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LOCUS       MW455119                1085 bp    DNA     linear   BCT 27-MAR-

2022 

DEFINITION  Bacillus cereus strain BCJB01 gyrase subunit B (gyrB) gene, partial 

            cds. 

ACCESSION   MW455119 

VERSION     MW455119.1 

KEYWORDS    . 

SOURCE      Bacillus cereus 

  ORGANISM  Bacillus cereus 

            Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus; 

            Bacillus cereus group. 

REFERENCE   1  (bases 1 to 1085) 

  AUTHORS   Xie,X. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (09-JAN-2021) Qilu University of Technology (Shandong 

            Academy of Sciences), Ecology Institute of Shandong Academy of 

            Sciences, Keyuan Road, Ji'nan, Shandong Province 250000, China 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1085 

                     /organism="Bacillus cereus" 

                     /mol_type="genomic DNA" 

                     /strain="BCJB01" 

                     /isolation_source="soil of leek root" 

                     /db_xref="taxon:1396" 

                     /country="China" 

                     /collection_date="Jun-2014" 

     gene            <1..>1085 

                     /gene="gyrB" 

     CDS             <1..>1085 

                     /gene="gyrB" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="gyrase subunit B" 

                     /protein_id="UNO85913.1" 

                     

/translation="NALSTELEVFVHREGKIHYQKYERGIPVADLKVIGDTDQTGTIT 



                     

RFKPDPEIFQETTVYEFDTLASRMRELAFLNRNIKLTIEDKREHKQKKEFHYEGGIKS 

                     

YVEHLNRSKQPIHEEPVYVEGSKDGIQVEVSLQYNEGYTNNIYSFTNNIHTYEGGTHE 

                     

VGFKTALTRVINDYGRKNSILKDADSNLTGEDVREGLTAIVSIKHPNPQFEGQTKTKL 

                     

GNSEARTITESVFSEAFEKFLLENPNVARKIVEKGTMAARARVAAKKARELTRRKSAL 

                     

EVSSLPGKLADCSSKDPAISEIYIVEGDSAGGSAKQGRDRHFQAILPLKGKIINVEKA 

                     RLDKILSNDEVRTIITAIGTNIGGDFD" 

ORIGIN       

        1 aatgctctat caacagaact agaggtattt gtacatcgtg aaggtaaaat ccattaccaa 

       61 aaatacgaaa gaggtattcc tgttgcagat ttaaaagtca ttggtgacac agatcaaaca 

      121 ggaacgataa ctcgatttaa accagatcca gaaatttttc aggaaacaac agtatacgaa 

      181 tttgatacac tagcaagtcg tatgcgtgaa ttagcatttt taaatcgtaa tattaaattg 

      241 acgattgaag ataaacgtga acataagcaa aagaaagaat tccattacga aggtggaatt 

      301 aaatcatatg ttgagcattt aaaccgctca aaacaaccaa tccatgaaga acctgtatat 

      361 gtagaaggat caaaagatgg tattcaagtt gaggtttcct tacagtataa cgaaggatat 

      421 acaaataata tttactcatt tacgaataac attcatacgt atgaaggtgg aacacatgaa 

      481 gtaggtttta aaacagcttt aactcgtgtg attaacgatt acggtcgtaa aaatagtatt 

      541 ttaaaagatg cagacagtaa cttaactggc gaggatgttc gtgaaggttt aactgcaatc 

      601 gtatcaatta aacatccaaa tccacaattt gaaggacaaa cgaagacgaa acttgggaat 

      661 agtgaagcga gaacgattac agagtctgtg ttttcagagg catttgaaaa gttcttacta 

      721 gaaaacccaa acgttgcacg aaaaattgtg gaaaaaggta cgatggcagc acgtgcgcgt 

      781 gttgcagcga aaaaagcacg tgaattaaca cgccgtaaga gtgcgttaga agtttcaagc 

      841 ttacctggta aattagcaga ttgctcttca aaagatccag caattagcga aatttatatt 

      901 gtagagggtg attctgccgg cggatcagca aagcaaggtc gtgaccgtca cttccaggcg 

      961 attttaccac taaagggtaa aattattaac gttgaaaaag caagattaga taaaatttta 

     1021 tctaacgatg aagtacgtac aattattact gcaattggta caaacattgg cggagatttc 

     1081 gatat 
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