct gcgccactat cagggcattc tctccccgtc cacgggcaag

14581 gccttcaaaa ccggcattgt cgctttttct gtccacatcc agggtcaggg tgtatgacgc

14641 cggcggcagg acagacgtat tcctgtcaat gtggtgggtg gtgagtatcc gctcccgttc

14701 ccgggacagg acatagcggt tccggccgag atactcaatg gcctcaaaat catggtcgcc

14761 atccgatggt atcacccgca gcacgttccc gtccgtgtcc agctccacca ccgacgacgg

14821 atggtcggtc acggcaaaca gcgttccgct gtccgggttc cacgtcaggc cggagagacc

14881 gccctgtata ccgggaatgt atttttctgt cgcaagctgc cactgcgttt cctccgggta

14941 ccaggtttcc ggaaaataca gtgtggccgc accggccacc atcagaagag cgccagccag

15001 cagtgccggt ttttgtttaa gtaaacgtct cagagtcatg gttccggatg ttcagttcat

15061 cgcattacat gcagtcaatg acaaaccaga gcatggccag ggctccggtc aggaagccgg

15121 agatgaaagc gctggtcagc agcagtaaaa tcagcgcccg gagcgaaaag cgtcccccgc

15181 catacccggc gcgtctttcg tcatccggca tgttgtcctt ctgcaaaaaa attctccggg

15241 gaattaccgg tatggagatg tccggataaa aagagcttta ttcccgtaag gcctgtcatg

15301 cagccccgga ttatattcat tcaatattca gtaacagaaa taccgataca aaaaacacca

15361 gtgatattat gacgacaaaa gaaatacaga tgtaataaat catcttcaga aagttcatca

15421 gtcagttacc gcaatatctg ttccggccac ttgttctctc catgcccctg ttttaccgga

15481 tatccgtcag accagccgcc atcggccgga cacgccttta cctgcattca ttttctccac

15541 cacgcccgct ccctcaatcg taaccagata agccctggcc tggtatattg tcagcccggc

15601 cgcatccgca atactccggg ttctgacagg tatatttatc ctgccgtttg cctgtgactg



15661 cataaaagac agaattttgt cgcaagcgtc attactcatt ttgttctcct gtgactacgg

15721 ggaagcaatg gtgtcccgga agctgaaata cctgccccgg gtcttcacat atcagaaccg

15781 ttgtccggtt tcatctgtaa tcaccccggg taacaggccg ctcgtgcaca gtacatgcag

15841 gttctccacc cctgcatact ccaccaggca ggcccggagg taataatcct tgcgtgatgc

15901 cgccttcagt gaggcattcc tgtttatggc cgtacacagg gatatcagag tccgctttcg

15961 caactcagtc agttcacctg agctttccgg cccggctctt ccctcaagcg cctgacgcag

16021 catgtcacgc agccggagga ggctgtcccg gccactgata acctgcgcag ttcctctcag

16081 gagccgcatt tcctgcagcc gcgaaggtac cagaacaacc atgggaaccg gactggccgc

16141 gtgcagcatt ctgataccct gcagatgccg cccccagccg gccggcggct ccgcactcag

16201 tgccaccagg gccaggtcat atgccccggg aggtgacatc tccggtcgca ccacggcata

16261 ccccataccg gcaagcagat gtgacagccc cagcagttca tattcacagt tccccgtcag

16321 cagtatgcgt ttccggcggg acatggcatt ttccatttat ctgcccccgc taacttaacg

16381 ccgggcttat cagctctgcc agcatggctg ccagtcccac aagaaccagc agataaaccg

16441 tgaccagtac acgtacagat attttcatta cgatccctgc tcagaaatag ttcaccaccg

16501 gcgtcaggct cccctgcacc gggaaaacgg acccggatac cctccaggga cgtcaaccaa

16561 gccccggcaa tttgattttt tgtgccgtta tccggcagga aactgccggg cattaccgta

16621 aaggcgtccg gccgggtctt cagacccgag taagacgggt tccaccggta atctcttacc

16681 tgccacagca ggcgttttat ctcctgtgcc gcatccggcg tgacgttgcc gctgaccacg

16741 ctccagccct tctctgcggt ggtactgtcc tgccaggcca gtacatggct ggcagtaaag

16801 gtaatttcgc cataccgcac ctgccccttc gccagtttgc cccgggcctc aaggcggacg

16861 acgccatgtc cggcatgcag caggcttacc gacggctgca gcccgggacg ggctgatgtc

16921 agggtcgtgg tatacccttt aagaatgtaa taacgtctcc ccggacggct ttcactcacc

16981 atgccctcct gccggctcat ctccagcggg acgggctgcc acttccaggc cgtatcccgg

17041 atatacagtg tgccgctgag ttcagtcacg cccacggcca tgccttcctg ccagtgggcc

17101 tgtacgactg tcagcggctg gctgctcacg gatgcggatg ccagcatcag caacagataa

17161 tagtttttca ttacacttct cccccggtta cctttcctgc ggaactgtca aaaaaagagc

17221 ggccaccggc ctcatataaa gcagcagaaa actcagaaag cgacattctg gtcatgaatg

17281 tcgtgccttc cccgaatacc agcctgaccc ggccgttatg ttcctgcacc tgccggatat

17341 cccggacact cacaaagaaa aacacgccgt cagccttacc gatattcaat gctcaccgcc

17401 agggaggtat gccagcggga cggtaccgcc cccttaaaac gcagctcacc gctgtccgcc

17461 accgtctgtg cgccgtatac cccgtcaacc tggcgcaggg cggcgtcact gaaccggctc

17521 agtccggaca cgctgctgac cgtcatctcc cggagccaga ccgggccttc actgtcaaac

17581 agggtctgca gcacacccgg cgtctgccct gccggcatca cctgcgtctg tggcggcaag

17641 ccgttgccct gcaggtcgcc atacagcccg gcatactccg cccggtcccc caggacatgg

17701 cgcagcacac ccgccgcctg catccggaag gtgaatgtcc cggtacggac atttccctcc

17761 cccgtcaccg gcagtgtcac cgatgccata cccggtgccg tccacgtcag tgcaaaaccc

17821 tctgtgtcct taccgtacgt cacctgcggc gcaagcccct cccggccggc cggggtggtc

17881 aggatagttt ttcccagcag gaccgtcatg gccggcaggg gaaccggtat tacctgttcc

17941 ccactgcgca ggacagagac agctttcgtg tttatctgtg tgttcccttc cccgaccttc

18001 cagacccagg gattacgggt gctggtcacc ggcccgccca gcttcagctc tccgctgaag

18061 tcttcccccg gcgtgttcca cgccagcaca caggacggca gcagactggc ggccagcagt

18121 aaaatcgtca ttcgtttcat tgtgttcttc ctctccctgc ccgttcttta ctggaccgtc

18181 accgtcacac ttagcccggc ctgccactgc gccggcgtgt tttctgccgg caggcgcagc

18241 tcaaaatccg agacggcgga cgcataggcc gccgccagcc gggtcacccg gccgtcagcc



18301 agcacgccct gactgataac ctgaccgtta tctgccgtgc tcattccgtt accgaagccc

18361 cggttcagca tcagcaggga aggcagacgg cttttgagcc actgcggcag ggtgccggcc

18421 tgcacaccgc tcacgctctg cccgtttacg agcgacatgc ctgccggcag aaccgccccg

18481 tcttcctggt gtccggcgct gacggccatt ccctggtcaa gggtgaaaga aagctgtccc

18541 gccacgtgac cgttctccgg gttacgtacc gggacagagg cgcggaagtg ttgcgccgtc

18601 gtgctgccgc catccgtcac ggaaaacggc tgcccgttac tgctggagga gataaaaggg

18661 gtgaagccgg gaccaccgcg ctctgccacc tcatacagat ggccttccag aaacggcagg

18721 gagcccttgc cgcgtaaatc aaaaaccagt tgtccgttcg ctgtacgggc atcagcggta

18781 tccaccgccc atgtctggtc aggggagccc acctgccagg tccatttcgg agcctcgtca

18841 gtgaccagac cgtgaaactg tatttccccg ccgtcaagaa ttccggcccg gggtgctgcg

18901 gaataaaaca gggccagcgc ggccagggcg gaaataatag atttataatg atgcgttatt

18961 ttcatcgtta ttcactctgt tttatccgtt ggtcataatt aataaacaac gagcattcag

19021 ataagccgaa aagaataaac ccggcaccgg cgtacgcgga catttcctga ctgacagaga

19081 agcaggaaat aactatgccg gaataccggg tttattaccg gtgaatggcc gtaaaacggc

19141 tcaccggatt ttagagtcag gcaaaaatca catcctgttt atgcctagct gcctgctgca

19201 ttactgataa gaaacagtaa cgctcatctg agcattccag tcacttggta cgccgtcttt

19261 agggaaagat agttggcctg atttagccac aatctcagaa ccatataccc cctgaatagt

19321 tttagcatca gcgcgattaa atacatttgg accagtgtaa gagctttcaa cggcatcctg

19381 ggcaatggtg atcatatctg cacccaaaat acggggtaga tgatctttga cttgtgtaga

19441 agtcattgat ttaacatagg cagcattctg catgtaacca ttaccatttg cttttgaagt

19501 atcagctacc gtctgatata tcaccctatc ggtagggcgg tcagcagttg cccccctagg

19561 tgatatttgc taaagcgaac atatccatgt tgaaggtaag tgtaccagtt ttaaatgaaa

19621 aaaaattcaa ctacagccgg agtccatttt accggtggta agacaggaat caattttttc

19681 acagggctga ggaaaacaca tccaagcatt aaaaacaaat catccttcaa tataaaaagc

19741 gggagggaca tagtgatgat aatattttca taagcattaa aactcttaat tgcgatatat

19801 attaaacata ttcctgatgg tatataagta ctatataaaa cgtaggggta atatcattct

19861 gttttatgat gagttaatat tcagaaagaa taaaataatc tacaaaatat cattcactac

19921 tataaaattc aggccggttg tattccggcc tgagacgtag gaaataatta tttgtaagcc

19981 accatatagc tgatggtgga ctggtatgca ccagcaacct ggccacccac taactgagtt

20041 ttgaactgca gaccttcacc atcggttttc agtttctccc cttcaaacag tacagcgtta

20101 ttcgtgctgt taaccggctg gtttggcgtt ttactgttga ctgcagtcag agtggcatat

20161 gcccccgtgg cagtgccagt agatacaatc ccttgctaca gaagccataa tcatcttttt

20221 cataaagtca acgttttata attaagtttt ttgacgagta caacgcatga aaaaattatg

20281 tgtattgttc acattgcaat acctagaggt tactgaattc ttttctagga aaagacgtta

20341 ttcgctcatc ccacatattt atattgtgct aatgttaaaa aattcaattt agacagaaaa

20401 taacgttgtt ataaccccgc gcataatcaa ctatgctaag tttttgagaa aaaaaacacg

20461 caaacaacga acagtgtgaa cgcaaaatac gaataacgat actactattg ctcaaataac

20521 gtgcttacaa attcagtatg tcctttagcc ccatctaata gttattacat tgttattttt

20581 gtatgcattt gttacgtcct gatatcgtgt aactgcatac ccagtgacgg ctacgctatc

20641 cgcattattc ttctccgccc tgatcgacgg gattgtccgc gcactgggtc agaaacaatg

20701 ggtaaatata ctttcctcga tacactgcat tgttagcgca aacaatgaga tccactatcg

20761 gttgaatata cgtaattctg gtacatttga ttgattggtt cgcgttttgg cattggtatt

20821 ttcacaaatt gccgtgcggc gacatttttg aaagcatata attgtgagac taatgtaaag

20881 ttaagaaaca attacgatat tgtttaatac gtgctcatat cttacctgta catgaagaca



20941 aataagcaag gctgttcatc aagtaataaa aatccggtgc ttggtgtatc tgtagccgaa

21001 ataaaggata ttgtctgtgt tatgtcgttc ggcgatgtcc gtctgggagc attaaccgtt

21061 atgcgattca ataaaattaa gaacgccgca ataactattg ggtttgccct gttcgggctg

21121 acttcatcag tacatgctgc tgatcctgca acagcctcgc taattataga agctatatta

21181 acaaaaccaa cttgcatgat tactgttcca accacttatg atttggggca gttgattcgt

21241 gggcaagtca gagagcatga accattactt attaatgtca attgccctgg aaaagactca

21301 ctgaaaacgg cgctaaaggc taaggttcta gcgggaaggt tagaaggaga tgataaagtg

21361 cagatgctag taaatggcca aggtaatggt acattgttat cattaaagcc tgtgaatgaa

21421 tctggagcaa gttctcctgt taaacttaca ggagcggcat caggtacttt ttgcgaagtt

21481 gatactgttg gatatcgcca gtgtcagcta attcctgtta cggaggttca ctcagaggat

21541 acgccggggc atgcttcggc aacattattg tttgaggtag tttatccgta aacacattaa

21601 attctctgag gaatagagat atttgtatga atcgcctgat atcagccttc tgtattacat

21661 tctgttgtca tgcttacgct ataaccctag atgccagtat tactgatttt acggtactat

21721 ttgggcaaca tatggggcac agtgcttgtg taggcaaatt tccacaaggt gctccaccca

21781 gtacttttgt aggatgccga tcgaatggtg atttttcaat gtataattca tttacctcaa

21841 aagtcatcat tactcggttg cccgacaaag tatccgctgc acatggtgag agtctgccat

21901 gtacagttcc ctcgttgagg gtccggggag ggttagaatt cgctaagtca acctccgatg

21961 caggaatagt cgaaactatt gatattagtg gaatgaatgt aggtgaaagc cggacagggg

22021 agattaaaaa tgccaaatat attgccctta cgcccggaac tgttatcagc ctagaggcgc

22081 ttcagtgtga ttacagtgct ggttcgcttt ttggcgatac atctgctcga gtctctgcta

22141 attattcaat agaaatgcct gatagtaatt tcagcacctc ggtactatat gaggtactgg

22201 ctaaaattga caaaattggg agcaaacccg actttacttt gtcaccgact tatgtcaggt

22261 gtgtaggtaa cactgcgtcc gggtgcatga ctgaacctgt gacagtaagc gtaaaagatg

22321 taactaatgg tcacagaatt caagtcactg gtctggtaac tggaggggat ttatcatata

22381 tatcaaatac tggccgtgtc gacctgcccg agggtaagtt gacaaatctt gtcaacaccg

22441 tctcttctgg gggaatacag caagtgacat cagggcgttt tgttatcccg ggaggaggaa

22501 ctgaagggac ccgattctat acggtgaact acactttaac cgtagaataa gtgtttcacc

22561 tcactggggg atataaggtg catcagggtt gcccttgaca tcagttacat gtctcacgtc

22621 cggagtaaac gtccagcgag tgccgtctgg tcataatctg attcatccga caaagtggtg

22681 tccaccaaat aagtagtggg aactaaagtg tcagatatgc agaaaaatgt gactcccggc

22741 aggcgtaagg gctgccctaa ttattctcct gagtttaagc agcagcttgt tgcggcctcc

22801 tgcgaacccg gcttatccat ctcaaaactg gcgcttgaaa acggcattaa cgccaatctg

22861 ttgtttaaat ggcgcaaggg aaagctgcta ttacctttca gctactccct gtgactctca

22921 atgccacctc cgtacagcca gaactaaccg ctgaaggccc ggaggttctc agtatcagct

22981 gtgaggcaac gttctggcac gggacgcttc gcctcaacgg cactgtcagc gaaaagctcc

23041 tgactctgct gatacaggaa ctgaagcgat gatcccgtta ccttccggga ccaagatctg

23101 gctggttgca aaagtgcaga cggtgctgaa agatgatccg atgtccggcc acctcttcat

23161 cttccggggt cacagtggca gtcaggtcaa actgctgtgg tctaccggag acagctggag

23221 cgcgggcgct tcgcttggcc gtcagcccgc gatagcaaag tgttcctgac accggcgcag

23281 ctggataagc ttcggcaatc gttccgaaaa ggtctcccgc cgcatcgcac agatggaagc

23341 cgacctgaac cggctgcaga aagaaggcga tgcgctgcgt cagacccgca cccgcaaacc

23401 gttccccgca tcactccccc gtgacgaaaa acagctgcag ccggcagagg catgctgccc

23461 ggactgcggc gatgcgttga gttatttggg cgaagatgcc gccgaatagc tggagctgat

23521 gcgcagcgcc ttccgggtta tccggacctg cgggaaaaac acgtctgtac aaaatgcgac



23581 gccatcgagc gaggtatcgc cggaccgggg ctgctggccc gagtgctgag ttcaaagtat

23641 gcagagtata ccccgatgta tcgtcagtca gaaatataca gttgccaagt gtagagcgat

23701 ttctttcagt ttgtctttgg tcttgaattg tcaactgctg aatcgcgggg gccccttcgg

23761 ggttccgatt cagtggttga caactgcaca gaaaataccc tgctggtggg gtgatggttc

23821 acgcagtggg ccatcgccct gcaaagccag acggggcata acgccactca gtagtttagt

23881 tacatcattc attattaaaa gcgactccat tccggccctt tgggccgggg cggcggcgct

23941 tttcagtggt gggaatgggc tggatatcag gtttttgctc cggtttcgtt ggtcaggatt

24001 ttggatgttg taactatttg tatgaccggg gcccggcgca tcgcgacggg aggtactgat

24061 ggtgtttccg aaccggcgcg gacgtgagtc cgctgcaagg gcgcgcattc tctggaacct

24121 gtccacaggg caggtgatga acaggttatt tatttataag agagaaagat tatgtattta

24181 aaagaagtat agatctgggg tttaaaggaa accacgcact ttgaaatcag gtcgcctggc

24241 gctttgtcag tatatcggtt gtaactttat ggaaaggtcc cttgcagtta tctgtgagta

24301 actgaatatt acgaccggaa atggctcagg cgggaacatt tctggccatt ctggcagcag

24361 aatgagagat attttggcag gaagaacgag cgttccgcgc agaaaacagg cggtgccagg

24421 cgacagacgt acaaaatcct ccggcgtcag ccggattttc ataatctggt gggttatatg

24481 gggacggtgg ccatggtcag tcgcgtgtag tttttgcccc gcgacatcat catgcgctct

24541 ttcacgcgcc gctgcagctc ccgcttcatg gcatcaagcc cgccggtaaa gcgtccgctg

24601 gcgtattccc gcgtcagctg cagtttcacc agtgtttcga tgtccttacg ggttctgtcc

24661 gcgtcacgcc gcgcccgggc gcgtttcagt ccgtgcagtt tacgttcaga ctggtagctg

24721 cggaaccgtt cgcgcacaaa tcgccaggct ttcgctatca gttcgtccat ctccagcggc

24781 tccagattct gctttttgcg ctgctgattt tcccattcga cacgactgcg gcgggcggcc

24841 acaacagcca cgtcagagac gtcgagcgcg gagaacagtg ccggcgtgaa ggtgatatcg

24901 gtcgggatgt tgcagccaat ctgcggatca tactcggtct ggtaggtaat cagccccagc

24961 tctgccataa acttcagcgc ccgtgtggcg cgggtgatgg acagattgcc actttttgac

25021 tcggtggcca gaccgcactc tatagccaga ttggtgatgg atctctgtac acggttggcc

25081 agtggatcat aatggaagca caacccctga agcagcgcat cgatggcacg acggcgcagc

25141 aaaggcggca tccggtgacg ctttcccagc gaacgaacga acgccacatg gacggaaaaa

25201 tcaaaacggg acgtgaaccc ttcggctttc gccatcagct tacgacagaa cggcagggtc

25261 tttttccctt ctcgcggcgt gaattccgga tttggatttt tgacctgtcg gtaatgagtg

25321 aacagtgttc gggtgtcagt cacttctgcc tgcacttaca atgcacggaa ggagtaaatg

25381 ccacagaaac aagtattgaa attttctgag cataaaacta tactccctgc atagcctgat

25441 tggtggctat acagtttaag taggccccgt taatcttctg tcccgccaag aatagaaaga

25501 ttatcggggt ttttgctttt ctggtcccgg gtagacacct catcagaacc agttccctgc

25561 caccttacgg cgtggccagc catcaaaatt ctttagacga tcagcaatct aacactcact

25621 gacgagacga tcaagaaagt tactcattca ccttcttatc tcaggctctt ttggccattt

25681 cccgttcaat tagtaactca atcatttgag cctgagtagt tccagtctct tcacaaagct

25741 gctgcaagct ttctttatgc atgttttgta tgaaaacatt gagctcttta tgcgtcgtct

25801 tttttcgtga aatagataat ctcttcttct cagcggaaga taagggatta ccctttctgt

25861 aaatgcgttt cgatgaggaa gttactgcat tttcaatctg cgacatctcg gcctcctcaa

25921 ggatcaaacc tggatcgttt gcagagaata ctacagattt ctaaaatcag cgacttactt

25981 tatgaacgta acctgtgttg gcgcacggtt tacgtttcag gatcgtttcc tgggatgtca

26041 gtacgtctgt ttccagtccg ttccctgcgc ccagcgggat gtccagtggt tcaggtagct

26101 gcgggctaag actgggtcat cccagacgac aagcacgttc tccgaattcg aacggtctgc

26161 tgcacgggaa tagttaaacg atcccacttc agtgtggcga ccgtcgctga cgataacttt



26221 gtcatgaaga attttgtaca cactgacagt acgaaccgga atgccggcac tggtcagcag

26281 gttcattgtc accctgctgg cgttattgtt tttcccggta ttggctttcc agtccagtac

26341 ccccctgaca tccactcccc gacgttttgc actaataaga gcgccagcca cctccggaga

26401 ggtgaaggaa taccccatca gccggatatt atgttgcgca gcctcaatag tcttaagaac

26461 cagctgctct gcgctgccct ccggtgaaaa accggcctaa acggacggtg ccgcaatagc

26521 tggcagggag cccagcaggg ataaacacgc aagtgtgagc aacgtcaatc catgaccttt

26581 cctgagtctc attatgtacc tcatatgaac ttgattagag tagtgatttt attacttcag

26641 aaacgccgga atcgggggaa acttgttttt cccggattgc cagggttgga caacgacgcc

26701 agcggcggag gcatcaggat aaattgttat tgccttccct ggtggtggca cgatcattac

26761 gctccatccc ggccagaatc agcacggccg cgttttccag ggtttcctgt cccgcgccgc

26821 ccggtatcac tgtcacgttc ttctccgtgg cctccttaac cggcatcatt atcatcgccg

26881 gcgagccctg cagcgcaagc gtatgtgcca gtcggttact ggcatccagt atgcttttcg

26941 tgttcacgtt tccccccctg attttatgcc ctttcagggc ggcggccgcc gcactactga

27001 tatcttcact ggtgagcgcg ccttcataat gactggtggc aaaaataccg ttgtgatacg

27061 caagccaggc atccgccctc gctgatttcc agatttccag ccccttctgt gcggctttca

27121 gcgagttttc ccactgctgt acaaatgtgg gccagtactt aaacacatag cggacctgcg

27181 gcctagcttc acagcctgca gcatcggggt aaggccggtg ccacgccgta cagacggtct

27241 ttctgtttca tccgttcact cattatactg ggcttctccg gttcagaccg tctgcgccag

27301 caccgcgcgg agttccgctt ttctggcgtt ctgcgcccgg acctttgcca gccgcgccag

27361 cgcgtactgt tcttcctcca ccgtaatatg atccgtcaca tacccttccg tgtcataccg

27421 gcaggccccg gctttcatcg cgccgagata cgcttcagaa cgggcaatcg ctttcagcgc

27481 acggattatt tttttgtgtg acagcgggat accgcgcctg gcggcatcct caaatagggc

27541 ctcacgcacg ccacaggcga aaaggcgggg cgtgtcgccg tcaaacagcc ccggccacca

27601 gggcttcagg gtgctgacgg cctcattcag cggcgtcagc ttcaggtaaa ccgccagctc

27661 ctgtccggcc tgcgctttct tcgccgccag ctccgcctcc cgggccgcct tttccgacag

27721 tttctgcttt ttcaccttcc acttcggcgg cgtggtgacg ttaatcacgg tcttccggct

27781 gcggacgggc gcgtcgccct ccgtcctgcg tttcagcgtc agtaccggtc gtttctcgtc

27841 tgtcatagtc attcctgcct taccacatca tcctgtccgg ataaaagata tcacacccgg

27901 ctacagtgcc agaatgccca gggcagccag atggcaggtg tagaataccg ggaaaaaatc

27961 agtcggccag aaccggggcc gtgatttgcc tgtcagcgaa acaagccata ccgtcagccc

28021 ggtcaccaga agtcctgcca ccgccgcggc atcactggtg accagattca gcgcggggac

28081 ggccaccacc aggcaggccg caagcgccag atgttcttca gtatctgcgg tccggtacag

28141 ccggtaacag atgaccagca ccagcacgcc ggcaacgccg tagctggttc cggacagggg

28201 tatccacgcc gtcagcagta acagcgcggc cgcagagtga aacaggcagc gcagctcaca

28261 ccacttcagc gcctgcgcgg ccaccgcaaa ggcaaacaga atattccctt cataccacgg

28321 aaatcccgcc agaaaatatc cggactgtgc gataaccgcc catccccaca gccggttaat

28381 cgcagactgg cggatatacg tatgccggga caggttcagc ccccacacca gggcaaacag

28441 cggaaacgcc ccgcgcccgg ccagaaacag ccacgtcaga tccaggtgca ggatacggtt

28501 aatatggtca gccaccatca gcagcagcgc cacggttttg atgagatccc tctgtccagg

28561 cgaccaggcc agcagtcgct gcagccgggt atccacctgg gctgcccgcg aatcgttacg

28621 tgtggcgtta tccatcgtca tcgtggttta tcttcccgta tcagtccccg tccggggttc

28681 tctctttctg caggtcacgc accatctcct gctccgtctg ctgcagccgc tctcgaaccc

28741 ggttttcccg cgccacttcc cggatggtct cccgctcccg taccggttcg cgcagcacac

28801 tctccggcag cggggtttcc cgttcaggcg gggtcattct gtcctgctcc tggccggcaa



28861 tctctctgac cgcctgcgcg gttttctcct ccggcaggtc aggtttatcc tcagccattt

28921 tacggacaat ctctgcggca cgctgctctg tttcacggcg gactgcctct tctgcctgcc

28981 gctgtgccag aatctctgcc gtgaccggct ccccgttgac cgcgccgggt tgcacactgc

29041 tgtcaggaat atcgccccac accctgccgc cggtaatggc gccgggattc cacggacgcc

29101 cgtcaccggc aattctcacc accacgccgc tgtcagggtt atcgcgggca atccggacgc

29161 cctcctgcat gttatcagcc agcaggcttt cgccgttacg actgccctgc agggccgcaa

29221 actgcgcctc ttcgctgcct ttcacccgtc cttcaccgct gaagccccgc agcccggcac

29281 cgtcatccgt tgtcagtggg ttcagccaga taccggcgga tttaccgtta cggtcaaacg

29341 ccggcagcgc cacatacggc tgcggatatt tgcgccccgg tgcaataaaa cgcgcccggc

29401 tgtctcccag cgccagtccg gcgtttcgca gcacggcacg gccggcggcc acgtcccgca

29461 gttcccgggc ggtgctgaac agccgctctg cattcatggc ctcccggtct gctttcggct

29521 ccagcacatc gtgggcagta cctttctgtg cggctctgtt gatggcatca gtccagccct

29581 gacgatcgtc ggtgtacacc tgcacatgct gtttcatacg cgacagggcc acatacgccg

29641 actcaaaacc ggccatctgt ttccggcccc cttcggttcc ctccagcgca atggcaaacg

29701 tctcactggc cccctgcgca ccgtgggcgg tgatggcata cgccaggtca atatgctgct

29761 ctgccctgtc ctgcccggga cgcaccacgc gggtctgttt cccgtctgac agcgtgacac

29821 cgtcaccgga aaccgcggtc accggccaga cgctgttggc cacatacccg cgttccctgt

29881 cactcttcgt gaaacgcatc cggtcaccgg cccccacccg gatagtttcc ggattgtaca

29941 gtgtgacgcc ctctgccgct gcttcccgag gggaaatcag gcgcgtgttg ccgtcggcat

30001 cctgcagggt tatcagcccg tcctccttac tgataccggc aatccggtga tacactttat

30061 ccaccagggc aagcgcgcac tgatgattct cccaggtgga cagacggcgc agctccccgt

30121 cacggatatt cgcggtggtc agtacaggga cagtgacctg ctgctcaccc ggtttcgcca

30181 gtgcatcctg aatcatgctg ttcagcaccc gacgatcctc attcagatgc gtgacaatca

30241 gcgtctgctc ccgggcgtcc ggcgttctgc cggtatagtc gcggacaatg gcctcataca

30301 gcgtcacggg cacatccgga aaggcttcgc cctttttctc cgcctcctgt gcggctttca

30361 ccagttcccg ctcctgcaga cggctgaact ccgtcaccga gttttccggc acccatgcac

30421 ccttcaggcg gggaacctga accggcttca cgttttcaag cccggacagt gccttattca

30481 catcccggtt aatcaggctg tacacggcgt cccgcagttc cggtgtctgg cgcacaatct

30541 ctttcatgat ggccacatcg gcggcactgc gtgtctgctg cagacggaaa ggctgaccgg

30601 gtgcgatggc ctgcagctgg tccgtgtcac cactagccac ggcacgacca ccaccggccg

30661 caatcagggc gtatgcccgc gccatatcgg tgttgcccac catcgaactc tcatcaagga

30721 ggaacagcgt gttgctgaaa tccggtgttt caccgctgcg ctgctgcagc tgcgtgtcat

30781 gcagaaagga cgccagcgtc tgtgcttcca cgccggcact gcgcatctcc ccgaccgccc

30841 tgtgggtcgg ccccagcccc acgactcggg gacgctcact cccaggcagt aggttcacgg

30901 cagacatcac cgcccggaac tgggtggtct tgctcacccc ggcgtagccc tgtaccacgg

30961 tgaaacggtc tttcgtttcg agtatcatac gggtggcggc acgctgtccg gatgtcagag

31021 tctccatgag ttcgccggat accctctcca tcagtggcgt gaccgcctcc tttccctcaa

31081 ggatatgatg cagaatactc ttttcagcgt catacgatgc acgggaaatc agcaggtctg

31141 taccataacc ttttgccaca tccacatgca gtaaatcgcc ccgttttatc tgcgcatcaa

31201 tttcccgtcc cagttcagca aaaccggtta cctctgcagc aaacgacttc gcctccgtca

31261 gcagctccac ctgactgaat gccaggtttt tactttccac caccggaagg gcaaggtgaa

31321 tggcctgctg tgccggcgtg tgaagcccgg ctttctggcg gctgatggcg gtttccagcg

31381 atacctcacc ggcacgcgcc tttatctgct cagaaacgac cgtaaaagac gggtgacggg

31441 agagtttttc agcagtgcgg gtctcatcca gtgaggaata cagccggaca tcccggccgc



31501 tgcgggccag accgttcagg gtggcgttgt ccatcgccat ctgtgtgacg gaaacaaaaa

31561 ctttcgcact gtcactgacg gaatgcccgg gtgtttccac ccagccgttt tccagcttca

31621 gcgccgtgaa cggggaatcc cccacaggca gggaagccgg ctcagcccgt cccggaacga

31681 tgaccgtcat catgccatcg ttcaccgctg atacctgcag ccggtcgccg ccggagacgc

31741 gaagcccggg aatttttccc gtcaccataa gacgctcgcc gtctgccacc ggtatcttct

31801 ccggccggaa gagtgaccag ctgctgtcca gggctgaaat ccgcaccatc tgcgtctctc

31861 cctgcgcatc ccgcagggtc agactgtgac tttgtgcggt cacccggtca atcacatacc

31921 ggtcatggga ccgtttctcc gggttccact gctccatcac catcccttca cggtacatgt

31981 cgcgcaggta acggttccgg ctgtccagcc agaccggtga cagcgcggtc atcatggtgt

32041 cctgctgccc gagtaccccc tgcgtcttca gctcactgcg tatcatcccc gccagtatgg

32101 cctgctcacg cacgccgctg acctgcgcca cgctctcttc cccggctttc accgcggcca

32161 caaaatcccc ggccagccgg gcatagcgga cattccggtc cggctcgctg ataacggtcg

32221 ccggggtctg ctgcccgccc tgccagcggt aactgttcac gccggcctcc ttcatggcca

32281 tcagcgcgct gccggtaccg gtgcgctgac cgctgtcggt aatgagcacc tggatgttat

32341 gacgcgccgc gccatccagc agggtcagag tctccttcag ggacagcttt tcgccctggt

32401 cgacaataac ggtactgccc ggggaaaatg acatgccctc ctgcaactga cgacgcccgg

32461 ttatcagctc accggacaga cgttcatcct gcttcaggtt cgtctgcgaa cggcggtcgg

32521 cggcaataat ctgcacctca cgcccctgct cccgggccat catcgtcaga tccgctaccc

32581 gctcccgctg accggcagca ctgccctgac cactgataat ggccagtgac gggcgatcct

32641 gagccaagac actcaccgcg tcgctgtaac ttcccgtgcg gggcacgctc ttctccggat

32701 ggacggtcac ccggttctgc ttcatgatat cgctgctgag tgcccggaca gacagctcat

32761 cgagcacatg aataccggag gtgaacagtc ctttctcccg gtcgaggggg ataagccgct

32821 cgcggctgat ggcctcatca atcccggccc gggctttctc aatcacgccg gcttccggcg

32881 gcagcatgcc aaccgttctg gccagcacgt cggtatacgt aaactgaacc ttccggtcgc

32941 ttaatccggc aatggcctgc gtcaccgcct gctgaatatc cggctgctcc tgtgacggaa

33001 caggctgtgc tgcctgtatt tccgcccgcc tgtccgcagc ctcacggtat gcgctgatat

33061 caaacccggt atctttcagg gtctgcatcc actcagccat tttcacttcc ggatcgacat

33121 gctgtttgga tttacgcgta tccagcgccg ccacatcccg ggatttcagc gaggcatcct

33181 ccccgaccgc ctcccggatg gcctgcgaac ggctggaaaa ggcctccacc gggacaccgg

33241 gcatctccca cataccgtgc ttaccgacca cttccgtttc atagcccagc gcttcaacct

33301 tctctttcag caccgcgcgg taaatcttcc cgaaggctat ctggttagca tagacattct

33361 cgataaatcc cgtttttccc accttatcac tgctcagggt cttccattcc ccgtcatgca

33421 gcgtgacgtt ggccaccacg gcatgggtat gcagctgcgg ctcctggtca cgactggtgt

33481 catgattgaa cagcgccatc accaggttcc cggtgagcac ggtttctgac tgcccgtccg

33541 tcatcactct ggtggaggcc agcgcctcaa cctgacggac agcgatatcc accgcctggt

33601 tgtgtgcctc agtcaggcgt ttatcgccgg ccagcatggc tatcagggaa acacttttgg

33661 gggcagagaa ggtcagatca tagccggggc ggtgtttgtt gccgccgtcc tgctgtcggc

33721 tcagatcagc cccgtcgggc agtcggcctt ccagtacccg ggtgaacacc tccttatcga

33781 cggtgccctg cacccccagt tgctccgcgc cttttccggc ccagcgttcc tccagactgc

33841 ccagcacgta gtagttatcc ctgtcgctgt aataaccggc ggcactcccc gctgaccgga

33901 cctgtgcaat gctcatcatc agaaatgatc tcccggttcc ggttcatcct ttccgtgccc

33961 atggtgaacg ttgatattca cttcctcccg ccgttgcatc tgctgctgag tattcacctc

34021 ctgctcctgc cgccagcgct catacgccgc catgtccacc acttcaccgg ccgcattaat

34081 gccggggggc agcggctgct cttcgtcttc ctgcttcatt ttcagttcct gtccgacacc



34141 gcctgcggac gtattcgcgg cggtacccgc cgctgctgat tttttatcgc tgacaaccgt

34201 gggctgtggc tgttgcggct gttgcggctg ttgcggctgt tgcggctgtt gcggctgttg

34261 cggctgttgc ggctgttgcg gctgttgcgg ctgttgcggc tgttgcggct gttgcggctg

34321 ttgcggctgt tgcggctgtt gcggctgttg cggctgttgc ggctgttgcg gctgttgcgg

34381 ctgttgcggc tgttcagcct gcgcttctgc tgctgccggc gcaaccgctt ctgtatccgg

34441 ttcaaacagg ctggacatct gacgtccctc agcttccctt gcagccagaa cggcgctcag

34501 acgggcttcc gcctcaggat tcatttcccg gggaataaac tccggcgcca ctttgggacg

34561 ttcctggtat ttcagggcca gcttcactgc cggatagggt ccgggcagcg tgacataaca

34621 ggtcaggtcg ggcagtgact gaatatcgga gtagctgacc agtgtgacac gctccatctc

34681 cttaccggtt gacaccccgt cacgaacggg atcggcacca taggaatact gctcactggc

34741 tttcaggatc tctttttcac caatctcatg ggcgacatag tcggcaatct tatagctggg

34801 tgagcggaaa aaggcccttg tgttcataac atccagcagg gttgccgccg ctttctcgcc

34861 atagatatcc tccatctgtg tactggactg aataccaaag acatagcagc ccccgaattt

34921 acgggcttcc gggacaattt ccacgaggtc gggcagcttg tgcagcgtgg gcaactcatc

34981 acagaagaac cacacccgac ggttacggtt ctctcccatc gccagcaggc cccggatggc

35041 aatggacagc cacatggaaa tcaccggctt cagggaagaa tgtgtgtcag cgtttgaaga

35101 aataaacagc cagccgtttt tttgatcctc ccggacgccg cgcatccagt cacggatggt

35161 gaacggttca ccgttacgct cgatcccctg aagatagcgg acggctttta catagttggt

35221 cagcacggcc cggatggaaa tggccgtctt ctcgattttt tcttccacca ggttggccgc

35281 cggggaatca cgcaggtagg ttcgcagttt ttcaattttg attgagagca gcgtgtcaac

35341 cagcttactg tagctgcgat cgctgtcatt acgcatcagg tatgccgctt cagcaaaaat

35401 ggttcgtccg gaaccctgcc agaacggatc ctccttcgtg cccatcggga tcagggtatt

35461 cgccgcatta tcaaaatccg gcagggtgag gcattcccgc cataaatccc atgcggcaca

35521 ccgcgcgtca cagggggtga gaattttatc gatggacggg tcgtagtagc ttttgacaaa

35581 ctcacaggaa cgatcgtaca tcaccaccat gtcgccgcgc tgacgggcat agttagccag

35641 ccggcgaatg atttcagact taccggtact gactgtcccg tggagcaaaa agttctgaat

35701 ctctgaatcc ttaatgattg gcaaatcgcc aatcaggata tcggacgctt ttccgtcttt

35761 tttcagcatt ctggcaacgt ctttcggatt gtcggtaagt tggcgtcctc cggtaacatc

35821 atcctcactc tgctgttttc cctgacgtcc cagaatccat gtggtcataa aaaatgtaat

35881 caggcagata accagcgcca cacaggcggc cagaacaaag gccgaccaca gttgctcccc

35941 acaccagacc gtgtatttgt cctgcagaac ctgagcggcg ttcatccgga acgtctggcc

36001 gtaataccgg atctcataga caggctggga tttaattaaa tcccgcattc cttcaagcgt

36061 ggtacaccac cagtagatac acccattcac aaacgtctgc cagctgagtt tcacccataa

36121 caccaggccg acgagtatcc agaagaaaat aaacaggcag taaaatataa tgttggcgat

36181 ctggctgaac atgcgaatac gcatggacgc aatctgaccg ccctgggtca tatccttcgc

36241 attaaagctc atagatgtta ttccaaagaa agattatcag tccggacggg gaattaattt

36301 gaataaatga ccaaccgtta ctttcgtttt ttcagaaaat aaagaacagc agcacagact

36361 accagtacag caaacagcca ggaaaacgga ttgccgttag tcatgtgaca aagaagttct

36421 gataatggca ttccgtattc ttattattcc ctcttcgcgg caacacttca cggacgcaca

36481 aagaatttgc acaaccgctc agtgttttca tatttatttc ggaaacgccg gagagaaatg

36541 aaatttattt tatttctttc cgggcctgga caacgagcaa agcgaggcgt cagtcaggag

36601 gccagtcaga ccggcctcct gaagatgatt aaagaatatt tgcaattgat ttggccagtt

36661 gttcttccag aactggtttt gcctcttcaa acttcaggtt aaccttgttg gcattcgata

36721 ccacacgggt ctggtattta tgctgattac cggtttcggt gctggtctga attttggcac



36781 ccgaggttcc ctggcggagg gcggcaacat tgtccgttgt cacggtcgct tttgtccgtt

36841 ctgagatctg tacgtcggtg atcatggtgt agttaatatc ttccaccatc gcatcagcgg

36901 ccatccccac aagcccggca gcaagcccta ctcccagcgt ggcacctgct gagttagagt

36961 tatacgctgt gataccggcc ccgagcgctg ccccggagag cgcaccttca taaccacggt

37021 tcagccatcc ctgggactca cgcaaatcca tcttgtcggc cttcagcacg ttggcctgaa

37081 tccagtagta tgccttgtcc ggtgagatga ccactgtata cccttttgcc tgaatgtctt

37141 ttgcaatcag gctctgcagg tcactcatat ccttatcgga ggtgtttttc acctgcagat

37201 ataccgtccg ttcactggag gggtcaagcc agatggtctg gctcatctgg gttttcactt

37261 caagattgcg ctttttgatt gctgtgctca tcgcaccaca ccctgacagg gccagagtgg

37321 aactgaccag tgtaaccatc attatttttt tcgttttcat cgaatttcct ttattaaagg

37381 ccatattaat agtacatcac attgtttatg ctgagagcta agtattctgt taagataagt

37441 tagagtgtca tgcagaatta aaatgaaaac gccttcccta atgtcagctt ataaatatca

37501 ggcattaatc attcagccaa attttactga tcacatcagt atttcaagtt caactgtaac

37561 tgtttgctgc agtttaatta actcacgatt atagccgccc atttgctacc tgtaatgatg

37621 gctagaacta taaccgtaag agttaccacc aatatcaaca ccaatacctg acattggtaa

37681 acctgttgct ggattagatc tactaaattc aacagattcg aaatccaaac taacatggtt

37741 atcagattcc tcaacagcaa cctgagtttt catccaatct tttatgctta tgcagttgct

37801 aacttttctc aaatcacata acgtcccgaa tataaatatc atcagactca gcattggtga

37861 tatcagtgaa catatcggca taatgatata ccaaatgacc ttactgaact tgtactcacc

37921 cggggtgtta tgtttcttac tgatttgatg aaacagccag ataaataatc cctgccacaa

37981 cagaacaaag gcgagtataa atccagtttc tggcatatcc catccggcaa gataacaggc

38041 aataaactga accatcatca ccaggcatat ctgaataaaa tttttcatca caacctccca

38101 ggtatcttcc taaggtttat gcttgtcctg atactccttc gcccttttca taagttcttc

38161 cggactgtca gcaccgggca tccgtttctg ggcagatgtc tcttcattat atttattatc

38221 ctgagagagt gcttctgttt tatgctgttt ctgtaggtca gaatactgct ggccgatagc

38281 cttttcctca ccctggatgt tttcctgagt atcgctgata ccggaacggt atgctgtgac

38341 catattatca acctgaggct tcacatcatt gcgaatatta ctgtcctgtg tccgctggtc

38401 gagtgtcgcc tgatgagcct ggtgatcggc aataacatcc tgtcggtcac caccaccgga

38461 taccacgccc atccctctgc ctgtctcact acgaccttca ctccaggcat tatccacccc

38521 gggctgaacc tgttcctgaa caaaagacca ggccattgcc cggcgttgtt ccgccacttc

38581 cggagagctg gtatttgtca gaatggcttc agcatcattc ggcgcatgct tctgtacata

38641 attcacaaac tgctgtgaca aatcctcact catctgtccg ctcatgcttt ctgtacggga

38701 tgccatctca gcatactcat ggctgcggga gagattcgtg gtgtactggt cataactttg

38761 cttagcagaa ttcagtgccg cagacagatg atccacccgg gattctgcat tattgtccgt

38821 atggctcccg gattcactga ccttacggct cgtaaagtaa tcgctggcct ctttaaaatc

38881 ctgtgtggct ttggcatcca catcatgacg tgtattatgg ctggcatggg tattactgct

38941 ggcctgatgt gagtcattat cttcccagtc tatgccagcc ttgccaccac ctttaacacc

39001 agccccacca ccgaccccca atatcttggg ccttatgccc cactctgcat gtgcatcgcc

39061 ataaataccc gccgatgttc tggtgcttct cgaagccaac tcctgggtgg cctgctcatt

39121 gctgatatta tgtgccttcg cataactttc cactgcgctg cgcatccggc tggccatcat

39181 ggaatcctgc gcgctcatgg tgctgtcagc accactggtc actgagtcgc tgctgccccg

39241 gttcgttccg aactgactga gcgtattcca ggcgctggcg atactgctgc tgaaaccatg

39301 cagggcgctt tctgcctgcg tgctggcttc ccgcgccatc tcctgctgtg ccgccgctat

39361 ctgccgggtc gcgtcattca tgttgtcggt gatatgttcg ataaccgcct cgtcataatt



39421 tcctgtggcc accatcgccc tggcctgctg gatcagctcc tggatatact gcagcaggat

39481 gtcgtacccg atataatccg tcagctgata aatcatgctg gttgacacac cgagcatctg

39541 cgggtcaacc aggtatttga aaaccgggat ggtggtgctg gagataaacc ctttttcctt

39601 attatccagg ggagtgtcgc tgaccgcctt gttctgaata ctggtcagca gcttcgtaat

39661 ctgtgatttg agcgcattgt cgcgactgat ggtcaccggc gtgtcggcca ccaccttcag

39721 gcatttatcc gaatcattgc agtggtatat cttcgccgtt ccgccttcca ttaatgcccg

39781 gataatagcc cggtcggtgg ttctggcagg caggggcgtg atttcgccgt tgggtccaaa

39841 aaccagtgaa ccggtcagcg tcatcacgaa ctctttcaac tccttgttgc cgtcaaacat

39901 cctgtttttg gacaaagcat tccacatgat gttgatattt ttggtcaccc gctccttatc

39961 cctgtcactg gctttatccc tgacgctgtc ggattgcccg cccacagtac atccctgccg

40021 ggacgccgcc cagtcggcaa aaatattgct ctcaccggca atgtcctggc agaccttctg

40081 ctgggagacc tgtgtttttg ggaaaagccc cccgacaatc ccctgcgccg cctggcagga

40141 actgaggttc atactgttaa tatcgctggc cattttctgc agaaaatcct ttgccgtttt

40201 gatttccggc accgtcgtct gcagcgcaag gtcaaaaaag taccctgcgg cgttactcat

40261 aatctgcttc acaaaacgct gcagttgctc gccgttaatg aaactgaatg agccgagata

40321 ggcatcgatg cccccgcaac cggcattgat atccggcagg gtcatggaga ccagctggac

40381 attttttacc tgtgtccggg catataaaga gccgccggag gcatatcctg ccgcctgtcc

40441 ctgccagacg gagggctgtg tggtattgga agcaaagccc agcttattga agaactggtt

40501 catgtcgctg ttcacatcgg cagagacggc gggtgcgacg gtcatcagcg ccgtacataa

40561 tatgaaaagc ggtttaattc tcgttttacc ctgcatgttt ttctccgtac atctgcagaa

40621 cggtatccat ccgggccata aaaccggcgg cgtcggtggc cccctgcaaa agaggcaatg

40681 cttcaagtgt gttcacgtta accagaaatg ttgtcggggt ggcgacggga atattgggga

40741 agaaggtctg catcacttcc ggcggtgccg gcagcgcctc cggaaacgcg gcatccccct

40801 gtccgtccag ggtataaggg aataccgaaa atccatactg ctgtgccacc tgcttcagta

40861 ccgggtcaaa ctggtggcac caggggcagc ttctttgcat gaacaacacc actttccagt

40921 cggcgaggtt aaccgtttta ccgttgctga gacgaaacca gcggggcgcc ggcgttacct

40981 tctgcacgcc ctgcgtatct gctggctgct tttgcccgga cggtgcggcc atcccgtgcg

41041 ggttatacag ccgttcaatc tcttcccgcg tggaggcatt aacccccgtc cccaccagaa

41101 gcaacaggaa cagcaaagcc ttattgagag acatgtgatt tatccccctt ttcttctttt

41161 tcagcagcca gaatggctgt ctgacgggct tccagtaacg cacgctcttc ccggctgacg

41221 cgggctatcc aggcatccag cacccggtaa gcgccggaca acaccagaat gacggcaatc

41281 agttccgcca gaaaaaaagc catccagggt ttgcggtaaa ccagccgccc gacaatgtga

41341 aaccagacgc ccagggagaa aacccatact cccgtaatat ccggtaaagg aagcgataat

41401 ttatatttac gcacagtgga gtcactccat tgttatttaa tatatgcgat gcctgattta

41461 ttatcagaga acagaatatt catcagttaa aaaacgccgc catgaataaa ctatttaaca

41521 gtgggggtta tttatctgaa ttaaaaataa agggcataaa gacaaccgct tcatatgcat

41581 tatttacctg cgaacgagtg acagtaatac catcccctga tattacttca gaaattcggc

41641 ttaaaatctt ctgacacatt ctggaactgt tttgccaggt cgtcctgcgt aataaacccg

41701 tatgacaacg gacggacact gccctgtttc gggtctacca gcatcatggc cgggaaatat

41761 ttcacaccaa gacgctgcgc ctgcccctgg tcaggacgcg tatccggcag catcgggtta

41821 atcaccccgt ccacggtcac cgggataacg ctcagaccgt aagtggcgcg aaagccatta

41881 atcacctgcg ccagctggcc gtcaatgggg tcctgcccgc ggtaaaagaa catgataccg

41941 tagtgttcag ccagctttga tatggcctgc cgttgctgag tctggtctgc ggccagctgg

42001 ttacgtaccg tgccgttgta gtggctgtac tgcaggttat agtccagttc aggatgcgcc



42061 agcatggctt ttttggcgct catgctgaaa agccccgcct gctgcgtcca gtaattctgc

42121 agccggaaat atttcacaaa attatccaca ccaggataca gaatggcttc ataaagcgcc

42181 cgtttcgtgg cggcctgcag cgtggccagc ttctgcataa tatccggttc ctgacgtggc

42241 acagcaggtt tattttccgt ctcctgcgga ctgacttttt cgttatacca ctgccagcca

42301 gcatcttttc cgtatgccac caggggacca cagagtaacg ccgccagcca cacgatctgt

42361 ttttttcgca tcagacgctc ccttcaactg gatttattat catgttgccg gcgtttcgtc

42421 aggatgagca cgaaacagta cagcggcatt aacatcacga cattcgcggc gatgataagc

42481 cccgcgagca ggctatcttc cgccgttgtt gcctttacag tatcccatga ccagtacacc

42541 gccggggatg ccacgataac cgtcaccgtc agccggagca gaaaaactat tatcctcatc

42601 tgattcccct tagttcctgc cactgtccgg catttttata cctaccgaaa tgaccagtgt

42661 cagaaccgtc agggacatga cggaaacatc cgcgcccccg ggaccgtccc cgtaaaacag

42721 catacggaca ataatcccga taagcaggag ttcggcccca aatgtggcag acatgataca

42781 gagcattaaa taaccgtatt tcccggcagg ctccctgccc tgtatttttt cgaaccgccg

42841 gtacgtcagc cagacaaaat taccgaccag aatacacagc catgccagcg cgcagccccc

42901 gtaacgcatg atctgagcgt ggttctgata atgtctgaag agcaggtctt tgccgcttat

42961 tatcaaccag cccgtacccc ccacaatcac actgacggta accacaccgg cgacgacttt

43021 cagcagtaac agggcacttt ctctggctga ctgtttcagc ctgtcccgtt cattgtcctg

43081 tgccattatg ctctccttat tttccggcct gtttcagctg gtcagtaatc tgctctttta

43141 ccttttccgt cagcgcgcca ctgtccggga ttttctggtt attcatcagg tcttcgtaga

43201 agttcgtgaa gtccagctgg tcgaatttaa tctgctgtag ttcgtccacg gtgatacccc

43261 ggcagtcagg atgttttgaa ctgccgaaac tgatatgcag ctggccgttg cgcccctgct

43321 gctggactat ctgcgccagc ttcgaatcaa actggcagta gctgcgtttc ttctccagac

43381 agacacccag tacctttttc gaacagaatt ccccgacact gaccgtcagt ttgttcgttt

43441 ttgctttggc cagagctttt tcgtcactac tgcatttagc cagaccgata tcctgccccc

43501 agccactgtc cttacaacag ttgctgtacc cggctgcggc cttcttacag aatttcgcct

43561 gtccggtgaa tgcacggacg tcaataccgt tcagggccgc gacatcttta cctgccgccg

43621 ccagcgccgc cagttgcgat accgcctcgc caaaatcatt gctctttccg ctctgcgcct

43681 tatcgcattc cccatcgagg cagaatacat ccccgccaca aatcatgacc tttcccgcag

43741 ttttcgactc acaggagtac gtggcgtatt catgcaggca ggtgctctca ccggagtaaa

43801 acgcgcactg ccgggcggca agagtacagg ccggattatc gacatacgcc tggcaggtgc

43861 cgttgtccgc agactgggtg acatatttat cccggtatgc ccagcaggcc tccgccaggc

43921 tccagggttt tccttccatc accccggttt tcgttccccc gggttcggta cattcggtat

43981 ctttcagaac accatccacc ttgttgaacg ggcagctttc cacccactcc acccgcggta

44041 tccactcccg gtccttaacc tgcatcacca gtgtcagcgt gaacgtcgtc ctcccgctgg

44101 tcagctcgtt aaaaatgcgg tcatccaccg acccggtaca gctaccgttc ccgctgcagc

44161 ttgtcccgct cagaatctgg cctttgctca gcatcattcc cgtcgcgcca cccagtgtaa

44221 tggtactgcc ccacgtcatg ttgaaggtgg tattcataaa gccggcacgg gaattccaca

44281 gataattctg tgtggtcaca ttcaggctgg cgctgcttat cgtacctgct tccggcacgg

44341 tcacgctgaa aacgatctgc ttaccggaac ggctgaaact aaaggcggtg agggtgtagg

44401 ttctgacctc tgatgtctct ctccagtcgc cggtgatggt ggccgtccgg gtacagtatt

44461 cctccacagt ggtgtcgcgt tcacaggtat aattcgtgaa ctcgctgcgg ttaatctcct

44521 gcgcgctgca ctgctgcccg gtatttccca caatactgtc ggcacggttc accacatccc

44581 ttcctttttc aataaacggc gcatccggtg acagaatatc tttgggcttg ttcatgaacg

44641 attctgtaat ggttttaccg gtttcgcctg tggcccactg cgtcgtgccg tcattcttca



44701 gcccactgtc gccgccggcg gtcacaccac cgtaatactt cgtttcatcc ggattcgcgt

44761 catagccggg aatactctcc tgaggattaa aattccggat actgccggtg ccctggcctt

44821 tgatctgatg ggcaaaatct gaacccgcac gataatcact gttactgtca gcctgtgcca

44881 agccggcggc cagaagcaga aacagaggta acatacgttt catttattct ccccctcgta

44941 ttgctcaaac cagaaaacaa ccggtttatt caccacacta atcagcccaa aacgctctgc

45001 tgtccggaag ttaacgctgc tccggcgccc ccgctcaacc tgcagggaga cctgttttct

45061 gaacatctcc agcgaatatg ccgttttcag caaattgcac ggcgcacagg acgggaagat

45121 gttttccgga cagtcagctt ctggtctgaa cacttcaccg gtagttttca gtctgaaaat

45181 gcctttctct gccgccttca tgcaccgctc tgatttgcgg agcactgcct gaacgtggtc

45241 ggcatgccag cccttctccg gcagcacaca gccacagtaa gcacagcggc caccaaattt

45301 catacgcagt ctttcccgct gttttctggt cagcgccata acatctcctt cctgctgttt

45361 attccgcagg gaatgtcatt gcggtttatc tccggcaaca tcaagtaatc cggcagccac

45421 ctgcctgcag tccccggcgg tgaccacttt ctccagcgcc tgcttcaccc gcagattgcc

45481 ccggataacg tcatatccct gtcggcagta caccaccaga gtcggtacgc tgcggatgtc

45541 atatttcgtg aacagggtcg ggtcaatctg aacaccatct gtttccccat ccttcaccag

45601 ggacagaacg gcatctgccg tggccttcag gtcgttatcc cgcattccac gcagcgtggc

45661 cggaataccg tagcgacggg tttcacccag catgcgcttc agtccctctt ccggaatgga

45721 aaacgagata aagtacaccg cgccctgctc cggtttatcc gcctgagaag tctgctgctt

45781 tcgggcaagg tcatccagga aatgccggtc tgactgcacc aggggattcg cctgtacctg

45841 ctgctctgcc caggctttca gctgatggtc cggtttttca cgcagttggc tgcttaaatt

45901 ttcctgatgc ttcaggaact ggcgattttc aggggtatta gcgactccgc cagctgatac

45961 cgtcccgctt atgaccataa tcagtccggc caagtatttt attttcctgt gcatcgcttt

46021 ccccggtaca taaataaaag agaagaagac gcgagggaca gcataaatgt cacttccagg

46081 taaagtctga tgagcgatat ttttccggtc gtgtctgttt ccatccacga attaacaaca

46141 tcagagatga tgcgttccgg aagaaaataa aaagccatca gcgcaaacat caccagcgca

46201 aacggaaaca gttttacact ctcattcagg atctgcacga cagcaaccgc cccccacctg

46261 ataacggaca gataatgctg cctcttataa ataattcgca taaacaccct ctctccggta

46321 tcggtttaca gaaatacaca gttgcgctta cgccacatca gatagccaaa gttcttcttc

46381 gtgttgggcg gattttttcc ggtttcccag cgcatcacac tgcgtccgaa cgggtggcac

46441 tgcccgctgt ccgggtacat attcaccatc tgataacgcc agcgctcttt agggagaatg

46501 ggcgacggat attcattaca gacagcgtta tttttcccga tggtttccat aatcatgccc

46561 tgacggtgaa gcttgaaggc catccgctca ctgaccagca gggagggctg cagcggactg

46621 gattcgttac tcacccagcc gttaaacgga tacatggagc cctgagagcc tgcacaccag

46681 aacaggacat ccagcggttt attgaaggcg ctggcaatgg catctgccgc gcaggccccc

46741 tgagctatgg gattggcaaa aattaccgct tccggattga gaatggtggt caggctgctg

46801 tccgtccacg tggggtcgat ttcggagagg tacgcaatgt ccaggtcacc gccctccaga

46861 caccccagcg aggtgatgat attcagccag tacgtgagcg ggtatttgta ccagtgaaca

46921 tggtagaccg ccccgttcac ctgtttatcc tccttcttcg ccgtaccctg tgccgttttc

46981 ccgaaggccg gcaggctgaa ccccagattc accatgcagc ccggagagcg ggtgacgtcc

47041 gtcagcgcca ttggctccca gtagccaatc gccagtccgg gacgcttaaa aatgggcggc

47101 ggcgccggac agaactggag cggcattgag ggattagccg tatccggcag ctttccctga

47161 ctcacttttg tactgcccag cgacagcgga aaaagacagc tccagcagat atccgtgatc

47221 gggtttacaa aacgactttc acaggaggaa tcagccgata ccgtgggaac atgaccggcc

47281 agcagaatca gtacacacag ccacagactc cgtttcattt tctgccgtcc tccgccggaa



47341 taaactccac tttaaggaaa cgcccgtctg ttgcggccgt caccctggcc ggcacctggt

47401 cgatcccgag gcgctgacac agcaccccgt tctggtcaaa gtaaatccgg ctgtccagcg

47461 ccttctccat ctcagggatg ctgccctgta ccaggataat tttgctctcc agcgtcggcg

47521 gcgtctggcg tttcatccac gccacttgtt ccggatcatc gccgttaatg aaatacagcg

47581 tctggttaaa aggcacatac tgcagcggat tcatcacctc tccctgacgg gcaaacaccc

47641 gaccttcgtt atcccggata tcggccgcca gtctgaccga cggatcaaac agccggctgc

47701 agtatttctc cgcgcgcccg atacccggca ccgccggtgg tcgcaggctg ttgtggatta

47761 cccgttcctt aaaggcctcc atccggtggc ccatctcacc ggactgctgc agggcttcca

47821 gccggtgcat aatcaccgcc agcatgtccg gctcctgcac cggccacaga tcgccccagg

47881 tacccaggtc tgcggccgcc acgctctgcc cccatatcag cagggctgtc agcccccgcc

47941 atttcacggc tctgccctca tccgccgggc aatatcctgc tggatctccc gggtgatatc

48001 cggcgcgccc tgtaccaccg ccggtgaaac cagaatgacg gcatggtgct cccgctgcca

48061 cgcctgcagg ctggcctcca gggccgcatt aaagctcccg gacaacgctt tcgactgcgc

48121 ttccgtcagt tttttctggc cagcgctgtc aaaaaacgca tccacggtct gtttcatgtt

48181 gaatgccacc gtcaccggcg tgttcagccg ggctatcccg taactgatgg cggcgttcag

48241 taccaccatc cccaggcatc ccggtatcat ccacagcccg tcacgcttac gcgctcccgt

48301 gccgtcagtc tgtttctgct ctgtactcat acgtcctcct gaatgtctca tgctcctgca

48361 gccaggcctc cagcgaggcc atctccggtc ctgacttttt ccacgccagt tgccagaccg

48421 cctcgtgaat actcagcccc tctttccgct tctgctgtac aaactcaaag tcaggaccgt

48481 ccgagctgta catggcgcgg ctgagcgggt cgacaaacag acggtgccag gatgaatggt

48541 tttccacctg cagcaggaac gagctgaacc actggtcttt cgcggcgccg aatttctcaa

48601 tcatctcccg gtgtagctgc gggaactgat ccggatacag ctggttgtat ttcgcgaatt

48661 ctttggcgct ctgtttgagg ataattttgt aggaagagtt accccatgcc gcgcgggcgg

48721 cgctggacgc cttgtcggag tcaaagtcga cgatattctg cgtgatggtg atatacgcgc

48781 cggtgtgacg gcgggcagta cggtagcctt tttcgatgaa gtccccgacc ttgcggtttt

48841 tgaagtccag caaacgccag ccttcgtcga tcacgttcag ctttttgagg ttacgcggcg

48901 tgcggtacat ccggttttcg atgtagataa tcagggaaaa catcaccgca accagcaggg

48961 acgggcggtc ttccaggcca cccagctcca gcaccaccat cctagcatca tcgcgcaggg

49021 agggttcatc ggagttgaag tatctgccgt aagtgcctgc tgccgtgtac tggttcagca

49081 ggacaatcat ttcatccagg cggctgcgga taccgggtga ctccgcatac tgttcgctcg

49141 tgcgggcgtt ttccagaaaa tccaccacgt catcaatacg cgcccggttc ttttttgtca

49201 gccaggctgc cctgaccgcc tgcagcaaca ggccctcatg gacttcgtca aggttgccgt

49261 tggggctggc catcaccgac aactggtcgc ggatacgttc ggccgactgg tcaatattgg

49321 tgatattggc gaaggggtta aaacgcaggg tctccccgtc caggtacacc ccgcccatat

49381 tttcgcacag ggacttgtac ccgtccccca tgtcaaacac caccgcaaag ccgccggaat

49441 ccagcacgct gcggataagc ggctgtatca gtccggtctt gcccgccccg gaggttccgc

49501 agaccgccat gttgtagttg gtgttgttca ttccccggaa gaaaatatca ataaaggcca

49561 gctggttacg gtaggtcgga gccagcagcc cggcgggagt tagcgggtta tccgccacca

49621 ggggcatcag attggccaca ttgaagctct ccgcccgctg taccacaccg gcttccttca

49681 gctgcttaaa cagccccttc ccggccataa agggcaggca ggccaggaaa ttacgcatgt

49741 ggttaaagcg cggcgaaatc agctcaaaac cgttcttgcg gaaactgttc aggatatcct

49801 gctccgtttc cagcgccgtt tccttgttgt cgcggcagaa cgccgtgata ttgaaaaagt

49861 aggacaccac cgaggactga ttcgacgcca ggcgctggcg caggtctccc cactccttcg

49921 cctccttctc cacggacggg aaccatttgg cgtaggaggt cttcgacttc ttctccagat



49981 ccatgtactt caggttcgct tcgctgtggg tcttcacctg gtcttccacc accagggtca

50041 gcgtcagaat gaacggacag gagatggaca gctccgggtt cagcagattg ctgtaattat

50101 ccgccgagtt ccacaggaag gcgatttctg ggttacgggc cagatgaaaa ctcatgatgc

50161 gcgcggtact gtttctcccg tgatcgcgca gtcccagcgt caggtaatcc tgcctgacct

50221 tcaggtcaaa ggagtcgtcc acgcactggt agttcaggtc ggaatacggg tccagccggc

50281 gccgggtcgg atggagggat tccggattgt gattaatcat ctccccgaca atattaataa

50341 aggcctgcgc atccacggtc tgtgtgctga tgtatgcccc ctgcagggag gcccggataa

50401 tcttcaccag gttttccatc tccaggatat cggcccggct ttttttctgg acggcgcgca

50461 gtatgagatg aatacccggt aatggcgcag ggtcagcggc aggttcattc cttccggcaa

50521 cggaaagtga gtctctgcag ctttcatgta gtaggcgcgg gtgatggcgt tgaaccgctc

50581 cgcctgctca ccggaccagg agaactcccg cagcccgtac tcaatacgct ccccgaccag

50641 ctggctggac atcaggtgga tacacagggg tatcccgcgc ggcagtttgg tacgcagcag

50701 atggtcaagg gagagcgcaa tggtctcgtt agcgccgttg acaggcgtgg cttccagcat

50761 aaagcccatc gtggcgtcat tcatgaacag gccggactcc tggttatagt cccggtacgg

50821 cagcagacgg ctgaactgcg ggaagctcat ctcgccgagg atctgattgg cctgtgccga

50881 ttcatccggc agcttcagcg cggtcagcag cgagttggcc gcctgagtga cagtatcaag

50941 caggttcttc acacgaacac cttaacctta agaaaaacag aatgttgaaa cggaaagcgc

51001 gaacagacag agcaggaaga ctgctccctg ccactgcaga agaaacagtc cgttccactg

51061 ccactgataa aacaaccaga cggagggagc cagcagagca aaaacatgaa gacctgctgc

51121 gactccagtc atgatggccg ttgcctcccg gcgcaccgcg gagttcagga gaaaaagccg

51181 cagcacggtc accacaacag agcctgttac cagcagcgcc tgtaatctca tccacttcca

51241 ggattcagca gaaagcggat gctcatgcag gaaatattca ttcacaaagg aaaggctcca

51301 gtacaccagg agaaaaccgg ccacgccgta acgctgcaga taaaccttca ttctgattta

51361 tccccgccga caaacttccg gatgtcatcc tgttcacgct gacgggttgc aagctcctcc

51421 acttcattac tgctctccca ccagagacgc aggatgtcgt cttcatcccg tccggtcagc

51481 gttttcccgg acagcaggcg gcggaacagc tcccggcgaa cgtctgcggt atcttccacc

51541 cggcgcatca gccacagcag tggctgacga ctgagcgcga tatacctgtc caggcagaag

51601 aacataaaaa ccagataaat cagacaaacg catatcacga cacacagcgt gtatttcagg

51661 agcagggagg tactgaataa cgcagtaatc acactcagta cggcggtaat tattgagagg

51721 aagcccaagt ttttaaatac ccgaacctgt cgccggtata tccggtcatg tttatcaata

51781 atggattcca ttttttcagc gtctgattta tgcataatgc ctgccctgtt tttccagaaa

51841 agactggcat tcgacacaca acgtcacgcc aggaaatatt tttcgccgcg cttccggaat

51901 gggattaccg catgcttcac accggtaaac cggaatacct ttacggttta ctttctgccg

51961 tatccggtta attcccgtca cggtcagttg ttctgtcact gaatatgcct catcggcttc

52021 atcgctcatg gaatatgtct cctgacacgt tctgacacgc taccgcccgt cccttttcac

52081 gcacagggca ctcgtcttac aggcagatcc tgaatacaga aagccggccg gcattgccgg

52141 ctgatatctg actgacgcgt cagttaatta atccgtggct ttccccacac ggacggttta

52201 atgacaaaaa atacaccgga cggctgatgg taaatatcct ggctgtcaat atagggcgct

52261 atccataacg ccgccgtctg ctccccggct ctcagtggac ggggcggtac cacaggagag

52321 gccgtactga caggcaccac cgttttcacc tcccgggcag ctgtaaacag cgggtgtagt

52381 gccggcggtt tctgcccgga acgcggggcg atcactgtct ttccgagggg cggtgtgacg

52441 gtactgacgg cctgtaccgg cgtcgtgcga aagttaccct cagccaggtg cggcagtgat

52501 accgcacccg gctttaccgt ctcaggttgc tcctgccttt tcgctttttc attggcctgc

52561 tccatcgtca tacaggtgtc tgacgtggtg gcggtacatt caaagtcgga gttcgttccg



52621 gcgcatccgg aaagcaaaag cgcgccacag aaagggatca ggcatgaaat atggttcatg

52681 atttcgcccc tttcttattc tcacgcagca gctttttgat taattcagac agaacacatg

52741 ttttccctgc gccaggcatt ccgggaactg aaaaattata ttcccggcga ccggagagta

52801 ttatttttgt agtacagtta ctgataacag atttcaaaaa atcatcctgc acgggctcat

52861 caggaactga aataacatta cgtatattca tttttatcac cctctttttc agcctcttta

52921 ttaccggaat aagaaacctg cccgtttgta ttttctttta aagtccggat ttcgttttct

52981 ttatcaatat gcttcaggtt gtttgtcgcc gtgtcatacg catatgtcag tggattgtga

53041 cggtacggcc ggtctccgat cattactgcc accgcggtat acaacagcgc cagcatcccc

53101 cataacagcc atcccgtttg cgacagagac tggtcgatat ctgccgcgta ttcttccgcg

53161 ccggttattt ttagcggaca gttttccgtc agattcagcg gtacaggtga cgacacagtg

53221 aaaaccgggt cagggcagtc ccggaccgga aacatcccgg acggggccat tgccctcacc

53281 cgtccgattt cctgcgccat ctgttgtccc ggcgtggtat cacccgtccg gaagagcaga

53341 atgacaacaa tggctgttgt ggccagcggc cagataacgg catatttcac gccccatatc

53401 agccagcgca gaagaccggc aatacgatat aaaacggcac gtcccttcag gttgttcagc

53461 cggttatttc ccatttgcat gtcctccctg gctgccggac ataaactgct gtggattcag

53521 gtcacccagc tgcttcagca tctggtcggt gttaaagccg ttcatatggc tgtcgactga

53581 cggaggtaca ggcaccgggc tttccgcatt ttcatcctcc ttccggtgac gggcctgctc

53641 ctgtgccatt tcttccacgg ttttcagctg aaaaccgtcc tgaaacacca cggtcacttc

53701 attaccggca ccaatcggga tcaccgggtg atactgctcg gcacgtttga tgtaataatc

53761 actgagtgtc tgtgcagctt ttgatgcacc accaccaatc cccattctga acacatcgcc

53821 cgcgccgtaa gtcgcagtgg cccccagtcc caccgccggc tgagaagccc gttccatccc

53881 ctggccgata ccgtccacaa aaccggcgcc ccacgcccag ccgaggattt tgccgttacg

53941 catcaccact tcacctttga tgccgttctt tccacggaag ctgacatgtc ccttaaccgg

54001 catgtcgatg gttttgccgt ccttcaggca gctgatatta cgggtacgta ctatcgcgcg

54061 ttcactggac acatcccccc aggcttccag ccccacaaag cacccggtca ggtcatatgt

54121 tttactgttc ggcatctcca ccgggccggt aatgcgcagc tgcatgggga ccgtcgattc

54181 attaccggtg acggaggcat tggcatccgc tccttcgatc agcatggttt ttgcaaaact

54241 cccggacggg atatacggca gggagggatc tttcttcgcg gcagcgtcat agctgaacgt

54301 tttacgctgt atacggttcg gcaccggcac ggactggtat gtcacctgtg gcggaggcgt

54361 gacgccattc cccggataaa aagcggttgg cggaggaacg gcaccctgtg gcgggaaggt

54421 caccggtgta ttacccggct gaggttctcc ttccggaccg ggcggtgagg caggtgtatg

54481 cggcacgggc tctcctgtgg tcgtcaccgg gttcgctccc agggccttca cctgttcggc

54541 caaggcggcg ttgtcctgcc ccagcttctc aatacgacgc tggtcgtcac cgcgctgctt

54601 attcagaaca tccagctcat ggcggatttc gtcgtactgt ttctgcatct gcgccgccgt

54661 cacctgcatt tccgtggtgg catgctgacg aactttgtca tcaaaggtcg tgtccaccac

54721 cccggtcata tccggtaccg gctcctgctc tgcggccgtt ccgttgccac tcatgtcgac

54781 gtcagacagg taaaggcctc cgccaatggc agcggcagcc cccaccgcaa caatccccag

54841 ccagatgtac tgtttacgct ttacaaccgt attgatgctc gccatcagct gccctccccg

54901 tcacggatga cgtacacgtc cattcgtgcg ccggccagta tctggctgac gggctggctg

54961 aacatcacgg cgcgggttcc gggctgccag aaatcacttt ccctgatgtt cagggcagac

55021 ggcgttttat tttccacagc aaaccgtacc agtttcaggt gattgccggt ccacacagcg

55081 tcagcccggg cagacagacc ggtcggggcc tgcagcgctt ctttcgtgac ggggatctga

55141 taccagccgg caggcagcgt acctccacgt actgcctggc tgacggcaac cagcagggat

55201 tcataagggg tggccgtttc ccatgcgcca gcctcctccc cggttccgcg caggtcgctg



55261 accagttgta cggtgcgtcc ggcaccggcc cgggggacag cccggacgga aaagttcagc

55321 ccgcgctccg tctccagaat gaaggtgaac ggttttttgc tgaccgtggc caccaccacg

55381 ccgcccgtgc ctgtctcctc actgtttgtc agcatgccgt ccagaccgct gaccgcagtg

55441 atacggtcac ccggcaccgt aaacaggttc gggtcggtgt tgctgacagc aatgttcgcc

55501 tgaccgccgt tagccaggga caccaccacc ggggccagcg taccggagcc cgacgccatc

55561 accagaccgg aaaataacca tccggccgcc agtaaaaatg gcttatacgg cttatttttt

55621 cgcatcgtct gtttccccga aattatccag ccaggtcaca ccgttttccc gtttcagaat

55681 aagaatgtaa tgtttgatgt cggtaaacgg ttttgaatct ccaatccagg ttttcagcac

55741 accgcgaatt tccacgcggc catactgtgg ccagaccctg acactggtct ggaaaaaagc

55801 ggagttaacg ttgtcggcct taattcgtct cgcttcttct gccagaatga ctttcatttc

55861 gttctgtgcg cccggacgaa tatattgcag aagtgcctgg tgtgacgcgt cgacggtttc

55921 tgacgacaca ttcagacgca gggcaataaa cgacagtgcc atctgctgta aataagaggc

55981 atcggcactg ttctgtgaca ccgcaaaggg cgcgttaaat cccatagggg tgactgccgt

56041 gcgttgctca ttctgcagcc ggtagttatt aataccctga atgacattca cggccagact

56101 gagcacaatc agcagggcca taaaaataaa acttatcgcc agtacgcggc tggtacttaa

56161 acgggcgccg tgttccatat actcatcccg gaataatgat tacttaatcc actgccggaa

56221 acacgagtcg ggaacgttat gaaaaatacc gcgaagaagg gctgtcggca tataccagta

56281 aatcaggtca cgcagccagg agcttccccg tccttttttc agttttctta tcccgaaata

56341 aaccagaacc gcagcgctga tgccgaaaag ttgttttgat gtcattaatc cccagccaat

56401 acagacagca gcaggaatta attcatccac cggcaggccg aaccagcggc tctggttggt

56461 cagtgtttcc gggaaacgat atttcctgag tttattctcg tctcccgaca tggtcttatt

56521 tcctgtcaga ggccgacgac agccatacca acggcaataa agaccgagat gatggcaaaa

56581 cccgccaaga atttgacgtt cttggtcatc atgtacatca cggcaccgac cagcacttcc

56641 gcgagaataa cccacttgac ggcgctggaa tccttaccaa atgtcgcctt gaccgtaccg

56701 ttaccgctgg ccatcaggtc ctgcgaaccg ccggcagcca ttgccagttg cgggaaaaag

56761 aacatcagca ctgccgccgg gatcactgcg cgggcaagtt tcagcaggtt cagacgtgtg

56821 aacgtagaca gaaacgattt ctttttaacg ggcgcagaag ccccctgaac acttaaaata

56881 gcgctcatat gattcctctt ttgagtaata ttaataataa atatgaaagc taacgctctt

56941 taaacgttga ctttttacct tcgttcgcct ccctgaatat atctgagtta taaaaatctg

57001 gaaatttggt caaatgatca ataactctgt ccgcagcttc atctgtttta caccacccgc

57061 tgcgattttt agcagtaata agtaactggt tggtttcatc atccagacgc atagtcagat

57121 actttaccag tgacttacca tatacatttc cttttctgtt aaatttagga tagcgatgaa

57181 gatgatcttt aagtctgatt acagcctcga atgatcgact tctcccactc ctgtcgcttg

57241 cttcccttaa aagtttttct acatctacag gtaatttcag ttttaccatc ttacctgttg

57301 cagaacgtgt accaaatctt ttcaatgaca cctcccgcta tttatcttct ggttacaaga

57361 tatgtttaca gaataacaag aaaaggtaaa tagacggaag gtatatgttt tgttaacaat

57421 aaattaacag ttattaataa tacccatcac cttatcaaag agactctgaa taactttctt

57481 tttatataaa agaataatca attcatccct gttacagact gaaaaatgag agcaaacaaa

57541 tgatgcatgt ttttttgagg ttgctattga gatgtttaat attttcgata tagaactatg

57601 acttagtcct gaactgtata aataaaaaac atcatttctg aatgaggata cagaagaaat

57661 atctcttatt gtctcaataa gtttttttat atcataatcc ccagagaatc tgggtttgta

57721 attattcgta tgccgtacat gagttgcatc aaaaaactcc catacgacaa taccatcagg

57781 tttactgtag aaaaattgaa cagatatcgt ccagaaacgg ttctgaataa aaatatcctc

57841 aacaagattt agatgagtat gttcatttcg atatacttcc atctcggtta tagagatcaa



57901 ttcggaaaaa tcaggctgtg acagaagcca tttttcagca ctataagttt ctttcaggaa

57961 caattcccga aacaaagcat tacaaaagag gaatttacca gatacattcc ttatacaggc

58021 tggattatga aaatgctgaa taacggttat caaattttcc agcagattta tttgacgatc

58081 atgtccttgt tgaatacgat ccatcggata cacaggagcc tcctcaaagg attctatggg

58141 tagtcgatgc agggagggac caactccctg catcggcgat ttaacgttca ttttttaacg

58201 tagtgttaac tacaaaggta ctatattgtt ttcagactta atttgtcact atatttttat

58261 agatcaacat acttttattt aaattaaatc agaatttaat cccgctatta ttcgtcattt

58321 tcatgaaaaa acctttccat ctctgaagat actttctctt tgatatcttc aaccatattt

58381 gcatattcga actttggatt tcctgccaca tgaggactaa tagatcctat acctaaaatt

58441 tttaccactg aggactgagt tttcagaaca ttttcaagaa ggactctatt aaattccatc

58501 tggttaaacg cagactcttt acgttccatc tgagcctcat atacacgaag ccctaactcc

58561 agcagcatgg tagatatact tgagaaactc acatctgtac tttttgctcc ttctgaacgc

58621 ctcttttcca caatcgcatt tattttttca accacttcat cactaacata agcctgcact

58681 tttgccacat atccctcctt atataaaagt tataaaccat ttattattca cattccaaaa

58741 tgacgattca tcgatgaatt gaatcgtgaa tcgaatcgcg attcaccacg attcatgaga

58801 cgaatcacaa cacgaattga atctggagtc aattcacttt aacttattgc tttattattt

58861 gtgattcatc tatgaattat gtgcaattca cagatgaatc gtcaaagatt caccgatgaa

58921 ttactcttca atatcataat gagagtatgc gaaactaatt tttcataagc gtgtgtttat

58981 aaataaaaat cagcaaaatt ttaattttgc gtggggtgtg gtgctttttg tggtgaggac

59041 ggcaaatttg ttgagtatgg agctggagtg ggttaagtta ttaccggatg actacgcaag

59101 aggcaaatta atgtataaat ggctcctgtc tgtcctcctg gtattaatga gcacggtagt

59161 ccatgccgct gactgttttc atttggccgg gagagactat aaaatagatc cggatttact

59221 gcgggcgatt tcatggaagg aatcccgtaa ccgggttaat gccgtcggta ttaacccggt

59281 tacgggatat ggctcgggat taatgcaggt tgactctcag cactttaaag aactggctcg

59341 ttatggaata aaaccggaac aacttgtctc cgatccctgc ctgaatattt acaccggagc

59401 ttattatctg gcaatcgcat tcagaaagtg gggggtatac tggacagcag tcggagcgta

59461 caacgccgga tttaaaaaga ctccccttca ggatgcgcgt cgtctggact atgcgactga

59521 tgtacaccga atctggatcg cgataaaaca aagtaaaacc aggcagactc ccgcccgatg

59581 atcccctttt tgtatccggc aagcagaaga agggataata ttatcaaccg aaacccatat

59641 attttttatg ccgcatagca gaatggaata aacacagaaa tgtaatactg actgcccgga

59701 atcccgcgaa acgggagccc gttatcatat cttcttccac cctgtcagat ccgtttttat

59761 cgctggcaca taaatgacag aaaacgatga agtctgttga ttaaaatggg atgttacaga

59821 caatctgaca atgtccggga agaataacat aagtaaagcc ccgaaaaatt ttcggggctt

59881 tacttatgtt attatgactt acattcacga aactgttcag caatcatcca cagtgccttg

59941 tttaaccgga tatcaccatt aataccggta actgccctga tccgggtgtt ttttccgggg

60001 cattcctgcc gggtaaccca ctcttcatca tattcttctg tacacgctga tatgttgtcc

60061 acaggtcatt ttgtttatct tcccgacgac gtggagtaat tatttattca ggagaaacag

60121 ggattttatt ttcgtcctca tatctgacag tcagtgccgc tttaccaaac agatattgct

60181 catcctgatt aagtatcact gacttcattg actccatatt ttcggtggct ttatcgaaga

60241 tccccataac ctcataatcc ccctcaatca cctgcccaac aatatctccc ttgtgtggca

60301 cacgtatttc accaaaatga tccgcatacc agtccatttg tacagataaa tctgaacagc

60361 ccgggaacca tctgataact tgacgaaccg tcatgagaat tgagcaaaat aatttccgga

60421 acctctttcc cattaatctg tcattcacga cgaaaacgca gcatatgttt actgtattcc

60481 cggcgactta aatcacgtac acgactctgg caggcaaaga acgactgaaa accttcctca



60541 cgtaacctgt tgatgatatt aatggttgga atataagtat aacgttcgct ccgggattca

60601 tgtttgtctc cggaaaaaac tgaaggcaca gtctgcatta attcagcgtc agccaaagga

60661 ctctcacgac gaatggaatt ctgtctacca aaacgggaag cgagtctcat aacgtattcc

60721 ttatataatt aatgaaaaaa ttctgaagaa aaagcagtga ccggagacac cgccatttcc

60781 gttaacactc aagtaacaaa agcgggtgtt attcaacaac gctccccttt aatcccctcg

60841 gtgaagccgg tgatccagtc acgtacagac cggataaaac catactgaat accgtaatga

60901 tctgcggctt cctgaccata cgcgacactc atggccgcac gatcagcagc ggctaccagc

60961 tggcttttca ttttttccac catctttcag tagattcaaa gttacgcatg atatctcctt

61021 tcgataacgg ggcggggata ttccccgcca tccgggtcac ttcctgagtt cagttccggc

61081 aaactgcgcc atcaggtgaa tcatctgtgc tatttcatcc actttttgct gcaatggcgg

61141 cgttgccacc gggatgagcc ggatttgtac ctccagctga tccatcagcc gggcggtctg

61201 cgtttccaga cgggctttat cagggaagtc gcccgggcct ccggttcgtc agcttgttgg

61261 gtacctgcca acgttcggcc tcgcgcacat ataccgggtt ttcccggacg atgaaccaga

61321 tttcatacat cacgttgtac agcggctcat cactgtcgcg cagccagtcc agcgacgtca

61381 gcgaggtaaa ccgcgtccgc cactgccaga acccctgcgc cagctcccgc gcgtcaaact

61441 cgtcagccca gcgcgtatac caggcattga cggtttccgg cgactgaaag ttaagctccg

61501 tcatggcctg ccccagcagg ttctggcgca gcagccaggc atgttccagc gctttttcct

61561 cccggcgcat tttgcggtta aaggcgattt tctcacgctg catccggcga tctgtgcgcg

61621 cgtgtatcac ctccgggaac agttcggcct gcacatccac ggagagtggt agcgggcaat

61681 actccccgtg gctggagatg aggcggtcca gcgcctcttc cacctgtttc aggctggtca

61741 gccggttctt cggctcccag ttcaggccgg gaatacgctg tgccactgtc gtgttaatcc

61801 ggctgctgcc gctcagcacg cgcaaaaaag tacgcgcatg tggcagggcg ggcagacgtg

61861 ctccacggcg gcgggacatg tcaggtcacg catcgcggcg tgggtcagtt cacggcgcag

61921 gtcttcgccg ccgtcgcgcc agtcttcgaa ttcctggggg atcattgtac tcaatacagc

61981 gggggtaata atgttacgca tcattttctc cttgctgccg cccccgaagg gcggcctccg

62041 ttatcaggct gcatcgggca gggtgtggtg gctgtctgca tcagcactgc cgttttcggt

62101 atcagatacg tcgttttctg catcaggggc gcgcatccag acaggcaccc aacggttgtc

62161 acgcattttg tcctctgcca gttcagccgc atcacccttc ttcatcttct ccgcatcccg

62221 cgccgcgcct gtcagtccgg cctcattcag cgcggcgatg atttgcggtt ttttaaggcc

62281 agtgaagaaa tcggccttcg tcggttgcca ccagtcgcgc agatggaaag cgagcgcgat

62341 ttccagctta tcgagcggac tgcgggtggt gcctccggcg ccgcgcatct gcataccgtc

62401 aagactgcat gcggtgcaga aactgagcag ggcggtaagg tctttggcgc tgagggtgaa

62461 aaaggtggtg aagtcctgtg tccagccctc cggtagcaac gtttcaagac gttttccctc

62521 ctgcgacagc gtcacaaacg caacaccgct ctcgccgggc ggcgcatcct ttgtcaggga

62581 gtaatgctta cagttcaggc tgatttaagc gggtcggtta tacgcgccgc tgctgaacac

62641 gttcagacac agcgtccatg ccagaagcgc cagggatttt tccggctgct gcatcagtgc

62701 cgcctggacc gacaatgtcc gttctgcaca cattctggtc agcaggggaa cactgatttc

62761 gtccacaggc tccggctggc gctcatatac cggaacctga tcgggttcat cttccgtttc

62821 agactgctca cgcaggctca ccccgcgctg gacacagatt tcaccgtgac gccatgacac

62881 caccacgccg gactgtgcgc gcatttccag cgtccatgcc cggagttgtg ccgcgcattc

62941 gatggcctct atctctgact ccatcgtgtc ggtttcatcg ctggcggtct ggttttcgtc

63001 gtacagttcc tgcaactcgt ccaggcgctg ctgttcctgc tccgtgtaaa ccgcgtcagg

63061 ctcatcctga atacggtaca cttcggtatc ctcaccatag cggctgacag gctccatccg

63121 tcccgcgcac catgcccagc cctcggcctc tttcaggcac tccgccaccc actgaagttt



63181 ttccagcagg gccgtatcca gcgccagttt gtccacaaaa ccgccctgtt cgtcgctgaa

63241 caggtctgcg cggatttcat cgccggagaa agctttttca ccgacaaacg tatatttgct

63301 gttgttgagg gtggaaacct gactgtcggt gatcaaatta cggatcacgc gcacttccgg

63361 tttattgttc cagccctcta gacacgccgc ctcgtacacc tgcacctgac ggtcgggatt

63421 gtcctccagc gccagcgcct gacagtgctc cgtggtgatt ttgtccgcag ccagcgcttc

63481 caggataacc ggagccagcc ccgcgagttt cagcatccgc tgtacgtgac ggggcgaata

63541 gcccagcaga tcgccagtct gtgcaggagt tttgccttcc gctgccatcg cgcggaatcc

63601 cgcaatttgt tcggcagggt gcatttccag atgctgcccg ttctcggtca gtgaagcggc

63661 ggtcgccaga ttatccggca caaccttcac gcggacaggc cagtccgggt ggatcgtgtt

63721 ctcagtggcc aacagattca tcgccgccag cggcaacacc gtacaggccg tcagggaggg

63781 cgtgaacaac cagattctgg agcagtccaa tccctttaat agagtccgcc agttcgcgga

63841 cgctctctgc ggaatacggc acgatacgca cgttctgcgg ggatttgacc agtgcggaca

63901 gcggtacgtg ttgttcttcg gtctgcgcca gcaccgccga caatacggtg ttactggcac

63961 tggcggcgtt tttcgcctta cggctggttt ttactgcgga ttttgcatta gaattggtaa

64021 ctgacattat tgatactcct tcatgatatt aataattgtc tgccggacgt gttcccgtcc

64081 ggcacctctt acggcttact gcgttttacg gataccgtgg ctttcgatac agcggttgag

64141 ccagtactcg ccgcccggtt caaaattcca gccccgccag accatttcgc cgtccttacg

64201 cacaaccaag cgaaggtgcg tcccctgatc gtcttccgtt aacgatcact tcggtggtgt

64261 atttgtcctg accggactga tcggtccatt tgcgggtgcg taactggccc tcgatgtaga

64321 cctgagcacc tttacgcaga tattcactgg caatttcagc gagcttgcca aacacgacaa

64381 cacggtgcca ttcggtgtgt tcgcgcatct ccccgtcctg cctgacacgc catgtttctg

64441 acgtggcgag ggtaagattt gccaccgcgc ccccgttggg catgtaacgt acttccgggt

64501 cctgcccgat atgaccgacc agaataactt tgtttacgcc acgtgctgcc atgataaatc

64561 tccttaatgc gttgttttga ctttaaaaac catcacccgt tgagtttcgg gagccgcggt

64621 tttgacgttt tgcggggacc tgctgttctg ttccctctgg tactgccatc acccgtttga

64681 gaaccttcgc cgcaaggggc atcactgcca cggcccgacg cacctgtccg gggcagaacg

64741 caaaagtttt tgccggcctt ttacggcaaa aagttttgtg ggctgttcat ttcaccttgg

64801 acagccagtg cggcgggttg tggctgtatc agcccccggc gacagggact taaacgggta

64861 acggcaccag aagcggagat gagcaggaac ccgccgcaac gtcgggacgc ggcacgcgaa

64921 acggcgttgc gccttacagc ccggcagcct taccgccggg gtgcgaaaag cgcaggaaac

64981 ggcgcgccag gggcggcgtg accggaacgg tcgcagcaag cctgccgttg acgttgcgac

65041 agtgggatgg aaacccgctg ccccgaaggg gccgggcaga gacagcgcag ctggctcggt

65101 gcgcagcatg acagtcccgg ttcccgtcag ggaagtcgcc cggcgtcagc gaaatctttc

65161 agggaatatc agcagcagaa tgaacaggaa caggaacagg aacaggaaca ggaacaggaa

65221 caggaacagg aacaggaaca ggaacaggaa caggaacagg aacaggaaca ggaacaggaa

65281 caggaacagg aacaggcagc gtattatcac cggcaggaag aaaatcacac accccggcca

65341 gaaaaaaaca tcacccggca tgcgtaaaat ccggccagcg acaggcagaa tgcatcagga

65401 atggcgctat tttttaacct catcctcttt tctggcatat tccggggcat tcttgtccgg

65461 gagttgcgca aatactccag ccgcgcccgg aaatactctc tcaaatgctc aggctgttct

65521 ctgacgacaa gctcagcgac caccggcatc gccagccttt ctttatagac cacgcctgaa

65581 gcaaccaggt caatggccac tttatcctgc tcttctttag ttgttgccgc cagattcagt

65641 ccggacatca catcctccga cagaaatgga aaccggctgt aagtgtacgc catcagaggc

65701 agagggggaa aagggcaggg agcggcgcga agcgcggccc ctgtccttcc ccccgcaggc

65761 gccagcctgc aggttttttc gcgcgggctg acaggcgccc tccccgcctg ccatcatgcc



65821 tgactgcttt ttccgccctg taagaggaag tgaccaccgg tgtacacggc gcactaatat

65881 ctgtcagtag tttccttcgg tcaggttatg cgccgggata tttgtggaaa gcaggtatcg

65941 caacgtatcc agcgcggttt cttcttcagc agccctgtcc tgcgtctggt aacgaggaag

66001 gttcattccg gcttccatca ggggtaaaag cgtgcgcagc acatcttcag gtacagcaat

66061 ctggcgcggt gggcgcagtg cgactaactc gcgtaataca ccctcaacaa aattctggcc

66121 aataccatca cgccagagcg catcactgtc cgactcgcca atggcgcgca gtacggcctg

66181 tatgtcatca gaggtcggat taaactccgc ccccatttcc cgcacatcgc cttcacacca

66241 gatgatgaca gcgatttttt cgtgattctc atacactttc agtaagtcgc agcagatggt

66301 gctgacggtt ccgtacataa cagactcctc ttaaatcaat gaatgacagt tacagcgggg

66361 cggcatcgcc gccccgtcgg ttaatcagtc gagcgcggcg taaatagcgt tgcattcagg

66421 gtgaaacgta atgtgattcc agagctgggt atcacgcagc atatacaggc gagtgagcgc

66481 agcgttgccg cagtcgtgat gcgtccagca acggcggtta atggcgagcg aagtcagaat

66541 aattccggca gcgtcggcgc tgacggtacg atcaaaccag ttttcaccgt tgatcatgtg

66601 tacccgatcg cagtcgggca tcatgtatcc gccgccttcc ggcagacgga taaaatgcca

66661 gaaaccaccg ttgtattcag gcatccattt tttcgccagg gcatataact gtaattcagc

66721 cagcataaaa tcgttgccga acatgtacgg caggaaagac aggcggtcgg attcttcaac

66781 gttaataaca cgcgcacgtt gctgatttga atactgcata aaacctccgt aatcacatat

66841 tccgcgacac cgggcggtgc cgtgcatcca taccagtcgg gcgatcaatc gtggatgcaa

66901 gggcgcaagg gaagccgcag cctgacgcgc acggaagacg ggagctgaag ggtgagaccg

66961 tgaaacctga acggtcgaac gaccggaaga tcgcggctga cgtgaaggaa ggaccgggtg

67021 accgccgcgt gcactttacc cttgtatcca cgacagcccg actacgatgg atgcacggca

67081 cagcccgcac acgacacagg actgtcagag tggaaaacca caaggcgacg gccggcaggc

67141 ctgagccggg tgaatgcgga gccgaaaagg cgacatcctt ttgcctgttt tgcctgtcgt

67201 ccccggcatc gtcgcaatcg ccggctgaaa aactgaaaaa agagaaggag acctcccctt

67261 ctctcttctt tctcgttacc gtttacagct tatcgttcac cgcacacagc ttatttaacg

67321 gatgttgcct gtgaaactcc gggcttcgtt caccacatcc cggagcacgc ggcggtcaag

67381 ccagcggcgg accggttccc ccgggaagcg caaacagtcg gttatcacgc cggcggcttc

67441 gatttcttcc tccggctcat taaccagcgt cagcagcacc gggcagaaac gggcgttacg

67501 taccagtacc gcgtccagca ccttatccag tccgtcctcg tcctcttcgt caagccagtt

67561 atcatggtcg tattcatcgg ccagtaaccg ccagttcccg atgcgttttt ccatcaggcg

67621 ggactcgccg gacggtgcca gcgccgccgc gatgcgcttc gtatcctggc ggacaatttc

67681 acatacccgg tcagcggacg ctttcaggaa cgccagcaag tcggcatatt cgtccgcggt

67741 cagccactcc tgagcatacg gaaggcgaat ttcagtgcat tcgcgtaccg tggcagggtg

67801 cggatatgcc tgtaccgggt acagatgtaa ccggactggc gtccccgcca gccgctgcgc

67861 actggccgtc agcagttgcg cccgtccata attaaggggc tgacaaagat gcgtcgtcag

67921 tgccaagatt tcggcagcac tgagcacacc gcagacggcc agccagccgg gcaccacacc

67981 gggggcaacc tgcgtcacgc cgacggtttc gggccagccg gaccggcgta acagattatc

68041 tccgtggcgc actatcagcg tactgagcgt gtttctcatt gtgttgttcc tcttcgtgtt

68101 catacagttg tgattgatac cccgcccgtc acccggtacg gggtggtacg ttacgccgcc

68161 agcgccagtt gcctgagccg cgcaatatcg acctgagcgt cggcaacgcc ggggtactcc

68221 tgacatacaa gaggccaggc ctgagcgtcc tccgtatcca gcgcccgccc ggcgatattc

68281 gtcacccttg ccagcaggtc ggcgggaaca ctgacggtcg ggatttcagt ccgtaatccg

68341 gcgtacagcg cctgtaccgt gctgtctgaa ataccgtctc cggtatgttc gcccatacct

68401 tttcggccaa tctcacgcaa aatcgcatcg gcctccactt cggtcatcgc cttagtcagt



68461 gacataacgt cctgcttcgt ccagatcagc agggcaaaac gctcgtcgtt gccaaacatg

68521 cgtttcagct ttgagttcag ttctttacgt gtgccataca tcatgatttt ctccgttggt

68581 tcagtggggc ggcaccgccg cccgtggtct cgtcatctgt cagtctttaa aacactcatt

68641 gagcatcagg ctttcgttgt acgcttcatc cagcagggtg ttgatacgcc gcagactctg

68701 cccggccagt cgttcagtaa gtccgtgacg ctgccagtga taacgctctt ccagcacttt

68761 cagggtggcg cgcaggtcgc acatgctgtt ggccagcgcc gccacttctg cgcggagttt

68821 ttcgtgtccg gaatagttca ttacgcggcc tccggataaa agacgtcgtt ggcggccggg

68881 cgttgcatgg cgcgctgtac ggctgtcagg cgctcaatcc cggctttgtg gtactgctcc

68941 atcagctcga taccgatata tctgcgcccc gcctgtaacg cggcaacaca ggtggaggcg

69001 gagccggcaa acggggcgag aacaatggcg ttcgtgtgtg tgaaagactc aatcagcggt

69061 tgcaggctgg taacgggctt ttccgtcggg tggtggcgat tgccggaata cttccagccg

69121 aggacatccg gcagcgggtt ctgtggcagg gccggacggc ctttcgccag cacgtaagcg

69181 cattcatggc ggtagccgac atacgcggat tttgacgagt agtttttggt gaataccagg

69241 tgtccgacca cgctgaaacc ggcacttttc caggccgcca tgaaacggtc cacgcggttc

69301 cagccgtaga aactgaccag cagcgcatct tttttgagta cgcggtacat ctggttacag

69361 gcgggttgca gccactcgtc ggttctgtca ccggcaatac tgcggccgga acggtcacgg

69421 aatccgacaa ggtaaggcgg gtcggtcaga atgaaatcga cggcgcgctc cggaaagccg

69481 gacataatat cgacacagtt ccccaggatt aaacgggaca tagagattcc tcgcggttac

69541 aggaggcacc gggagggcat ccctgtgacg cccgttcccc gctgcctgtg ggctgttcac

69601 cgcgtccggt aacgggtcag gccgaccgtg gaataacgag ccgacagtcc tcaccgtcgg

69661 tgagtttatg ccgcgaaagc ggcttgaagg gcgttcatca gaaggcgagt gccgggcgca

69721 taatagcgac agcgcccggc aggagcagaa aaatcgcccg tcccgtgccc ggccggacgc

69781 gggatactga ccacaggcag cgttgctccc gcgccgccgg cgctggcgcc gaaaaaagag

69841 gagctgcgcg acatcattat tcattcagga agtaccaggc agacgtactg cccggcagat

69901 tatcagcggg tgatatcccg ccagtcattc ccccactcat cgcgcagtac cggcgcatcc

69961 gttgagccgg tcactgtcca cgcatcgagg aacttcagac cacgcaggat actgttttcc

70021 acgtcatcga gcagaatgat gctgttaaac cagaccacgc ctgtttcata ttcccaccga

70081 tgccggtcat cctcgcgttt caacgatggc caccaggtgc gccccatttg cagaacaccc

70141 gcttcggcat gctccaggtc agtcgcggaa accaggtaat gcaccatcat ttcagtgcca

70201 ttgacgtcga cactcaggcc aacaagccag gtatcattaa tgtttgaatt attatccacc

70261 gcgcttcacc tcatcgattg cccattgcag atggctccag ttgaacccgt cattcgcatc

70321 atggcagtgc tgtgccagct ccatcgccgc atcgatatcg tcttccgtga gcgaactgtc

70381 cagcgccaga aaatcactgg ccagccagaa cgtaccgcag cacagcgcat catcaggaaa

70441 ccgggaaaga cgctgtttaa acgcagcgac tgtcatattg cgggacagcg tgatacaggc

70501 cggaaaaaca ctgtctgcca catcgttcca gctccactca tcactgtctg gtactggtcg

70561 ctccacggtt tccgtggtca caccaggcag acgggataaa cgttccagaa tatcccccag

70621 gtacagcttc tcgccgctgc cgtcttcact ggacagataa tgtccgttga tataaagcgc

70681 aaactcgcca ttttccaggt cgatacaggt cactctgaac ataagatttt cctcaacatc

70741 cggcaggagg catcaccgcg ataccgttcc ctgccgcacg ctgcctgttc gtcgcgtccg

70801 gtaacgggtc aacgccgacc gtggaataac gagccgacaa ttctcatcgt cggcgagctt

70861 atgccgcgaa agcggcttga agggcgccct taaactggcg agggtatgga gtacaatcac

70921 aacgacgcca gcgcccgtcc cgtgacaggc cggacgcggc acactggcag cgggtggcag

70981 tcagcatcag gtgtgcagga atggccgggg tgacaacagg agcttaaggg aaacaccaga

71041 ggaggacaga tgacatacca acagttctgc gttgctcctc cacagggtta ttaactgatt



71101 ctgtggataa cctgacatct gtttttccag gcagaacagt tatctgaggg gaaacagtaa

71161 aatttcactt gcaggacaga aaatatctta aataatgctg tatataaaaa cagttatttt

71221 aagaggtatg ccatgttact gcttgtagca cccgaacagg agccggtaca gtccactgcc

71281 ccgctgctca ccgaacgttg cccggcgggg tttccgtcgc cggccgccga ttacacggag

71341 gaggaactgg atctgaatgc ctactgtata cggcgtccgg ctgcaacatt cttcgtcagg

71401 gctatcgggg attcgatgaa agaaatgggt ctgcattccg gcgatttaat ggttgtcgac

71461 aaagctgaga aacccatgca gggggatatt gtcatcgcgg aaacagatgg cgagttcacc

71521 gttaagcgcc tgcagttgaa gccccgtatc gccctgctgc cgattaatcc ggcctacccc

71581 acgctttatc cggaagaact gcagattttc ggggtggtga cggcttttat acacaaaacc

71641 cggagcacag actgatgttc gctttggctg acgtcaactc gttctatgcc agttgcgaaa

71701 aggtctttcg ccccgatttg cgtgacaggt ctgtggtggt cctgagtaac aacgatggtt

71761 gtgtaatcgc gcgcagcgct gaagcaaaaa aactgggcat aaaaatgggg gtgccgtggt

71821 ttcaactgag gtcggcgaaa tttccggagc cggttatcgc gttctccagt aattacgccc

71881 tctacgcatc aatgtcgaac agggtcatgg ttcacctgga agagctggcg ccacgcgttg

71941 aacagtactc cattgacgag atgtttctgg atattcgcgg tatagacagt tgcatcgatt

72001 tcgaggattt cggccgacag ctgcgtgagc acgttcgttc cggcacaggg ctgaccatcg

72061 gcgtcggaat gggaccgacc caaacgctgg ctaaaagcgc gcaatgggca tcgaaagaat

72121 ggtcacagtt cggaggcgtg cttgccctga cgttacacaa tcagaaacga acggagaaac

72181 tgctgtcact gcaaccggtg gaggaaatct ggggtgtggg ccgcaggatc tcaaagaagc

72241 tgaacacaat ggggatcacc acagcactgc agctggcccg cgcgaatcca acgttcatca

72301 ggaaaaactt taatgtggtt ctggagagaa cggtccggga actcaatgga gaaagctgta

72361 tttccctgga ggaagcaccg ccccccaaac agcagatagt ctgcagcaga agctttggag

72421 aacgagtcac gacttatgaa gcgatgaggc aggcagtctg tcagcacgct gaacgtgccg

72481 ccgaaaagct gcgtggggaa cggcagttct gcaggcatat tgccgtgttt gtgaaaacat

72541 cgccgttcgc cgtaactgag ccctactacg gtaatctggc cagtgaaaaa ctgctcatcc

72601 ccacgcagga tacacgggac atcattgccg ctgccgtcag agctctggac aggatctggg

72661 tggatggtca ccgttacgca aaggcaggct gtatgctgaa cgatttcacg ccaaccgggg

72721 tatcgcagct taatttgttt gatgaagtac agccgcggga acggagcgag cagctgatgc

72781 aagtcctgga tgggattaac catccgggca aggggaaaat atggttcgcc ggtcggggga

72841 ttgcccccga gtggcagatg aaaagggaac tactttcgcc agcttatacg acacgttggg

72901 cagatattcc tgcagcgaaa ttgacttgaa attgtggcga tttcaccttg aaattctcaa

72961 tataaactac ttaattacaa taagttagat gtgaaatcgc cgtggcgaaa ttattgactc

73021 aaatttctct caaggacctc gttaatagct ttgtccagtt catcctgaac cacttttgac

73081 atacgactaa actcataagt tagcgtacgc cctttcacac gcttgcgcgc gaacttgtcc

73141 ttttcttcaa aggtccagag tgcggaaatt actgactttt ccttaggagg cggagctatc

73201 aatgcctgag aggcctgaga aatcaatttc agtatactgg atttctgttc gtcgtctggt

73261 cgctcgtagt cactcaaaat tgcatcatgc tgatctgaga cagactgaat gagcccttca

73321 gacgttaaac ccttttcact gagtttttca ttaacctcta acagaatttt atagtcacta

73381 aacgacagct cagactgaac cgggaacaga gaaatcaatt cttgcggtac tgctgccgcc

73441 tgcagtgccc tggtgacctt agcctgggat aacccctcca gttcagcaat ttccttttga

73501 ttgaatccag actctttcag agccatcaat cttaagccga tctcccgaag gttatgctct

73561 ttagctgtct ggatatcttt agccagatgg cgagcttcat catctgataa aagttcattg

73621 gtaaccatta catcaaggcc tgtacggata taaatcgctg aggctcgccg tcttgaacca

73681 tccagtatct caatcctttc accttgctga atgccaatac aggggaagaa ctgctgaaac



73741 ttaatcgtct ggataataga tttcagggac tccctggtca gagcaagttg atctcttccg

73801 ttggtttcct ggtttacgaa tgtcttactt tcaacgtccg atgcaggtac ccgaacaaac

73861 ctgaacgtta tcttcctgcc ggtttttagg gtaaatacct gacttctttg ggtgtcagtc

73921 atctcaacca ttgacgcctg ggtatttaac tgtctgccaa tagtttttct tctctcattc

73981 gacatcacat acctccatta gtacgaatga actcaatgcg atcaaatacg gccttcgcaa

74041 agtcttccgc tgctgatttt gcgcttttaa gcgcctcggt gcttccatca taggttgctg

74101 gatttgcgga aataactgtg tcaaaagtct ccccgcatcg ctcgaagcca tccagcctcg

74161 gcagaaccat gtcgagcata tcggcaccga atacttcttt ggcctgacta tggcaaattt

74221 tgtgatcaga cttgttcagg attttggaca taaaacctac attcccgatg agattgcagg

74281 tgtgtccatc ctgttcgatc gaatcaataa gcgcaggaag gctggctaca aacttcaggg

74341 aagaatgaaa atcaaccgtt gccggaggaa gtggagtcaa catcaggtct gccgctccga

74401 tgcagttttt caggaacgca tcgaggtgag gaccactatc aaggaagata aagtcgtagt

74461 cataccggag cttgtcgata atgttctctt taagcactgc atgaatattt tgccctggca

74521 gatgttcctc acacaatccc ttccagcctt cagcaaggaa tgcatcgtca atggaagcgg

74581 gaataacatc aacgcccggg ataattgacg acacgatgaa atcggaaagt aattcttcac

74641 gagacacgtt ctggagcatg gcctgagcag ccgtattttc aaccaggccc actgaattct

74701 catggctcag gaacattgtc agagatgcct gcggatcgaa atcgatggcc aggatacgca

74761 ggtcttcgaa cagaagctga ggatgagccc gaaatgcatg ggataatgaa gcggtagaaa

74821 ctgtcttgga accgccacct ttaaggttac atacaaatat agtgaaagct ttatcgaagc

74881 gatctctgta cttgggcact ttacgatgga aatacagatc gataacgttc tgaatcgtca

74941 tcgcgtactt catggtattg ccagaaggtt tctttttaaa aatgtagcca ctggcttcca

75001 tttcggccac agcatactca acactccctt tgctgagctt aggcagctta tatagggcgg

75061 ctttgctgta ttcctgatag aactcggtaa gcttcaattc ctctttttgc tggcggatac

75121 tttcgctcaa ggatgtcaga agtttacctg cacgtgtggc gactttccgt aactgctcaa

75181 tattttccat ttatcacctc atgatgtttt ttgtcatttt gaacaaaaag aatcatgttg

75241 caagaaataa atcataatat tttgattttg ctctcacagg aggcaccgaa gattaaatgg

75301 agaagagggc actacatcca caatcatttt gttaacccac agcgcaaacc gtgagtctgt

75361 tcagagcttg catctgagca ggcgaagggt tggacaagcc caaggggcgc gtcagccagg

75421 cacattaggg tatagttcag cagtaccagt ttctgccagg acatggatat ctccgggcaa

75481 gcaagctgat gattaaaaaa gaaagagggg actgcccctg aaggaattgc aattccgttc

75541 ctcgcaatgt caacattttt tgcctgtgat actatgaccg ggtcattttt cagagcatgg

75601 actgatgaaa aagaaaaaca ctacgccgac tccccacgac gcgacattcc ggcagtttct

75661 gacacaacct gacattgccc gggattttat ggagctgcat ctgccggcag agctgcgtgc

75721 catctgcgat ctcagtacac tgaaactgga atccggctcg tttgttgagg atgatctccg

75781 ccagtatttc agcgacgtcc tctacagcct gaaaaccaca gccggcgacg gatatattca

75841 tgtcctggtt gaacaccagt caacacctga caaacatatg gctttccgcc tgatacgcta

75901 tgcggtggcc gccatgcagc gccacctgga ggcagggcat aaaaaactgc cactggtgat

75961 accagtgttg ttctatacgg ggaaacgcag cccgtatcca tactccaccc gctggctgga

76021 cgaatttgac gatacggctc tggcagacaa actctacagc agtgctttcc cgctggtaga

76081 cgttacggtc attccggatg atgaaatcgc cggccaccgt agcatggccg ccctgacttt

76141 attgcagaaa catattcatc agcgggacct ggcagaattg gttgaccggc tggcgcccat

76201 tttgctggcc ggatatctgt cttcatcgca ggtaatatcg ctggtacact atatagtgca

76261 ggcaggcgaa acatcggacg ccgaagcctt tgtacgcgaa ctggcacagc gtgtgccgca

76321 acacggagac gcacttatga ccatcgcaca acagctcgaa cagaagggca tcgagaaggg



76381 gattcagctc ggtgaacaac gtggtatcga aaaaggccgt tcagaagggg agcgcgaagc

76441 gactctgaaa atagcccgta ccatgctcca gaactgcatt gaccgcaata ccgtcatgaa

76501 aatgaccggt ctgactgaag acgacctagc gcagatccgc cactaatccc ccttttctgg

76561 cactccctgc ccggccatca gcgaatactg gtggggcagg gaggcatcag gctctgccag

76621 ccacagcgat caaacagctt cattaccccc gctacgttcc ctgtcaaacg tgctgtcagc

76681 gaatttatct gtcggccgct gtcgttaaaa ccgacatcga gtttggcccg tgagagataa

76741 atgccgttca cgcctgcact gagcgccaca gcattccggc cggaccattc ccgatcgctc

76801 agcagacggt agttccagtg catatctttc gctgtttcca gagcatacgt cagccggaac

76861 aggtcgttct gctcggacaa ctcaccggtg catgaacgcc agaggtaatt cagcttgctg

76921 gctagcttgg cgctgacgcc catctgacgt ccctgtttca aaagccactc gatatcgggc

76981 gtcacatcac gagaaaaacg ccgttgcttc agcgcagtcg ccagccagcg ggtgagaaag

77041 aggttttcct gtgccggcga gagaacgcca ccatcctgcc tggccagcgc aagcgccacc

77101 agggcacacc acgccagatg acctgatttt tctgtcaatg tcacggcttc tcccgcaagt

77161 cagaaaaatg atgtaattca tcaggcataa tcagcacacg tcagcccgtc ttacggagaa

77221 acattcgccg catctcacgc gtcagctgct tcttctccca tccgtaaggg aaaataatgc

77281 tgtagtccct cctctcaggg aggatatcag ggcccgcgac gattcgcgcc acctccttat

77341 tcaggcgttc tcctcgccag ccataagccg ccagtcgctt acggatacgt gcaacgggaa

77401 aacgtttatc ggagtgacgg gggaagagta acgtcccgtc ctcatttcgt ttgacaccaa

77461 acatatccag agactgttcg atcaccactg ttcgaacggg gaaatgctca cgcatagttt

77521 tcaacatatt ctccatttca gactcctgaa ttaatccctg caactgtctg accagccaga

77581 gagcagcgtt atgctggctc actccctgcg tcatcattca tttcacactg gagttcatgc

77641 cagtatccgg caatattgtt taccacctgt gctgtcataa cggcgtcagt gacggcggaa

77701 tgagccaccc cgatccagct caggccagcc tgactgacag caccggaaag cgatatggtt

77761 ccgtaacgat ttgtactgca gctgctgccg gatcgatgcc gactgtgggt ttcaggcggg

77821 tctcaaatat cctctcaccg cgggcattaa ccagaccgat ttccagcgcc tgcgcgccgg

77881 catcaagtcc ggtcgtttcg gtatcgagga agacggggcc cagtgctaac caggtatgtg

77941 ccagcatggc gaacctgcca cgctcactct tcatccgggc ctgcaggccc agacgtgtgc

78001 tggccagccg ctgtttttct gtctgagggc gtttcgcccg catcgggacg cagtcagcca

78061 gccgccatac gccgtatttc ccgccgtaag gacttttgta cattctgacc ggttccgcac

78121 caggggctgg cttcatcctg aactcatccc gaagccgccc tttggtgtag catttatcct

78181 ccgcccgggg cgcttcatca caggcgtctg aattgtcatc atcacgcatt ctggccaccg

78241 gtctgtttat tgcctgaaag cgccgccatc agtgactggt tctgacgctt cagggcttca

78301 gcctcaccac gcagtgccgc gaccgtttct ttctccccca tcgtctccag acgggcatca

78361 tcacgctggt tttccagctg tgtgcaacgc tctgtcagac tggctatttc actgcccata

78421 cgcaccagtt gctccgagga ggccttttcc tgcgattcca gccttgcggt gaggctgctg

78481 actctgtcac gttcaagtgc aatctcaccg gcgcgcgcct gcgtgtcagc gatggcctgc

78541 tcgaggcgtt gctgcagcgt ttcgcgggtg gccagatgct gctgacgttc tgaggccagc

78601 gcattttcct gcgattcaag gcgggtaagg agagtattga ctttatcgcg ttcagacttc

78661 agttcttctg tacgcgcatt agcttcggca gaaatttgct ccagtcgttt ctgcaggtct

78721 tcccgcgtgt ttttgtgctg tgcctgctcc gcattaagcg catcctgcag cactgccttc

78781 tgctcctgat accgttcctc tcgctgacgg gtattctctt cagcggccgc aagacgctct

78841 ttcagctggg ccatctccac atcatgctgc tgacgcagtg aacgttctga ctccagcgcc

78901 agcgtcaaac tgtcatatct gtcctgcagt tcatccagtt tttcttccag gtcgtcgact

78961 gtctgcgcgg cgtcggccag ctcccgctct gcctgtgcgg tctgttcacc ggcagcacgc



79021 gtgacttccg caacccggcg ttctgcagcc cggaccgcct tgtcattcag ttctgtcgcc

79081 agctgggtga tgcgttcgga cagcgcggcg gagacggcct tcacttcttc agccacttcc

79141 actggcagct cggcaacggg ttcagtgacg accgtgctct gtgaagcctg gtattcgtcc

79201 catatctggc ggagacgtgt cggattgccg ccacccacct ggttacgtag tgcgaacccg

79261 gtgatattcc gtccttcagc ctgcagggcc agccctgctt caataatctg ttctggttcg

79321 tatgtcgccg gacgcatctg tcagtctccg cataaagggg tatgcttata ttatacacaa

79381 acaaaccaac aaataaacta actaacaaac aaattaaaga cgtgacaggg tagcgaaaaa

79441 gggcaccagg acagcgcacc gccggtcgaa ttgctggcac agcatgtccg gagcccgggc

79501 gggatgcacc acaggtacga tgcacgccac tctccttgcc aggtactggt gttaatgcta

79561 atgtacgcat acgttagcat taaccagaga cagacatgcc gcaggatgaa tcagtcgtca

79621 aacgggccag ggaatacttt ttccgccacc accggtatac agaggaagac ctggaatccg

79681 actaccaggc agaactgtgt aactacaggg atgacacctg ggaagcacca caacgggcag

79741 ccagactcag tgcggccgtc aagcgctaca aaacgtatga gatgctgtac ttcttcttcc

79801 agatcgctga tgaggccggg ctggactata ctccgctggt tgtaaagcgc ctgtgcgctc

79861 atcttttcga caggcagggc agccagaata ttattgttga tatctttggc cagaagggac

79921 gcattcaccg cagccatgac agtgatcctg acattattgc tgccgttgcc gaacgctacc

79981 ggcagcaggc agaggaccac tggcagacag ttctgaagaa tatcgggaga gtgaagcagg

80041 actaccagaa aaatcagaac agacagaaag gcgcagggga ttaaatgcat gattaatgct

80101 aatgtatgcg tacattagca ttaatcacat aagtcagtga aaataaatca ggcttattca

80161 acgttgcgaa ggttctttgg ccagttgctg gagctacttc ccgaaatcag gaaagcctgc

80221 ggctgaaagt acatcagcaa cagcactggc tctgggatgg ccacgttcaa gccagaccag

80281 actgagagcc acacctgatt tctccgtatc ataactgtga cgcgacaacc ggaattacca

80341 aacggacact caaagaatga gatgaacgct ccagacttat gaagttcgga acacacagag

80401 ttcctagttg tagcggcccg caatcgaaat ccccccgact cgcaatcagc gcaaatttcg

80461 gctcacatta actgcaaatg aaaaatgcca ccggctcaca ttaagtgaca atgggctcgc

80521 atttatcctg cccggctcgc aatccattcc accgggctca caataactgc aagtcaactt

80581 cgtcatatcg gcaaaccgac tgccagcatt ctattttcca gttcgactgg tctcagatat

80641 ttattcatac tggttaaaaa ttgtcgtttt ggtttgatta acgtttacct acgtataatc

80701 gcagcaattg gagttaactc agtaaatagg agcaaataat ggaacaaaac caaccagcac

80761 aaccttcacg acgtgcaata ctgaaacaaa ctcttgcagt atctgctttg tctgtcaccg

80821 ggctggcggc cttatcggta ccaactatct ctttcgccgc atcactgagc aaagaggaac

80881 gtgacggtat gactccagat gcagtcattg aacattttaa acagggtaac ctgcgcttcc

80941 gggaaaatcg cccggctaaa catgattacc tggcacagaa gcgcaacagt attgcgggtc

81001 agtatcctgc tgcggtgatc cttagctgca ttgactcacg tgcgccggcg gaaattgtgc

81061 tggatgcggg gatcggtgag acgtttaatt cccgcgtagc gggtaatatc agtaatcgcg

81121 atatgctggg cagcatggag tttgcctgtg cagttgccgg cgcgaaagta gtgctggtta

81181 taggacacac ccgctgtggc gcagtacgct gtgctattga taatgctgaa ctgggtaacc

81241 tgacggggct gctggatgaa attaaacccg cgattgcaaa aacggagtat agcggtgagc

81301 gtaaaggtag caattatgat tttgtcgatg cggtggcacg aaaaaatgtc gagctgacta

81361 tcgaaaacat ccgcaaaaac agcccggtgc tgaaacaact ggaagatgag aagaaaatta

81421 aaatcgttgg cagtatgtat caccttactg gcggtaaggt tgagtttttc gaagtataac

81481 tgaagcagtc cgagtccgaa tacagtcagc ctcgcattac attaagagct cattaaattt

81541 tctctggaat gaaaatgtat tttttgagta cacccaaaac gcacagtctg gtgagacagt

81601 ttttctgtct catttgggtt gtttttatcc cattccggtg ttacgttttc atcatctaga



81661 gttaaacgag acagttttca ccattatggc actttacggc tatgcccgcg tttcaaccag

81721 cgatcaggat cttactctgc agacacaaat tctccgcgct gctggttgtg aaattattcg

81781 tgcagaaaaa gccagcggaa gcggccggac cggaaggagc gagttgcagc tgctgctgga

81841 gttcctgcgc cctggtgata cgttgatggt gacacgcgtg gatcgcctgg cccgcagcat

81901 taaggacctg caggacattg tgtatgccct gaatcaacag ggcgtaacgc tcagggcaac

81961 agaacagcca gtggacacgc gttcagctgc aggcaaagcc ttcctcgata tgctgggtgt

82021 tttcgctgag tttgaaacca atctgagacg tgaacgccag atggaaggca ttgccgcggc

82081 gaaagccagg ggcgtatacc ggggaaggaa accgtccata gatcctgctg tggtatatcg

82141 tctgtatacc attgagaaga tgggagccac agccatcgcc cgccagctcg ggattgggag

82201 ggcgtcagtc taccgggcgc tggaaaatta tgagcagccg gcgtagcgcg attccgtctg

82261 actccctgtt gcaactacgg caacggctcg atcgcctgcc gccaaaaagc cctgaacgtg

82321 ccaatcagat tgccgctacc gcccagctgt atggtatttc agtcacgacg gtttatcgcg

82381 ctcttcacct tgttttgaaa ccgcgaacgg cccaccgcag tgatcatggt caaccccgga

82441 tactgccacc gtccgagctg gagcattact gcgaactgat tgctgcactg aaattacgaa

82501 ccacaaataa atccggccgc catctgtcga ccggacgggc aatacagctg ctggaagagc

82561 atggcgtgga gacggtccag ggattgatta aaagtcccaa aggcttactt cgtaagcaga

82621 ccgtcaatcg ctggctttcc cgctggcgtc tcgaccagcc ccgcctgtta cgggagcctc

82681 cggcggtaag atttcaggct gaaaacagca atgactgttg gcagtttgat atgtcgccat

82741 ccgatctcaa acatattgag cggcctgact gggtagatcc tgcccggggc gaacccacgc

82801 tgatgctgtt cagcgtagtg gatgaccgga gcggtgtcgc ataccaggaa taccggtgtg

82861 tgtacggtga ggatgcggaa tctgcgctgc gttttctctt taacgccatg gccccaaaaa

82921 ccaggtctga ttttcctttt cagggccgcc cgaaattgct gtacctcgat aatggaccgg

82981 tggccaaaaa ccatgtattc cagaatgtga tgcagtccct gaaggttgac tggctgacgc

83041 atacgccggc aggcaaggac ggcacccgga cgacggcacg gtccaaaggt aaagttgaac

83101 gtcctttccg gaccgtcaag gaggcacatg aaactctgta ccatttccat aaaccggaaa

83161 cggagctgca ggccaacgaa tggctctgga actatctgag ccgttataac gcgcagcgtc

83221 accgcagcga gaaacactcc cgactggagg actggctggc aaatatcggc caggaaggtg

83281 tgagggatat gtgcagctgg gaacaatact gtcggttcgc ccgggagccg gaatcccgca

83341 aggtgggtgt tgatgcgcgg ataacgatag acggcaccgc atgggaagtt gaaccggata

83401 tggcgggtga aaccgtcatt ctgctgtggg ggctgtttga cgaagagatg tatgtggagt

83461 ttaccggtga aacatggggg ccttattatc cggtgtcggg gcctgtgccg ctgcaccgtt

83521 accggacgtt cagacgcggt aaagcggctg aacgggccga tcgtatccat gctctggcca

83581 ggcagctgaa catccccatc agcgcattgt ccggcagcga tctccgcgtg gtcagtgatg

83641 acactcagca gcgcattgat gcgttgccac atcagccctt tgatacccga aaatttgaat

83701 accactttcc caccgttatt gcggcaaaac tggcaattgc cgacgatctg gccataccgc

83761 tggccagaat gtcggatgaa gaccgggcgt ttatcgacag tattctgact gagacgctta

83821 accgtagtga agtactcgcc cgcatcagag actattttcg tagcagacaa tcaggagagg

83881 accatgcggg ttgaagtgat ggagcattat ggactgacgc agtctattga acaggccggg

83941 tattatgaaa ctgcccacca taagcagctg atgaaagaca ttaagggtgc gatacgcgaa

84001 ggacgactga tagcggtctg tggcgtggtg ggaagcggta aaaccgtcac tctgcgacgc

84061 ctgcagcagc aactgctgga tgaaaataaa atcattgtcg cccgctccct gtcggtggac

84121 aaacagagtg tccggctcgc cacgctgatt aatgccctgt tttatgacct ggcacaggat

84181 aaacaggtgc agatccacaa acaaggtgaa cgccgcgagc gtgagctgca ggaactggtc

84241 aaaaaaggca aacgcccggt ggcgctgttt gttgatgaag cccatgacct gaacggtaat



84301 acactaacgg ggctcaaacg gctgatggaa gtggttgaag acggcggtgg taggctgtcc

84361 gtcgttctgg ccggtcaccc aaaactgcgt aatgacctgc gtcgtccgac gatggaggaa

84421 attggctatc gtaccgatat ttttacactg gacgggatca ccggcagtca gcgtgaatat

84481 atccagtggc tgctgaagac cagcaccggt aagggtaagc cggaagatat tctaacgacc

84541 gaagccgttg acctgctggc gatgaaactg cgaacaccgc tgcaggtcca gttgcacctg

84601 acgctggcga tggaagcagg ataccagacg ggcgaaaaac cgattactgc cactctggtt

84661 gaatccgtgc tgtcacgtca gctggatgac ctggagccga cgctcacgcg acatggttac

84721 cggctgaagg atatggtgga gcagttcgat gcaaaaccag ctgaaatcag ggcattattt

84781 aataatcagt tagaccctgc ccgcacggcc gaactacgcg acagaatgct ggcggtcggt

84841 ctgccaatat gacgatgttg atttgcagtt attgtgagcc cggtggaatg gattgcgagc

84901 cgggcaggat aaatgcgagc ccattatcac ctaatgtgag ccggtggcgt ttttcatttg

84961 cagttaatgt gagccaaaat tggcgctgat tgcgagtcgg ggggatttcg attgcgagcc

85021 gctacaaata gcttcgcata ttaccgctcc actttagcca gaccctgttg attgccggga

85081 aacagtgaag cggcattcat aaattgtgct acctgtttca gtaactgcca catgtaccga

85141 cactgatgat ttctcgttat ggtttcgtgt aacgacaacc acagtcgctc tatcggattc

85201 agccacggcg aatacatcgg caggaacagc aaccggaact tcgggttttc ttccagccag

85261 cgttccactt tgcggctttt atggatgatg tagttatccg ccaccagtgt gatggttttc

85321 gcccgcctgt atgtacggcg taacgtttct aacagactga taaataaatc agaactcttg

85381 ctgctgccac tgacgtagtg aacccgtccc gtacctgaat gcagtgcgcc tgccagataa

85441 tgcttctggt tctgtcccgg cgtggcgatg cgtttctgtt gccctttggg catccagtca

85501 gcgccaattt ttgggttcag gtcgatgtcg acttcatcct gataaaacac aggatgtgca

85561 gtctgctcct gagccagcgc ctgatcaatg acaagccgtt tttcttcata gtgcggatct

85621 ttgattttca gcgttggcgc tgccctgcgc cagaccatat ctgcctgcct cagatatcgg

85681 tgcagggtgg agcggtgcag cgtcacatca aaaagtcggt tgatgacgag tgccagaagc

85741 tccgtgctcc agcgtgagcg cagccagcca aaatccttcg gggaacgctg taccaatagt

85801 ggcaagagct gaaggatatc agcgaccggc cagcgtggag cacgtccggg tctgaggctt

85861 tttagtcctt caacaccatg taaagtaaac cagtttatcc atcgaccaac ggatgaacgg

85921 gcggcacaga gtaatctggc aacgtcagtg acggtcattc cctgatgcag catcagcatg

85981 gcgataagcc gtcgcgcatg gtttttatcg tgggtttgtt gggcctcttt gcgcatcagt

86041 tgtcgttctt catcaggaat tgctgctatg atcggcatcg ctcagtccgg ttggtgattt

86101 gtgatgtttg gcgattgatc agatcgcaca atccgggctg agttcccttt cagtgatcta

86161 ctattttgcg aagctattta gtgcacacta atcgattttt cagacaacct ttctcgcctg

86221 gcgtgagttt tcgttcgact gaacctataa aaaggctctg cattctgtcc tgtagtgcgc

86281 caggcctaat aacgcctccc gtttaattcc ggcccggtcg tacatcggtt ctgttcattt

86341 atgggatcgc gactttttcg ttgtaatgct tcaagagcga ttttttgttc tgcggtcaac

86401 tcaacattca tagccatcag catgatcctg attatttttg aaaccaagca tcttcattga

86461 tcatgggtat acatcgttgt tatccagcta tacatcataa caggtcaatt aaatccactc

86521 agaaataaag tcagggtatg cataaaatct atcgcccata atcctatcca gtaacaccat

86581 gattagtaag aactaatcag tctgtgcaaa aacaggtcac cgccatcctg tttttgcaca

86641 tcaaaacatt ttttcaggat tattctgaaa aaaaaaggag catatt
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