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LOCUS       MH057745                1707 bp    DNA     linear   VRL 29-OCT-

2018 

DEFINITION  Human papillomavirus 18 isolate HPJ18-3 L1 (L1) gene, complete cds. 

ACCESSION   MH057745 

VERSION     MH057745.1 

KEYWORDS    . 

SOURCE      human papillomavirus 18 

  ORGANISM  human papillomavirus 18 

            Viruses; Monodnaviria; Shotokuvirae; Cossaviricota; 

            Papovaviricetes; Zurhausenvirales; Papillomaviridae; 

            Firstpapillomavirinae; Alphapapillomavirus. 

REFERENCE   1  (bases 1 to 1707) 

  AUTHORS   Sait,K., Turki,R., Abuzenadah,A.M., Jiffiri,O.H., Bohmaidah,A. and 

            Sohrab,S.S. 

  TITLE     Human papillomavirus type 18 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1707) 

  AUTHORS   Sait,K., Turki,R., Abuzenadah,A.M., Jiffiri,O.H., Bohmaidah,A. and 

            Sohrab,S.S. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (15-MAR-2018) Special Infectious disease Agents Unit,King 

            Fahd Medical Research Center, King Abdulaziz University, Jeddah, 

            Jeddah, Jeddah 21362, Saudi Arabia 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1707 

                     /organism="human papillomavirus 18" 

                     /mol_type="genomic DNA" 

                     /isolate="HPJ18-3" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:333761" 

                     /country="Saudi Arabia" 

                     /collection_date="05-May-2011" 

                     /note="type: 18" 

     gene            1..1707 

                     /gene="L1" 

     CDS             1..1707 



                     /gene="L1" 

                     /codon_start=1 

                     /product="L1" 

                     /protein_id="AYN70033.1" 

                     

/translation="MCLYTRVLILHYHLLPLYGPLYHPRPLPLHSILVYMVHIIICGH 

                     

YIILFLRNVNVFPIFLQMALWRPSDNTVYLPPPSVARVVNTDDYVTPTSIFYHAGSSR 

                     

LLTVGNPYFRVPAGGGNKQDIPKVSAYQYRVFRVQLPDPNKFGLPDTSIYNPETQRLV 

                     

WACAGVEIGRGQPLGVGLSGHPFYNKLDDTESSHAATSNVSEDVRDNVSVDYKQTQLC 

                     

ILGCAPAIGEHWAKGTACKSRPLSQGDCPPLELKNTVLEDGDMVDTGYGAMDFSTLQD 

                     

TKCEVPLDICQSICKYPDYLQMSADPYGDSMFFCLRREQLFARHFWNRAGTMGDTVPQ 

                     

SLYIKGTGMPASPGSCVYSPSPSGSIVTSDSQLFNKPYWLHKAQGHNNGVCWHNQLFV 

                     

TVVDTTPSTNLTICASTQSPVPGQYDATKFKQYSRHVEEYDLQFIFQLCTITLTADVM 

                     

SYIHSMNSSILEDWNFGVPPPPTTSLVDTYRFVQSVAITCQKDAAPAENKDPYDKLKF 

                     

WNVDLKEKFSLDLDQYPLGRKFLVQAGLRRKPTIGPRKRSAPSATTSSKPAKRVRVRA 

                     RK" 

ORIGIN       

        1 atgtgcctgt atacacgggt cctgatatta cattaccatc tactacctct gtatggccca 

       61 ttgtatcacc cacggcccct gcctctacac agtatattgg tatacatggt acacattatt 

      121 atttgtggcc attatattat tttattccta agaaacgtaa acgtgttccc tatttttttg 

      181 cagatggctt tgtggcggcc tagtgacaat accgtatatc ttccacctcc ttctgtggca 

      241 agagttgtaa ataccgatga ttatgtgact cccacaagca tattttatca tgctggcagc 

      301 tctagattat taactgttgg taatccatat tttagggttc ctgcaggtgg tggcaataag 

      361 caggatattc ctaaggtttc tgcataccaa tatagagtat ttagggtgca gttacctgac 

      421 ccaaataaat ttggtttacc tgatactagt atttataatc ctgaaacaca acgtttagtg 

      481 tgggcctgtg ctggagtgga aattggccgt ggtcagcctt taggtgttgg ccttagtggg 

      541 catccatttt ataataaatt agatgacact gaaagttccc atgccgccac gtctaatgtt 

      601 tctgaggacg ttagggacaa tgtgtctgta gattataagc agacacagtt atgtattttg 

      661 ggctgtgccc ctgctattgg ggaacactgg gctaaaggca ctgcttgtaa atcgcgtcct 

      721 ttatcacagg gcgattgccc ccctttagaa cttaaaaaca cagttttgga agatggtgat 

      781 atggtagata ctggatatgg tgccatggac tttagtacat tgcaagatac taaatgtgag 

      841 gtaccattgg atatttgtca gtctatttgt aaatatcctg attatttaca aatgtctgca 

      901 gatccttatg gggattccat gtttttttgc ttacggcgtg agcagctttt tgctaggcat 

      961 ttttggaata gagcaggtac tatgggtgac actgtgcctc aatccttata tattaaaggc 

     1021 acaggtatgc ctgcttcacc tggcagctgt gtgtattctc cctctccaag tggctctatt 



     1081 gttacctctg actcccagtt gtttaataaa ccatattggt tacataaggc acagggtcat 

     1141 aacaatggtg tttgctggca taatcaatta tttgttactg tggtagatac cactcccagt 

     1201 accaatttaa caatatgtgc ttctacacag tctcctgtac ctgggcaata tgatgctacc 

     1261 aaatttaagc agtatagcag acatgttgag gaatatgatt tgcagtttat ttttcagttg 

     1321 tgtactatta ctttaactgc agatgttatg tcctatattc atagtatgaa tagcagtatt 

     1381 ttagaggatt ggaactttgg tgttcccccc cccccaacta ctagtttggt ggatacatat 

     1441 cgttttgtac aatctgttgc tattacctgt caaaaggatg ctgcaccggc tgaaaataag 

     1501 gatccctatg ataagttaaa gttttggaat gtggatttaa aggaaaagtt ttctttagac 

     1561 ttagatcaat atccccttgg acgtaaattt ttggttcagg ctggattgcg tcgcaagccc 

     1621 accataggcc ctcgcaaacg ttctgctcca tctgccacta cgtcttctaa acctgccaag 

     1681 cgtgtgcgtg tacgtgccag gaagtaa 

// 


