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/organism="Bovine herpesvirus type 1.1"
/mol type="genomic DNA"
/db_xref="taxon:79889"
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1..4014

/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="K22"
/db_xref="taxon:31519"
4015..9664

/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="Cooper"
/db_xref="taxon:10323"
9665..11962
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="P8-2"
/db_xref="taxon:10324"
11963..15009
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="34"
/db_xref="taxon:31517"
15010..22094
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="Cooper"
/db_xref="taxon:10323"
22095..26635
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="34"
/db_xref="taxon:31517"
26636..102917
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="Cooper"
/db_xref="taxon:10323"
102918..111027
/organism="Bovine herpesvirus
/mol type="genomic DNA"
/strain="K22"
/db_xref="taxon:31519"
111028..114234
/organism="Bovine herpesvirus
/mol type="genomic DNA"

/strain="Jura"
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/db_xref="taxon:31518"

114235..123983

/organism="Bovine herpesvirus type 1.1 (strain Cooper)"
/mol type="genomic DNA"

/strain="Cooper"

/db_xref="taxon:10323"

123984..127190

/organism="Bovine herpesvirus type 1.1 (strain Jura)"
/mol type="genomic DNA"

/strain="Jura"

/db_xref="taxon:31518"

127191..135300

/organism="Bovine herpesvirus type 1.2 (strain K22)"

/mol type="genomic DNA"

/strain="K22"

/db_xref="taxon:31519"

135301

/organism="Bovine herpesvirus type 1.1 (strain Cooper)"
/mol type="genomic DNA"

/strain="Cooper"

/db_xref="taxon:10323"

<1..472

/note="3"'part of intron spliced out from transcript over
covalently joined genome ends, leading to immediate-early
RNA 1.5 and circ protein"

235..430

/rpt_type=DIRECT

/rpt_unit range=235..248

466..1280

/product="LR1.1 (circ)"

/experiment="experimental evidence, no additional details
recorded"

/note="transcribed from alternative late promoter"
486..1229

/note="immediate-early and late myristylated protein
(virion)"

/codon_start=1

/product="circ protein"

/protein i1d="CAA06078.1"

/db_xref="InterPro:IPR010741"
/db_xref="UniProtKB/TrEMBL:Q4LDG8"
/translation="MGARASAPAAGPPPAHAVLLDALSGGTIDLPGGDEAVEFVSCPTT
RPVYHHMRRGRTAHTTPVHFVGRAYAILPCRKFMLYLMRGGAVYGYEPTTGLHRLADS
LHDFLTTAGLQQRDLHCLDVTVLDAQMDPVTFTTPEILIELEADPAFPPPPSARARRS
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TLRRASMRRPARTFCPHQLLAEGSILDLCSPEQAAAPGCSLLPACDSGDAACPCDAGE
TARDCTADAARAPSPGALSRYSSVRSVFEE"
1259..1264
/gene="circ"
1259..1264
/regulatory class="polyA signal sequence"
/gene="circ"
complement (1649..1654)
/gene="UL52"
/gene_synonym="UL53"
/gene_synonym="UL54"
complement (1649..1654)
/regulatory class="polyA signal sequence"
/gene="UL52"
/gene_synonym="UL53"
/gene_synonym="UL54"
complement (1658..2860)
/gene="UL54"
complement (1658..2860)
/gene="UL54"
/note="early BICP27 affecting mRNA processing (cell
nucleus)"
/codon_start=1
/product="UL54 protein"
/protein id="CAA06079.1"
/db_xref="GOA:Q4LDG7"
/db xref="InterPro:IPR008648"
/db_xref="UniProtKB/TrEMBL:Q4LDG7"
/translation="MADPEIATLSTASESDDLSLFGSDREEDDEAPSLAPALRSVVGQ
VRKRKLEGAEDEPMPAEPPGEGAASGDGGPAEAPPARRARVRPRRPRRRPRRRQPAGE
ORSRGPAAKREAALATSSHGGGGAAARSIGSSLRLARSLAEAAQRATAERVTAVFAGA
RLDLMRPVONGGFRAAGVSPWAAVLDFGAEQFVPEGRRVTIWETLMFHGRDLYRMFEVR
PHAAQAARALRDLVLRSANLVDALASADECLTWCKFIATKNLRLRTKDPIVATAGAVL
ENLRLKLAPFLRCYLRGRGLPSLEELCAARRLSLATCPASYMEFVMLARLSRAVRSGAE
CVPLLEVTVGDAPFEEYIPGTCVAGLIDALDTHKQACDSMTCKLVANFTLVPVYMHGK
YFYCNEIF"
complement (3040..4038)
/gene="UL53"
complement (3040..4038)
/gene="UL53"
/codon_start=1
/product="glycoprotein K"
/protein id="CAA06080.1"
/db_xref="GOA:Q77CES"
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/db_xref="InterPro:IPR002567"
/db_xref="UniProtKB/TrEMBL:Q77CE8"
/translation="MLLGGRTVNLAALALLTAHLALALWVALAARCQRCACVRATARN
GSLRWELRSPGAVYVWGGANNATLAADAPCRHAVVQHIPPGLLDGDEALHGRVRAVAG
ARDCRAYLWCAQARGGLLAWLLYVAFVYLRQERRMFGLCRNDADFLSPGGYTLNYAAA
ALAAVVGHGPYTKLARLMCELSARRRALAVDFRLDPLGCAWRPRAALPLLAEGFARLG
ARIAAAGSVGITHPCAAAYPLYLKIWAWVHVALFAGLELVSLLYRKPRRRGGTCAGDG
GDGGESGIRKVCVNCCSTLLAGLLVKALYLAAIVGGVIALLHYEHNLRLRLLGAQT"
complement (4013..7237)

/gene="UL52"

complement (4013..7237)

/gene="UL52"

/codon_start=1

/product="component of DNA helicase/primase complex"
/protein id="CAA06081.1"

/db_xref="GOA:Q77CE7"

/db_xref="InterPro:IPR004340"
/db_xref="UniProtKB/TrEMBL:Q77CE7"
/translation="MDGPAALEDALQILYATDGCAIGFSLMLLTGQEEPGRGAYVVSY
NWPGRLAACLGGESPNDVALALADARPLVAFYLLGGPPGGSAAATPRLARLRVHLQQOR
AGRARARRRTAPRQGPTRARAARAPRRGRHLCAARGHDHALLVATEQLAPRTGRTADD
ARYVEGQTTVRSALRARPAGRRGLASLYIHHEHKTVAAYRRLYSNSGATPEFWFLSKEG
PGEKTLVLATRFYVFQAERAGDAATYDLQAVRDCLATYAVAAPPNPSGLAFPDLVSFA
ALAAFCCRSGYARGAVAAGAPAYVAARIEADLAEVRCLREYIDHDRRSLKVADPEFVA
YVYLAYFEGFNRRQITEHLRAVTATEPPDGGEALAPRLAGVSRLRERAVDAFFRHVRA
QFNVQSYIEQNVAVAVVRLPPATAEAYARARTYARLLAATANGPGRTICDGAAALRAA
LDHLEGQAARFGWVLHAPGAPSASAVPGPGLDAALRVGAPDGGASPDATPACCGVSKR
LLELAAAAARDGAHPLDGLEFGARGTAAPTPVYRVELPRGHQAFAVADGDDWAAVTSVA
ALDPDEVAVEVAAAAAAAAESGRDALVERDARLTALLTERAACAAGRSDRRSLGPAAP
RDQYYVNRNELEFNARLAVTNIVLDVDFRLKRPLPRGDLHGAMRSFRRGALAALAALFEP
EIAADAWPAHPCFFYKSACPSAAASNLGDGDASPSWAAPDRDAGWDEYESALAREGEA
QYSCEDVSDPAGARPEETGGAEGAGSAAALTTACGCDDKMGFRVAVPVPAPYIIAGGP
TLKGIARLVQHAVMLERPFAEAMSRYLRDFAFVDAAVYTHGHSLRLPFFGKPDAASNV
GRWLLPFYVVPERCDDVAAFVAAHRDPHHFHFHAAPPAGGRREARRAHVGGEYVSFFE
RKAAVNRAAFHGVRVSLRRALAAVGVDGGDRGAVEEFIADVIEAELAPYMAEHYPQAA
REYQGAGARLVAAKADWLLAQLVPARAGTAQGFGCLRAAHGRAAQNKARSLVSLSVDS
HDRLCASLIQQCFATKCGSNRLGTVFTVDLSGRAARYAARGADC"

7236..7981

/gene="UL51"

7236..7967

/gene="UL51"

/codon_start=1

/product="virion protein"

/protein id="CAA06082.1"
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/db_xref="InterPro:IPR007625"
/db_xref="UniProtKB/TrEMBL:Q77CE6"
/translation="MALQRLVGWLCGRGGGTRDAPQYEPLARRLSGPTLFRLQEAVVA
VSALLPAPLTVEDVARSADGTRRLAKAQSLARTYYICQRNIECLSKHQAACSDASITA
VVTKHIQDAQRMRDTCLAALLOMYHSVGAVEGTTDSMVDQATIRMAAESNIVMADVAVL
ERALGIQAQGAGAEAAARASPTAVGAEARAPPPLPRQPAASAPVAVSPAPPVAPAEAA
ATKPPSRAGRAAAAASSPAVLQLAA"

7976..7981
/regulatory class="polyA signal sequence"
/gene="UL51"

complement (8029..9022)
/gene="UL50"

complement (8029..8034)
/regulatory class="polyA signal sequence"
/gene="UL50"
/note="noncanonical ATTAAA"
complement (8045..9022)
/gene="UL50"
/codon_start=1
/product="deoxyuridine triphosphatase"
/protein id="CAA06083.1"
/db_xref="GOA:Q77CE5"
/db_xref="InterPro:IPR008180"
/db_xref="UniProtKB/TrEMBL:Q77CE5"
/translation="MANSAAATTATMSGDRGILVVELNAEAAPWRLESCCEPDSLALW
GPIAPAAKRDETAPSGSLLYSRLINLNMKAAAPGGYAIIMSQMRSGDTHMPRPPAVAV
GIVDSGYSGILRAIVWAPESAAAAPPAGLALRLTLARLTTTLPRLIAVDDDANAGTEA
GVEVPFFATFAPKRDEDAGYDIAMPYTAVLAPGENLHVRLPVAYAADAHAAAPYVFEFGR
SSCNLRGLIVLPTAWPPGEPCREFVLRNVTQEPLVAAAGQRVAQLLLLARRLEWLPSGL
NDREPFPTSPRAAPPAPGAPRLRWRRVADLAAAVPPSARGPRGFGSTGL"
8970..9260
/gene="UL49.5"
8970..9260
/gene="UL49.5"
/codon_start=1
/product="virion protein (membrane)"
/protein id="CAA06084.1"
/db_xref="GOA:Q77CE4"
/db_xref="InterPro:IPR008647"
/db_xref="UniProtKB/Swiss-Prot:Q77CE4"
/translation="MPRSPLIVAVVAAALFAIVRGRDPLLDAMRREGAMDFWSAGCYA
RGVPLSEPPQALVVFEYVALTAVMVAVALYAYGLCFRLMGASGPNKKESRGRG"
9384..10160
/gene="UL49"
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9384..10160
/gene="UL49"
/codon_start=1
/product="virion protein (tegument)"
/protein id="CAA06085.1"
/db_xref="GOA:P30022"
/db_xref="InterPro:IPR006908"
/db_xref="UniProtKB/Swiss-Prot:P30022"
/translation="MARFHRPSEDEDDYEYSDLWVRENSLYDYESGSDDHVYEELRAA
TSGPEPSGRRASVRACASAAAVQPAARGRDRAAAAGTTVAAPAAAPARRSSSRASSRP
PRAAADPPVLRPATRGSSGGAGAVAVGPPRPRAPPGANAVASGRPLAFSAAPKTPKAP
WCGPTHAYNRTIFCEAVALVAAEYARQAAASVWDSDPPKSNERLDRMLKSAAIRILVC
EGSGLLAAANDILAARAQRPAARGSTSGGESRLRGERARP"
10224..10229
/gene="UL49.5"
/gene_synonym="UL49"
10224..10229
/regulatory class="polyA signal sequence"
/gene="UL49.5"
/gene_synonym="UL49"
10275..11897
/gene="UL48"
10275..11792
/gene="UL48"
/function="tegument protein which transactivates IE genes"
/codon_start=1
/product="alpha-TIF protein"
/protein id="CAA06086.1"
/db_xref="GOA:Q77CE2"
/db xref="HSSP:16VP"
/db xref="InterPro:IPR003174"
/db_xref="UniProtKB/TrEMBL:Q77CE2"
/translation="MSGRIKTAGRALASQCGGAAAATMDPYDAIEAFDDSLLGSPLAA
GPLYDGPSPARFALPPPRPAPLAALLERMQAELGFPDGPALLRAMERWNEDLEFSCLPT
NADLYADAALLSADADAVVGAMYLAVPGDAERLDLNAHANQPLPAPPASEEGLPEYVA
GVQAHFLAELRAREERYAGLFLGYCRALLQHLRATAARGRGAAGAGAQADRLRQLVAA
RYYREASRLARLAFAHMYVATAREVSWRLHSQQOSQAQGVEVSLYYAWPQRRQFTCLEFH
PVLEFNHGVVALEDGFLDAAELRRLNYRRRELGLPLVRAGLVEVEVGPLVEEPPFSGSL
PRALGFLNYQVRAKMGAPAEAGGRLAPEREHSYARPRGAINYGTTPEAMLRPPSPSEV
LPCDPAPAATVRVASPATHLAQAPSAKGAAPAEFAALAGLAKPGPAPLAAAPAQAPFEA
AALALAEPAAALAPAPLAAAPAEPAAAVAGPSPANPFGGTYDALLGDRLNQLLDE"
11892..11897
/regulatory class="polyA signal sequence"

/gene="UL48"
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/note="noncanonical TATAAA"

11963..14182

/gene="UL47"

11963..14182

/gene="UL47"

/function="helper function for alpha-TIF"

/codon_start=1

/product="virion protein (tegument"

/protein id="CAA06087.1"

/db_xref="GOA:P36338"

/db_xref="InterPro:IPR005029"
/db_xref="UniProtKB/Swiss-Prot:P36338"
/translation="MDAARDGRPERRRAVSGTYRTHPFQRPSARRSAGRPARCGRRGR
GAPRVRRPRPYFQRPPDEDTSEDENVYDYIDGDSSDSADDYDSDYFTANRGPNHGAGD
AMDTDAPPERAPEGGAPQDYLTAHLRAIEVLPESAPHRSLLERTARTVYAQQFPPRDL
SAGSKAPAQRARRSLRGFPRGGGGGQEPGPDDEGDDAADLREDLVPDEAYAHLERDER
LSEGPPLLNMEAAAAAAGERSVVEELFTYAPAQPQVEVPLPRILEGRVRPSAFFAQMS
LDALCRTPPNDQRVARERRAWEMAGTPHGLLITTWSTVDPEFSIGGMYVGAPEGTRPR
LVWRRAMKQAMALQYRLGVGGLCRAVDGAACRPLRRCSFWRDALLRECATAIFCRGRG
ARAAPRRLPRPAVGLLAATQFTPPDASPHATLFRGSMGSLIYWHELRVMLTAVPALCA
RYAGAGLQSAELYLLALRHSEAPGYTANERYALSAYLTLFVALAERGLRWLYLAGAHL
LGPHPTAAAFREVRAKIPYERLPLGSATLHDAEVETVDSATFQEALAFSALAHVYGEA
YVAVRTATTLLMAEYAVHAERRDVROMTAAFLGVGLIAQRLMGSLNLLLNCVAGAAVY
GGRRVTVREGTLARYSLLADAALPLVRPVFLVEFREARDGVMRELRLRPVASPPLAGK
RRVMELYLSLDSIEALVGREPLGSRPVLGPLVDIAEALADHPHLVTGDGRGPRLGGR"
14314..16560

/gene="UL46"

14314..16560

/gene="UL46"

/codon_start=1

/product="virion protein (tegument)"

/protein id="CAA06088.1"

/db_xref="GOA:Q77CEL"

/db_xref="InterPro:IPR005051"
/db_xref="UniProtKB/TrEMBL:Q77CEL"
/translation="MAWPAASRGLIERRAEKGCLLPTLADATAAAVVALQEATEPLCG
APLFGAERAAALLGVRSNAVPEALVLSDSAKDADDEYRLEYDRAAARVLAGARLSKDA
VWRAVIGSYWKYLKASSGADVNIDGAAGGAAMEQAQLTNVMLFAPTYARRASRSPFKH
KODNAAYKTAAAELRGALRAVEKYMYYMRPGDPMVESPDTEARLQEILAYAATAYRWL
LWEMDALDGTVLRKLGKRPSAAVGPREPRPPGELCERHLTGGPGIACGSGAALMLTAL
TAAVLALLLRVGAAWTESSWKSNTQGVTGAIVAAVELASAVHHHLQYLLNMAFVGYAC
WLRAGVRDPYMIAATRAQCRFAHFTGQLMPTMTSASWAALERGTASWEKLALLKSVAA
HGAQTRYYSNIVESMRLGGSRGLLAPVRARPSGRGRRCPQSLAARPLPSLPAAAAAPP
GSGSGSGSGSDSDSDLDLGEFAPAVGVYASMRNLEGAYADAGGPLSPAASAARREAAVY


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=11963&to=14182
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=11963&to=14182
https://www.ncbi.nlm.nih.gov/protein/2653301
https://www.ebi.ac.uk/ego/GProtein?ac=P36338
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005029
https://www.uniprot.org/uniprot/P36338
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=14314&to=16560
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=14314&to=16560
https://www.ncbi.nlm.nih.gov/protein/2653302
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CE1
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005051
https://www.uniprot.org/uniprot/Q77CE1

gene

regulatory

gene

regulatory

gene

CDS

gene

CDS

ENEGEGEFAPLPSAFAEDGSSDSADELAIDGPMPAPPPRGGRGADELAIDGPMPAPPP
RGGRGADELAIDGPMPAPPPRGGRGASAGRLQYADSRAVSSDDDEDEGKDEDENKAGA
TAPLAADPESELARAMRRCSLRVPASAPAPAPAPCTERPGNPTRSYSRSRPRLRALDD
RHGLEALAAAGAAHTARHNRDVWQREFSRVCEAGDDYENYDEARGAERGHLSCASRARP
EVERVTSL"

16594..16599
/gene="UL47"
/gene_synonym="UL46"

16594..16599
/regulatory class="polyA signal sequence"
/gene="UL47"
/gene_synonym="UL46"

complement (16613..16618)
/gene="UL44"
/gene_synonym="UL43"

complement (16613..16618)
/regulatory class="polyA signal sequence"
/gene="UL44"
/gene_synonym="UL43"

complement (16683..18209)
/gene="UL44"
complement (16683..18209)
/gene="UL44"
/codon_start=1
/product="glycoprotein C"
/protein id="CAA06089.1"
/db_xref="GOA:Q77CEQ"
/db xref="InterPro:IPR001038"
/db_xref="InterPro:IPRO07110"
/db xref="InterPro:IPR013783"
/db_xref="UniProtKB/TrEMBL:Q77CEQ"
/translation="MGPLGRAWLIAAIFAWALLSARRGLAEEAEASPSPPPSPSPTET
ESSAGTTGATPPTPNSPDATPEDSTPGATTPVGTPEPPSVSEHDPPVTNSTPPPAPPE
DGRPGGAGNASRDGRPSGGGRPRPPRPSKAPPKERKWMLCEREAVAASYAEPLYVHCG
VADNATGGARLELWEFQRVGRFRSTRGDDEAVRNPFPRAPPVLLEFVAQNGSIAYRSAEL
GDNYIFPSPADPRNLPLTVRSLTAATEGVYTWRRDMGTKSQRKVVTVTTHRAPAVSVE
POPALEGAGYAAVCRAAEYYPPRSTRLHWFRNGYPVEARHARDVEFTVDDSGLFSRTSV
LTLEDATPTAHPPNLRCDVSWFQSANMERREFYAAGTPAVYRPPELRVYFEGGEAVCEA
RCVPEGRVSLRWTVRDGIAPSRTEQTGVCAERPGLVNLRGVRLLSTTDGPVDYTCTAT
GYPAPLPEFSATATYDASPGLIGSPVLVSVVAVACGLGAVGLLLVAASCLRRKARARL
complement (18388..19524)
/gene="UL43"
complement (18388..19524)


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16594&to=16599
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16594&to=16599
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16613&to=16618
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16613&to=16618
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16683&to=18209
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=16683&to=18209
https://www.ncbi.nlm.nih.gov/protein/2653303
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CE0
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001038
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007110
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013783
https://www.uniprot.org/uniprot/Q77CE0
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=18388&to=19524
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=18388&to=19524

gene

regulatory

CDS

gene

CDS

/gene="UL43"
/codon_start=1
/product="virion protein (membrane)"
/protein id="CAA06090.1"
/dbo_xref="GOA:Q77CD9"
/db_xref="InterPro:IPR007764"
/db_xref="UniProtKB/TrEMBL:Q77CD9"
/translation="MFASVRVSGCAGARAGCGPCALAATGALVAMGTHTGLMAAALAT
VGRAQDPAAALALTATAAAALVCWRPAAQTLRRRLAPLGRLAQALAVAAALAVWATDP
APAVLRGVTTGAAAAYVVCGVPVHCAHEFVTAASGTGAHFRTALLTMTCGLLLGLSAGR
WGARPEALAAAGAAAALVVAATDAAAALEDTCHYKIWRYAALRTLAPLGEAACPADPC
GAREDAVPMRALARAAAAELALSAAALAAAAALWAPGRALGLEGGGRWRTRGAVLLSV
AGGHGVALAEHLCLRYARADAADGALMAHVGICALGAALPLCGADGGAPAALASAAAG
TLVACVWVRRCGRGTARLAAAHVAKALHAALCFCVGACWVCADE"

complement (19582..20823)
/gene="UL42"

complement (19582..19587)
/regulatory class="polyA signal sequence"
/gene="UL42"
complement (19597..20823)
/gene="UL42"
/codon_start=1
/product="processivity factor for DNA polymerase"
/protein id="CAA06091.1"
/dbo_xref="GOA:Q77CD8"
/db_xref="InterPro:IPR003202"
/db_xref="UniProtKB/TrEMBL:Q77CD8"
/translation="MLQPPSHLRADEGEARLTAGLSDGGNGNPIASASLIGRQLADVS
ALLSPFGASLRNAFLVFSREGMLVHSGLYDEQVYVAVPAEKFTSFQWAPARDDARAVE
LANVDSRRGLLDAFRADKTRTVONVAFLITGEPPASVLTQVTYFREADALLQASLVKH
ELGEYSIMLPTRGADLAVSLSRPQLSKLOAVAKDPNEAVVFAYRRARCLSAESASGRA
SFAARHEGGESGAELQLALAPSAGSERIFARAQGGGRRAALLEVRCSGGAPDFRLELE
SPSGFRRLLOKVRQVGGDALVRFYLAPASAAMMSVSTAAPEGLTVFFEFCRPATATASA
DDADDCAEPAPRLPAKRPAASGQPRRGAGAGIQTDGAHPVAVSGGRARKRPRADAGAP
GPSSGPDRGGEGGETP"

21068..22448
/gene="UL41"
21068..22447
/gene="UL41"
/codon_start=1
/product="virion host shutoff factor (tegument)"
/protein id="CAA06092.1"
/db_xref="GOA:Q77CD7"
/db xref="InterPro:IPR006086"


https://www.ncbi.nlm.nih.gov/protein/2653304
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD9
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007764
https://www.uniprot.org/uniprot/Q77CD9
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=19582&to=20823
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=19582&to=19587
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=19597&to=20823
https://www.ncbi.nlm.nih.gov/protein/2653305
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD8
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003202
https://www.uniprot.org/uniprot/Q77CD8
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=21068&to=22448
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=21068&to=22447
https://www.ncbi.nlm.nih.gov/protein/2653306
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD7
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR006086

regulatory

gene

regulatory

gene

CDS

gene

CDS

/db_xref="UniProtKB/TrEMBL:Q77CD7"
/translation="MGLFKLLRYAYGNRLVKHDAITTPPGVMTPIAVDLWNVMYTLLE
REFCGDAPGGVGDAAATARCFLSLLRMLLKRSYYPIFVADRGIHGDRRATRGAKAIVAQ
TMRAVGGSGRLGRLVSDDYTSEDEVLGAYEYPVPHADAAADDDEEATAKEFAGRASAG
AARANAPKLAHRVCVSLIRFLGYAYVDAAEMEADDVCANLFHTNTVAHIYTTDTDMIL
MGCDLILDAAPLFPPTLRCRDVLASLGLTYGQFLATEFVRCHTDLHQPPMLRSVQQVVR
GLRRAAEAEPATTETESGSEREPESELGRPGAGPRRRLPPAVDDPLKTTTPATVEAHS
VRMKYTSRYPPTAQTCADALRLLPASQTRGGVLERKEFVKHVVDTIAPRMRGRWAVLKR
VPIAQDAPDPRLVYDTIVSAVGSAAEADTLMGLFWKHIPTPPPFAKVLADYWDEAPAG
PGSRRTTRQ"

22443..22448
/regulatory class="polyA signal sequence"
/gene="UL41"

complement (22494..22499)
/gene="UL39"
/gene_synonym="UL40"

complement (22494..22499)
/regulatory class="polyA signal sequence"
/gene="UL39"
/gene_synonym="UL40"

complement (22563..23507)
/gene="UL40"
complement (22563..23507)
/gene="UL40"
/codon_start=1
/product="ribonucleotide reductase small subunit"
/protein id="CAA06093.1"
/db_xref="GOA:Q01319"
/db_xref="InterPro:IPR000358"
/db_xref="InterPro:IPR009078"
/db_xref="InterPro:IPR012348"
/db_xref="UniProtKB/Swiss-Prot:Q01319"
/translation="MAEAADAATLTRKYKYFYETECPDLDHLRSLSVANRWLETEFPL
ADDAKDVARLSGAELEFYRFLFAFLSAADDLVNVNLGDLSELFTQKDILHYYIEQEST
EVVHSRVYSAIQLLLFRNDAVARAGYVEGALGDPAVRRKVDWLERRVAAAESVAEKYV
ILMILIEGIFFSSSFAATIAYLRTHNLEFVVTCQTNDLISRDEAVHTAASCCIFDNYLGGE
RPPPARIYELFREAWKLSASLEFGCAPRGSHILDVEAISAYVEYSADRLLAAIQLPPLF
GTPPPGTDFPLALMTAEKHTNFFERRSTNYTGTVINDL"

complement (23526..25889)
/gene="UL39"
complement (23526..25889)
/gene="UL39"
/codon_start=1

/product="ribonucleotide reductase large subunit"


https://www.uniprot.org/uniprot/Q77CD7
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=22443&to=22448
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=22494&to=22499
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=22494&to=22499
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=22563&to=23507
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=22563&to=23507
https://www.ncbi.nlm.nih.gov/protein/2653307
https://www.ebi.ac.uk/ego/GProtein?ac=Q01319
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000358
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR009078
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR012348
https://www.uniprot.org/uniprot/Q01319
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=23526&to=25889
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=23526&to=25889

gene

regulatory

CDS

gene

/protein id="CAA06094.1"
/db_xref="GOA:P50646"
/db_xref="InterPro:IPR000788"
/db xref="InterPro:IPR013346"
/db_xref="InterPro:IPR013509"
/db_xref="UniProtKB/Swiss-Prot:P50646"
/translation="MASDAFMQTACPADAAEQLEAEHAEWAQLGCGAVPPPPAAASRP
SRAAVAAYVGEVVDRMRAQSRADERVYVKCGQLVHLRVRARSVPLDDWLTSAELALVS
EVAEPVRANRAFVEVSLRYFELTEYATLRALGLQSALKYEEMYLAKLEGGAIESMGQF
FVRIAATAATWTMREPAFGRALVGEGATWCAVEFNAYLTALYRQLVVPATPIMLFAGRA
RGSLASCYLLNPQVSSSTEAVEAITTEVARILLNRGGIGISFQSFDRAVSRDCKRGIM
GALKLLDSMAMAINSDSERPTGICVYLEPWHCDVRAVLNMRGLLARDESTRCDNLESC
LWVPDLLFDRYLAHLEGREGVVWTLFDDRASHLSRLHGPAFTAEYERLEREGLGVETV
PVODLAFLIVRSIVMTGSPFVMFKDACNRHYHMDTAGDALTGSNLCTEIVQRASPDAH
GVCNLASVNLPRCVREGEGGALAFDFAALSTAAATAAIFVNAMMLGGQYPTEKAARGV
ARHRSLGIGFQGLHTLLLELGMDMLSPAARRLNVEIAERLLLAVMATSATLCEYGCAP
FEDFARSKFARGLMPFDGYEGVVLSLPRAWARLREKVARHGLYNAQFVALMPTVSSSQ
VTEGSEGEFSPVFTNMFSKVTMSGELLRPNLPLMRALRKHFTREASRLGAVRALDREQW
SVAAALGDLAPGHPLAKFKTAFEYDQERLIDLCADRAPEFVDQSQSMSLEVTEPMDGKV
PASQIMNLLVYAYKKGLKTGLYYCKIRKATNNGVFTGGDLVCSGCHL"
complement (26202..27655)
/gene="UL38"

complement (26202..26207)
/regulatory class="polyA signal sequence"
/gene="UL38"
complement (26231..27655)
/gene="UL38"
/codon_start=1
/product="capsid protein"
/protein id="CAA06095.1"
/db_xref="GOA:077CD6"
/db_xref="InterPro:IPR004999"
/db_xref="UniProtKB/TrEMBL:Q77CD6"
/translation="MAAPNGSSSYIQIGNHLRMRLPAAAPPFSGVPAAAAAAAEASAA
EAGVQSVTAPAVGGARGRAPRGYNPWAGGMLHVSDATVTIQNMSGIQIVTPRQIAVDT
PAGTAVLSPGGQPHIRLSRQVTLTDFCDPQLERPGAPVLTLKHPADIIGLAAAAAPPG
ROFRDVEEAWRDLGDASSVGAVPPGGLRASLVSFSFLAAACAAEYGNRAAADALRAHL
ISNSGDRRMALRLDREFYACLOQAMIRCRAFPHQALGCLGGLLSWTTQDKLASVTAVVCG
AQEGARTDQAAHPRSTAHVPACAFLDVDAELRLEPAGVKEVYLVEVYTQRLEHEGFRA
HVAVSKLNETTFASGLSYLLHRTRAENVLRGTAGDAAEVAGAADEFPLPALANSRAAY
RCPVSRLGDCDATAFLPRWAPDAAGRPTRESCMYAAFARLGTLPHDSPRVTCRSERYQ
SCDVPVVKIEGLVWGTGDWVECFEY"

27871..30945
/gene="UL37"


https://www.ncbi.nlm.nih.gov/protein/2653308
https://www.ebi.ac.uk/ego/GProtein?ac=P50646
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000788
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013346
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013509
https://www.uniprot.org/uniprot/P50646
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=26202&to=27655
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=26202&to=26207
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=26231&to=27655
https://www.ncbi.nlm.nih.gov/protein/2653309
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD6
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004999
https://www.uniprot.org/uniprot/Q77CD6
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=27871&to=30945

CDS

gene

CDS

27871..30945

/gene="UL37"

/codon_start=1

/product="virion protein (tegument)"

/protein id="CAA06096.1"

/db_xref="GOA:Q77CD5"

/db_xref="InterPro:IPR005655"
/db_xref="UniProtKB/TrEMBL:Q77CD5"
/translation="MSGDPVRALWAALERLDGEVAGPAALAEARAAVSEFLLASGPSS
LDEVAPRWAALQRAACRAYERLHTPDAALLAENLPGLVLWRLPGAARDTADFMAGVRD
LANSMIAEAPLGYLAAARLRATAAFGPVNMQRVVVEWASLFLEIYAREDAACVGVLGP
DPACRSPAGSAAVIRPLLOSRFRLLYDMPFFQAGLSALAHAANWKVPMAAVARRAADA
AAPPLARALFAVALVDEYFPEPDDEDTAPGLAEAFAEIADLVPPEALVPAGEANAFAR
SSHDVRVSAALAYRDPEFVRGAAAGSVAARVRADAGLLADDTLLGRDAVAVHAGAVVRL
LERAAARATPAALGRVAEHAAAVWDAVQASATPDQAVETLAAAGFTPGTCAMLERAVL
AQLSRPEPRAPADVLQAVGCVAVAGGVLFKLFDAYGPSADYLAHYTATIANLHPYYAD
VLPLLGLPDGGLEQTIRHCMAPRPRTDYVAATRAALAAEAAAADKRAASASARAAVEN
SGDRAAAGAAAREALLTWEDLRASERWGVAPPAAEAPPAAEAARSPAAGGASAAELAR
AARALEFPRTDAVPAAVLRDPAFAPHFAAAVLSDVLVAADALPFSANGVAQLMALIAW
ARDCGAGAVANVDGYRTKLSALAAGLWPEFVDASAPAPTTTQVRNAEAVLGELHTVATT
AAECLPPEVRPPVPARPRVGGCVFLASMYLHAAFARLQGYVAETEALAASMAAAVGDV
AGAVARLGVLFDCHFASVPGQOMLAIYATRGAPCALGAWRSADLADAVRGARAEAARA
RAEVRVSLAALQRAAAQTTQALQECEAADARPPGGGLDDEHRALLAGHSALVRAQTAL
ALAAGKLVAGAEAPGLHEVGRFLORWDAIGAALGRALDDSAGERDVAELVARLRGVWD
EVOEDRRVAAPGPPRSAANAAAAEEAVLALLEGYPEVRGDEGSPALLDARADVADWAG
VDRGPLOQRRASAGADAAASAAAANTAAGPWLTTEDLLAEVDGVCASRPAAAR"
30908..40651

/gene="UL36"

30908..40651

/gene="UL36"

/codon_start=1

/product="very large virion protein (tegument)"

/protein id="CAA06097.1"

/db_xref="InterPro:IPR005210"
/db_xref="InterPro:IPR006928"
/db_xref="UniProtKB/TrEMBL:Q77CD4"
/translation="MAFAPVARPQPGEARAGGAAGGLRINGAARAVPPSTPVEQRSGT
MSGVAGARAPATPADVAVAAVGFRNQYDAALGPGSAVACLRSSLSFLRLAFAGGVDAA
LGADAIDGALAEGAAWARESGARPEMCSIVHLPNRITDQAGAGSGLCCVESRVYGECG
FYTPPAERALSTQVPAREFVDAVWQPRRTSLALVIVGAMGVGVFRAGDAVYLFDPHGS
GDVPQAFVARMPPRALYAYLALRACGQPESRWAGALVHFVSAGPEPARPEELRAAVSA
LYGASETYLDDEPYVERRVVSVHPRAPANTACLTAVAVGGAGAECEDPTFARPGSPAL
LPAEPVARMPPQITAAAAARAAGKRTSLPRRRRAPWTPPSSREDLRAPAARARAGKPP
RKVRGAETAGAGEDWGEGGNAAAARPPPALGAAAPAHAATACAAELGARAAEVTAALD


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=27871&to=30945
https://www.ncbi.nlm.nih.gov/protein/2653310
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD5
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005655
https://www.uniprot.org/uniprot/Q77CD5
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=30908&to=40651
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=30908&to=40651
https://www.ncbi.nlm.nih.gov/protein/2653311
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005210
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR006928
https://www.uniprot.org/uniprot/Q77CD4

AVQAHAASIAADADACVARAVRVARPRDAAAERDPLEHATIAGLFERVLAFLVQONGART
RHDAPSAVQPLFGAVAQALPQHTPASAFITSSGMVLEGLAAYTRLSEAMRAQPSALGD
LADAKLRLVAAAVAADTERLHDAVDELEGEVDGAGGAGPLELCGAVSARFMERLSASG
RRLFSRAALRDGRPLDARVRALFERARAREARVAAETAALAREILALEGTVRAARERL
DAVPPDDPRAVPADSAVADLAAELAAGRAAVVARSAAALSAELDALAAEALRQYFLRG
AQYSARAILADRGGGERFRVASAAVAPLORLAGSAPDLAARVARLGAAPGAAAPPLPR
SARKGELLRDLLAAGATAHTEDGLAAWVALLHEAQAEGAAAKKELDAVLSDVAAINGR
SASRASLEASMARFEAMSAAAARAAAGAAAEAPGAGAEEAADAAEAAVRGADDVLRQOL
DALATGAAADREARARVAAARAGLEAQALAARRRVAELGERRAELYQRLDALLLPLOG
FAGLRAAPGALERLCADAGAQSAEDCARFLQEAPPRVAAGVQDRLWQLFGRYREALEN
PSALAPGALAGLGPAFAAVLGTALGQAMGPAARAFFEGHAERVAAAVARAAAEPAAPA
AVAAAASALREAAEALRAGGAHVPPEFAFLDALQAQYAARREAQTGARRLGAALAAVS
EASGALASAASALKNAMTAGADAAETTAAAAAADAALGAAEEVLRAADEAAVAAGGED
ADGGEDASEADADGAGDAPPAGRLGPQAAKLHADLRKARALARRRAEEVRRLRAEAER
RAEGAAAQRQEERWREDLRAALERVEANSAFDAAELARLRAAAAARGYDPRPLARQAD
RALEASAQRATAATIEAVLAFNPHAPENAKIDVPPPLAQLRGIAWWDAFSLAAPALSAL
FPAADVGQLTRLMHIATGLLTFAASGGGEPRYYDAVTYLEGDLAAVPRLAKYVAFYRR
GHAAFEEERARLGALRADVLQAAGGRAAEISRARRGNVLRSPAERRALEAGVRLELPS
EALIASALAQLERFDHARFAGSAYEAQMLSTVRRDAAAAREALEAAKAARAEATARAE
RILGEVVAAEAARDRDEGAGLANLKNLLRITPPPAALGPALDRAASAADVVTQAALLL
AAVEEAPELDVAAVEWLQQARSIIDSHPLTARIDDRGPMEPFAERIDALRELRRHLDA
LRRQLESAAAAWDGAWELEVAARRRAAASREDHEGAKARAAALQAAAGVVLGLRADEH
YARLPAAFTGALDARLAERGDALGAFHEAARAADAGLQRLOATLAAVRGEAAYEGLRA
LLAAFDAQVAELPAWAAQAHAPFRDLLVLRMRLYEAYFKLVPRAAARARGAAAARAAR
AAATVHSRADPATRAVAARAARLCERDLHLRGRVAALLGDEAAVCTLREADSEIDALA
PRAYLDADGTPLCYRVCYRAVGDKLAVALCSQVGASMRPPLDESGVVEAASVAAVNVL
NEIVNLRLEIERARDADFGAFCREVRHRRADWGLADVRSAAAELYAGLLATTLPRRHG
VASLGALCFSLAERGLRPARAPASGPAPSGGGALELTPADLVVAALMGAFMHLVNEFTR
LDLVQKQEYMCKTLDGVLTEALTSRVAVNSLAPGEPGARRPVPLGGGADDPADGALFA
IRAADWDAGRLSPSDVLAVWRHAPDAATRATVAELARLIPGGALTTISVLARMCIPGD
LLAALWTTLAVDSLGAQTQSYDAFLARRLDAPSTVHATGGPSEDAAALAAAAAAAGGR
PALFCPTGSSVTFTLVRQPPSEVQTVNALDLVTCALLLGAPVVVAMENPDVEFSEGSRL
IMCLRLEFDTRPGGRDADAPAAVSSDLNSWGERLLALDENIIENACLTAQLEQLSALIA
SKPLRSAPPCLIMLDTHLQLARVLWARAAAPPLAMLKIAEDDVLRDLPSLTLDYEDAL
PPAASAADPLFTHIISENNVPDFAAASGDPLYAHPPVFQHATDNLFPHARAAAGGGSG
NRVANARAVAAAARPPTPASAPAPAPALAPASAEPALAWGADEWLDDEIGDAYPPAPA
HDAYPPAPAHDAYPPAPAHAQGKPALLAAPAAGAAEAPGVERARRLTRRTGPRKSMPA
ALPWRRPPPASLVSAAPPVPPGPRLPPAPPLPPPAPPLPPPAPPLPPPAPPLPPPAPP
LPPPAPPLPPPAPSTAPVPAPPLPPPALTPALTPAPTPAPTPAPPLPLPAPITVLVPA
PVPAPAPIPAPAPTPAPAPTPAPPLPPPAPDGAMGALSATRRPTRRAGARKSLPAAQP
RORLLRSRSPASVPAPGSELVPPPSGGALGSPPSEVPSRPPSLEPVPGLPLPPSRVQA
PVDAPAPPPAPERPAPPPAPERPAPPPAPERPAPPPAPERPAPPPAPERPAPPPAPER
PATAVQSGSKIPAPSNALVGQVAPALLRRGPSPRGKPGAPARPTGGANIARKNTRAVD
PTVIGSGSALSGLGSAEEDADFGASGMYVAPPGPAPLAAPPAPSALPAPRLEAPAAAS



gene

regulatory

gene

regulatory

gene

CDS

gene

CDS

LPAPPIAPPIAPPIAPPIAPPIAPPIAPPIAPPIAPPIAPPAMPAPPSAAPATAGSSA
PPIAPPATPAPLIAPLAAPVPRLVGAAARGRVIGHMRAAAPKPRGLRAAERPPMRSWA
SRGNLHTODLLASAEARICELPAPPKVPLGADSDATDSSLDGSGPETEEETEAEAGGD
GPGODAPKARVVPANSLLKRQYLRGTGISVLALLLEACEKIARRLRATRDVLRQRAAE
VTADIFALRLLLG"
40728..40733
/gene="UL37"
/gene_synonym="UL36"
40728..40733
/regulatory class="polyA signal sequence"
/gene="UL37"
/gene_synonym="UL36"
complement (40769..40774)
/gene="UL34"
/gene_synonym="UL35"
complement (40769..40774)
/regulatory class="polyA signal sequence"
/gene="UL34"
/gene_synonym="UL35"
complement (40812..41186)
/gene="UL35"
complement (40812..41186)
/gene="UL35"
/codon_start=1
/product="capsid protein"
/protein id="CAA06098.1"
/dbo_xref="GOA:Q77CD3"
/db_xref="InterPro:IPR007584"
/db_xref="UniProtKB/TrEMBL:Q77CD3"
/translation="MSAPAGIDPSAPATITPDTLRDLLPVQILHVLNAAARPLQDGTT
PEQVSAARRNLLVGTSLAMVDLRRRHEKAVVPRVPMFATYDHAHWARPTIGLKRTFLP
RVVQLPPEYEEDAGAAASAART"
complement (41231..42013)
/gene="UL34"
complement (41231..42013)
/gene="UL34"
/codon_start=1
/product="virion protein (membrane)"
/protein id="CAA06099.1"
/db_xref="InterPro:IPR007626"
/db_xref="UniProtKB/TrEMBL:Q77CD2"
/translation="MHGRERDCDGEGEGEGSSRSLMARIRLLVAGNLQCGEGDVPQPW
DPRRPPARCVFQFNGODGSNESFPLEYILRLMASWAQTDCDPYVRVONTGVSVLEQGY
FSRPPGAPLAAITAEQNNATLASTQSTGLSLSALEKIKARGGIDPRPFRAMMSVSCEV


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40728&to=40733
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40728&to=40733
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40769&to=40774
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40769&to=40774
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40812&to=41186
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=40812&to=41186
https://www.ncbi.nlm.nih.gov/protein/2653312
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD3
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007584
https://www.uniprot.org/uniprot/Q77CD3
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=41231&to=42013
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=41231&to=42013
https://www.ncbi.nlm.nih.gov/protein/2653313
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007626
https://www.uniprot.org/uniprot/Q77CD2

RMPRVQLSFRFMGPGDSHRTGRLLDRAVRERLSERDVRSRRASACGHSERELEPAGGA
GNVAHYAGALLTARRQKMAALATLVGGVCGILAILRLEWAPS"

gene complement (42086..42450)
/gene="UL33"

regulatory complement (42086..42091)
/regulatory class="polyA signal sequence"
/gene="UL33"
/note="noncanonical TATAAA"

CDS complement (42124..42450)
/gene="UL33"
/note="involved in genome cleavage/packaging"
/codon_start=1
/product="UL33 protein"
/protein id="CAA06100.1"
/db_xref="GOA:Q77CD1"
/db_xref="InterPro:IPR005208"
/db_xref="UniProtKB/TrEMBL:Q77CD1"
/translation="MRLRELIPPEALATEDVAELERRYLQSEGAAVEIWFEDVAPREL
EVLLPTTDAKVNYLAFSARLASTIAHGSGGRAACSHTRALEARKERFATVINKFLDLH
QILHDA"

gene 42431..44236
/gene="UL32"

CDS 42431..44236
/gene="UL32"
/note="involved in genome cleavage/packaging (cytoplasm)"
/codon_start=1
/product="UL32 protein"
/protein id="CAA06101.1"
/db_xref="GOA:Q77CD0"
/db xref="InterPro:IPR002597"
/db_xref="UniProtKB/TrEMBL:Q77CDO"
/translation="MSSRSRMFARADDGAGGGDGARSWAEGAFRAPYVAFDPALLKEN
GQLLEELVFAAHLMEVPSPRDDGDEDGGGDRDGAAAEGGGSADVVPEVEEAAAALAID
RPCAVCRTIDAYRREFGLAPPWVADYAMLCAKSLAAPPCAVAIVVAAFEFVYLMDRHF
LAAHRATLVGAFATRVLTLVDVHKHFFLHVCFRTDGGVPGNNAGNAAGGARRAAEKVR
YSNYSFLIQSATRALLARRRRRPEAPAVPADGAGPRALRPQSLATALLSWKECARLVD
CSAPLPGGGGGARAARRPGGTCCDAARARAAEYEARAAVLPSPRGGDADEASAASAAD
GAPADRWAYADLALLLLAGVATRGDGAVAERATIASRRAAVDRYWAARAGEFLAANTAPR
FARFAAGDARPSVALGPVLATALKHITGRGRTTGECVLCNLLLTPAHWRALRALRADV
VAHSANNAGLFDCILPVLDARAGAPVEGDGGRFFAALALLEPEAVYKHLFCDPMCAAC
ELQOADPEVLFAFSDGDARDADELDLYKARVASENSFEGRVCAGLWALAYAFKTYQREP
PKPTACAAFVRDAGQLLRRHGVALVSLEHTLCHYV"

gene 44229..45314
/gene="UL31"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=42086&to=42450
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=42086&to=42091
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=42124&to=42450
https://www.ncbi.nlm.nih.gov/protein/2653314
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD1
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005208
https://www.uniprot.org/uniprot/Q77CD1
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=42431&to=44236
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=42431&to=44236
https://www.ncbi.nlm.nih.gov/protein/2653315
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CD0
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002597
https://www.uniprot.org/uniprot/Q77CD0
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=44229&to=45314

CDS

gene

regulatory

CDS

44229..45314
/gene="UL31"
/codon_start=1
/product="UL31 protein"
/protein id="CAA06102.1"
/db_xref="InterPro:IPR021152"
/db_xref="UniProtKB/TrEMBL:Q77CCIO"
/translation="MSDRGERRRAREPSPDFGCGRGAERAGDWATAPASTPAPAPGRR
SLISPRLCSRSRSRSRSRSPFAPQGRSRSRGPATRRERLRSRTGARRAARARDSYLMY
FRFLASSPADELAAVRELAVPLIRTTPVVLPFDLSRTVADNCLSLSGMGYYLGIGGCC
PACTVTGEPRMGRADRALILAYVQQLSNIYEYRAFLASIRALGGTDDGGFGGCAPGPG
GPTERALAEVLAQPELFFAYHVLRDGGVRDARVLEFYRDLDCSGFMMYVVEPGKATIHLH
HRLLDHLLTACAGYKIVAHVWQTMFVLVVRRDGGGGRQQSATDAEVPAVSAGDLYCKM
SDLNFDGELLLEYRRLYAAFDDFAPPA"

complement (45217..48978)
/gene="UL30"

complement (45217..45222)
/regulatory class="polyA signal sequence"
/gene="UL30"
complement (45238..48978)
/gene="UL30"
/codon_start=1
/product="DNA polymerase"
/protein id="CAA06103.1"
/db_xref="GOA:077CC8"
/db_xref="InterPro:IPR006133"
/db_xref="InterPro:IPR006134"
/db_xref="InterPro:IPR006172"
/db_xref="InterPro:IPR012337"
/db_xref="InterPro:IPR017964"
/db_xref="UniProtKB/TrEMBL:Q77CC8"
/translation="MDRDCEQGTAPPRAGFFNPYLAPRGRGAPARQGPDIPDGAGEAP
ADEAAGRGGGRAAESYCTAASSFRFIAPRCLDADGADGGTDDEAAGAAAPRRRGVHIG
TAERAPKVYLDGEEHDILDFAGHCCWPRRVSVWAGRAAPERAALDPRFERFHVYDIVE
TTEYPSAGDASRFAAEARPGGATVVTLLGMSEDGKRVAVHVYGVRHYFYMEKAAVDLA
CGVRDEGQLIDAMVAALRSSALAAGAAQQDAAGRAGARRPGGYLGRASRDSLSVAVVE
AADVYFYDTRPQLFYKVSSASARLGGYLCDNFLPGVTKYEGHVDVTTRFLLDNEGFETS
FGWYRLRPGRAGARALRAPAQHATSCDVEVNCTADNLEPIAGAEADAWPDYKLLCFEDI
ECLSCAGDGLAFPAAANAEDLVVQISCLTYSLRTQRHEHTLLEFSLGSCDLPPAFLGAC
AAAGLPAPAVLEFDSEFELLLAFMTFLKQYSPEFVTGYNIVNFDWAYISEKLTAVYDV
RLDGYGKLNRGGLFRVEDAGONRFQKQSKVKINGVVSLDMYRTAVEKLKLPSYKLNAV
AEEALRERKVDLDYKDIPRHFAAGPEGRGVIGEYCIQDSALVGKLFFKYLPHLELSAV
ARLAGITVSRAIFDGQQIRVFTCLLRLARARGFLLPDTQKRLAGAEAGAARGAGRGRG
ERFACWADAARGEEEEEDEGGEEDGGNEGRAGAADRPRAAGGRAVGYQGAKVLDPESG


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=44229&to=45314
https://www.ncbi.nlm.nih.gov/protein/2653316
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR021152
https://www.uniprot.org/uniprot/Q77CC9
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=45217&to=48978
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=45217&to=45222
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=45238&to=48978
https://www.ncbi.nlm.nih.gov/protein/2653317
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC8
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR006133
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR006134
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR006172
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR012337
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR017964
https://www.uniprot.org/uniprot/Q77CC8

gene

regulatory

gene

CDS

FHVDPVMVLDFASLYPSIIQAHNLCFTTLVRREAAPAGLTPGADYATEFDVGGRALHEV
RAHVRESLLSVLLRDWLAMRKATIRARIPTAAPEEAVLLDKQQAAIKVVCNSVYGFTGV
SNGLLPCLAVAATVTTIGRDMLLETRRYIHERWATPEALVRDFPAAGPAAAAAGRYRV
RVVYGDTDSVFVKFAGMPYDAVCALGDGMARRVSAALFRPPIKLECEKTFAKLLLITK
KKYLGLVGGGKMLMKGVDLVRKNNCREFINAYTRRLVDVLMHDDAVSRAAAEASAVPPS
EWPGRQLPPGFARFGAVLAEAHAKIADPALDIGDFVMTAELSRPPEAYANKRIAHLTV
YYKLLLRSEARPNVKDRIPYVIVAPGEGVERDAAAVNALRGTAPSAPPGGGARPGRLL
ISDMAEDPGYARAHAVPLNTDYYFSHLLGTVGATFKALEFGNDTRTTENLLKREFIPETR
ACDRRLQGRLAAAGFAALTPAAQSRQTLRTAFGILAAAPHQS"

45379..45384
/gene="UL32"
/gene_synonym="UL31"

45379..45384
/regulatory class="polyA signal sequence"
/gene="UL32"
/gene_synonym="UL31"

49233..52953
/gene="UL29"
49233..52844
/gene="UL29"
/codon_start=1
/product="major DNA binding protein"
/protein id="CAA06104.1"
/db_xref="GOA:Q77CC7"
/db xref="InterPro:IPR000635"
/db_xref="UniProtKB/TrEMBL:Q77CC7"
/translation="MDAAAKTVALAPGPAGFVYVCDAARLDLDKLALLAARSRDSLLA
VLPLVRGLTVETAFAPNVAVVAGTKTTGLGGAGLTAKLTPSHYHPNVEVFHGGERLRA
STAAPNLTRACEQARRREFGFSAFAGAPVDGAVETTAEDICRAVGASPETALVFLATTE
AFKETVYMCNTFLHYGGAAPVQVGAGEAVRVPLYPVQLYMPDVNRVNLEPENARQRAT
GEQLAYPRPFYNAALCELLHGYVLGPAAVALRVRTLDAVARGAAHLAFDESHEGAVLP
PDVCEFTVEFDQPAGRGGGRGSARGADPGAAKAAAPGGVERRLASVMAADTAVSIEAAMS
TSVFDEDVACVDDWPMLQGAADDAAKLDALGAYVGRLAGLVGAMVFEFSSNSVLHMTEVD
DGGAADAKDGAAAGFHREFYQIAAPYAAGNPRCDKDGKPLPQTGAGPAVSINGAGQEFA
LDHLALACGFCPQLLARMLEYLERCDAGAFAGRNDMDALKYVASTLEGDVPCGLCSRD
DRHACAHTTLHRLRHRLPRFGAPTRSPLGVEFGTMNSAYSDCDVLGNYASYSALRRPGA
DENARSIMQATYRAAVENVLAELDQOQRLLAHDAQSAAQLERAITDHASFRGALAAIQN
TVEQATEAFVRGLVEDRDFKMREALYEANHTLSLALDPYSTAVCPATAFLFRRSVLAV
VODLALSQCHGIFCGQPVDGRNFRAQFQPVLRRREFMDLLNGGFLTTRTVTVTLAEAAV
AAPNLAAAQTEPPARDMDGDISKVSLEVFKEMRVKNRVMFSAGNANMSEAARARVLGL
AGAYQKPESGGVNILSGPLGFLVKQFHRKLEFPNGKPPGSPTPNPOQWEFWTLLORNQMPA
RLLSKEDIETIGAVKRESDAYAAINYVNLTPGNVAELAQFYMANLVLRHCDHKQFYIN
GLTAIVAGARRPRDPAAVMHWVRRRIADAPDAAAAAEEVLREAEARPEVWAGTFAASN
LVRSVMATRPAVVLGLSISKYNGSAGNNRVFQAGNWSGLNGGKNVCPLLCEFDKTRREV


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=45379&to=45384
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=45379&to=45384
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=49233&to=52953
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=49233&to=52844
https://www.ncbi.nlm.nih.gov/protein/2653318
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC7
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000635
https://www.uniprot.org/uniprot/Q77CC7

regulatory

gene

CDS

gene

CDS

LACPRAGFVCATAGAGGANRDNTLVEALREIINGSNGALAQTAVYGAVLQALGPRVEH

MDLDDWAALVEDEFFAQSMVELTERAAARPGGWSPEGAADMLRELELEAAAEAEPAGG

AFDFGACASAAPDATYAFGGPVAGAGPAAPGAKRPDLDELFEMGVPDKRPALTIDMV"
52948..52953

/regulatory class="polyA signal sequence"

/gene="UL29"

53058..55538

/gene="UL28"

53058..55538

/gene="UL28"

/codon_start=1

/product="ICP18.5 assembly protein"

/protein id="CAA06105.1"

/db_xref="GOA:Q77CC6"

/db_xref="InterPro:IPR000501"

/db_xref="UniProtKB/TrEMBL:Q77CC6"

/translation="MAEPTAAAAARSGLGSEPGPALGPDAEPGSAFGGAAARQRLLAI

LGOQVQTYNFQLALLGRCDPAVARRHLDAVKLNALMVRWLRRRLGGALRAQARVRLTPL

TYALDLALDHAAAESDALLAAAGTASAPAEFFARTMGLEGACRFHRRARLALYGGETTI

DIEIQFLHDVENFLKQLNFAHLLASTDAALAALGDVDAFLRATVAGGGVAPPELHDFA

QPCLVCFEELCVTANQGESVGRRLALCACDHVTRQLRVRTELCSVGQYLPHVQGVSRA

RLAAAAAALAALAAPTAAGAGGPPVLATAPPGGDGDGGSVREAAASVLDAHHVFRPAP

RWLYAVSELQFWMSSSARGEAAASAVAAFAGNLEALAAREAQHRLQVAAAEMALFEGRS

PEHFDRALADKLAQLDGVDCLLVGSAAVAPDERLEALIRACYDHHMSASLIRRLTRPD

QORNEDALRELLRRAAAGEAGAAAVGLGGPGRDEGGGDEPEEEGGTDNDGGAGAGVGGG

GAGPSGGADGGGGAEDDGPAGWAALAARARADADVRROQRYAERLSKRSMDSLGRCIRD

QRRELEKTLRVSVYGDVLLNVYVAVHNGEFCARRAFRAALASAGTVVDNRASDATFDAH

REMKEALLRHAVDPATWPALTHQFFDLVNGPLEDGSAHNFAQPPNTALYFSVENVGLL

PHLKEELAAFMLAAAGGGWAVSDFQQFFCFASARARGVTAAQRLAWQYIRELVLARAV

FASVFHCGRVPLLRADRTAPGPDGRQSCPSGVYLTYEESWPLAAVLNAPRAPETVGED

SVVIYDRDVFSLLYAVLORLAPAGRAPR"

55394..58192

/gene="UL27"

55394..58192

/gene="UL27"

/codon_start=1

/product="glycoprotein B"

/protein id="CAA06106.1"

/db_xref="GOA:P12640"

/db_xref="InterPro:IPR000234"

/db_xref="UniProtKB/Swiss-Prot:P12640"

/translation="MAARGGAERAAGAGDGRRGQRRHLRPGRVLAALRGPAAPGAGGA

RAALAAALLWATWALLLAAPAAGRPATTPPAPPPEEAASPAPPASPSPPGPDGDDAAS

PDNSTDVRAALRLAQAAGENSRFEFVCPPPSGATVVRLAPARPCPEYGLGRNYTEGIGV


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=52948&to=52953
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=53058&to=55538
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=53058&to=55538
https://www.ncbi.nlm.nih.gov/protein/2653319
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC6
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000501
https://www.uniprot.org/uniprot/Q77CC6
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=55394&to=58192
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=55394&to=58192
https://www.ncbi.nlm.nih.gov/protein/2653320
https://www.ebi.ac.uk/ego/GProtein?ac=P12640
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000234
https://www.uniprot.org/uniprot/P12640

gene

regulatory

gene

regulatory

gene

CDS

IYKENIAPYTFKAYIYKNVIVTITTWAGSTYAAITNQYTDRVPVGMGEITDLVDKKWRC
LSKAEYLRSGRKVVAFDRDDDPWEAPLKPARLSAPGVRGWHTTDDVYTALGSAGLYRT
GTSVNCIVEEVEARSVYPYDSFALSTGDIIYMSPFYGLREGAHREHTSYSPERFQQIE
GYYKRDMATGRRLKEPVSRNFLRTQHVTVAWDWVPKRKNVCSLAKWREADEMLRDESR
GNFRFTARSLSATFVSDSHTFALONVPLSDCVIEEAEAAVERVYRERYNGTHVLSGSL
ETYLARGGEFVVAFRPMLSNELAKLYLQELARSNGTLEGLFAAAAPKPGPRRARRAAPS
APGGPGAANGPAGDGDAGGRVTTVSSAEFAALQFTYDHIQDHVNTMESRLATSWCLLQ
NKERALWAEAAKLNPSAAASAALDRRAAARMLGDAMAVTYCHELGEGRVFIENSMRAP
GGVCYSRPPVSFAFGNESEPVEGQLGEDNELLPGRELVEPCTANHKRYFREFGADYVYY
ENYAYVRRVPLAELEVISTFVDLNLTVLEDREFLPLEVYTRAELADTGLLDYSEIQRR
NQLHELRFYDIDRVVKTDGNMAIMRGLANFFQGLGAVGQAVGTVVLGAAGAALSTVSG
IASFIANPFGALATGLLVLAGLVAAFLAYRYISRLRSNPMKALYPITTRALKDDARGA
TAPGEEEEEFDAAKLEQAREMIKYMSLVSAVERQEHKAKKSNKGGPLLATRLTQLALR
RRAPPEYQQLPMADVGGA"

58223..58228
/gene="UL28"
/gene_synonym="UL27"

58223..58228
/regulatory class="polyA signal sequence"
/gene="UL28"
/gene_synonym="UL27"

complement (58564..58569)
/gene="UL24"
/gene_synonym="UL25"
/gene_synonym="UL26"
/gene_synonym="UL26.5"

complement (58564..58569)
/regulatory class="polyA signal sequence"
/gene="UL24"
/gene_synonym="UL25"
/gene_synonym="UL26"
/gene_synonym="UL26.5"

complement (58678..60543)
/gene="UL26"
complement (58678..60543)
/gene="UL26"
/codon_start=1
/product="serine protease (capsid)"
/protein id="CAA06107.1"
/db_xref="GOA:P54817"
/db xref="InterPro:IPR001847"
/db_xref="UniProtKB/Swiss-Prot:P54817"
/translation="MADAPDGGSADARVDAEPSALARASMPVYVGGYLALYGMGDEGE
LVLTREQVARALPPAAPLPINIDHASACEVGAVLALADDDAGLEFFVGVINCPQLADTL


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58223&to=58228
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58223&to=58228
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58564&to=58569
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58564&to=58569
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58678&to=60543
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58678&to=60543
https://www.ncbi.nlm.nih.gov/protein/2653321
https://www.ebi.ac.uk/ego/GProtein?ac=P54817
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001847
https://www.uniprot.org/uniprot/P54817

gene

CDS

gene

CDS

AGVAHPAFFGADAPSLTPRERFLYLVSNYLPSVSLSSRRLAPDEEADGTLFAHVALCV
LGRRVGTIVTYDATPDACVAPFRRLSPRARAALLANAEAARAALGDRAWPVPREALAQ
TLLSTAVNNMLVRDKWDTVSRRRREAGIAGHTYLQASAVEFPLPTGGEGPERTGGRERA
QKSAVAGGVCIALPVAGGRARQPELPPAPPPPPPPPAMSAAHQAGAASAHPLPAGDYV
YVPTAQYNQLVVSQARGAAMTAAPPPAPYFLPAAAAAAAAPPPMPGWYGAAGAAPWHP
GYGFPPPGLESQIMALAGAIADGRRVQAHGADGSGYDGPLDRRPLAKRRRYNWDHPRG
RSGGGDDDEAYYPGEGAPAELPPHHHSPPPPHPPPSHALSKLASAVSSLOQEVSQLRA
GYPYGPAFAAAQHPPAAHLPCLPQQYTAPPRVGAGPAQVPTLAPAQAPAQALSVPAVA
AAPATVAAAAAVGPPEEPGVAATVDASAMASLPPAQPPQACDPAEIFVAQMMRQOR"
complement (58678..59604)

/gene="UL26.5"

complement (58678..59604)

/gene="UL26.5"

/codon_start=1

/product="substrate of serine protease (capsid)"

/protein id="CAA06108.1"

/db_xref="GOA:039491"

/db xref="InterPro:IPR001847"
/db_xref="UniProtKB/TrEMBL:039491"
/translation="MSAAHQAGAASAHPLPAGDYVYVPTAQYNQLVVSQARGAAMTAA
PPPAPYFLPAAAAAAAAPPPMPGWYGAAGAAPWHPGYGFPPPGLESQIMALAGAIADG
RRVQAHGADGSGYDGPLDRRPLAKRRRYNWDHPRGRSGGGDDDEAYYPGEGAPAELPP
HHHSPPPPHPPPSHALSKLASAVSSLOQEVSQLRAGYPYGPAFAAAQHPPAAHLPCLP
QQYTAPPRVGAGPAQVPTLAPAQAPAQALSVPAVAAAPATVAAAAAVGPPEEPGVAAT
VDASAMASLPPAQPPQACDPAEIFVAQMMROR"

complement (60602..62398)

/gene="UL25"

complement (60602..62398)

/gene="UL25"

/note="involved in genome cleavage/packaging"
/codon_start=1

/product="UL25 protein"

/protein id="CAA06109.1"

/db_xref="InterPro:IPR002493"
/db_xref="UniProtKB/TrEMBL:039492"
/translation="MALGRLEFACLGVDIHAVADRVEVPDERNFIAPAFPLRFWDEPV
FARIGDADAPARELAAARARNQAAAAAADNLLAKQRAAGAEVDARIRPIEARVAEVAA
VLADLEEAARRAEEADAAAESARAGRAAADAEEGGGGAGALEAVRARRVQIAKNDPPL
EYDTTLAADLLAMVYTARAGGGSAGIVFGTWYRTLODRLIAERPLATRGMDYRDGRMS
RTFMAAAVAALQSSGRMYVGNRAYSAFECAVLCLHLAHRAVAGGSQSPVTFVGLVEQI
PAYLDALARAIDEGAARRVQYAFDLERLPRGQFQAPGGGAGRYERGALEAHAVVAALQ
RLRVLPAIPGALGGGAAPARAADADGVAYVDDVHRAAGAYLARAQNLFLAEDQSLLRA
TVDTITALLLVRRLLWNGNVYADKLRNNFQIGTLVPGAAAPGDVTRGADGGLDGAVGA
RSGDANLTFLCARYVARVYEACPEVEVTQLFPGAAALALDALAPRSAAGAPRAISVSG


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58678&to=59604
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=58678&to=59604
https://www.ncbi.nlm.nih.gov/protein/2653322
https://www.ebi.ac.uk/ego/GProtein?ac=O39491
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001847
https://www.uniprot.org/uniprot/O39491
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=60602&to=62398
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=60602&to=62398
https://www.ncbi.nlm.nih.gov/protein/2653323
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002493
https://www.uniprot.org/uniprot/O39492

gene

CDS

gene

CDS

gene

CDS

GRHQGGLLRLVALELENRHRAAPAPVVEVVAAHDAVALQYERGLGVLMQQPRLRRALD
ETRRLSQFNVASDYDLLYFLCLGEVPLFTSAV"

complement (62380..63261)

/gene="UL24"

complement (62380..63261)

/gene="UL24"

/codon_start=1

/product="virion protein"

/protein id="CAA06110.1"

/db_xref="InterPro:IPR002580"
/db_xref="UniProtKB/TrEMBL:Q77CC5"
/translation="MARDRDRRARLRAGIRCHSRFYEALACDARAAVGAQKLRPRLAQ
LLGKFGAPEVFKQVVGVSLSFEVNLQSRRPDCVCLLRVAEAGHARAVCLIVELKTCRF
STNMNTPSKMDQRLGGLRQLRDSARLVRDLAPPGPDPVVLAPVLVEVSQRGMRVLRVT
RLPAQTIASNAARLEAIIAGLAEYAPFARARSRRAGRSPRGKRKAEQPRPRROKGQOPL
PLATGKRAAVAATPRPPAGDPGPAEAGESGRPVGGSRHAGNSAGGCAKDASGGAACLG
EISALFVAASGPWRSGV"

63260..64339

/gene="UL23"

63260..64339

/gene="UL23"

/codon_start=1

/product="thymidine kinase"

/protein id="CAA06111.1"

/db_xref="GOA:Q77CC4"

/db_xref="HSSP:1KIM"

/db_xref="InterPro:IPR001889"
/db_xref="UniProtKB/TrEMBL:Q77CC4"
/translation="MAEPARALRVVRIYLDGAHGLGKTTTGRALAAASTAGEGVLFFP
EPMAYWRTMFGTDALSGILAASARCAAASHGSARGAGGPAHRADADAAGLVAYYQARF
AAPYLILHARVSALLAPPGPAPGGTVTLVFDRHPVAACLCYPFARYCLREINAEDLLM
LAAAMPPEAPGANLVVCTLPPAEQQRRLAARARPGDRADAGFLVAVRNAYALLVNTCA
FLRAGGAWRDGWDALEWADANALAALADPSCDECKMAPAPALRDTLFAALKCRELYPG
GGTGLPAVHAWALDALAGRLAALEVFVLDVSAAPDACAAAVLDMRPAMQAACADGAAG
ATLATLARQFALEMAGEATAGPRGL"

64455..66983

/gene="UL22"

64455..66983

/gene="UL22"

/codon_start=1

/product="glycoprotein H"

/protein id="CAA06112.1"

/db_xref="GOA:P27599"

/db xref="InterPro:IPR003493"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=62380&to=63261
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=62380&to=63261
https://www.ncbi.nlm.nih.gov/protein/2653324
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002580
https://www.uniprot.org/uniprot/Q77CC5
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=63260&to=64339
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=63260&to=64339
https://www.ncbi.nlm.nih.gov/protein/2653325
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC4
http://mrs.cmbi.ru.nl/m6/search?db=all&q=1KIM
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001889
https://www.uniprot.org/uniprot/Q77CC4
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=64455&to=66983
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=64455&to=66983
https://www.ncbi.nlm.nih.gov/protein/2653326
https://www.ebi.ac.uk/ego/GProtein?ac=P27599
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003493

gene

regulatory

gene

regulatory

CDS

/db_xref="UniProtKB/Swiss-Prot:P27599"
/translation="MRRPLCAALLAAAVLALAAGAPAAARGGAGGRSREHRDARYEIE
EWEMVVGAGPAVHTFTIRCLGPRGIERVAHIANLSRLLDGYIAVHVDVARTSGLRDTM
FFLPRAAVDNASAADIPDTPAVQSHPGLFGAAFSWSYLQTRHLVDYDLVPSRPLODWY
FSQARAESNAARPPPAPRVTPTPAGRVAAFDINDVLASGPEHFFVPVRADRKRRERHV
ADFAAVWPVSYIPAGRAVLSCERAAARLAVGLGFLSVSVTSRDLLPLEFMVAPADANV
RMITAFNGGGAFPPPGPAAGPQRRAYVIGYGNSRLDSHMYLTMREVASYANEPADEFRA
HLTAAHREAFLMLREAAAARRGPSAGPAPNAAYHAYRVAARLGLALSALTEGALADGY
VLAEELVDLDYHLKLLSRVLLGAGLGCAANGRVRARTIAQLAVPRELRPDAFIPEPAG
AALESVVARGRKLRAVYAFSGPDAPLAARLLAHGVVSDLYDAFLRGELTWGPPMRHAL
FFAVAASAFPADAQALELARDVTRKCTAMCTAGHATAAALDLEEVYAHVGGGAGGDAG
FELLDAFSPCMASFRLDLLEEAHVLDVLSAVPARAALDAWLEAQPAAAAPNLSAAALG
MLGRGGLFGPAHAAALAPELFAAPCGGWGAGAAVAIVPVAPNASYVITRAHPRRGLTY
TLOGIDVANPLLVTFVRGTSCVSASGAVEARRLAVPGPLDACAYCGSVEVRYLPSGAV
MDIVLIADKRTEVEFSRGANSSMPVEFNPRLHSGRSRAMLLEPNGTVVSVLAFAGHEAP
TFSPAYVWASVGGALVAGTTIYAIAKMLCSSVPLARGYSSVPVE"

67031..67036
/gene="UL23"
/gene_synonym="UL22"

67031..67036
/regulatory class="polyA signal sequence"
/gene="UL23"
/gene_synonym="UL22"

complement (67092..68857)
/gene="UL21"

complement (67092..67097)
/regulatory class="polyA signal sequence"
/gene="UL21"
/note="noncanonical AATAAT"
complement (67133..68857)
/gene="UL21"
/codon_start=1
/product="virion protein"
/protein id="CAA06113.1"
/db_xref="InterPro:IPR004936"
/db_xref="UniProtKB/TrEMBL:Q77CC3"
/translation="MELAYHSVVAHNGVSFYVSAAGDVAYFVYAGTVVSVARRGGEAV
KFGLELRGWGRSDRAVANYVRAELARAVPLAPSGATDGEDDPDGGGAFVDCLARLRPR
GGAPAAGADLCGRFDVPVGDPYLAECEVSLGVASGLVLTTGYHDAERRVLHLEFDVPTI
TNALSGEVYAPNRECFALMQACLRPRRGPCAPYCAGEFLSRRCRGGLRRGAGEGADARS
PATTEVIVTTARAAAFAPPQARREAAVSSEFVQVRLIPRTYNAWAMTGPPLSAATPCRG
CVPSCCADAVVLKSDHWAGIDETLNEARGDLVAAATALFGPRGRRGEVGESVADYGE'S
FCORFALCQFLLSRWGMASCYGALEHLAESYAANYPHRAAAPLDEGTVADAANDILRE
LCVLGRFAEALARADLGEPPAPAEKGGAGGDGGGYDYDCDCDDAAAAARALDLEMTAV


https://www.uniprot.org/uniprot/P27599
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=67031&to=67036
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=67031&to=67036
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=67092&to=68857
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=67092&to=67097
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=67133&to=68857
https://www.ncbi.nlm.nih.gov/protein/2653327
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004936
https://www.uniprot.org/uniprot/Q77CC3

gene

CDS

regulatory

gene

CDS

LSLASRHTRRRIVETGSADELRRAEGHVRAMLLHLYAGGAAGAGARARDALGTAAPHV
TLMEAEQLTAFDRAPAARHGVCYLRALVDRRLGAAGITPPSDSEYEDGNSDGEGEGEG
EAGAGTEP"

68969..69684
/gene="UL20"
68969..69664
/gene="UL20"
/codon_start=1
/product="virion protein (membrane)"
/protein id="CAA06114.1"
/db_xref="GOA:Q77CC2"
/db_xref="InterPro:IPR007629"
/db_xref="UniProtKB/TrEMBL:Q77CC2"
/translation="MLGPESAALLRAPEPPLGGADAEEGAAGASPGDSGSDDEEDELL
RCVALSAYGGDVDFLTRSPRLAPRADGRAAFSAYVVEFGAASAFGLNPACCLLEFLYYYR
TFGDATFAVAGAAATLAYYARLAAAAGFLYAGVRADRLPFGRGPRALLAALVLARAAV
FAAVALPAAFAGPALFLRLSAAVADGGARAAAAGLLLAGLAAYTADLVCDVIGFFAPR
AWMRVCLGGHVAV"

69679..69684
/regulatory class="polyA signal sequence"
/gene="UL20"
/note="noncanonical TATAAA"

69737..73894
/gene="UL19"
69737..73894
/gene="UL19"
/codon_start=1
/product="major capsid protein"
/protein id="CAA06115.1"
/db_xref="GOA:Q77CC1"
/db_xref="InterPro:IPR000912"
/db_xref="UniProtKB/TrEMBL:Q77CC1"
/translation="MDRQSEPPRAPAYTGGLVSGQVLSNIEVACHRALFSFFQQVRSD
DNGLYAAAFDALLGTYCNTLTLVRFLELGLSVACVCTKFPELNYVHEGTIQFEVQQPM
IARDGPHPVDQPVHNYMVKRINRRSLSAAFSIAAEALGLLAEEASDGTQVSSAMRMRA
IQQLARNVQTVLDSFERGTADQLLRVLLEKAPPMSLLVPLSLYREDARLAGSRRAALV
SELKRPVRDDAFFLNKSEGAPGRELALAKITDLVGCTAASVAVPRLTHCDTRGRPVDG
VLVTTAGIKQRLLGGVLALADSEADVPVTYGEFVISGLNLVTALTMGKALRGLDDVAA
HLLGLEGTAGPGLAVAADYDAPAVARVKADLVAVGDRLVEFLEALEKRVYQATRVPYPL
VGNMDLTEVMPLGLYKPPADRYSRHSGSFAPPPGHPDPRMEFPPRSVFEFEFNKDGALTEV
SFGAAMGTLCHPSFLDVDPVLAALGRRGQRREAEWCLEGAYVADPGEQELADQVRHFL
DAWHALLPPRPRWVMECAMTPEQMVAPGNPNMPLELHPAFDFFLGPADVELPGPPNPP
QVMPAMQAMPRIINGNIPVPLCPVDFRDGRGFELSVDRHRLSPATVAAVRGAFRDPNY
PMAFYIIEAVIHGSERTFCALARLVMQCVTSYWRNSRCAAFVNSEFPMVMY INAYLGNG


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=68969&to=69684
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=68969&to=69664
https://www.ncbi.nlm.nih.gov/protein/2653328
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC2
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007629
https://www.uniprot.org/uniprot/Q77CC2
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=69679&to=69684
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=69737&to=73894
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=69737&to=73894
https://www.ncbi.nlm.nih.gov/protein/2653329
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC1
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000912
https://www.uniprot.org/uniprot/Q77CC1

misc feature

gene

CDS

gene

regulatory

gene

regulatory

ELPEDCTAVYKDLLEHLHALRRLVDEYTVPHAPLGGEQEHAALNHALLDPVLPPPLIW
DCDAVMALQRRTRRAARARVNGAAPHVVARRELAEANFRNVGPDLVHNRPVRGGGPGA
YPVPHHGDEWLVLAKIFYYAVVPAFARGACCSMGVHYDRVYPLVQSVVVPDLPPDEEP
PAGPEHPRHPLHPTNLVANSENVLLHNARVAVDADALLVLQEAVTNMAERTSVVVVDA
GPDAGTATAATRNMRTLDAALHHGVLMMAYQRNDETLLDGAFFYPAPVHALFACPDHL
HAMRGLGONALLAARHVPPVPHEVGANYYATVRQPVAHHAAQSRADENTLTYALMGGY
FKLSPLALTHQLRTGLHPGFGLTVVRQDRFATENMLFAEKASESYFVGQLQVARHEAV
GGVGFTLTQPHARVDLGVGYTAAYAAAAMRTPLTDLGNTPONLYMTRGDPPMVNGDAD
GFVRTVNAGSRIRPQGPAPLFGPIMPAAPAGTARGQAAVCEFIATPVSADLAYFRSPC
NPRGRSAGAAYAGDGESDADDLMFDHGQGDPAHPHRATVNPWASQRHSYGDRLYNGQY
NMSGASPVYSPCFKFFTPAEVSAKDRCMSRLIAEVGAGVSRSTSDTELQFKQPPGTGE
LVEDPCALFQEAYPPLCASDAALLRDRLAAPGGAAAGVEGRLEEGHFAQYLIRDASPV
RGCLPVG"

complement (70868..72949)
/product="putative antisense ORF overlapping UL19"
/standard name="UL19.5"
73983..74933
/gene="UL18"
73983..74933
/gene="UL18"
/codon_start=1
/product="capsid protein"
/protein id="CAA06116.1"
/db_xref="GOA:Q77CCO"
/db_xref="InterPro:IPR002690"
/db_xref="UniProtKB/TrEMBL:Q77CCO"
/translation="MAQPEAFEVEIVLPGDLSHGDLAALQKCEGKVVFFTTLRRRVPL
ADVALASEFSVNGVAPDTLGLMAAYRCREFPAVVLRVAPGRMMAAPLGVGPMPRGAFLON
TGPFDLCNGDAVCLLPPLLGPARALALASAGAELLFPMTVPLPQARALVARVVARAVE
ALGDRAAAARARAADVMYHNGRRYQVTPDVLCREGADAAARTLVLNMVENVNEGSLLL
LSLIPNLLTQGLODGVANAIVQLGSASREAGQLLRLEPAEPRQDGGRRFCLYGALAAW
ISSATRLGDAVGARPLAKVCTFDGPSVVRVGEKAPIVVPL"
74988..74993
/gene="UL19"
/gene_synonym="UL18"

74988..74993
/regulatory class="polyA signal sequence"
/gene="UL19"
/gene_synonym="UL18"
complement (75042..80655)
/gene="UL15"

complement (75042..75047)
/regulatory class="polyA signal sequence"

/gene="UL15"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=70868&to=72949
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=73983&to=74933
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=73983&to=74933
https://www.ncbi.nlm.nih.gov/protein/2653330
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CC0
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002690
https://www.uniprot.org/uniprot/Q77CC0
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=74988&to=74993
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=74988&to=74993
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=75042&to=80655
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=75042&to=75047

CDS

intron

gene

CDS

complement (join (75077..76261,79633..80655))

/gene="UL15"

/function="involved in genome cleavage/packaging"
/codon_start=1

/product="UL15 protein"

/protein id="CAA06117.1"

/db_xref="GOA:Q77CBI"

/db xref="InterPro:IPR003498"

/db xref="InterPro:IPR003499"
/db_xref="UniProtKB/TrEMBL:Q77CBI9"
/translation="MFGGAVGEQSARYFQRLLRERQRRAAERGARPDGGGGARGEDDA
RVPFLDFAVAAPKRHQTVVPGVGTLHGYCELAPLFAATASRLLLTSMARAEAGLNTGT
GEAHVSRELAGVLSALRFAAHPPAEAAAHCNAYHSVMAALESMRASGAFAQVAAFVAR
FSRLVGTSFSHLGGGDDADPPRAKRARVEPPSGQTRGALELFQKMILMPATYFVAATL
LGEHAERIGAFLRVAFNTPDFSDAAVAHFROQRATVFLVPRRHGKTWELVPLIALALAT
FKGIKIGYTAHIRKATEPVFEEIVARLROQWEFGGERVDHVKGEVISFSEFPDGARSTIVE
ASSHNTNGIRGODEFNLLEVDEANFIRPEAVQTIVGFLNQASCKIIFVSSTNTGKASTS
FLYNLKGASDGLLNVVTYICNEHTPRVAAHGGATACSCYVLNKPVFITMDAAARNTAE
TFLPNSEFMQEIIGGGEVARRAEPAAVEFTRAAGEQFLLYRPSTAAARGPWPERLYMYID
PAFTSNARASGSGIAVVGRHRGSWLVLGLEHFFLPALTGSSAAETIARCAVRCFAQVMA
VHRRRLDGLFVAVEGNSSQDSAVAIALGVRRELDSLAASGAVPMPAETRFYHCRPPGS
AVAYPFFLLOQKQKTAAFDHFIRLENSGRVVASQDLASLTVRLOQTDPVEYLFEQLONLT
ESTAGPGGARAFSGKRRGAADDLMVALVMAVEFVGSLPPTDGAFCPLAPRPPAD"
complement (76262..79632)

/gene="UL15"

76332..78437

/gene="UL17"

76332..78437

/gene="UL17"

/function="involved in genome cleavage/packaging"
/codon_start=1

/product="UL17 protein"

/protein id="CAA06118.1"

/db_xref="GOA:0Q77CB8"

/db_xref="InterPro:IPR007640"
/db_xref="UniProtKB/TrEMBL:Q77CB8"
/translation="MEAHLANETKHCLARGRSAAGTVVHLIISSDCLRAAGADPGRLF
TASGGAPGAAAGAPRGGSARADFSAAAQTRFHGSGACSAWEPVFAAYVPAGALASVLL
PTQPAARPPIFAAAGGGEDRGGLFVSLPVALPEGGEGAFFDPFTRAALRLEMADGELV
DLLFAYEELLPAGTRYEADVPRLAALCWQFVHYTRRHAGLPAAAVAAAEHMEACLTEG
GRAPPLPPGGQIRPERLLAEGGFDDPAAVARLEDSDQEVLALIRRAAEVVAARHPLRR
ARAPIGGPRAVAAGLLQGARATAAACAATAPVLPPDAATALLPATEPRAAGPGLGAVA
RALAGDTLVATAATRQARTLTEWFDAGHCALLGGDTPCDAWRRRPLSLVARRHYETGE
GFVVVAYEQSAGWGGRRAPGPARRPESVAGELARACEREGVAHPRALSAAARAELARR


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?location=79633:80655:2,75077:76261:2
https://www.ncbi.nlm.nih.gov/protein/2653331
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB9
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003498
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003499
https://www.uniprot.org/uniprot/Q77CB9
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=76262&to=79632
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=76332&to=78437
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=76332&to=78437
https://www.ncbi.nlm.nih.gov/protein/2653332
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB8
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007640
https://www.uniprot.org/uniprot/Q77CB8

gene

CDS

gene

regulatory

gene

CDS

gene

HPFLAAPLGEDGAPPVEAFDAGAEVLLAERFKAACARALVRAWRACEARPDLPQRFHY
DVREAQRGCLEDVARRVPAFLRALASALGALSAREFLNSALCAAAVAHLSATSPGGRG
VLPYHRACFSLLAGGERALLFDYFSFGGEVIKVSRSPLAATTAQESGRRPGSIRLLDA
GAKSGRAPACGSYPPGESYAYACVGFSRRLRCTVVFPGGFALEADVAAHLDWPARLCE
AVLGRLGRPLPAPPGAPAP"

78471..79490
/gene="UL16"
78471..79490
/gene="UL16"
/codon_start=1
/product="virion protein"
/protein id="CAA06119.1"
/db xref="InterPro:IPR004286"
/db_xref="UniProtKB/TrEMBL:Q77CB7"
/translation="MAEDPAAAGALLARALTEELGCLHLVRTDSRVKIYVAVATLGRL
LARLVSPEDASPGAAVRVTLYITRPRSLELPPRHFHVLVLFGGAVARACVAGVRTRAL
VPGSTRVRAVFRDAVAVPAPADLPDPSAEVVPPAPAEHVDPFAFTAFARPPRDAADCE
QLAPGVWWSYADRRLYLVOMDEALLALCPAGWRSRSLGGVLGRLLSHPGGCAACTAKW
HIDALNAAPEPGACDVCPCAAPCLWKKARRQDVPVAGDSSLFRVLFTDAVARVRILGS
RRRPRITGALPELLAGVGPRGEAVPVNGAGWQLRVMDDDVTRLLASSCRAMRSCAAAR
GSPWG"

79577..79582
/gene="UL17"
/gene_synonym="ULl6"

79577..79582
/regulatory class="polyA signal sequence"
/gene="UL17"
/gene_synonym="ULl6"

80718..81386
/gene="UL14"
80718..81386
/gene="UL14"
/codon_start=1
/product="function unknown"
/protein id="CAA06120.1"
/db_xref="InterPro:IPR005207"
/db_xref="UniProtKB/TrEMBL:Q77CB6"
/translation="MATAALAGDPAPGSRTAARRRRLRLEEAHRREAIFKSRVVDLVR
AGADRDDPAFIHAFTAAKAARRDLGGQIRAAARVEAVRQHARDIETRVAAQAAVAAVL
AENRRFLRGDFLRAFDDAEDALLDQEERMGDAAADCGGDVGVGGAWLDGDDESLLAQW
LLOSAPRVGPDVLSDDWPAAPLGGLAAAPAGARVDAGSAAAAAGQAGPAAAFRERRPP
HSTP"

81301..82779
/gene="UL13"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=78471&to=79490
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=78471&to=79490
https://www.ncbi.nlm.nih.gov/protein/2653333
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004286
https://www.uniprot.org/uniprot/Q77CB7
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=79577&to=79582
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=79577&to=79582
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=80718&to=81386
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=80718&to=81386
https://www.ncbi.nlm.nih.gov/protein/2653334
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005207
https://www.uniprot.org/uniprot/Q77CB6
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=81301&to=82779

CDS

gene

CDS

gene

CDS

81301..82779

/gene="UL13"

/codon_start=1

/product="virion serine/threonine protein kinase"

/protein id="CAA06121.1"

/db_xref="GOA:Q77CB5"

/db_xref="InterPro:IPR000719"
/db_xref="InterPro:IPR008271"
/db_xref="UniProtKB/TrEMBL:Q77CB5"
/translation="MQARRQRRRARLGLPLLSGRDGRPTAPPDPRAGSSAPPLRRARG
RRPPRGGCGAAALAASGRRIRATPRADPPREPPAARSRAHILRLAAVERPGCPVEVAD
ASLRIRSAAELAGPAQLRGAGGYGSVVVHEAAGVAVKTFASAADFEHELLVTLLAGEC
SLRALRHARADAIIRPCGFSLRRRQLALPAYDADLVAYAEAAGRAVLSPAALAATIERA
FVGLGRAVVFLNASCGLAHLDIKGGNIFVNTAGALITRAVLGDFSLMTLTAQSALADA
EFLVSTDDGNSDGASDAVAGGRLRLRLPPDARMPDPEIVMGHCATRPSEMLLDFLNRH
GLRGRPEPLPADLGLAIDLYALGHALLELVLTGARETPEVQCARRQGALHMSARRVTC
GLVIGILAHRCALLPLVFPATPRTAACGVPWDEPAAVRAAIGNVAIRAAFDRTTEAHR
ARYTERVREALAAAPVRRALELAALFCHPNPRARRAALVLWS"

82776..84239

/gene="UL12"

82776..84239

/gene="UL12"

/codon_start=1

/product="deoxyribonuclease"

/protein id="CAA06122.1"

/db_xref="GOA:Q77CB4"

/db xref="InterPro:IPR001616"

/db xref="InterPro:IPR011335"
/db_xref="UniProtKB/TrEMBL:Q77CB4"
/translation="MSRAPLAKRARFELDSARRPRWSACRKGLWRAAWTSFWPRRRAK
ATATTRSFAARRTSGTCSPVRARRSQAAARGARGLFLAVEAATRGQAACDLWWLLRRS
LATASSVRWGAAGPRPLVRLGRGAAEERNTAATAFGRDNEPLARALVRACCVPPGDLP
TPDGLADGGGRADELGPVEFVEFDAAAGAAAESAAGAGAEAHTCGLLIDPRTGALGASID
MLVCDRDARGELAPHPTQTALGVFEIKCRAKYAFDPDDGARRRARTPPCCGRSAAALR
AFLRSVRRPGVEHCPPDGCPGAAEALASCADAWAPPPPAGAAPARRCSEFDWRHLALN
RSVTSRVWLFNEPAAHSGAIGLATWDTGEAALEAPLFANPRHANFKQILVQSYVLAGH
FPERAAALHLVTFIGRQRRAREQGPLEVRAGPGAETCTVPREGAVPVLLIATPVVVDG
ELARESLEQPAREAFRAAVKESWDRRRRAADAAATAS"

84191..84460

/gene="UL11"

84191..84460

/gene="UL11"

/codon_start=1

/product="myristylated protein (tegument)"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=81301&to=82779
https://www.ncbi.nlm.nih.gov/protein/2653335
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB5
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000719
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR008271
https://www.uniprot.org/uniprot/Q77CB5
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=82776&to=84239
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=82776&to=84239
https://www.ncbi.nlm.nih.gov/protein/2653336
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB4
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001616
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR011335
https://www.uniprot.org/uniprot/Q77CB4
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84191&to=84460
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84191&to=84460

/protein id="CAA06123.1"
/db_xref="InterPro:IPR020172"
/db_xref="UniProtKB/TrEMBL:Q77CB3"
/translation="MGQAASCSRCRRNRILTRAGDLVALDAAAFEDFSLDDLQALTAG
AAAGEEGGEDKKNADDDWSDVITSAPRRGOQRPPVKPYRPQRREVY"

gene 84490..84495
/gene="UL14"
/gene_synonym="UL11"
/gene_synonym="UL12"
/gene_synonym="UL13"

regulatory 84490..84495
/regulatory class="polyA signal sequence"
/gene="UL14"
/gene_synonym="UL11"
/gene_synonym="UL12"
/gene_synonym="UL13"

gene complement (84529..85846)
/gene="UL10"

regulatory complement (84529..84534)
/regulatory class="polyA signal sequence"
/gene="UL10"

CDS complement (84530..85846)
/gene="UL10"
/codon_start=1
/product="glycoprotein M"
/protein id="CAA06124.1"
/db_xref="GOA:P52370"
/db_xref="InterPro:IPR000785"
/db_xref="UniProtKB/Swiss-Prot:P52370"
/translation="MAGSAQPAAVHWRLWLAQVGVFAGLALLLLITLIGAASPGAGLP
CFYAAIVNYNARNLSADGGAWAQRELGARHPALFLETPTTAAFSAYTAVVLLAVAAFED
VAAATIIIRRENSGGFAAAYHMNALATLATPPGALLLGALAAWTLQAAVLLLSHKIMVL
AAATYLAHLAPPAAFVGLFCTAGLPGAEYAQAVHALRERSPRAHRLLGPGRAVMINLA
GGLLALIIGTAPLMLGQLLGAGLGLSLAQTVVAGVTVFCLAAVLFLVLTELVLSRYTQ
VLPGPAFGTLVAASCIAVASHDYFHQLRGVVRTQAPRAAARVKLALAGVALLAVAMLV
LRLVRACLHHRRKGSAFYGHVSAARQQAARYIARARSSRGMAPLEGDAAALLDRGVAS
DDEEAVYEAHAPPRPPTIPLRRPEVPHSRASHPRPPPRSPPPAHVK"

gene 85845..88424
/gene="UL9"

CDS 85845..88424
/gene="UL9"

/codon_start=1
/product="replication origin binding protein"

/protein id="CAA06125.1"


https://www.ncbi.nlm.nih.gov/protein/2653337
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR020172
https://www.uniprot.org/uniprot/Q77CB3
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84490&to=84495
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84490&to=84495
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84529&to=85846
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84529&to=84534
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=84530&to=85846
https://www.ncbi.nlm.nih.gov/protein/2653338
https://www.ebi.ac.uk/ego/GProtein?ac=P52370
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000785
https://www.uniprot.org/uniprot/P52370
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=85845&to=88424
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=85845&to=88424
https://www.ncbi.nlm.nih.gov/protein/2653339

gene

CDS

/db_xref="GOA:P52377"

/db_xref="InterPro:IPR003450"

/db xref="InterPro:IPR003593"

/db xref="InterPro:IPR014001"
/db_xref="InterPro:IPR014021"
/db_xref="UniProtKB/Swiss-Prot:P52377"
/translation="MTATPGAAADAVRVEGAGACSDGGEEARYASSASLARMLYGADL
SERVRRRHPAVCVEHQSGRPVALPSPLAADARRVTVVRAPMGSGKTTALLRWLGEALG
ATDASVLVVSCRRSFTRTLHERLRDAALPAFATYFDARSYVMTGAAYRRLLVQVESLH
RVDEELLGDYDILVLDEVMSTLAQLYSPTMGRLHRVDALLHRLLRRCPRIVAMDATVN
AQLVDLLAALRGAGSVHVVICDYASAGFLOQRRCTVARRLGARVLAARLKGDAEDGAED
GGASFFTRLRARLEAGHNVCVEFSSTVLEFSELAARFCLTFTPSVLVLNSTRPAEGDVSR
WRDVRVLIYTTVITVGLSFDHSYFHAMFAYVKPMSHGPDMVSVYQSLGRIRSLVDNEL
CVYFDSSAARPEPVETPMLLNHVVAEDGGWPATFSEVTNLLCCSFRAACAPAFRGARG
LALFPRFKYKHLFERCTLASASDSLNILHALLENNRVGFQLEALRSAHRRGILPLSRG
RARRRPAAAADLRALAAGIPSPVSAEGLAEHPAVAAFADKYLRAGGAPPAALEELLRA
LNGPAARARFVNLAVLGGCLHVPAAAESLEVFAGIYRHYASGEVPVLTEAGAVETAAL
APGLRWKPTALFGLRRMARALGLLRRRGGGEADDVADAAHGLTEPAIVELVGPPGGHD
YAQCLLEIARCNITPAGVMARGPVVAVAARLSGRGFAQGRGVGLGAAAHAVSVEFKVIW
EEVFGARLOKSTQTFPGHARVKNLRKHEIVALLDLAGIDRAGRDTHRELYRLLMSHKA
RFASPKYSLRLPKWGRLLGFAARGPEPGPDAPPEASLEAALARVPALHWPCAAGAVDE
CAL"

88485..90731

/gene="UL8"

88485..90731

/gene="UL8"

/codon_start=1

/product="component of DNA helicase/primase complex"
/protein id="CAA06126.1"

/db_xref="GOA:039494"

/db_xref="InterPro:IPR004996"
/db_xref="UniProtKB/TrEMBL:039494"
/translation="MPVSHSNGCVCGVSLYSAWAAGPDRARVLLALLCRMDDGGCDAK
FALVNVCARGVTALARGARDVTAARLEDLARAAAAPRALPLATLGHAATWKALYVSAL
AALRAQIGPFRFYRETRFGVDNDTGLLVSAEEPPDAADAAPRAAVLRSALRLAVEEDA
VRAAAAAAPAGGGSLARARLCAMRDGHADLSAPGNVVEFELTTKTARFYRIFADIAQP
PRKRAGRLADVFAHREYRVRTEGSAAPVVVRALVPVNEFDCVVADARAFSPMAAMLVFEA
QWHAALFTDGPAQVLGFLGPQLNPGGEERDYCFLLGFPGVPLVVSAADAGAVRDDLDA
HVLTDGLWPAFGVHVYHALGPWNFLDGAAVASLNRRIAAARAALPPGGSDGSDWPAGR
VSTILNSPACVRGLWLAKFDFSAFFPTLYAHLVPEHARLARAICARRDGRPGLKPSLL
TFFGGLRHVHAPAYEAVIALANAVAAAVERAANARNFAVCTYVKDGEWGAFGDAAPEV
VPREAALAAALALRDDCQRAAEAVLRAAGLHPAEGAELHLRFEGLFTHAVSWSANKYW
LWDATAGGAEGELEFVGFPCRTEFGRMAKRSLAGLLRRAVAQPERPSDTVAAAAAACDA
LVHAAFERRGDVRFWSATAPIADWGAVPRSALSGGDLLDADHGPRPYVLVAGHEAAPF


https://www.ebi.ac.uk/ego/GProtein?ac=P52377
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003450
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003593
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR014001
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR014021
https://www.uniprot.org/uniprot/P52377
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=88485&to=90731
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=88485&to=90731
https://www.ncbi.nlm.nih.gov/protein/2653340
https://www.ebi.ac.uk/ego/GProtein?ac=O39494
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004996
https://www.uniprot.org/uniprot/O39494

gene

regulatory

gene

regulatory

gene

CDS

gene

CDS

PLPWALYRSPVLLPDIACRAHMAPVLQELARMLNGALAALAAREGDDEPPIEEFEYNL
ADFDFLFA"
complement (90719..90724)
/gene="UL6"
/gene_synonym="UL7"

complement (90719..90724)
/regulatory class="polyA signal sequence"
/gene="UL6"
/gene_synonym="UL7"

90761..90766
/gene="UL9"
/gene_synonym="UL8"

90761..90766
/regulatory class="polyA signal sequence"
/gene="UL9"
/gene_synonym="UL8"
complement (90784..91683)
/gene="UL7"
complement (90784..91683)
/gene="UL7"
/codon_start=1
/product="UL7 protein"
/protein id="CAA06127.1"
/db_xref="InterPro:IPR002600"
/db_xref="UniProtKB/TrEMBL:Q77CB2"
/translation="MAEAYDGLTLGVPLEGSTLESLLQDAREGSGGPPQVLDDLVWTL
PRFVCEVREIPAGPPTFTSSSITHLRVEPSTGALLLTLDGRAEEVDCDAYRAECEAMP
AFRGFAFAVLTAMEDAVFATTVPAAVLPYRLALCRPKTREDFALCVVOMFLEGCSEAR
VGAALFVQLSCLLRRLRPPPARKMSRLLYVGAMRVLNTAMCMAGYSPFESQLVLPHYA
VARLLLAAGNPPSVITAIYHTGGAARRGGPAPERCPPGVINARPGLLNGPLAAQAFRD
AVYHWWTRIPDKLTPDKMFVSYD"
complement (91640..93706)
/gene="UL6"
complement (91640..93706)
/gene="UL6"
/function="involved in genome cleavage/packaging"
/codon_start=1
/protein id="CAA06128.1"
/db_xref="GOA:Q77CB1"
/db_xref="InterPro:IPR002660"
/db_xref="UniProtKB/TrEMBL:Q77CB1"
/translation="MAECERVVSERALNLAGSARNPGAPGPPGEWVRIHPTRGTRLFK
EILLGELGYTEGQGVYSAVRCTETVIRQVQOATILSTTLNAARYEDVARDWRAYTRARG
LRAADIAARYGPRGEAEVVRLAEHVFDTWRRTLOMSLVECVRGVAAAFPAGGAGSPAS


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90719&to=90724
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90719&to=90724
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90761&to=90766
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90761&to=90766
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90784&to=91683
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=90784&to=91683
https://www.ncbi.nlm.nih.gov/protein/2653341
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002600
https://www.uniprot.org/uniprot/Q77CB2
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=91640&to=93706
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=91640&to=93706
https://www.ncbi.nlm.nih.gov/protein/2653342
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB1
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002660
https://www.uniprot.org/uniprot/Q77CB1

gene

CDS

gene

CDS

FARYVDWLVCLGLVPLRRIGLAVPAPSRRRGPLPALARAGPAPGRCRRVLAECEAFAA
DLLRCAGAVTVLDYDRTEILYNFRKKQFAVREAVTGEEGECFVLWAPVWRGGDVLFES
PMORLHGEVLACHALREHARLCQLLNTVPLKVLVGRRAEALRAKPPGAPSVEKLLGEG
EDAAASSSAARLIKLIVNMKGMRHIGDISETVRSYLDDTAAGLFDVSDVDTSQPGFEGA
AGGRAGGGADSRSRTAFRASVVHSINGMLEGYVSNLFKTIESLKGANRDLADKLRAKS
ASCRRLESARCWPPKRPTPRAGGAGRRPARVRCRRAPRTAELGHEVIDISGLMGPDSY
VANSFQSRYIPTYADDVERLSRLWEQELLRCFKLARTANNQGQEVSVVYSNSSISLIL
APYFFSVLRVRRFGFLIAHQEACRSEEELCGAVFKKTRLETYLAELAATIFTADARRAL
QLGLASRGARERSGSRSRSRSRSRERGRSKSRSRSRSRSREEKRRRERREDGRGVRRT
YAGRAP"

order (93756..96272,96352..96357)

/gene="UL5"

93756..96272

/gene="UL5"

/codon_start=1

/product="component of DNA helicase/primase complex"
/protein id="CAA06129.1"

/db_xref="GOA:Q77CBO"

/db_xref="InterPro:IPR003840"
/db_xref="UniProtKB/TrEMBL:Q77CBO"
/translation="MEREAFSAEVFLNFTSMHEIQPIVKRIRQLEAARLPAAARPPLG
WEFRAAAAAESPLDFAPRELPFAAYLITGNAGSGKSTCIQTLSETLDCVITGATRVAAQ
NVYLKLAAAYHSRHINTIFQEFGFRANHVQOAQLGRHQYVCAASPPSIQDVQFRDLVYY
WEVLGDISRRLLGAAASRGQFEALRAAELAAGRPRGAVERLAPCVHGSLPAFARSNVI
VIDEAGLLGRHILTAVVYCWWLINAAHDSAQYRDGAMPVVVCVGSPTQTDSLESTFEH
HKLKCRVRSSENVLTCLITNPTLREYAAIPHNWTIFINNKRCQEYEFGELLKTLEYGL
PVTEEHLALVDKFVVPDAFINNPANLQGWTRLYSSHREVSAYMSRLHAHLKVAEGRSR
FVVFTLPVYTEVNIRTFEDYRTATGQPGLGVEKWLQOANSGRITNYSQSRDQDAQSPHC
EVCSAKGLVVARSDVTYVLNSQVTVTTRLKKLVFGFSGTFADFIAVLRDDGEVRAQSE
TSVEYAYQFLAALLFGGMIAFYNFLRTPGLDPGRVDEAYRRLARATQEALGPAADDAV
DWRGLAADRAAGSEAGAGDNDDDLVFAALDEGTLDLLYCNYEFQRPTSAHEIYAQFLL
LKNLFAARFDVCRTLFGAAFADAPFEAYVDNLSFKGCEVEFTGSLRGGLVSMALQTDTY
TLMGYAHAPPSLLSEEPGRRRLPDGVAELLSTLDVPNIVVRDQRGFVSVLHTNVSEEV
EALDDKELEMAVSVDYGISSKLAMTIARSQGLSLDKVAVCFARGNLRLNAVYVALSRS
VSSRFLRMNLNPLREPHERDTMISEHILAALRDENVHIVY"

96293..96850

/gene="UL4"

96293..96850

/gene="UL4"

/codon_start=1

/product="virion protein"

/protein id="CAA06130.1"

/db xref="InterPro:IPR004958"
/db_xref="UniProtKB/TrEMBL:039495"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?location=93756:96272,96352:96357
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=93756&to=96272
https://www.ncbi.nlm.nih.gov/protein/2653343
https://www.ebi.ac.uk/ego/GProtein?ac=Q77CB0
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003840
https://www.uniprot.org/uniprot/Q77CB0
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96293&to=96850
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96293&to=96850
https://www.ncbi.nlm.nih.gov/protein/2653344
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004958
https://www.uniprot.org/uniprot/O39495

regulatory

gene

regulatory

gene

regulatory

gene

CDS

gene

CDS

/translation="MALAAPGPGTTTLIAYSLYEIKMAPLWALPHCEQVVCECAAGDR
SVSVGGGLACDALPAGTLVLQHGPAATLVAVDCGSEYCSYAFTHASACNSLSLREGSV
FVVPFDEWAATDRARRLCSRARGLLAVCLGARRDIHVTITVYGQSTAPATAPPPGDVL
EAILQESEIRDCDARPSGSRPCGEE"
96352..96357
/regulatory class="polyA signal sequence"
/gene="UL5"
96864..96869
/gene="UL4"
96864..96869
/regulatory class="polyA signal sequence"
/gene="UL4"
complement (96883..96888)
/gene="UL1"
/gene_synonym="UL2"
/gene_synonym="UL3"
/gene_synonym="UL3.5"
complement (96883..96888)
/regulatory class="polyA signal sequence"
/gene="UL1"
/gene_synonym="UL2"
/gene_synonym="UL3"
/gene_synonym="UL3.5"
complement (96914..97294)
/gene="UL3.5"
complement (96914..97294)
/gene="UL3.5"
/codon_start=1
/product="UL3.5 protein"
/protein id="CAA06131.1"
/db_xref="UniProtKB/TrEMBL:Q77CA9"
/translation="MARVRAGSVFGEARVATVADYTQFLAANRAAAAKLRAAAAAVGE
SSPDAAARRVRRAPSLRAARRPEGPEAAVPANEERLPPAEARAARLYAAASPARARRS
LPSADRRPPPPPTRPFPPNYRTFQ"
complement (97297..97911)
/gene="UL3"
complement (97297..97911)
/gene="UL3"
/codon_start=1
/product="phosphoprotein"
/protein id="CAA06132.1"
/db_xref="InterPro:IPR005035"
/db_xref="UniProtKB/TrEMBL:039496"
/translation="MRRVEPVLSLLAAGGWQVSAAAAASASAPADDGERSSGPALAGP


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96352&to=96357
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96864&to=96869
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96864&to=96869
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96883&to=96888
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96883&to=96888
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96914&to=97294
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=96914&to=97294
https://www.ncbi.nlm.nih.gov/protein/2653345
https://www.uniprot.org/uniprot/Q77CA9
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=97297&to=97911
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=97297&to=97911
https://www.ncbi.nlm.nih.gov/protein/2653346
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005035
https://www.uniprot.org/uniprot/O39496

gene

CDS

gene

CDS

gene

CDS

GLAAAGLGPNPDCVAFDTLEMVSSIDELGRRQLTDTIRKDLKRTLAKYTIACTKTSSFEF
SGAQARGLSARPWRGCGARLRSNKSLOMFLLCQRAHAQRVRDQLHSVIQSRKPRKYYT
RSSDGGTRPAVPVYVYEFSAAGPVYIHRDNTLGPDSRPGEQPHR"

complement (97958..98863)

/gene="UL2"

complement (97958..98863)

/gene="UL2"

/codon_start=1

/product="uracil DNA glycosylase"

/protein id="CAA06133.1"

/db_xref="GOA:039497"

/db_xref="HSSP:1UDI"

/db xref="InterPro:IPR002043"
/db_xref="InterPro:IPR005122"

/db xref="InterPro:IPR018085"
/db_xref="UniProtKB/TrEMBL:039497"
/translation="MPRPRPRPRLRPRLRPRLRPRLRPRLRPRLRPRLRPKRAESLCP
RLRGAAPPKRRRPNGLPACVTALEDQRAITWGAFAAEFGVHEAWRRVLEPELAMPYTR
HALREYERRSRVEQVLPPKADIFAWTRYAAPEDIKVVILGQODPYHSRGQAHGLAFSVN
RGVPVPPSLONIYAAVQKNFPGAPRPSHGCLEDWARRGVLLLNTSLTVRSGAPGSHSS
LGWGRLVHAVLARLSAESGPLVFMLWGAHAQRAFGAAGKRHLVLTYSHPSPLSRAPEV
HCTHFAEANAFLEQHGRGGVDWSIV"

complement (98866..99342)

/gene="UL1"

complement (98866..99342)

/gene="UL1"

/codon_start=1

/product="glycoprotein L"

/protein id="CAA06134.1"

/db_xref="InterPro:IPR007923"
/db_xref="UniProtKB/TrEMBL:039498"
/translation="MAPAVARACAWALLAALLWLPPAGATRRADSAESILAERCRGNL
LLADRPQHEEAAPGLAGIFIRGRCSPPEAALWYEDTGETYWANPYAVARGLAEDIRRV
LADTPVYRDLAIQVLNSAFGLPHEVRAPLPPPPRGCVLPPRYHTTGPCGPGDGIYR"
99239..99532

/gene="ULO.7"

99239..99532

/gene="ULO.7"

/codon_start=1

/product="UL0O.7 protein"

/protein id="CAA06135.1"
/db_xref="UniProtKB/TrEMBL:039499"
/translation="MDSALSARLVAPAGGSHSSAASSAQAQARATAGAMPLVVAAGAG
VYLRRPTCDVYMHAHRRPPGAEAKGWAAGRILAPATQPSTHCVCVGEKPQGTR"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=97958&to=98863
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=97958&to=98863
https://www.ncbi.nlm.nih.gov/protein/2653347
https://www.ebi.ac.uk/ego/GProtein?ac=O39497
http://mrs.cmbi.ru.nl/m6/search?db=all&q=1UDI
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002043
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005122
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR018085
https://www.uniprot.org/uniprot/O39497
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=98866&to=99342
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=98866&to=99342
https://www.ncbi.nlm.nih.gov/protein/2653348
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007923
https://www.uniprot.org/uniprot/O39498
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=99239&to=99532
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=99239&to=99532
https://www.ncbi.nlm.nih.gov/protein/2653349
https://www.uniprot.org/uniprot/O39499

gene

CDS

gene

regulatory

gene

regulatory

gene

CDS

CDS

99827..100090
/gene="ULQO.5"
99827..100090
/gene="ULQ.5"
/codon_start=1
/product="UL0.5 protein"
/protein id="CAA06136.1"
/db_xref="UniProtKB/TrEMBL:039500"
/translation="MRKPLRGCVGRPGSEPPRLWAGGSGLWCGVGAAGGRLVLCVARP
RPRTVLMPAFAPRRERSTLLPRGRRNGPRPVHPTSHNRQIFVH"
100132..100137
/gene="ULO.7"
/gene_synonym="ULQ.5"

100132..100137
/regulatory class="polyA signal sequence"
/gene="ULO.7"
/gene_synonym="ULQ.5"

complement (100475..102700)
/gene="BICPO"

complement (100475..100480)
/regulatory class="polyA signal sequence"
/gene="BICPO"

100489..102214
/gene="LRORF2"
100489..101034
/gene="LRORF2"
/codon_start=1
/product="product of latency-related gene"
/protein id="CAA06137.1"
/db_xref="UniProtKB/TrEMBL:Q77CA8"
/translation="MRDLGHKSPAHARAVTFGLGMTAATAARKLSMQAGGRKYTAVRC
GGLRVAEWVGGEPAAATITIAARRCRRCSGRAARPGSGPGDRLAAAPGPRCCGGGSPGGFEF
LAPRRPLPFRCAASSAPSSRGRGPGRPAPWRSLAFSPGRGCHCGRPRPGRLRPGPERR
PAGGRRQGRGRRETGSGLGWK"
complement (100670..102700)
/gene="BICPO"
/codon_start=1
/product="immediate-early transactivator protein with Zn
finger (cell nucleus)"
/protein id="CAA06138.1"
/db_xref="GOA:P29128"
/db xref="InterPro:IPR001841"
/db xref="InterPro:IPR013083"
/db_xref="InterPro:IPR017907"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=99827&to=100090
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=99827&to=100090
https://www.ncbi.nlm.nih.gov/protein/2653350
https://www.uniprot.org/uniprot/O39500
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100132&to=100137
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100132&to=100137
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100475&to=102700
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100475&to=100480
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100489&to=102214
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100489&to=101034
https://www.ncbi.nlm.nih.gov/protein/2653351
https://www.uniprot.org/uniprot/Q77CA8
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=100670&to=102700
https://www.ncbi.nlm.nih.gov/protein/2653352
https://www.ebi.ac.uk/ego/GProtein?ac=P29128
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001841
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013083
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR017907

regulatory

intron

misc feature

gene

regulatory

CDS

/db_xref="InterPro:IPR018957"
/db_xref="UniProtKB/Swiss-Prot:P29128"
/translation="MAPPAAAPELGSCCICLDAITGAARALPCLHAFCLACIRRWLEG
RPTCPLCKAPVQSLIHSVASDECFEEIPVGGGPGADGALEPDAAVIWGEDYDAGPIDL
TAADGEASGAGGEAGAADGSEAGGGAGGAEEAGEARGAGAGRAAGAAGGRAGRGADAA
QEFIDRVARGPRLPLLPNTPEHGPGAPYLRRVVEWVEGALVGSFAVTARELAAMTDYV
MAMLAECGFDDDGLADAMEPLIGEDDAPAFVRSLLEFVAARCVTVGPSHLIPQQSAPPG
GRGVVFLDTSDSDSEGSEDDSWSESEESSSGLSTSDLTAIDDTETEPETDAEVESRRT
RGASGAARARRPAERQYVSTRGRQTPAVQPAPRSLARRPCGRAAAVSAPPSSRSRGGR
RDPRLPAAPRAAPAAQARACSPEPREEGRGAGLGVAAGETAGWGAGSEEGRGERRARL
LGEAGPPRVQARRRRRTELDRAPTPAPAPAPAPAPISTVIDLTANAPARPADPAPAAA
PGPASAGAQIGTPAAAAAVTAAAAAPSVARSSAPSPAVTAAATSTAAAISTRAPTPSP
AGRAPAADPRRAGAPALAGAARAEVGRNGNPGRERRPASAMARGDLDPGPESSAQKRR
RTEMEVAAWVRESLLGTPRRSSAALAPQPGGRQGPSLAGLLGRCSGGSAWRQ"

102209..102214
/regulatory class="polyA signal sequence"
/gene="LRORF2"

complement (102705..108190)
/note="alternative intron spliced out to produce
immediate-early RNA 2.9 and BICPO"

102918..114234
/note="internal repeat of the short segment IRS"
complement (103627..107704)
/gene="BICP4"

complement (103627..103632)
/regulatory class="polyA signal sequence"
/gene="BICP4"

complement (103673..107704)
/gene="BICP4"
/codon_start=1
/product="immediate-early transactivator protein (cell
nucleus)"
/protein id="CAA06139.1"
/db_xref="GOA:Q4LDG6"
/db_xref="InterPro:IPR005205"
/db_xref="InterPro:IPR005206"
/db_xref="UniProtKB/TrEMBL:Q4LDG6"
/translation="MSSPGRLELATLDLYDLIESADLGPTGGSEEDPALLDAARRAEA
RERRRAARAELAELWRMVGGEDAESSEDDGAGDAGATEGAEAEDAEIGEDAGARDAGG
AEDADVAECAEAEGAEGAEDADSAWAAARALAVAVEAAAAGAEAAAAEAAVIAAATIEA
EAGAAPLKAEAGTEAGGGGALGARTEAGDVGPEDCSDAGSEDSGPEDCSDAGPEDDGG
EAREGSTDADAEAEAEAEAGTGAGTRTKAAPREAGAGPGAPRGRAPGPPAPSPPETAP
PPPRROQRGRATGARAGYAAAPRDGPPPLEGPLLTPSGEAWPGSAPPPPGRVRFGGAGD
TREGLWDCPEIREAAARYAAAAGPAAVFVPEMGDAGKQYAALVDLVYARRDAMAWLQS


https://www.ebi.ac.uk/interpro/entry/InterPro/IPR018957
https://www.uniprot.org/uniprot/P29128
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=102209&to=102214
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=102705&to=108190
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=102918&to=114234
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=103627&to=107704
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=103627&to=103632
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=103673&to=107704
https://www.ncbi.nlm.nih.gov/protein/2653353
https://www.ebi.ac.uk/ego/GProtein?ac=Q4LDG6
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005205
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005206
https://www.uniprot.org/uniprot/Q4LDG6

intron

misc feature

intron

intron

gene

CDS

AKLAGPDLQLARLLQRRVQGCRGHSSFITGSVTAPLPPVGDAMAAQNALWALPHVAAC
VAMSRRYDCDQKLFLLOQSLRRAYAPMAYPEAGAGGSGARAALAELRAVLAGRAAPAPL
PPASTARAARERLRELADRCAVACREALEAARRAAGAAGLPVLSAAAGRGLPAAACAP
DALAAHPERVLRAAELLGAARDAVERARLOQRAAPAALRAEAAAALEAAALAARTVAPL
ARYSTRGAAARASAWALARALFSPPAEVPARLAAALAALEAAGGGAGAGAAAPGRGPV
EVEVEDMRAGAPRADPEDGSEAEDGEDGEDEEAEEEEEEEKEEEEEEEEEEEEEEEGR
PGPAAGAPPGPREGRRAEEEEEEEEEEEGDGDGDGEAAALPAAAGGPSGEDDSGPRRR
RKAAAADAAGPARREPPLPARVLGPMPPGGPAADGGFRRVPPGDYHTPAPSAAALAAY
CRPEVAARLADHPLFPEPWRPALAFDPEALAETIAARRRAGPAGRSPPPLRRRVAWMSQ
IADPEDVRVVVLYDPLPGEALAAPPGEDERRRPEWPPRRGGLSHALAALGNRLLLSAD
SHAWAGRWTGAPDVSALGAQGVLLLSTRDLAFRGAVEYLCARLAAARRRLIVLDAVDP
ENWPRDGPAVGQAHVYLRAAVLPRRSAPRAGPSGALARAVLASRRVEGPGAFARAEAA
YARLYPEAPPLRLCRGGNVRYTVATRLGPRTAVPVPPREYRQRVLPALDGRKDMAAQG
AALGLGEPDFVEGEAASHRAANRWGLGAPLRPVYLACGRRALELAPDELPAAAVAFCA
AALPEPRAEAPPLVLEAAAAPPAAAAPGVDWDADQGPRETLVLLRRAAGGGLVERVPP
PAAEAPPARVPAQSSPGAGSGFPAPAGGGRRPRRPRRGPPPRVEVLSSSSSSSSSSSS
AASSPASSDDDEAGAAGGGPASP"

complement (107731..108190)

/note="alternative intron spliced out to produce
immediate-early RNA 4.2 and BICP4"

111080..111300

/note="origin of DNA replication (ori s), duplicated"
111681..111802

/note="for immediate-early RNA 1.7 encoding BICP22"
/number=1

112069..112745

/note="for immediate-early RNA 1.7 encoding BICP22"
/number=2

112768..113737

/gene="BICP22"

112768..113670

/gene="BICP22"

/codon_start=1

/product="immediate-early and late transrepressor protein
(cell nucleus)"

/protein id="CAA06140.1"

/db_xref="InterPro:IPR003403"
/db_xref="UniProtKB/TrEMBL:Q77CA7"
/translation="MSHGQPCPTCDGSCRLCRSPDRVVSGPAPADEHARRGPGAFCPE
DWRPEALRLAIDVNTLFRCIATGSAFVTADTRALRRALVGFFLLGYTGATPTDACWEA
LLOLSPEQAGPLRRLLRAAAAAGPRARPLSPPARLPGPLEFGAECDVSGSDSSSEDYEE
DEEADEEGEENGGEGAAAESPPRCRPRAAVLSSASPAASAVSFVSSPTASSSTSSSSL
SSFSASDGDDDVFFPGPGDPRPAGAGPGAGGPPARAGRRRPAPCWRWSSGSSPGSSPY
PSPGGSPSGRARARPAPAKRRQRV"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=107731&to=108190
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=111080&to=111300
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=111681&to=111802
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=112069&to=112745
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=112768&to=113737
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=112768&to=113670
https://www.ncbi.nlm.nih.gov/protein/2653354
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003403
https://www.uniprot.org/uniprot/Q77CA7

regulatory 113732..113737
/regulatory class="polyA signal sequence"
/gene="BICP22"

gene complement (113789..113794)
/gene="US2"
/gene_synonym="US1.67"

regulatory complement (113789..113794)
/regulatory class="polyA signal sequence"
/gene="US2"
/gene_synonym="US1.67"

gene complement (114213..114944)
/gene="US1.67"

CDS complement (114213..114944)
/gene="US1.67"
/codon_start=1
/product="US1.67 protein"
/protein id="CAA06141.1"
/db xref="InterPro:IPR010447"
/db_xref="UniProtKB/TrEMBL:039501"
/translation="MYRQGTPNRVVISTVPLSREATATATAGTGPGCEGGLGGWRLFK
ACRHEQEDGLYAMLPPDYFPVVPSSKPLLVKVPAPGASPDRTGGAVHFECVPAPRRPL
QFFROQLYDGTFVKLPHNFPDECYEDEAPLADREYLNADVDPQSLPVGNMSQYFTRLPD
AFQRELRAKVPGPARTPLPHRRYVLRLGSERVAGERYTEDCFELIDTRMLRLERAPSE
RAPLHAGANSRRARVRASLPRDPRP"

misc feature 114235..123983

/note="unique short region US"

gene complement (115001..115663)
/gene="US2"

CDS complement (115001..115663)
/gene="US2"

/codon_start=1

/product="US2 protein"

/protein id="CAA06142.1"

/db xref="InterPro:IPR003485"
/db_xref="UniProtKB/TrEMBL:039502"
/translation="MVTIVTCADRRGALPGASPDVPARVWRFLAEQSRALTASRLGTT
VVVFDHALVKTAKGCTSTSTSTPAAGWLLSTQRPWPAPGGAGLARHRQPAEWVSVVDG
YNLLNSGRARARPFHMWVEGAADLYAPIFAHIAATTRLVYAQLDCTFAGAAWRLPRRG
PATIASPWPPYDTPTLPELVAGGVLFRLVYEVVDRGAAPRPAKREPPCPRGSPPRAPCA

In"
gene 115796..117202
/gene="US3"
CDS 115796..117202

/gene="US3"


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=113732&to=113737
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=113789&to=113794
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=113789&to=113794
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=114213&to=114944
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=114213&to=114944
https://www.ncbi.nlm.nih.gov/protein/2653355
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR010447
https://www.uniprot.org/uniprot/O39501
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=114235&to=123983
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=115001&to=115663
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=115001&to=115663
https://www.ncbi.nlm.nih.gov/protein/2653356
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003485
https://www.uniprot.org/uniprot/O39502
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=115796&to=117202
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=115796&to=117202

gene

CDS

gene

regulatory

gene

/codon_start=1
/product="virion serine/threonine protein kinase"
/protein id="CAA06143.1"
/db_xref="GOA:039503"
/db_xref="InterPro:IPR000719"
/db_xref="InterPro:IPR008271"
/db_xref="InterPro:IPR011009"
/db xref="InterPro:IPR017442"
/db_xref="UniProtKB/TrEMBL:039503"
/translation="MERAAERLARQRARGLWRSRFACCVAAEPSGEPARPERSRSRCG
SARCAAAGSADLYLAVNNEGPEVAPPARTGPPDADGIEGGAAVGNEQGGVAAGNERRA
ATIGDKKKSASGGENESESESESESESGSESGADDGDWDDDDDAGPAGGVTREEAEGAA
RALNFRIIRRLTPGSEGRVFEATGPAPAQEHVVLKIGASASTLAEAMLLRTLDHANVV
KLKAVLFHGELVCVVLARYREDLHTHLWRINRPLALPAALAVTRAVLRGLAYLHSRRI
AHRDVKTENVEFLNGPGDVCLGDFGAAHGPVTEPRYYGLAGTLETNSPELLARARYDCR
TDVWSAGVVAYEMLAYPRALFDSPAGPQGEDAEASGPPTILGDRDCARQLLRVIRRLA
VHAEEFPPSPTDRLTRNFKRHASTRREPHSPYRCLAVLRLPCDADRLLHOMLTFDFRA
RPTAAELLEHPVFGAASG"

117337..118671
/gene="US4"
117337..118671
/gene="US4"
/codon_start=1
/product="glycoprotein G"
/protein id="CAA06144.1"
/db_xref="InterPro:IPR002896"
/db_xref="UniProtKB/TrEMBL:039504"
/translation="MPAARTGTLAAVALILLCGAAVLGRPAPDDLCFADVRRTGMAPS
RPLGPVLNLAASDLTSRVSVRAVDASRGCALALLDMAETVVPGGPRAADVVDVGWAYQ
DGDCMVPLAYRQYFNCTGGALPGONVCAGLSETRIRGGFGTSDYALYGTSLVLRPGLY
DRGTYIYFLGYGPDDIYVGSVTLMVGADIHKYPCGLDRGLGVALHHKSGPARPLTEDD
ATGDWACGCFPALVEVDAVWGNVSAAELGLADPIDYADEGGEVEVLEDEAGSASGNLP
QDDPDPDLADCRTVGLESESDMFRTASGPESLLIGAVAKDVLTVPLNLPPGRSYEALR
NASLECNSRPRETGDAAVVVMSLQEPARLERRPDARATDPEFGLFGLPDDPAVRRGIL
IGLAIALLVLLFSLVIVLVCACRLARAAKAARRARAATFAKSNPAYEPMLSV"
118717..118722
/gene="US3"
/gene_synonym="US4"

118717..118722
/regulatory class="polyA signal sequence"
/gene="US3"
/gene_synonym="US4"

118896..120149
/gene="US6"


https://www.ncbi.nlm.nih.gov/protein/2653357
https://www.ebi.ac.uk/ego/GProtein?ac=O39503
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000719
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR008271
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR011009
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR017442
https://www.uniprot.org/uniprot/O39503
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=117337&to=118671
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=117337&to=118671
https://www.ncbi.nlm.nih.gov/protein/2653358
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002896
https://www.uniprot.org/uniprot/O39504
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=118717&to=118722
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=118717&to=118722
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=118896&to=120149

CDS

gene

CDS

gene

regulatory

gene

CDS

118896..120149
/gene="US6"
/codon_start=1
/product="glycoprotein D"
/protein id="CAA06145.1"
/db_xref="GOA:P24906"
/db_xref="InterPro:IPR002896"
/db_xref="UniProtKB/Swiss-Prot:P24906"
/translation="MQGPTLAVLGALLAVAVSLPTPAPRVTVYVDPPAYPMPRYNYTE
RWHTTGPIPSPFADGREQPVEVRYATSAAACDMLALIADPQVGRTLWEAVRRHARAYN
ATVIWYKIESGCARPLYYMEYTECEPRKHFGYCRYRTPPFWDSFLAGFAYPTDDELGL
IMAAPARLVEGQYRRALYIDGTVAYTDFMVSLPAGDCWESKLGAARGYTFGACFPARD
YEQKKVLRLTYLTQYYPQEAHKAIVDYWEMRHGGVVPPYFEESKGYEPPPAADGGSPA
PPGDDEAREDEGETEDGAAGREGNGGPPGPEGDGESQTPEANGGAEGEPKPGPSPDAD
RPEGWPSLEAITHPPPAPATPAAPDAVPVSVGIGIAAAATIACVAAAAAGAYFEFVYTRRR
GAGPLPRKPKKLPAFGNVNYSALPG"

120287..121435
/gene="US7"
120287..121435
/gene="US7"
/codon_start=1
/product="glycoprotein I"
/protein id="CAA06146.1"
/db_xref="InterPro:IPR002874"
/db_xref="UniProtKB/TrEMBL:039505"
/translation="MRCLLLWMVVLAARAAPARSLVYRGEAVGLRADGPVAFAVHPTD
ATLALRGRLIFLEHQLPAGRRYNGTVELLRYHAAGDCEVMLQTTAFASCPRVANDAFR
SCLHADTRPARSERRASAAVENHVLEFSIAHPRPIDSGLYFLRVGIYGGTAGSERRRDV
FPLAAFVHSFGEPGDPEAAAAHPGAVEAVATRCERGLDASSASLYDRALAAFPAGAAT
TPGPTASSGSGAATPERVDETTEVKAATRAGSAFALTTPPAGLTASPAASPSRAFSAA
APAAAAQPAGDTPARFRRQLASILVPLCVLVLLLLALCAATVNCALRRRLLPCSRRVY
KPRTCATCGSGTCAGRPPCRGAAPSAPATVVALGSRPKAPPLATISEE"
121431..121436
/gene="US6"
/gene_synonym="US7"

121431..121436
/regulatory class="polyA signal sequence"
/gene="US6"
/gene_synonym="US7"

121714..123506
/gene="US8"
121714..123441
/gene="US8"

/codon_start=1


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=118896&to=120149
https://www.ncbi.nlm.nih.gov/protein/2653359
https://www.ebi.ac.uk/ego/GProtein?ac=P24906
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002896
https://www.uniprot.org/uniprot/P24906
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=120287&to=121435
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=120287&to=121435
https://www.ncbi.nlm.nih.gov/protein/2653360
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002874
https://www.uniprot.org/uniprot/O39505
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=121431&to=121436
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=121431&to=121436
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=121714&to=123506
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=121714&to=123441

/product="glycoprotein E"
/protein id="CAA06147.1"
/db_xref="GOA:039506"
/db_xref="InterPro:IPR003404"
/db_xref="UniProtKB/TrEMBL:039506"
/translation="MQPTAPPRRRLLPLLLPQLLLFGLMAEAKPATETPGSASVDTVF
TARAGAPVFLPGPAARPDVRAVRGWSVLAGACSPPVPEPVCLDDRECFTDVALDAACL
RTARVAPLAIAELAERPDSTGDKEFVLADPHVSAQLGRNATGVLIAAAAEEDGGVYFL
YDRLIGDAGDEETQLALTLQVATAGAQGAARDEEREPATGPTPGPPPHRTTTRAPPRR
HGARFRVLPYHSHVYTPGDSFLLSVRLOSEFFDEAPFSASIDWYFLRTAGDCALIRIY
ETCIFHPEAPACLHPADAQCSFASPYRSETVYSRLYEQCRPDPAGRWPHECEGAAYAA
PVAHLRPANNSVDLVFDDAPAAASGLYVEVLQYNGHVEAWDYSLVVTSDRLVRAVTDH
TRPEAAAADAPEPGPPLTSEPAGAPTGPAPWLVVLVGALGLAGLVGIAALAVRVCARR
ASQKRTYDILNPFGPVYTSLPTNEPLDVVVPVSDDEFSLDEDSFADDDSDDDGPASNP
PADAYDLAGAPEPTSGFARAPANGTRSSRSGFKVWFRDPLEDDAAPARTPAAPDYTVV
AARLKSILR"

regulatory 123501..123506
/regulatory class="polyA signal sequence"
/gene="US8"

/note="noncanonical TATAAA"

gene 123548..124429
/gene="US9"

CDS 123548..123982
/gene="US9"

/codon_start=1
/product="virion protein (tegument)"
/protein id="CAA06148.1"
/db_xref="GOA:039507"
/db_xref="InterPro:IPR009278"
/db_xref="UniProtKB/TrEMBL:039507"
/translation="MESPRSVVNENYRGADEADAAPPSPPPEGSIVSIPILELTIEDA
PASAEATGTAAAAPAGRTPDANAAPGGYVPVPAADVDCYYSESDSETAGEFLIRMGRQ
QORRRHRRRRCMIAAALTCIGLGACAAAAAAGAVLALEVVPRP"
misc feature 123984..135300
/note="terminal repeat of the short segment TRS"
regulatory 124424..124429
/regulatory class="polyA signal sequence"
/gene="US9"
gene complement (124481..125450)
/gene="BICP22"
regulatory complement (124481..124486)
/regulatory class="polyA signal sequence"
/gene="BICP22"
CDS complement (124548..125450)


https://www.ncbi.nlm.nih.gov/protein/2653361
https://www.ebi.ac.uk/ego/GProtein?ac=O39506
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003404
https://www.uniprot.org/uniprot/O39506
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=123501&to=123506
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=123548&to=124429
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=123548&to=123982
https://www.ncbi.nlm.nih.gov/protein/2653362
https://www.ebi.ac.uk/ego/GProtein?ac=O39507
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR009278
https://www.uniprot.org/uniprot/O39507
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=123984&to=135300
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=124424&to=124429
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=124481&to=125450
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=124481&to=124486
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=124548&to=125450

intron

intron

misc feature

intron

intron

gene

CDS

/gene="BICP22"
/codon_start=1
/product="immediate-early and late transrepressor protein
(cell nucleus)"
/protein id="CAA06149.1"
/db_xref="InterPro:IPR003403"
/db_xref="UniProtKB/TrEMBL:Q77CA7"
/translation="MSHGQPCPTCDGSCRLCRSPDRVVSGPAPADEHARRGPGAFCPE
DWRPEALRLAIDVNTLFRCIATGSAFVTADTRALRRALVGFFLLGYTGATPTDACWEA
LLOLSPEQAGPLRRLLRAAAAAGPRARPLSPPARLPGPLEFGAECDVSGSDSSSEDYEE
DEEADEEGEENGGEGAAAESPPRCRPRAAVLSSASPAASAVSFVSSPTASSSTSSSSL
SSFSASDGDDDVFFPGPGDPRPAGAGPGAGGPPARAGRRRPAPCWRWSSGSSPGSSPY
PSPGGSPSGRARARPAPAKRRQRV"
complement (125472..126149)
/note="for immediate-early RNA 1.7 encoding BICP22"
/number=2
complement (126416..126537)
/note="for immediate-early RNA 1.7 encoding BICP22"
/number=1
complement (126918..127138)
/note="origin of DNA replication (ori s), duplicated"
130028..>135301
/note="5"'part of intron spliced out from transcript over
covalently joined genome ends, leading to immediate-early
RNA 1.5 and circ protein"
130028..130487
/note="alternative intron spliced out to produce
immediate-early RNA 4.2 and BICP4"
130514..134591
/gene="BICP4"
130514..134545
/gene="BICP4"
/codon_start=1
/product="immediate-early transactivator protein (cell
nucleus)"
/protein id="CAA06150.1"
/db_xref="GOA:Q4LDG6"
/db_xref="InterPro:IPR005205"
/db_xref="InterPro:IPR005206"
/db_xref="UniProtKB/TrEMBL:Q4LDG6"
/translation="MSSPGRLELATLDLYDLIESADLGPTGGSEEDPALLDAARRAEA
RERRRAARAELAELWRMVGGEDAESSEDDGAGDAGATEGAEAEDAEIGEDAGARDAGG
AEDADVAECAEAEGAEGAEDADSAWAAARALAVAVEAAAAGAEAAAAEAAVIAAATIEA
EAGAAPLKAEAGTEAGGGGALGARTEAGDVGPEDCSDAGSEDSGPEDCSDAGPEDDGG


https://www.ncbi.nlm.nih.gov/protein/2653363
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003403
https://www.uniprot.org/uniprot/Q77CA7
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=125472&to=126149
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=126416&to=126537
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=126918&to=127138
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=130028&to=135301
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=130028&to=130487
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=130514&to=134591
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=130514&to=134545
https://www.ncbi.nlm.nih.gov/protein/2653364
https://www.ebi.ac.uk/ego/GProtein?ac=Q4LDG6
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005205
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005206
https://www.uniprot.org/uniprot/Q4LDG6

EAREGSTDADAEAEAEAEAGTGAGTRTKAAPREAGAGPGAPRGRAPGPPAPSPPETAP
PPPRROQRGRATGARAGYAAAPRDGPPPLEGPLLTPSGEAWPGSAPPPPGRVRFGGAGD
TREGLWDCPEIREAAARYAAAAGPAAVFVPEMGDAGKQYAALVDLVYARRDAMAWLQS
AKLAGPDLQLARLLQRRVQGCRGHSSFITGSVTAPLPPVGDAMAAQNALWALPHVAAC
VAMSRRYDCDQKLFLLOQSLRRAYAPMAYPEAGAGGSGARAALAELRAVLAGRAAPAPL
PPASTARAARERLRELADRCAVACREALEAARRAAGAAGLPVLSAAAGRGLPAAACAP
DALAAHPERVLRAAELLGAARDAVERARLOQRAAPAALRAEAAAALEAAALAARTVAPL
ARYSTRGAAARASAWALARALFSPPAEVPARLAAALAALEAAGGGAGAGAAAPGRGPV
EVEVEDMRAGAPRADPEDGSEAEDGEDGEDEEAEEEEEEEKEEEEEEEEEEEEEEEGR
PGPAAGAPPGPREGRRAEEEEEEEEEEEGDGDGDGEAAALPAAAGGPSGEDDSGPRRR
RKAAAADAAGPARREPPLPARVLGPMPPGGPAADGGFRRVPPGDYHTPAPSAAALAAY
CRPEVAARLADHPLFPEPWRPALAFDPEALAETIAARRRAGPAGRSPPPLRRRVAWMSQ
IADPEDVRVVVLYDPLPGEALAAPPGEDERRRPEWPPRRGGLSHALAALGNRLLLSAD
SHAWAGRWTGAPDVSALGAQGVLLLSTRDLAFRGAVEYLCARLAAARRRLIVLDAVDP
ENWPRDGPAVGQAHVYLRAAVLPRRSAPRAGPSGALARAVLASRRVEGPGAFARAEAA
YARLYPEAPPLRLCRGGNVRYTVATRLGPRTAVPVPPREYRQRVLPALDGRKDMAAQG
AALGLGEPDFVEGEAASHRAANRWGLGAPLRPVYLACGRRALELAPDELPAAAVAFCA
AALPEPRAEAPPLVLEAAAAPPAAAAPGVDWDADQGPRETLVLLRRAAGGGLVERVPP
PAAEAPPARVPAQSSPGAGSGFPAPAGGGRRPRRPRRGPPPRVEVLSSSSSSSSSSSS
AASSPASSDDDEAGAAGGGPASP"

regulatory 134586..134591

/regulatory class="polyA signal sequence"

/gene="BICP4"

misc feature 135301

/note="In the linear genome,

3'

G 135301 forms a single base

overhang; the complementary C is attached to the other

genome end (also a single base 3' overhang). Upon

circularization, the genome contains 135301 basepairs."

ORIGIN

1 ggcccagccc

61
121
181
241
301
361
421
481
541
601
661
721
781
841

attgcggcgg
actgccaaga
cgcccattat
cctcecctege
cctcgctect
gctcctectce
ctcctcceccte
ccgtcatggg
tactagatgc
tgtcctgceccc
ctacacccgt
tgtatctgat
tcgccgattc
gcctcgatgt

ccgegegggyg
gcgggggcgyg
tcaccaagca
tccattctca
tcctectece
cctccctege
cctcgctect
gctcctctte
tgcccgecgcece
gctctccggg
gacgacgcgc
gcacttcgtt
gcgcggtggt
actgcacgac

cacggtgctt

ggcgcggaga
ggtgggggat
tgtgcgcgge
tttgcatacc
tcgctcctcee
tcctectecce
cctcecctege
aaaacactac
tccgcgectg
ggcacgattg
cccgtgtacc
ggccgcgcect
gccgtttacg
tttcttacta

gacgcgcaga

aaaaaaaaat
gggcgcggag
catcttgctt
caccgttgca
tccctegete
tcgctcectcee
tcctectece
cgcgggcgtce
ctgccggcecce
acctgcctgg
accacatgcg
atgccatctt
gctacgagcc
ctgccggact

tggacccggt

tttttccgeg
cgcgagggta
ccaaactcat
catgccgcca
ctcctcceccte
tccctegete
tcgctcctcece
cgctctcact
gcccccagcec
cggcgacgag
ccgcggcecgce
gccctgecge
caccactggc
acagcagcga

gacgttcacc

cggcgcgtge
gggttggcac
tagcataccc
tattgctcct
gctcctccte
ctcctccecte
tccctegete
agcttcggcg
cacgctgttc
gccgtctttg
acggcccaca
aagtttatgc
ctgcaccgcc
gacctacact

acccccgaga


https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=134586&to=134591
https://www.ncbi.nlm.nih.gov/nuccore/AJ004801.1?from=135301&to=135301

901

961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481

tcctcatcga
gctccacgcect
tgctagcaga
gttcgctgcet
ccgcccecgtga
atagctccgt
taaatgcagc
caatttagcg
gtgtcgccga
ggcactattt
aattatttgce
cgcccgatag
gggttcaaat
agtattttcc
tgctgtcgca
cggggatgta
ctgcgccgga
ggcaggtggce
gcccgcgcag
cgccggcecegt
acttgcacca
gcagcaccag
tgcggtagag
gaacgaattg
ggaacccgcc
tgacgcgctc
agctcccgat
cctcgcegcett
ggcgectgeg
gaccgccgte
ccgcgceccte
gcgagggcge
cgctggccegt
tcgtcgtcgg
aagagggctc
cccaccctgce
ccgcaggcegce
caggtagagc
ctttctgatc
ccgcggcttg
ccacgcccag
gctgccggcece
agcagcccgg
gcgecggege

gctcgaggcg
gcgcecgggceyg
gggctccatt
cccegectgt
ctgtactgcce
gcgctcggtg
gtttcttact
ttccgtecgac
gccgacttgce
gcgctcgggt
cttggcccgt
cgcgcccgceg
caatgttgac
gtgcatgtac
agcctgtttg
ctcctcgaaa
gcgcaccgcg
gaggcttagc
gtagcagcgc
ggccacgata
cgttaggcac
gtctcgcagce
gtcgcggecg
ctccgcecgeca
gttttgcacg
ggccgtggcet
cgagcgggcg
tgctgccggg
cggccgccgce
gccgcttgeg
cagcttgcgce
ctcgtcgtct
gctgagggtt
gccgggtgcg
gcactccggce
gcggcagcag
aggttgtgct
gcctttacga
ccgctctege
cggtacagca
attttcaggt
gccgcaatcc

gggcgccagg
gccgagagcet

gacccggcct
tctatgcgcec
ctggacctct
gactctggag
gatgccgcgce
ttcttttage
ctactgtagt
gccacatctt
cccgacaaca
gcattgagct
tgtgttcccce
cctgtgtccce
aggttgactt
acgggaacca
tgtgtgtcca
ggcgegtcege
cggcttagac
¢ggcgcgcegyg
agaaaaggcg
gggtctttgg
tcgtcggecg
gcccgegcecg
tggaacatga
aagtccaaga
ggccgcatga
cgctgcgccg
gcggcgeccce
ccgcgggacce
ggccgcacgce
gcgccttcge
ttgcgaacct
tcttcgeggt
gcgatctcgg
tcgcecgttceg
gccgtgttceg
cgccgeccaa
cgtagtgcag
gcagccccge
cgccgtcecgcece
gcgagaccag
acagcgggta
gcgcegecgag
cgcagcccag

cgcacatgag

tcccaccgcece
ggcccgcacyg
gctcgccaga
acgccgcegtg
gcgctcccag
gcgcgggege
ggctggccgt
ttgcctttct
caggcaggca
tgactttgac
ccgcgegege
caacaagtac
tattagctta
gggtgaaatt
gggcatcgat
ccacagtcac
gcgccaacat
cgcagagctc
ctagcttcag
tgcgcaggcg
aggccagtgc
cctgggcgge
gcgtctccca
cggctgccca
ggtccagtcg
cttcggccaa
cgccgcegtg
gctgctctcc
gagcccgccg
ccggcggctce
gccccaccac
cagagccgaa
ggtccgccat
ggccggacgg
cactgagacc
taggggcggt
cagcgcgatg
gagcagcgtg
gccatcgccg
ttccaatccg
ggcggccgeg
ccgcgcaaag
ggggtcgagg
ccgcgcgagce

gccctecggcec
caccttctgce
gcaagcggcg
cccctgcgac
cceccggegece
ccgtgtggga
ttgcttcttt
gtttccecgtt
cgcggcecccyg
tcgcttttgt
ttgtgccgcecce
tatacacact
gaagatctcg
agcgacgagc
gaggcccgcec
ctccaacagc
cacgaacatg
ctccagcgag
ccgcaggttt
caagttcttg
gtctaccagg
gtgcgggcge
ggtgacgcgg
tggcgacacg
cgcgcccgceg
gcttcgcgcece
tgaagacgtc
ggcgggctgt
cgccggaggt
ggccggcatce
ggagcgcagyg
gaggctcaag
gccgctgcga
tcggtgtcte
ggcattttat
cacgtctgcg
acgcccccca
gagcagcagt
gcgcacgtgce
gcaaagaggyg
caggggtgcg
ccctccgcaa
cggaagtcga
ttcgtgtacg

cgcgcgcgcec
ccccaccagce
gcgcegggcet
gctggcgaga
ttatctcgct
catacattaa
ttgggattgg
gcgtgcgcegt
cgcccegceca
gccgacgccce
caagcccgcece
cgagtatatc
ttgcagtaaa
ttgcacgtca
acgcaggtcc
ggcacgcact
tacgatgcgg
ggcagcccgce
tccagcacgg
gtggcgatga
tttgcgctgce
acctcaaaca
cggccctecgg
cccgctgege
aagacggcgg
agccgcagcg
gcgagggccg
cttcggcgcg
gcttcggcegg
ggctcgtcct
gcgggagcga
tcgtcgectcect
ctcgcgggeg
gcgtttctaa
gttcgccgge
cgcccagcag
cgatagcggc
taacgcacac
ctccgcgecg
cgacgtgaac
ttatgccgac
gcagcgggag
cagcaagcgc

ggccgtggcece



3541
3601
3661
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881
5941
6001
6061
6121

gactacggcc
gtcggcgtceg
gacgtacagc
gcaatcgcgce
cagccecgggce
ggcgttgttc
cgagccgttg
gacccacagc
ccgcceccecyg
cgaggcggtt
ggtcgtgcga
cgtgggccgce
gcgccagcag
gcgccgcectg
caataaactc
gccgeaggga
aaaagctaac
gtggcgeggce
cgtcgtcgca
cggcgtctgg
cgtcaacgaa
gcatgacggc
tgtatggcgce
cggtcgttag
cgccegeggyg
cgctctcgta
cgccgtecgcece
ggtgtgcggg
cgccgcgacyg
ggcgaaagtc
tgcggttcac
ggccggegge
caagcgcgte
cttcgtcggg
cggcaaatgc
tccecgecgege
ccagctcaag
cgccgtccgg
cgcttggcgce
ggtccagcgc
cggtcgccge
ggggcagccg
gcgcgcgcac
cgaggcgcgg

gcgagcgcgg
ttgcggcaaa
agccatgcca
gcgccggceca
gggatgtgct
gcgccgeccc
cgcgcggtgg
gccagcgcga
agcagcatac
gctgccgcac
gtcgacactg
gcgcaggcag
ccagtcggct
cgggtagtgce
ttcgacggcg
aacgcgcacg
gtattcgccg
gtggaagtgg
gcgctctggg
cttgccaaaa
ggcaaagtcg
atgctggacg
¢gggacgggc
ggccgecgeg
gtcgctgacg
ctcgtcccag
taggttgcta
ccaggcatcg
gaagctgcgc
cacgtccagg
gtagtactgg
acaggccgcg
ccggccgcetce
gtctagggcg
ctggtggccg
gccaaagagc
tagccgcttg
cgcgccaacg
gccgggtgcg
tgcgcgcagg
gagcaagcgc
aacaacggcg
gtgccgaaaa

cgcgagcgcec

cggcggcgta
gaccaaacat
gcaggccgcec
cggcgcgcac
gcacgacggc
agacgtagac
cgcggacgca
ggtgggccgt
cgcgccgcegce
ttggtagcga
agggacacca
ccaaagccct
ttggcggcca
tccgccatgt
ccacggtcgce
ccgtgaaagg
ccaacgtgcg
aagtggtgcg
accacgtaga
aagggcaaac
cgcaagtagc
aggcgcgcga
acagccacgc
cttcccgege
tcctcgecage
cccgcegtege
gcggcggecg
gcggcgattt
atggctccgt
acgatgttgg
tcgcgeggeg
cgctcagtga
tctgcggcegg
gcgacgctcg
cgcggtagcet
ccgtccagcg
gacaccccgce
cgaagcgcgg
tgcagcaccc
gcggccgcge
gcgtacgtac
accgccacgt
aaagcgtcaa

tcgccgecat

gttgagggtg
gcgccgctece
gcgagcctgce
gcggccgtge
gtgccggcac
ggcgccgggg
cgcacagcgce
gagcagcgcc
gccccgagag
agcactgctg
gcgagcgggce
gcgcggtgcece
cgaggcgcgce
agggcgccag
cgccgtcgac
ccgcgcggtt
cacgacgtgc
ggtcgcggtg
agggcaggag
gcaggctgtg
ggctcatggc
tgcccttgag
ggaagcccat
cctccgegcece
tgtattgcgc
ggtcgggcge
aagggcacgc

cggggaacag
gcaggtctcc

ttacggcgag
cggcegggcece
ggagcgcggt
c¢ggcagcggce
tgacggcggce
ccactcggta
gatgcgcgcecc
agcaggcggg
cgtctagccc
acccgaagcg
cgtcgcagat
gcgegegege
tctgttcgat
cggcgcgctce
cggggggctc

tagccgccgg
tggcgcaggt
gcgcaccaca
agcgcttcegt
ggggcgtcegg
ctgcgcagct
tggcagcggg
agcgcggcca
atccacggtg
gatgagcgag
cttgttttgg
ggcgcgcgec
gccggcgcect
ctcggcctcg
gccgacggeg
gacggcggcece
ctcgcggegg
cgcggcgacyg
ccaccgcccg
cccgtgegtg
ctcggcgaag
cgtggggccg
tttgtcgtcg
gcccgtcetcet
ctcgccctcecg
ggcccaggac
gctcttgtag
cgccgcgagce
gcgggggagyg
gcgggcegttg
caggctccgg
tagccgcgceg
cgccgcaacce
ccagtcgtcg
gacgggcgtg
gtcgegegeg
cgtcgcatca
cgggcccggce
agccgcctgg
tgtgcgcceccg
gtaagcctcg
gtagctttgg
gcggaggcge
ggtggcggtyg

ggctgaggaa
acacgaacgc
ggtaggcgceg
cgccgtcgag
ccgcgagcegt
cccagcggag
cggcgagcgce
agttaacagt
aacacggtac
gcacacaggc
gccgcgegec
ggcacgagct
tggtactcgce
attacgtcag
gcgagcgcgce
ttgcgctcaa
ccgccecgegyg
aaggcggcca
acgttgcttg
tagacagccg
gggcgttcca
ccggcgataa
catccgcacg
tcaggccggg
cgcgcgaggg
ggcgacgcgt
aagaagcagg
gcggcaagceg
gggcgcttga
aacagctcgt
cggtccgagce
tctcgctcca
tcgaccgcca
ccgtccgcga
ggcgeegegyg
gcggcggecyg
ggggacgcac
accgcgcttg
ccctcgaggt
ggcccattag
gctgttgcegg
acgttaaact
gagacgcccg
acggcgcgcea



6181
6241
6301
6361
6421
6481
6541
6601
6661
6721
6781
6841
6901
6961
7021
7081
7141
7201
7261
7321
7381
7441
7501
7561
7621
7681
7741
7801
7861
7921
7981
8041
8101
8161
8221
8281
8341
8401
8461
8521
8581
8641
8701
8761

ggtgctcggt
cgaactccgg
agcggacctc
caaccgcgcece
ccaagtcggg
ggcagtcccg
acacgtagaa
accagaaggg
gctcgtggtyg
ccgagcgcac
gaggcgccag
ggtgacgtcc
cagtgcgtcg
ccaggcgcgg
cgagcggccyg
acgcggcgag
cctggccegt
tttggagcgce
ggctgtgcegg
gcctgagegg
tgccggecgcece
ccaaggcgca
caaagcacca
aggatgctca
tgggcgctgt
aaagcaacat
agggcgcggg
gggccccgec
caccgccggt
c¢ggcggecege
aagcaaaata
tgttttacag
cggcgagatc
cgcgagggct
gccgtgccag
gcgtgacgtt
cgatcagccc
cgtctgccge
ccgtgtatgg
caaagaaggg
tgaggcgagg
ggggagcgge
ccgagtcgac

gcatttgcga

gatctgccgg
gtcggccact
ggcgaggtcg
gcgggcgtag
gaaggcgagt
cacggcctge
gcgcgtggcec
agtcgcaccg
gatgtagagc
tgtagtctgg
ctgctccgtg
tcggcgaggt
gcgagcgegce
ggtcgcggcg
cgcatccgcece
ccgceccgggce
gagcagcatc
gtcctcgagce
gcgcggcggyg
accgacgcta
gctgacagtg
gtcgctagcg
ggccgcgtgt
gcgcatgcgce
ggagggcacg
tgtaatggcc
¢gcggaggcyg
gcccctgecg
ggcgcctgca
cgcttcttcc
agtatacgca
cccggtggac
ggcgacgcgg
agttgggaag
cagaagcagc
tcgcaagaca
ccgaaggttg
gtaggctacg
catggcaata
cacttcgacg
cagcgtggtg
cgctgcggac
gatgccgacg
cattataatg

cgattaaagc
ttaagactgc
gcctcgatgce
ccgctgecgge
cccgaggggt
aggtcgtagg
aacaccaagg
ctgttggagt
gaggctaggc
ccctcaacat
gccaccagca
gctcgagcag
gcgcgcecctg
gcgcttccge
agcgccagcg
cagttgtagg
agcgaaaacc
gcggcetgggce
ggcacgcgag
tttcgecectge
gaggacgtgg
cggacctact
agtgacgcaa
gacacctgcc
acggacagca
gacgttgcgg
gcggccaggyg
cggcagccgg
gaggcggcecg
cccgcecegttt
aaacacgtgt
ccaaagccgc
cgccagcgcea
ggctcgeggt
tgcgccacgce
aagcggcagg
caggacgatc
ggcagccgca
tcgtacccgg
cccgcectetg
gttagccgeg
tcgggcgceccce
gccacggctg

gcatatccgce

cctcaaagta
gacggtcgtg
gcgcggccac
agcagaaggc
taggcggcgce
tagcggegtc
ttttttcgee
aaagccgccg
cgcggcggcece
agcgggegtce
gcgcgtgatc
cacgcgcgcg
cgcgctgttg
ccggcgggcece
ccacgtcgtt
agaccacgta
cgatcgcgca
cgtccatggce
acgctccgceca
aagaagcggt
cgcgctcgge
acatctgcca
gcatcaccgc
tggccgecectt
tggtggacca
tgctggagcg
caagcccgac
ccgcecctegge
ccacaaaacc
tgcagcttgc
gtggtggagt
gcggcccgceg
ggcgcggggce
cgttgaggcece
gctggcctgce
gctccececggg
gaccaaacac
cgtgtaaatt
cgtcctcgte
tcccggegtt
cgagcgtcag
agacgatggc
gtgggcgggg
¢gggcgceggce

ggccaagtat
gtcgatgtac
gtacgcgggt
ggcaagcgcc
ggcgacggcg
gccggcgcge
gggcccaaac
gtaggcggceg
ggccgggege
gtctgcggtyg
atgtccgegt
ggtagggcct
aaggtgcaca
gcccagcaga
tgggctttcg
ggcgcecacgg
gccgteggtg
gctgcagcegg
gtacgagccg
ggtagccgtc
agacggcacg
gcggaacatc
cgtcgtgacg
gcttcaaatg
ggccatccgce
cgccttggge
ggccgttggt
gccggtcgcece
acctagccgce
ggcgtagccc
cggtgtactt
cgcagagggg
ccecaggggcyg
ggacggaagce
ggcagcaacg
gggccaggcet
gtagggcgceg
ttccececgggt
gcgtttgggg
tgcgtcgtcg
ccgcagcgcea
gcgcaagatc
catgtgtgtg
cgccttcatg

acgtaggcca
tcgcgcagge
gccccggcegyg
gcgaaggaaa
tacgtggcca
tcagcctgga
ttggagagga
accgttttgt
gcgcgcaggyg
cggccggtge
gcagcgcaaa
tgccgaggag
cgaagacggg
taaaacgcga
ccaccaaggc
ccgggctect
gcgtacagga
ctggtcgggt
ctggcgcggce
agcgcgctge
cggcggcttg
gagtgcctct
aagcacatac
taccactcgg
atggcggccg
attcaggcgce
gccgaggctce
gtgtctccgg
gcggggcgceyg
ggtgcaataa
taatgtgctt
ggcaccgccg
ggcggtgcetg
cactcgaggc
agcggttcct
gtcggcagga
gcagcgtggg
gccaagacgg
gcgaacgtgg
tcgacggcga
agcccecgcecg
cccgagtage
tcacccgagce

tttaaattaa



8821
8881
8941
9001
9061
9121
9181
9241
9301
9361
9421
9481
9541
9601
9661
9721
9781
9841
9901
9961
10021
10081
10141
10201
10261
10321
10381
10441
10501
10561
10621
10681
10741
10801
10861
10921
10981
11041
11101
11161
11221
11281
11341
11401

tcagccggct
caattgggcc
ccgccteccege
tggccgeccge
gcgagggggce
agccaccgca
ccctgtacge
agtcgcgggg
cggtcccggce
gccggceccge
attacgagta
cggatgacca
ggcgcegetag
gcgatcgagc
gctcgagcag
ggccagccac
ctcgcgegece
ctccgaaaac
tttgcgaggc
gggactcgga
ttcgcatcct
cgcgggccca
gcgagcggge
gcgcgctgcet
gcgttgtctt
gcggeggtge
ccctgctcgg
tcgcgctgcece
agctgggctt
tattctcgtg
acgcagacgc
acttgaacgc
cggagtatgt
ggtacgcggg
cggcgcgtgg
tggcggcgeg
acgtggcgac
gcgtgttcgt
accccgtget
agctgcggcg
tggtcgaggt
gggcgcetggg
gcgggcggcet
acgggacgac

ataaaggaga
ccagagcgcce
gttgagctct
gctgtttgcc
aatggacttt
ggccctggtt
gtacgggctt
gcggggctga
gaccgctgcecc
cgactcgctt
cagcgacctt
cgtatacgaa
cgtccgtgcecg
cgcagccgcg
ccgggcgtcece
gcgcgggtcec
cccecggtget
gcccaaggcg
cgtcgcgcetce
ccccccaaag
cgtgtgcgag
gcgccecgcec
ccggccgtag
gtgctagtat
tgggatgagc
tgcggcggcea
gtcgccgcetce
gccccegcege
ccccgacggce
tctgccgacc
ggtagtgggc
gcacgcgaac
ggccggcgta
cctgtttttg
ccgaggcgcg
gtactaccgc
ggcgcgcegaa
ttcgctgtac
gttcaaccac
gctaaactac
tgaagtgggg
cttcctgaat
ggcgccggag

tccagaggcecc

gatcccgacg
agcgagtcgg
acgacgagga
atcgtgcgcg
tggagcgcag
gttttttacg
tgctttaggce
ttgaccgcaa
tttttcgcac
gccatggccc
tgggtgcgag
gagctgcgeg
tgcgccagcg
gggacgaccg
tcgcgececcge
tcecggeggeg
aatgctgttg
ccctggtgtg
gtggccgceceg
agcaacgagc
ggctccgggce
gcgcgceggga
¢gcgagcggg
gaaaataaac
gggcgcataa
accatggacc
gcggcgggge
ccggctccecce
cccgcecgcectge
aacgcagacc
gccatgtacc
cagccgcttce
caggcgcatt
ggctactgcc
gcgggcgcegyg
gaggcgagcc
gtctcttggce
tatgcttggce
ggcgtcegtgg
cggcgtcggg
cctctggtgg
taccaagtac
cgggagcact
atgttgcggce

gggctgtttc
gctcacagca
tgccgecggtce
gccgcgaccc
gctgctacgce
tggccctgac
tcatgggcgce
cgctgcggag
tcggcccgac
ggttccacag
aaaacagcct
ccgcgacgag
ctgcagccgt
tagctgcgcecc
cgcgagctgce
ccggggcagt
cgtctggccg
gaccgacgca
agtacgcccg
gattggatcg
ttctcgccge
gcacaagcgg
agggcttttt
gcttgttaat
aaaccgcggg
cgtacgacgc
cgctttatga
tggccgegtt
tgcgggccat
tgtacgcaga
tagcggtgcc
ccgcaccgcece
ttctggcaga
gcgcgctgcet
gcgcccaggce
ggctggcgcg
gcctgcactc
cgcagcggcg
cgctggagga
agctggggct
aggagccgcec
gcgcgaagat
cgtacgcgcg

cccecgtegcece

atctcgcecttt
gctttccaac
gccgctcatce
cctgctagac
gcgcggggtg
cgcggtaatg
cagcgggccce
taacttgtat
ccgctttgag
gccctccgaa
ctatgactac
cggacccgag
ccagcccgcece
cgccgecgceg
cgccgacccyg
cgccgtcecggt
gccgetggeg
cgcctacaac
gcaggcggcet
catgttgaag
cgcgaacgac
c¢ggggaaagc
cgacgcgcgce
taaacacacc
ccgcgcgcete
cattgaagcg
cggcccgtcece
gctggagcga
ggagcggtgg
cgccgcgcectg
tggggacgcg
ggcctcggag
gctgcegegeg
gcagcacctg
agaccgcctg
gctggccecttt
ccagcagagc
gcagttcacc
cggcttcttg
gccgctggte
gttttcggga
gggcgcgccc
gccgcgecgge
gagcgaagtg

gctgctggeg
cgccaggggg
gttgcggttg
gcgatgceggce
ccgctctcgg
gtcgeegtgg
aataaaaagg
ataaagctcg
ctgcacgccc
gacgaggacg
gagtccggcect
ccgagcgggce
gcccgcggec
ccggccecgcec
cccgtcectcece
ccacctcgac
ttcagcgcgg
cgaacgatct
gccagcgtct
tcggcggcaa
atcttggccg
cgccttecgceg
ggcttaagca
aagccgagtt
gccagtcagt
ttcgatgact
cccgcgeggt
atgcaggccg
aacgaggact
ctctcggcag
gagcgcttgg
gagggcctcc
¢gggaagagc
cgcgcgacgg
cggcagctgg
gcgcatatgt
caggcgcagg
tgcctgttcce
gacgcggcgg
¢gcgcggggce
agcttgccgce
gccgaggccg
gcgatcaact

ctgccgtgceg



11461
11521
11581
11641
11701
11761
11821
11881
11941
12001
12061
12121
12181
12241
12301
12361
12421
12481
12541
12601
12661
12721
12781
12841
12901
12961
13021
13081
13141
13201
13261
13321
13381
13441
13501
13561
13621
13681
13741
13801
13861
13921
13981
14041

accccgcgcece
cttcagccaa
gtccggcecccce
ccgageccgce
cggccgtecge
gggaccgcct
cggcgcgtgg
cggcgegage
tttctaggcg
cgccgtctcecce
tggacgccct
gccgtacttce
catcgacggc
ccgcggcecce
cceggaaggg
gcccgagtca
gcagtttccc
gagcctccgce
aggcgacgac
agagcgcgac
ggctgcgggg
ggtagaggtg
gcagatgtcg
gcggcgcecgcet
ggtggacccg
ccggctagtg
ggggggcectg
ttggcgtgac
gcgggcggcyg
cacgccaccg
ttactggcac
gggcgccggyg
cggctacacg
¢gcggagcgg
cacagcggcg
cagcgcgacyg
cctggcectttt
gacgacgctg
gacagcggcc
gctgctgaac
gggcacgctc
gttcctggtg
cgtggcgagc

cagcatagag

agcggctacc
gggcgccgcec
gctcgcggeg
ggcagccctg
cgggccaagce

caaccagctg
cgtttgcgag
gtataaaagc
cccttagacg
ggaacgtacc
gcgcgctgeg
cagcggcccce
gatagcagcg
aatcacggcg
ggtgccccge
gcgccccacc
ccgcgcgatt
ggcttcccge
gccgcagacc
gagcggctgt
gagaggagcg
ccgctgceccca
ctggacgcgce
tgggagatgg
gaattctcga
tggcggcgceg
tgccgagcag
gcgctgcetgce
ccgcgecgcece
gacgcgtccc
gagctgcgcg
ctgcagtcgg
gcaaatgagc
ggcctgecgcet
gccttcecegeg
ctgcacgacg
agcgcgctgg
ctgatggccg
ttcctgggeg
tgcgtagccg
gcgcggtaca
gagttccggg
ccgcccctgg

gcgctggtcg

gtgcgegtgg
ccggccgagt
gccccggcecce
gccccggcecce
ccggcaaacc
ctggacttct
gcctccectcet
cacttgggtc
ccatggacgc
gcacgcaccc
gacgcecgagg
cggacgagga
acagcgccga
ccggcgatge
aagactactt
ggagcctgct
tgagtgcggg
gtggcggcegg
tgcgcgagga
cggaagggcc
tggtggagga
ggattttgga
tgtgccgcac
ccggtacgcc
tcggcggcat
cgatgaagca
tagacggcgc
gcgagtgcgce
tgccgcggcece
cccacgcgac
tgatgctgac
ccgagctgta
gctacgcgcect
ggctgtatct
aagtgcgcgce
ccgaagtgga
cacatgttta
agtacgcggt
tggggctgat
gcgcageggt
gcctgctagce
aggcccgcga
ccggcaagcg
gccgcgagcec

cgagccccgce
ttgccgecett
aagccccgtt
cgcttgcggce
cattcggcgg
aagggcgggce
ggcgtaaggce
tacacgggat
cgctagggat
gttccagcgce
ccgcggagceg
caccagtgag
cgactacgat
tatggacaca
gacggcccac
ggagcgcacg
ctccaaggcg
gggcggccaa
ccttgtgcecca
cccgctcecte
gctgtttacg
gggccgggtg
gccgcccaac
gcatgggctc
gtacgtgggc
ggccatggcg
agcatgccgce
aactgccatt
ggcggttggg
gctctttecge
tgcggtgecg
cctgctggcg
ctcggcgtac
agcgggcegeg
caagatcccg
gacggtggac
¢ggggaggcce
ccacgctgag
cgcgcagegyg
gtacgggggc
ggacgcggca
cggcgtcatg
gcgggtcatg
gctaggttcg

cacacatctg
ggctgggctt
cgcagcggcce
ggccccagcec
cacgtatgac
gggcagtggce
ctctggcgcce
ttagttttcg
gggcggcectg
ccctctgecce
ccgcgggtcece
gacgagaacg
agcgattatt
gacgcaccac
ctgcgcgcca
gcccggaccyg
ccggcacagce
gaacccgggce
gacgaggcct
aacatggagg
tacgcccctg
cggcccagceyg
gatcagcgcg
ctaataacca
gcccctgagg
ctgcagtacc
ccactgaggc
ttttgtcgcg
ctgctggcag
ggctcaatgg
gccctgtgeg
ctacggcact
ctgacgctgt
cacctgctcg
tacgagcggc
tcggccacct
tacgtagcgg
cgccgggacyg
ctgatgggca
cggcgtgtga
ctgccgectgg
cgcgagctgce
gagctgtacc
cggccggtge

gctcaggcgce
gcaaagcccg
ttggccttag
gagccecgcegg
gcgctgectgg
gctttcgacc
gccctgeggg
cgcccgegge
agcgccgccg
ggcggagcegce
ggcgcecgeg
tgtatgatta
ttactgctaa
ccgagcgcegce
tcgaggtcct
tgtatgcgca
gcgcgeggceg
cagacgacga
acgcgcacct
cggccgctge
cccagcctca
ccttecttege
tggcgcgcga
cgtggagcac
gcacccggcc
ggctgggggt
gctgctcttt
gceggggegce
ccacgcagtt
gttccctgat
cgcgctacgce
cagaggcgcc
ttgtagcgcect
ggccgcaccc
tgccgctagg
tccaagaggc
tgcgaaccgc
tgcggcagat
gcctgaacct
cggtgcgcga
tgcgcccggt
ggctgcggcece
tctcgctgga
ttgggccgcet



14101
14161
14221
14281
14341
14401
14461
14521
14581
14641
14701
14761
14821
14881
14941
15001
15061
15121
15181
15241
15301
15361
15421
15481
15541
15601
15661
15721
15781
15841
15901
15961
16021
16081
16141
16201
16261
16321
16381
16441
16501
16561
16621
16681

cgtggacatc
cccgcgectg
atcagccacc
gaatgccaag
ctcatcgagc
gcggecegtgg
gccgagegeg
ctgtcggact
gcgcgggtge
tcgtactgga
ggcggcgcegyg
gcgcegecggyg
gcagcggcegyg
ccgggcgacce
tacgccgcga
ctgcgcaagc
ggcgagctgt
gcgctcatgce
gcttggacgg
gcggtcgagce
gtggggtacg
cgcgcgcagt
agctgggcgg
gtggcggcge
ggcgggagcece
tgcccgcaga
ccgggctegg
tttgccceccg
gcgggcggcece
aacgaaggcg
gacagcgccg
cgcggcgcecyg
cgcggcgcecyg
cgcggcgcect
gacgaggacg
gcggacccceg
tcggccececgg
tactcgcgcect
gcggcetgeceg
cgcgtctgcg
ggacacctct
aggcgcccac
gaaattgtac
gcctacaggce

gcggaggcegce
ggcggccgcet
acgcccgcegce
cgccactttc
ggcgggceaga
tggccttgca
cggccgcegcet
cggcgaaaga
tggcgggcge
agtacctgaa
cgatggagca
cctcgcecgcetce
agctgcgcgg
ccatggtcga
cggcctaccg
ttggcaagcg
gcgagcgcca
tgacggccct
aatcgtcatg
tggcgtcggce
cctgctggcet
gccgcttege
ccctggagcg
acggcgcgca
gcgggctgcet
gtctggccge
gctcgggctc
ccgtcggegt
cgctttcgcce
agggcgaatt
acgagctcgc
acgagctcgc
acgagctcgce
ctgctgggceg
agggcaagga
aatcggaact
ccccggecce
cgcgccctceg
gtgccgctca
aggccggcega
cttgcgcecctce
cgcaaacgct
atgcgtggtc
gcgececgggce

tggcggacca
agggcgacgg
gcccgecceg
ccgccgceggce
gaaggggtgc
ggaggcgacc
gctcggegtg
cgccgacgac
gcggctctct
ggcctcgagce
ggcgcagctg
gccgttcaag
cgccctgege
aagccccgac
ctggctgctg
cccctcggcece
tctgaccggce
gacggcggcg
gaagagcaat
cgtacaccac
gcgegeggge
tcactttacg
cggcacggcg
gacgcgctac
ggcgeceggtg
gcgccccttg
gggctcgggce
ctatgcctcg
ggcggcaage
cgcgcctttg
tatcgacggc
catcgacggt
catcgacggc
cctccagtac
cgaggacgag
ggcccgegec
ggccccgtge
gctccgcecgece
caccgcgcgce
cgactacgaa
ccgcgegcegg
gtaacacaca

tttggggggg
cttgcgccge

cccgcacctce
ccgcgcttac
ccctcgtatg
gaaatggcgt
ctgctgccga
gagcctctgt
cgctccaacg
gagtaccggc
aaggacgccg
ggcgctgacg
acgaacgtga
cacaagcagg
gcggtggaaa
acggaagccc
tggttcatgg
gcggtggggce
ggcccgggga
gtgctggcct
acgcagggcg
cacctgcagt
gtgcgcgacc
gggcagctga
agctggttta
tactccaaca
cgcgcgcggce
cccagcctge
tctgactctg
atgcgcaacc
gcegegegge
ccctcggegt
cccatgcctg
cccatgcctg
cccatgcctg
gctgattcgce
aacaaggccg
atgcggcgtt
accgagcgcec
ctagacgacc
cacaaccgcg
aactacgacg
cctgaggtgg
cacaataaaa
ggcgcggcgg
aggcacgagg

gtcacgggceg
gcggcegetgg
cctatatagce
ggcecggeege
cgctcgcaga
gcggggcetcece
ccgtcccgga
tggagtatga
tctggcgcecge
tgaacatcga
tgctctttge
acaacgcggc
agtatatgta
gcctgcagga
acgcgctcga
cgcgcgagcec
tcgcctgegg
tgctactgcg
tgacgggagc
acctgctcaa
cgtacatgat
tgccgaccat
agctggcgct
tcgtggagtc
cgtcgggceccg
c¢ggcegegge
actccgacct
tggagggcgce
gggaggcgge
tcgccgaaga
cceccgecgcec
cceccgecgcec
cceccgecgcece
gcgccgtcte
gggcgaccge
gcagcctccg
cgggtaatcc
ggcacggcct
acgtgtggca
aggcccgcegg
agagggtaac
agtttgtttt
ctttgccgtc

ccgccaccag

atgggcgggyg

gtccgcccac
catcacgctt
ctctcggggce
tgccacggcecc
gctgtttggc
ggcgctggtt
ccgcgecgcea
ggtcatcggc
cggcgcggcece
gcccacatac
gtacaaaacc
ttacatgcgg
aattttggcg
tggcacggtg
gcggceegecg
cagcggggcece
cgtcggggcc

catcgtcgcc
catggccttt
cgcggccatc
gacttccgcecc
gctgaaaagc
gatgcggctc
cggccgccgce
cgccgcccect
ggatctcggc
ctatgccgac
ggtgtacgaa
cggcagctcc
ccgcggtgge
ccgeggegge
ccgeggegge
gagtgacgac
cccgttggcece
cgtcccggcece
aacccggtct
ggaggcgctg
gcgcttttcec
cgcagagcgce
gtcgctgtaa
agtttattat
ggggccceegce

caggagcccce



16741
16801
16861
16921
16981
17041
17101
17161
17221
17281
17341
17401
17461
17521
17581
17641
17701
17761
17821
17881
17941
18001
18061
18121
18181
18241
18301
18361
18421
18481
18541
18601
18661
18721
18781
18841
18901
18961
19021
19081
19141
19201
19261
19321

acggcgccga
ccgggcgagg
gtggcggtgce
aggtttacca
atgccgtcge
cagacggcct
gtgccagccg
cgcaggttgg
gaaaagagcc
tagccgttgce
cacacggccg
gcgceggtgeg
caagtgtaca
gggtcggcegg
gagccgttct
gcctcgtcegt
cgcgcaccgce
gaggcggceca
ctcggccgceg
ccagcgccgce
ggcgggtcegt
ggcgtgctgt
gtcccagcgg
tccgectect
atcagccacg
gtctctcggce
atttttaagg
aggcgcgtta
gcagaagcac
gccgcgecceyg
cagcgctgcg
gatgcccacg
gaggtgctceg
cgtgcgccag
cgccgcggcet
gcgcatgggce
gagcggcegece
cagcgccgcec
cagcgcctcg
catggtcagt
cgcgcagtgce
gcgcagcacg
cgcctgcgceg

Cccaacaaacg

gaccgcaggc
cgtcgtacgt
aggtgtagtc
gcecgggcecyg
gcaccgtcca
cgccgccctce
cgtaaaagcg
gcgggtgggce
cggagtcgtc
ggaaccagtg
cgtagccggce
tcgtgacggt
cgccctecggt
gcgaagggaa
gggctacgaa
cgccgcgegt
cagtggcgtt
cggcctecgceg
g9999cgagg
cgggtcgccce

gctcggacac
cctctggegt
agctttccgt
cggcgagccce
ctcgccccag
ggtcgtgcge
gcgtcecgttt
ccgtceggegyg
agcgcggegt
cagcgccgga
ggcgcegeegce
tgcgccatta
gcgagcgcga
cgcccaccgce
aaggcggcgg
acggcgtcect
agagtccgca
gcggcgtecg
ggccgegegce
agcgccgtgce
accggcacac
gcgggggcgg

agccggccaa

agcgcggccg

gacggccacg
ggcggtcegeg
gacgggcccg
ctcggcgcag
gcgcagggag
gaagtacacg
gcgctccatg
ggttggcgtc
gaccgtaaag
caggcgcgtg
gccttctagce
cacgaccttg
ggcggccgtce
aatatagttg
cagcagcacg
ggagcggaac
gtcggccacg
ctcgcagagc
ccgccececyg
gtcctcgggce
ggacggcgge
agcgtcgggg
ctcggttggg
ccgccgggcea
cgggcccatg
gcgggtggat
tgtgctttcg
cagccgttca
gcagggcctt
cccacacgcea
cgtccgecgcece
gcgcgccgte
cgccgtgcecce
cctcgagccc
ccgacagcgce
cgcgcgcgcece
gcgccgcgta
tggcggcgac
cccagegcecce
gaaagtgcgc
cgcagacgac
ggtctgtggc
gcggcgegag
cggccgtgge

acgctgacga
gagaactcgg
tcggttgtag
acgccggtcect
acgcgcccecct
cgcagctcgg
ttagcgctct
gcgtcctcga
acgtcgcgceg
gagcgcggceg
gctggctggg
cgctgtgact
agggagcgca
tcgcccaget
ggcggggcecce
ctgcccacgce
ccgcagtgcea
atccacttgc
ccgctaggtce
999g9cgggcyg
tccggegtcece
ctgttgggcg
gacggggagg
gacaggagcg
gcggacgcgc
ccaagatggce
tggtccggga
ttcgtcggeg
ggccacgtgc
ggccaccagc
gcagagcggce
cgcggcgtcg
gcccgcgacyg
aagcgcgcgg
gagctccgceg
gcacgggtca
ccgccagatce
gaccagcgcg
ggccgaaagg
cccggtgecce
gtaggcagcg
ccagacggcg
ccggcggcege
tgttaacgca

ggacggggct
gcagcggtgce
aaagcaggcg
gctcagtgcg
cggggacgca
gcgggcggta
ggaaccagga
gcgtaaggac
cgtgccgagce
ggtagtactc
gttcgacgga
tggtgcccat
cggtcagggg
ccgcgctacg
gcggaaaggyg
gctgaaacca
cgtacagcgg
gctccttcgg
gcccatcgeg
gcggcgtget
ccacgggcgt
tggggggcgt
gcggaggcga
cccaggcgaa
ggcgaggtcet
cgcgaccgcg
ttgagcacac
cagacccagc
gccgcggceca
gtgcccgegg
agcgctgcgce
gcgcgegegt
ctgagcagaa
cccggggcecce
gcggcggege
gcggggcacyg
ttgtagtggc
gccgcggcge
ccgagaagca
gaggctgccg
gccgcgecceyg
agtgccgctg
agcgtctgtg
agcgccgcegg

tccgattagg
cgggtagcca
cacgccgcgce
cgacggggcyg
gcgcgcecteg
aacggccggc
gacgtcgcag
ggacgtgcgc
ctccacgggg
ggcggcgcgg
aacagcgggc
gtcgcggcege
caagttgcgg
gtacgcgatc
gttgcgcacg
gagctccagg
ctcggcgtac
cggggctttg
gctcgecgttg
gttggtaacg
agtagcaccg
tgcgccggtg
gggcgaggct
aatagctgcg
cgggctggcg
gcgcggctac
gcgcggcetgce
aggccccgac
gccgtgcggt
ctgccgaggce
ccagagcgca
agcgcaggca
ccgcgecgceg
agagcgccgc
gcgccagcgce
ctgcctcgcece
aggtgtcttc
ccgcggcecgce
gcccgcaggt
tcacaaagtg
ttgttacccc
cgacagccag
cggcgggcecg
ccgggtcttg



19381
19441
19501
19561
19621
19681
19741
19801
19861
19921
19981
20041
20101
20161
20221
20281
20341
20401
20461
20521
20581
20641
20701
20761
20821
20881
20941
21001
21061
21121
21181
21241
21301
21361
21421
21481
21541
21601
21661
21721
21781
21841
21901
21961

cgcgcgceccyg
cagcgcgcecce
gctcacccgce
caggatcgtc
gccccgatcecce
ggcccggeceg
cccgcgacga
ggcgcagtca
cacagtcagc
gaggtagaag
gaatcccgag
ttccaatagg
tgcgctcggg
ggcgaacgaa
gaataccacc
cgagagcgag
ctcgtgcttg
cgttagcacg
tgtcttgtcg
gacggctcgc
gacggccacg
aaagaccaaa
cgccagctgg
cagaccggcg
catcgcggcg
gagtctgcgc
acactcggcg
ggcgcgcgea
gagagagatg
cgacgccatc
gatgtatacg
cgcgaccgcg
gatctttgta
cattgtggcg
cgacgattat
ggacgcggca
ggcgggggcece
ccgctttttg
aaacctctte
tatgggctgt
cgacgtgctg
ccacaccgac
gcggcgcgcet
gccggagtcce

acggtggcca
gtggcggcaa
acggacgcga
ttttatcggc
gggcccgagce
ccggaaactg
ggttggccgg
tcagcatcgt
ccctcecggeg
cgcacgaggg
ggggactcca
gcggccctge
gcgagcgcca
gctcggcecceccg
gcctcgttgg
acggcgaggt
accaggctgg
ctcgcgggtg
gcgcggaagg
gcgtcgtcge
tacacttgct
aaggcgtttc
cggccgataa
gtgaggcggg
ggtgcttcgg
tgcggcggcg
gcctcagcecgt
ctaggcctcc
gggctcttca
accacgccgc
ctcctggage
cgctgcttcc
gcggaccgeg
cagacgatgc
acctcggagg
gccgacgacyg
gcgcgggeca
ggctacgcgt
cacacaaaca
gacctgattt
gcgtcgctgg
ttgcaccagc
gccgaggcecg
gagctcggtc

gggccgeege
gcgcacacgg
acatggatgg
ctttattgtt
tcgggccececgg
cgaccgggtg
acgcggcggg
cggcggaggce
ccgctgtgga
cgtcgccgcece
actccagccg
ggccgccgec
gctggagctc
atgcggactc
gatctttggc
cggcgccgceyg
cctgcaatag
gctcaccggt
cgtccagcag
gggcgggggce
cgtcgtagag
gcagcgagge
gcgaggcgcet
cctcgcectte
cggcgcttte
ctctttatac
atcaaacggc
caatcggcac
agctactgcg
cgggcgtgat
gcttctgcgg
tctcgectgcet
gcatccacgg
gcgccgtcgg
acgaggtgct
acgaggaggce
acgcgcccaa
acgtcgacgc
ccgtggcgca
tggacgcggce
ggctcacgta
cgccaatgct
agcccgcgac

gtccgggcgce

catcaagccg
gccgcagccg
tcccggttcec
tttcgcttaa
ggcgccggceg
cgcgccgtceg
ccgcttagcecg
ggtggcggtg
cacgctcatc
gacctgccgce
aaagtcaggc
ctgggcgcgg
tgcccecggac
ggcgctcagg
aactgcctgce
cgtcggaagce
ggcatcggcc
gattagaaag
gcegeggcegg
ccactggaag
gccgctgtgt
gccaaagggg
cgcgattggg
gtcggcgcgce
gctcgcectcect
tgggcggacg
gacacgttta
cgcgcgcggce
ttacgcgtac
gaccccgatc
cgacgcgccce
gcggatgctg
ggaccggcgc
cggctcggge
gggcgcgtac
aacggcgaag
gctggcacat
cgctgagatg
catctacacg
gccgttgttce
cggccagttc
gcgctcggtg
taccgagacg
tgggccgcgg

gtgtgtgtgc
gctctcgceccce
ccaaataacg
ggagtttcgc
tcggcgegeg
gtttgaatgc
ggaaggcggyg
gcggggcgge
atggcggcge
accttttgca
gccceccgecag
gcaaaaatgc
tcgccgecect
caacgggcgc
agctttgaga
atgattgagt
tcccgaaagt
gccacgttct
ctgtcgacgt
gacgtgaact
accagcatgc
ctcagcaggg
ttgccgttgce
agatgcgagg
tacgcgcgcg
ccecccgcagce
agtttcgacg
tgtgcgggcg
ggcaatcggc
gcggtcgacc
ggcggcgtag
ctcaagcgct
gccacgeggyg
cgcctcgggce

gagtaccccg
gaatttgccg
cgcgtgtgcg
gaggcagacg
acggacacgg
ccecccgacgce
ctcgcgacgt
cagcaggtgg
gagtctggct
cgccggttge

ccatggccac
ccgcgcagcece
caacgtggcc
cccectceccece
gccgcttgeg
cggctccgge
gtgcgggctce
agaaaaagaa
tggcgggcge
gcagccgccg
agcagcgcac
gctcgctgcec
catggcgcgce
gccggtatgce
gctgcggccg
actcgcctag
aggtaacttg
gcactgtccg
tggcgaggaa
tctcggcggg
cctcgcggcet
cggagacgtc
cgccgtcgga
ggggctgcag
gtcgcaaagc
ggcaaaacac
cctataagcg
accctgcgceca
tggtaaagca
tgtggaacgt
gagacgccgc
cctactaccc
gtgccaaggc
ggctcgtcag
tcccgecacge
ggcgcgcectce
tgagcctcat
acgtctgcgce
acatgatcct
tacgctgccg
tcgtgcgcectg
tgcgggggcet
ccgagcgcga
cgcccgeggt



22021
22081
22141
22201
22261
22321
22381
22441
22501
22561
22621
22681
22741
22801
22861
22921
22981
23041
23101
23161
23221
23281
23341
23401
23461
23521
23581
23641
23701
23761
23821
23881
23941
24001
24061
24121
24181
24241
24301
24361
24421
24481
24541
24601

cgacgacccg
gtatacatct
ggcgtcccag
gatcgcgccg
cgcccecgac
ggccgacacg
ggtgctggca
ccaataaaaa
gcggcegtggg
ccctacaggt
gtgtgcttct
aacagaggag
gaaatagcct
ctcaatttcc
ccgaggtagt
atgaggtcgt
gccgcaaacyg
gccaccgact
gggtcgccga
agcagctgta
tagtaatgca
acgaggtcat
ccgctgagcecc
cggtttgcga
tatttgtatt
cgtcgctaca
gtggccttgce
actaggaggt
agcgacattg
cgctcttggt
tcgcccagceg
cggctggcect
agcagctcgce
tcgctgecect
ttgtacagcc
aggaccacgc
aagtcctcga
aggagcaggc
atgccgagcet
cgcgccacgce
acaaaaatgg
ccgccecctcac
tgggcgtcgg
tcccecggecg

ctgaaaacta
cggtaccctce
acgcgcggcg
cgaatgcgcg
cctcggcectcg
ctgatggggce
gactactggg
cgcgcgcata
ggtgagaagg
cgttgattac
cggcagtcat
gcagctggat
ccacgtcaag
acgcttcgeg
tgtcgaagat
tggtttggca
aggaggagaa
ctgccgecgge
gggcgccctce
tggcgctgta
ggatgtcttt
cggcggcecga
gcgccacgtc
cgctgagcga
tacgcgtgag
ggtggcaccc
ggatcttgca
tcatgatctg
actggctctg
cgtactcgaa
cggcggccac
cgcgcgtaaa
cgctcatcgt
ccgtcacctg
cgtgccgege
cctcgtagcce
acggcgcgca
gctcggcgat
ccaagaggag
cgcgcgcggce
cggccgtgge
cctcgcgceac
ggctcgcgeg
tgtccatgtg

cgacgccggce
cgattgcgca
gcgtgctgga
ggcgetgggce
tgtacgacac
tcttctggaa
acgaggcccc
cgcgagactg
aggaggaaag
ggtgcctgtg
cagggccaaa
agcagcgagc
tatatgactg
gaacagctcg
gcagcacgac
cgtcacgacg
aaaaatgccc
cacgcgccgce
tacgtagccc
cacccgcgag
ttgggtgaac
gaggaacgcg
cttggcgtcg
ccgcaagtga
ggtcgccegeg
agagcacacg
gtagtagagc
ggaggcgggce
gtccacgaac
ggccgtcecttg
cgaccactgc
gtgctttcgce
gaccttgctg
cgacgaggac
gaccttctcg
gtcgaacggc
gccgtactcg
ctccacgttc
cgtgtgcagg
cttttcggta
ggccgeegtg
gcagcgcggce
ctgcacgatt
gtaatggcgg

gaccgtggaa
gacgtgcgcc
gcgcaaattt
cgtgctgaag
catcgtgagce
gcacatcccc
¢gcggggccg
gctttcgttg
gcggggcgcet
tagttggtgc
ggaaaatcgg
aggcggtccg
ccgcgcggceg
tagatgcggg
gcggccgtgt
aaaaggttgt
tcgattagaa
tcgagccagt
gcgcgcegceca
tgcaccactt
agctcggaca
aacagaaagc
tccgctaggg
tctaggtcgg
tccgcecgect
aggtcgccgce
cccgtcttaa
acctttccgt
ggggcgcggt
aacttggcca
tcgcggtcca
agcgcgcgcea
aacatgttgg
acggtcggca
cgcagccggg
atgagcccgce
cacagcgtgg
agccgccgceg
ccctggaage
gggtactgtc
gacagagcgg
aggttgacgc
tccgtgcaga
ttacacgcgt

gcgcacagcg
gacgcgctgce
gtaaagcacg
cgcgtgccca
gccgtaggca
actccacccc
gggtcgcgac
acatggaaca
ctggcagggc
tgcggcgcete
tcccaggagg
cgctgtactc
cgcaaccaaa
ccggcggcgg
gcacggcttc
gggtgcgcag
tcatgagcac
ccaccttgcg
ccgcgtegtt
cgatggactc
ggtccccgag
ggtaaaactc
gaaactcggt
ggcactcggt
cggccatcgce
ccgtgaagac
ggcccttcett
ccattggctc
cggcgcagag
gcggatgccc
gcgcgcgcac
tcagcggcag
tgaagacggg
taagggcgac
cccaggcccg
gcgcgaactt
cgctggtggce
¢ggcgggcega
cgatgcccag
cgcctagcecat
caaagtcaaa
tggccaagtt
ggttggagcc

ccttgaacat

tgcgcatgaa
ggctgctgcecc
tggtggacac
tcgcacagga
gcgccgecga
catttgccaa
ggacaacccg
ttttttattc
agcgggggtg
aaagaagttc
cggggtgcca
gacgtacgca
taaactcgcg
ccgctcececceg
gtcgcggcectg
gtaggcaatc
gtacttttcg
ccggaccgcece
tctaaagagc
ctgctcgata
gttgacgttc
cagctcggcg
ctccagccag
ctcgtaaaag
gctcggcgcg
gccgttgttg
ataggcgtac
ggtcacgaag
gtcgatcagg
gggcgcgagg
ggccccgagce
gttcgggcgce
cgagaagccce
aaactgcgcg
cggcagcgag
gctgcgecgca
catgacggcc
gagcatgtcc
cgagcggtgg
catagcgttg
ggcgagcegeg
gcacacgccg
cgttagcgcg
gacgaagggg



24661
24721
24781
24841
24901
24961
25021
25081
25141
25201
25261
25321
25381
25441
25501
25561
25621
25681
25741
25801
25861
25921
25981
26041
26101
26161
26221
26281
26341
26401
26461
26521
26581
26641
26701
26761
26821
26881
26941
27001
27061
27121
27181
27241

ctccccgtcea
tcgacgccta
agccggctga
tcgaggtggg
ttgtcgcagce
acgtcgcagt
ttgatggcca
tcgcgcgaga
aagattcgcg
ggattgagca
ggcgtcegegg
caccacgtgg
gtggcggcgg
tcgagcttgg
agggtggcgt
gcgcgcaccyg
tccagaggca
acgcgttcegt
gccactgcgg
cccagctgcg
gctgtctgca
ctgccgaccc
atcgcacccg
aaaaaccgag
ctgggcccgg
tgatttatgg
cccececttgtg
tcttgacgac
agtcgtgggg
gccgceecgge
gccgcgagac
cgtccgcggce
cgcgcgtgcecg
tgacggccac
ggtacacaaa
cgcaggcggg
cctgcgecgcece
gcagtccgcece
gcaggcagge
tgaggtgcgce
ctgccagaaa
cgctggaggce
ggggcgcage
gcgcegecggyg

tgacgatgct
gcccctegeg
ggtgcgacgc
cgaggtagcg
gcgtcgactc
gccagggctc
tggccatcga
ccgcccggte
cgacctccgt
ggtagcagct
ggacaacgag
cgccctecgcece
tcgcggcgat
ccaggtacat
actcggtaag
gctccgcgac
cgctccgagce
cggcccgcega
cccgagaagg
cccattccge
tgaacgcgtc
gctggctttt
ccccgacgcece
cgtatggcgg
cagcagagat
catcgcacac
tcagtaaaag
gggcacgtcg
cagcgtcccc
agcgtccggce
ggggcagcgg
cccggccact
gtgcagcaag
gtgggcgcga
tttgacgccg
cacgtgggcc
gcagacgacg
caggcacccg
gtagaagcgg
gcgcagcgceg
ggaaaaggat
gtcgccgagg
cgcggceggece
gcgctcgagce

tcggacgatg
ctccagtcgce
gcggtcegteg
gtcaaagagc
gtcccgggceg
gaggtacacg
gtccagcagc
gaagctctgg
ggtgatcgcc
ggccagcgag
ctgccggtac
gacgagggcg
ccgcacgaag
ctcttcgtac
ctcgaagtat
ctcggacacg
acgcacgcgc
ctgcgctcte
acgagaagcg
gtgctcggcece
gctcgccatc
tgtctttcge
ttgggaacaa
cagcaaaagg
atttaacggc
aacggtgttt
cactccaccc
caagactggt
aggcgcgcga
gcccagcgceg
taggccgcgce
tctgcagcecgt
tagctcagcc
aagccctcegt
gcgggctcca
gtagagcgceg
gccgtgacgce
agtgcctgat
tctagccgca
tctgcggcegg
acaagagagg
tcgcgccaag
agcccaataa

tgcgggtcgce

aggaaagcta
tcgtactcgg
aagagcgtcc
aggtccggca
agcaggccgc
cagatgcccg
ttcagcgccc
aaggagattc
tccacggcecct
ccccgegege
agcgcggtca
cgcccaaagg
aactggccca
ttcagcgccg
cggagcgaga
agcgcgagcet
aagtgcacga
atgcgatcca
gcggcgggcyg
tcgagctgcect
ttgctcgccc
ccgccgacce
gcgegeggece
tgcgggccag
ggtttgaggg
gcggaacaca
agtcccecggt
agcgctcgcet
aggcggcgta
gcaggaacgc
ggctgttcgce
cgcccgecgt
cgctggcgaa
gctccaagcg
gccgcagctce
ggtgcgcggce
tggccagctt
gcgggaacgc
atgccatgcg
cgcggttgcce
cccgcagcecce
cctcttcgac
tgtcggcggg

aaaagtccgt

ggtcctgcac
ccgtaaaggc
acacaacgcc
cccagaggca
gcatgtttag
tcgggcgcte
ccatgatgcc
cgatcccacc
ccgtactgct
ggccggcaaa
ggtaggcgtt
ccggctcceccg
tagactcgat
actgcaggcc
cctccacgaa
cggccgatgt
gttgcccgceca
cgacctcgcc
gcggcggeac
ccgccgegte
ccctcgettg
gccggcgcett
ggctctggct
gtgctcgctce
gcgtggeggce
ttttatttaa
tccccacacc
gcggcaagtg
catgcagctc
cgtcgcgtcg
cagcgcgggg
ccecccggagce
tgtggtttcg
ctgcgtgtac
ggcgtccacg
ctggtcagtg
gtcttgcgtg
gcggcagegyg
gcggtcgeceg
gtactcggcg
cccgggceggce
gtcgcgaaac
gtgcttcagc

cagggtaacc

gggcacggtc
cgggccgtge
ctcgcggcect
gctgaacagg
cacggcccgce
gctgtcgctg
acgcttgcag
gcggttgagce
ggacacctgc
gagcatgatc
gaacaccgcg
catcgtccac
cgcceccgecce
gagcgcegegce
ggcgcggttg
aagccagtcg
ctttacgtac
gacgtaagcc
ggcaccgcag
ggccgggcag

cagcccgecce
ggtctgcccg
ccccggagat
ggcaggcaac
ccttccctgt
aacgacagcg
aagccctcga
actcgcggcg
tcccgggtgg
cagtcgccca
agcggaaact
acgttttcgg
ttaagcttgc
acgaagacca
tccaggaacg
cgcgcgceccct
gtccacgaga
atcatggcct
gagttggaaa
gcgcaggcgg
accgcgccca
tgccgtccgg
gttaggacgg
tgccgcgaga



27301
27361
27421
27481
27541
27601
27661
27721
27781
27841
27901
27961
28021
28081
28141
28201
28261
28321
28381
28441
28501
28561
28621
28681
28741
28801
28861
28921
28981
29041
29101
29161
29221
29281
29341
29401
29461
29521
29581
29641
29701
29761
29821
29881

gccggatgtg
caatctgccg
cagacacgtg
cgccgccaac
ccgccgecgce
tccgcaagtg
ctcgtccgcet
tttatagcgce
gttgcggcgg
cattcgcgcc
gccgcgcecteg
gcggccgtcet
cgctgggccg
gcggcgctgce
cgcgacaccg
gcgcegttgg
aacatgcagc
gacgcggcegt
gcggccgtca
tttcaggcgg
gtggcacgac
gcgcttgtcg
gaggcgtttg
gctaacgctt
gacccctttg
ggccttcteg
gtggtgcggce
gcagagcacg
gtggagacgc
gtgctggcgce
ggctgcegtgg
gcggactacc
gtgctgcecgt
gccccgegge
gcggceegegyg
gaccgcgcegg
gccagcgage
gcacgctctc
ctcgagttcc
ccccacttcg
agcgcaaacg
ggagcggtgg
tggccgtttg
gctgtgctgg

aggctgcccg
gggcgtgacg
cagcatcccg
cgcaggcgcce
ggcggcggcyg
gttgccgatt
cggcactcgce
cggcgcacgce
ggggctgtgce
ccggcgcacyg
agcggttgga
cggagttcct
cgctgcagcg
tggcggaaaa
ccgatttcat
gttacctggc
gcgtggtggt
gcgtgggtgt
tccgececeget
ggcttagcgc
gcgecgegga
acgagtactt
cggaaattgc
ttgcgcgctce
tgcgcggegce
ccgacgacac
tgctagaacg
cggccgccgt
tggccgegge
agctatcgcg
cggtggcggg
tcgcgcacta
tgctggggct
cgcgcacgga
acaagcgagc
cggccggagce
gctggggcgt
cggcegeggg
cccgcacgga
ccgccgcecgt
gcgtggcgca
ccaacgtaga
tggacgcgag
gcgagctgca

ccgggcgaga
atttgaatcc
ccggcccaag
gtcactgact
gggacgcccg
tgaatgtaac
gctcgggtceg
ggcgggggca
ggggcgtaca
cgcggctgac
tggcgaggtc
cctcgegtee
cgcggcgtge
cctgccecggt
ggccggegtt
ggcecgegege
ggagtgggcc
gttaggcccc
gctgcagagc
cctggcgcac
cgccgcggcyg
tcccgagceca
tgacttggtg
gtcgcacgac
ggccgeggge
gttgctcggce
cgcggccgceyg
ttgggacgcc
ggggtttacg
cccagagccg
cggcgtgctg
cacggccact
gcccgacgge
ctacgtggcg
cgcgagcegeg
tgccgcgege
ggcgccgcecce
cggcgcttcg
cgccgtgcecg
gctgtcggac
gctgatggcg
cggctaccgg
cgcccecggceg
cacggtagct

ggacggcggt
ccgacatgtt
ggttgtagcc
gcacgccggce
agaacggcgg
tcgagctccc
ggtgttatag
agggcgtcag
ataaactgcg
atgagcggag
gccggceccgg
gggcccagcect
cgcgcttacg
ctggtgctgt
cgggacctgg
ctgcgcgcca
tcgctcectttt
gaccctgcgt
cgcttccgcece
gccgccaact
ccgccgctag
gacgacgagg
ccgcccgagyg
gtgcgcgtat
agcgtcgccg
cgggacgccg
cgcgcgacgce
gtgcaggcga
ccgggaacgt
cgcgcegecgg
tttaaactct
atcgcaaacc
gggctggagc
gcgattcgcg
agtgcgcggg
gaggccctcecce
gcggccgaag
gccgcagagce
gctgccgtct
gtgctggtgg
ctgatcgcectt
acaaaactgt

cccacgacga

acgaccgcgg

gccggceggge
ctggatggtt
ccggggtgcece
ttcggcggceca
cgcggcggcet
gttaggcgcg
ggtggcggat
cggcggaagc
cggcgggtge
accccgtgceg
ccgcgcttge
cgctagactt
agcgcctgca
ggcgcctgcece
ccaacagcat
cggcggcgtt
tggagatcta
gccgctcecgece
tgctgtatga
ggaaagtgcc
cgcgcgcegcet
acacggcgcc
cgctagtgcc
cggcggcgct
cgcgcgtgceg
tcgccgttca
cggcggcgcet
gcgccacgcec
gcgccatgcet
cagacgtgct
ttgacgcgta
tgcacccgta
agacgatccg
cggcgctgge
cggccgttga
taacctggtt
cgccgeccgce
tcgccecgege
tgcgagaccc
ctgcggacgc
gggcgcgaga
cggccctgge
cgcaggtccg
cggagtgcecct

gtgtccacgg
accgttgegt
cgcccgcgag
gaggcctcgg
gggagccgca
gccatcgttc
tcgagctgcece
¢gcggcggceg
gggctctggce
ggccctgtgg
ggaggccagg
cgtggcgccg
cacgccagac
¢ggggcegceg
gatcgccgag
cggcccggtg
cgcacgcgag
ggcgggceage
catgcccttt
tatggccgcece
ttttgcecgtg
ggggctggcet
cgcgggtgag
ggcctaccgg
tgccgacgcg
cgcaggcgcg
ggggcgagtt
agaccaagcc
agagcgcgcc
gcaggcggtg
cgggcccagt
ctacgcggac
ccactgcatg
ggcagaggcc
aaacagcggc
tgacctgcgce
ggccgaggcg
ggcgcgggcyg
ggcctttgcg
gctgcccttce
ctgcggcgcg
ggccgggcetce
caacgcggag

gccgeccgaa



29941
30001
30061
30121
30181
30241
30301
30361
30421
30481
30541
30601
30661
30721
30781
30841
30901
30961
31021
31081
31141
31201
31261
31321
31381
31441
31501
31561
31621
31681
31741
31801
31861
31921
31981
32041
32101
32161
32221
32281
32341
32401
32461
32521

gtgcgcccge
tacctgcacg
gcgtctatgg
ttcgactgcc
ggcgcgcecgt
gcgcgcgccg
cgcgccgcgg
cccggcggcyg
cgggcgcaga
gggctgcacg
cgcgcgctag
ggcgtctggg
gccgcaaacg
gttcggggag
gcgggcgtag
tctgccgecg
gaagtcgatg
tgcggcggga
ggagcagcga
cgacgtcgcg
cagcgcggtg
cgtcgacgcc
ggcgcgcgaa
caccgaccag
gtgcggcttce
attcgtggac
catgggcgtc
cggggacgtg
agctctgcge
ttcggcggge
cggcgcgagce
gcacccgcgce
ggcagagtgc
gcccgtegeg
gcggacgage
ccttcgecgceg
ggagacggcg
gccgcecggceg
tggcgcgege
gatagccgcect
cgccgecgceg
ggcctttttg
gcttttcggg
atcttccggg

ctgtgcccge
ccgccttege
ccgcggecgt
actttgcgtc
gcgccctggg
aagccgcgceg
cgcagacgac
ggctggacga
cggcgctggce
aggtgggccg
acgacagtgc
acgaggtcca
cggcggecge
acgagggcag
accgcggcecc
cggcaaacac
gcgtttgcge
ggccttcgceca
agcggcacca
gtcgccgetg
gcatgccttc
gcgctgggcg
agcggggcegce
gcgggcgcgg
tacacgccgce
gccgtctgge
ggtgtctttc
ccccaggcegt
gcgtgtggcece
ccggagcccg
gagacatacc
gcgccggceca
gaggacccta
cggatgccgce
ctgccgecgge
ccggcggecce
g99g9ccgggg
ctgggcgccg
gcggcggagg
gacgcagacg
gaacgggacc
gtgcagaacg
gcggtggccece
atggtgctcg

gcgecegegyg
gcggctgcag
gggcgacgtt
ggtgccgggg
tgcgtggcge
cgcccgggcece
acaagcgctg
cgagcaccgc
gctggccgcece
ctttctgcag
cggcgagcgce
ggaggaccgce
cgaagaggcg
cccggcgcete
gctgcagcgce
ggcggcgggyg
cagtcgcccg
taaacggcgc
tgtccggegt
tgggttttcg
ggtcctcgcet
ccgacgccat
gcccggaaat
ggagcgggcet
cggcggagceg
agccgeggeg
gcgccggcga
ttgtcgcgcg
agcccgagtce
cgcgccccga
tggacgacga
acacggcctg
cgttcgcgceg
cgcagatcac
ggcggcggge
gcgctecgegce
aagattgggg
ccgcgeccgce
ttaccgcggce
cgtgcgtggce
cgctggaaca
gcgcgcgcac
aggcgctgcce
aggggctggce

gtgggcggtt
ggctatgtcg
gceggcegegg
cagcagatgc
tcggcggacc
gaggtgcgcg
caggagtgtg
gcgttgctgg
ggcaagctcg
cgctgggacg
gacgtcgccg
cgcgtagcgg
gtgctggcgce
ctggacgccc
cgcgcgtctg
ccgtggcetta
gccgcagcecc
tgcgcgcgeg
tgccggcecgeg
caaccagtac
gtcgtttctg
cgacggtgct
gtgctcgatc
ctgctgcgtg
cgccctgage
gacgtcgctg
cgcggtctac
catgcccccg
ccggtgggceg
ggagctaagg
gccctatgtce
ccttacggcce
cccgggctceg
ggccgeggece
cccgtggacg
ggggaagccc
ggagggggga
gcacgccgceg
cttggacgcc
tcgcgececgtce
cgcgatcgcg
gcggcacgac
gcagcacacg

cgcgtacacg

gtgtcttctt
ccgagacgga
tggcgcggcet
tggcgatata
tggccgacgce
tgtcgctgge
aagctgcgga
cgggccactc
tggcgggcege
cgatcggcgce
agctcgtcge
cceccggggcec
tgttggaggg
gcgcggacgt
¢gggcgcgga
cgacggaaga
ggtgaggcgce
gtgcccccta
cgcgcgccgg
gacgcggcege
cggctggcect
ctcgctgagg
gtgcacctgc
ttttcgcgcg
acccaagtcc
gcgctggtga
ctcttcgacc
agggccctct
ggcgcgctag
gcggecgtgt
gagcggcgeg
gtggcggtgg
ccggcgttge
gcggctcegeg
ccgccecctcga
ccgcgaaagg
aacgcggctg
acggcgtgeg
gtccaggcgc
cgcgtggcecgce
ggcctgtttg
gcccecgtcecgg
ccecgccagceg

cggctgtcgg

agcgagcatg
agcgctggcec
gggagtgctg
cgcgacgcgce
ggtgcgcgge
ggcgttgcag
cgcccgecce
ggcgctggtg
ggaggcgccg
ggccctcggg
gcggctccge
gccgcgeagce
ctacccggag
ggccgactgg
cgccgcecgceg
cctgctcgcece
gcgcecggcegg
gtacccctgt
caacgccggce
tggggccggg
tcgcgggcgg
gcgcggcgtg
caaaccgcat
tgtatgggga
cagcgcgcga
tcgtgggege
cgcatgggag
acgcgtacct
tgcactttgt
ctgcgctgta
tggtcagcgt
gcggcgeggyg
tgccggecgga
cggcgggtaa
gcegegagga
tccggggege
cggcccgecce
cggcggagcect
acgcggegtce
ggccccecgcga
agcgggtgcet
ccgtccagece

cgttcatcac

aggcgatgcg



32581
32641
32701
32761
32821
32881
32941
33001
33061
33121
33181
33241
33301
33361
33421
33481
33541
33601
33661
33721
33781
33841
33901
33961
34021
34081
34141
34201
34261
34321
34381
34441
34501
34561
34621
34681
34741
34801
34861
34921
34981
35041
35101
35161

cgcgcagccce
cgtcgcggcecce
cggcgccggce
gcgcctcecteg
gctggacgcg
cgccgagacce
gcgcgagcge
ggtggccgac
cgccgceccecte
gcgceggcegeg
ccgcgtggeg
ggcggcgcegyg
gtccgecgcege
cgaagacggc
cgccaagaag
gtcgegggeg
gcgggcggcyg
cgccgeggag
gacgggcgceg
agaggcgcag
gctgtaccag
ggcgceecgge
cgcgcgcette
gcagctcttc
gctggcceggg
gggccccgeg
tcgcgeggeg
cgaggcggct
ggacgcgctg
gggcgccgeg
actaaaaaac
ggcagacgcg
ggcecgecgge
cgccggcgat
cctgcgcaag
cgaggccgag
ggacttgcgc
ggcgeggcetg
ggccgaccgg
cgcgttcaac
gctgcgcggce
cttcccggcece
gacgttcgcce
gggcgacctg

tcggcgetgg
gacacggagc
ggcgcgggcece
gcctcecggec
cgagtccgag
gcggcgctcg
ctggacgccg
ttggcggctg
tccgeccgage
cagtacagcg
agcgcggcgg
gtggctcggce
aaaggcgagc
ctcgcggcect
gagctggacg
tcgctggagg
gcgggcgcecg
gcggccgtge
gcggctgacc
gcgctcgcgg
cgcctggacg
gcgctggagc
ttgcaggagg
ggccggtacc
ctgggcccag
gcgcgcgegt
gcggagcctg
gaggcgctgc
caggcccagt
ctcgcggceccg
gccatgacgg
gcgctggggg
ggcgaggatg
gcgccgeccyg
gcccgggcgce
cggcgegeceg
gccgcgcetgg
cgcgecgegyg
gcgctggagg
ccgcacgcegce
atcgcgtggt
gcggacgtgg
gcctcgggag
gcggccgtgce

gcgacctggce
ggctgcacga
cgctcgagct
ggcggctatt
cgctctttga
cgcgcgagat
tccecgececcga
agcttgcggce
tggacgcgct
ctcgcgccat
ttgcgccgcet
ttggcgccge
tcctccgega
gggtggcgcet
ccgtgctgag
cgagcatggc
ccgeggaggce
gcggtgecga
gcgaggcgeg
¢gcggcggceyg
cgctgttgcet
ggctgtgege
cgccgecgceg
gcgaggcgct
ccttcgecgge
ttttcgaggg
cggcgcctge
gggccggggyg
acgcggcegeg
tcagcgaggce
cgggcgctga
cggcggaaga
c¢ggacggcgg
ccgggcgcett
tggcgcggeg
agggggcggce
agcgcgtcga
ccgcggcgceyg
cgagcgcgcea
ccgagaacgc
gggacgcgtt
gccagctgac
gcggcgagece
ctcggctcgce

ggacgccaag
cgccgtggac
gtgcggcgcec
ttcgcgggcg
gcgegegega
cctggcgcectg
cgacccgcgce
gggccgcgcec
cgcggceegag
cctggccgac
gcagcggctg
gccgggcgcec
cctgctcgceg
gctgcacgag
tgacgtggcc
tcgcttcgag
gcegggegeg
cgacgtcctg
cgcgcgcgtg
cgtggccgag
gccgctgecag
agacgcgggc
cgtggccgceg
ggagaacccg
ggtgctgggce
gcacgcggag
cgcggtggcece
cgcgcacgtc
gcgcgaggcg
ttcgggecgeg
tgcggccgaa
agtacttcgg
cgaggatgcg
ggggccacag
gcgegecgag
cgcgcagegg
ggcgaactcc
cggctacgac
gcgggcgacyg
gaagatcgat
ttccctggeg
gcggttgatg
tcgctactac

caagtacgtg

ctgcgcctag
gagctggagg
gtctcggcgce
gcgcttcgeg
gcgcgcegagyg
gagggcacgg
gcggtgecceg
gccgtggteg
gcgctgcggce
¢gcggcggceyg
gccggctctg
gcggcgcecte
gcaggcgcaa
gcgcaggcegyg
gccataaacg
gcgatgtccg
ggcgccgaag
cgccagctgg
gccgcggcecce
ctgggggagc
ggcttcgegg
gcgcagagcg
ggcgtgcagg
agcgcgctgg
accgcgctgg
cgcgtggcgg
gccgeggega
ccgcccgagt
cagaccggcg
cttgcgtctg
acaacggcgg
gccgeggacyg
agcgaggccg
gccgccaage
gaagtccggce
caggaggagce
gccttcgacg
ccgcggecgce
gcagccatcg
gtcccgecge
gcceccegege
cacatcgcga
gacgccgtaa

gccttctacc

tcgcggceccge
gcgaggtgga
gcttcatgga
acggccggcc
cccgcegtgge
tgcgcgceccge
cggacagcgce
cgcggagtgce
agtactttct
gcgagcgctt
cgcccgactt
cgctgccgcecg
cggcgcacac
aaggcgctgc
ggcgctcgge
¢ggcggceggce
aggcggcaga
acgccctggce
gcgcggggcet
gacgcgcaga
ggctgcgcgce
cagaggactg
accgcctgtg
cgccgggcege
gccaggcgat
ccgeccegtgge
gcgcgctgeg
ttgcgttttt
cgcggcggcet
cggcgagcgce
ccgcecgecgce
aggccgeggt
acgcggacgg
tgcacgccga
gcctgecgcege
gctggcgcga
cggccgagct
tggcgcggca
aggccgtgcet
cgctggcgca
tgtcggccecct
cggggctgcet
cgtacctgga

gccegggggcea



35221
35281
35341
35401
35461
35521
35581
35641
35701
35761
35821
35881
35941
36001
36061
36121
36181
36241
36301
36361
36421
36481
36541
36601
36661
36721
36781
36841
36901
36961
37021
37081
37141
37201
37261
37321
37381
37441
37501
37561
37621
37681
37741
37801

cgcggcecctte
ggccggcggyg
cgccgagcgg
cgcgagcgcyg
cgaggcgcag
ggcggcaaag
cgtggctgcc
cctgctgcecge
ggcggccgac
gctggacgtg
gctaacggcg
gctgcgegag
ggcgtgggac
cgaggaccac
gctggggctg
ggacgcgcgg
cgcggacgceg
gtacgagggg
ctgggccgcecc
cgaagcctac
ccgggcageg
agcggcgcgce
ccttctgggce
gctggcgeceg
ccgcgeggtg
ccccecegcetg
aaacgagatt
gttttgccgce
ggcggccgag
ctccctggge
ggcgagcggyg
cgtggccgeg
gcagaagcag
ccgagtggcg
tggcggcgge
ggacgcggge
ggccacgcgce
gatcagcgtg
actcgcggtg
cctggacgca
ggccgctgeg
cgtgacgttt
cctcgtcacg

cgtgttctcg

gaggaggagc
¢gcgcggcgg
cgcgcgctgg
ctggcgcagce
atgctgagca
gcggcegegeg
gaggcggcegce
atcacgccgce
gtcgtgacgc
gccgcggtgg
cgcatcgacg
ctgaggcgcec
ggcgcgtggg
gagggcgcca
cgcgcggacyg
ctggcggagce
ggcctgcagc
ctgcgcgcecce
caggcgcacg
tttaagctcg
cgcgecgegyg
gcggcegeggce
gacgaagcgg
cgcgcctacc
ggcgacaagc
gacgagagcg
gtgaacctgc
ttcgtgcgcec
ctctacgcgg
gcgctgtgcet
cccgcgcecga
ctcatgggcg
gagtacatgt
gtcaacagcc
gcggacgacc
cgcctttccce
gcgaccgtgg
ctggcgcgca
gactcgctgg
ccctcgacgg
gctgcggcgg
acgctcgtgce
tgcgcgctge
gagggctcgce

gcgcgcggcet
agatcagccg
aagcgggcgt
tggagcgctt
cggtgcggcyg
cggaggccac
gcgaccgcga
cgccggcggce
aagcggcgct
agtggctgca
accgcgggcec
acctcgacgc
agctctttgt
aggcgcgcgce
agcactacgc
gcggcgacgce
ggctgcaggc
tcctggcgge
cgcccttecg
tgccgcgege
cgacggtgca
tgtgtgagcg
cggtgtgcac
tggacgccga
tggctgtggce
gcgtggtgga
gcctggagat
accggcgcgce
ggctgctggce
tctcgectgge
gcggcggcegyg
ccttcatgca
gcaagacgtt
tcgcgecggg
cggcggacgg
cgtccgacgt
cggagctggc
tgtgcattcc
gcgcacagac
tgcacgcgac
ccgggggccyg
ggcagccgcec
tgctgggcgce
gcctgatcat

gggcgccctg
cgctagaaga
gcgcctggag
tgaccacgct
cgacgcggcce
ggcgcgcgcec
cgagggcgcce
gctggggcca
gctgctggcg
gcaagcgcgc
catggagccc
gctgcggcgg
ggcggcegegce
agccgcgctg
gcggctgccg
gctgggcgcece
aacgcttgcg
cttcgacgcg
ggatctgctg
¢gcggcegege
ctcgcgcgcea
ggacctgcac
gctgcgcgag
cggcacgccg
gctgtgctcg
ggcggcttcg
cgagcgcgcce
cgactggggg
gactacgctg
¢gagcggggg
cgcgctcgag
cctggtaaac
ggacggcgtt
agagcccggt
cgcgctgttce
gctagccgtg
gcgtctcatc
gggcgacttg
ccagagctac
gggcggccct
gcccgegcete
cagcgaggtg
gccggttgtce
gtgcctgcgg

cgcgcggacyg
ggtaacgtac
ctgccgagcg
cgctttgccg
gcggcgegag
gagcgcatcc
gggctggcca
gcgctggacc
gccgtggagg
tctatcatcg
tttgcggagce
cagctggagt
cgccgcgcgg
caggcggccyg
gccgcgttca
ttccacgaag
gcggtgegeg
caggttgccg
gtgctgcgga
gcacgcggceg
gaccctgcga
ctgcgcggge
gcggattcgg
ctctgctacc
caggtggggg
gtcgccgcecg
cgcgacgcgg
ctggcggacg
cceccgecgcec
ctgcggccag
ctgacgcccg
ttcacgcgcce
ctgaccgagg
gcgaggcgcec
gccatccgeg
tggcggcacg
cccggceggtg
ctggcggcgce
gacgcctttt
tcggaagacg
ttttgcccga
cagaccgtca

gtggccatgg
ctgtttgaca

tgctgcaggc
tgcgcagccc
aggctctgat
gctcggccta
aggcgctaga
tcggcgaggt
acctcaagaa
gcgccgectce
aggcgccgga
actcgcaccc
gcatcgacgc
¢ggcggceggce
ccgcecctegeg
cgggcgtggt
caggcgcgct
ccgcgegege
gcgaggceegce
agctcccggce
tgcgcctcta
ccgccgegge
cgcgcgcecgt
gcgtggcgge
agattgacgc
gggtgtgcta
cttcgatgcg
tgaacgtgtt
actttggggc
tgcgctcgge
acggcgtcgce
cgcgggcgcece
cggacctggt
tggacctcgt
cgcttacgag
cggtgccgcet
ccgccgactg
cgcccgacgce
cgctgacaac
tgtggacgac
tggcgcgceccg
cggcggcgcet
¢ggggagcag
acgcgctgga
agaacccgga

cgcggceggg



37861
37921
37981
38041
38101
38161
38221
38281
38341
38401
38461
38521
38581
38641
38701
38761
38821
38881
38941
39001
39061
39121
39181
39241
39301
39361
39421
39481
39541
39601
39661
39721
39781
39841
39901
39961
40021
40081
40141
40201
40261
40321
40381
40441

cgggcgcgac
gctgctggceg
gctgtcggeg
ggatacgcat
aatgttgaag
cgaggacgcg
cgagaacaac
cgtgttccag
cagcggcaac
agcttcagcc
ttggggggcce
gcacgacgcg
gcaaggaaaa
tgagcgcgeg
gccgtggcega
gccgcgcectg
cccgccattg
ggccccgceca
gccgceggec
gccattgccg
cccgattccg
gccgccggcet
cgctggggcet
ctcgccecgcece
gcttggctcg
cttgcccctg
gccagagcegyg
gcggceecgeg
cgcgccgcecce
agcaccgtcg
ccccaggggce
aaacacccgg
ctccgccgag
cgctcccctg
agcggccgcea
cccgatcgceg
cccgatcgceg
gtccgecgcecce
gccggtgcect
agctgcgcca
gtctcggggt
gctgcececgeg
ggacggaagce

cggccaagac

gccgacgcgce
ctcgacgaga
ctgatcgcga
ctgcagctcg
attgccgaag
ctgcccececcg
gtcccggact
cacgccaccg
cgtgtagcca
ccagcgccgg
gacgagtggc
tacccgccgg
cccgcecgttac
cgtcgcctga
cgcccgecgce
ccgccggecce
ccaccgccgg
ttgccgceccge
ctgactccgg
ctgccggcecce
gctccggceccc
ccagatgggg
cgaaaatcgc
agcgttccgg
cccececttett
ccgccgagcece
cccgcgecgce
ccgcceccececg
cccgcgcecag
aatgctttgg
aagcctggcg
gccgttgacc
gaggatgctg
gctgcgcccecce
agcttgccgg
ccceccgatceg
ccccecgeca
ccaatcgcgce
cggttggtag
aagccgeggg
aacctccaca
ccccccaagg

gggccggaaa

gcgcccaaag

ctgccgeegt
acattatcga
gcaagccgct
cgcgggtgcet
acgacgtgct
cggccagcgce
ttgccgeccge
acaatttatt
acgcccgcegce
caccggcact
tagacgacga
ccecccgegea
tggcagcgcc
cgcgccgtac
ccgcaagcct
cgccattgcc
ccccgcecatt
cggcceccgag
ccctgactcc
cgattacggt
cgactccggce
ccatgggagc
tgccggeccge
cgccgggcte
tcgtgcecgte
gggtccaagc
ccecccgegece
cgccagagcg
agcggcccgce
tgggccaggt
cgcccgcecag
ctaccgttat
actttggagc
ctgcgceccttce
cgcccccgat
cgcccccgat
tgccggcacc
ccecccgecac
gtgcggctgce
ggctgcgege
cgcaagattt
tcccectegg
cggaagagga
cccgagtggt

gtcatcggac
aaacgcgtgc
acgcagcgcg
gtgggcgcge
ccgggacttg
cgccgacccg
tagcggcgac
tccgcacgceg
ggtcgccgcec
ggcaccggct
gattggcgac
cgacgcgtac
tgctgccgga
tggaccacgg
ggtctccgceca
gccgcecggcec
gccgccgcecyg
tacggccccg
ggccccgact
tttggttccg
tccggecceceg
gcttagcgca
gcagcecgcegg
agagctcgtt
cagaccgcct
accagtagat
agagcggccc
gcccgegcecyg
cacagcggtc
ggccccagceg
gcccacgggce
cggatctggce
gtcgggcatg
ggccctgceccg
cgcgccccecg
cgcgccccecg
cccaagcgca
gccagcgcct
gcgtgggcga
ggcggaacgg
actggcaagc
cgcagactcc
gacagaagcg

gcctgccaac

ctaaactcgt
ctgacggcgc
ccgccecctgcece
gccgcecgege
cccagcctga
ctcttcacgce
ccgctatacg
¢gggcggcgg
gctgcgcgcece
tcggcggage
gcgtacccgce
ccgccggecce
gccgeggagyg
aagtccatgc
gcgcctccag
ccgccattge
gccccgcecat
gttccggccce
ccggccccga
gcccecggtte
actccggctc
acgcggegge
cagcggctgce
ccaccaccgt
agcttggagce
gcgcccgcge
gcgccgeccee
ccecceegege
cagagtggtt
ctgctgcggce
ggcgcaaata
tctgcgectgt
tatgttgcgce
gcgccgegec
atcgcgcccce
atcgcgcccce
gcgccggcga
ctaattgcac
gtgattggac
ccgccgatge
gccgaagcgce
gacgccaccg

gaagcggggg
tcgctgctga

g99999agcyg
agctggagca
tcattatgct
cgccgctcge
cgctagacta
acatcatcag
cgcaccccce
caggtggcgg
ccccgaccce
ctgctctcge
cggcccecgce
ccgcgcacgce
ctcctggegt
ccgceccecgegtt
tgcctccggg
cgccgecggce
tgccgeccgcec
cgccattgcc
ctccggceccce
cggctccgge
cgccattgcc
cgacgcgccg
tgcgctcacg
caggcggtgce
ccgtgcctgg
cgccccecge
ccgcgccaga
cagagcggcce
caaaaattcc
gcggccccag
ttgcgcggaa
cgggccttgg
cgcctggecce
tggaggcgcecc
cgatcgcgcc
cgatcgcgcc
ctgcaggctc
cccttgecge
acatgcgcgce
ggtcgtgggce
ggatttgcga
atagctccct
gcgacggccc

agcgccagta



40501
40561
40621
40681
40741
40801
40861
40921
40981
41041
41101
41161
41221
41281
41341
41401
41461
41521
41581
41641
41701
41761
41821
41881
41941
42001
42061
42121
42181
42241
42301
42361
42421
42481
42541
42601
42661
42721
42781
42841
42901
42961
43021
43081

cttgcgcggce
ccggcggcetg
catatttgcg
ttccceccacg
acgcaaaatt
cgaaaaaagc
ggggggagct
caatgcgcgt
cgccgecgcea
ctcacctgct
aaaatctgca
gggtcgatcc
ggcgcegegtg
cgcccacaag
cgtagtgcgce
acgcgcttge
ctagcagccg
cgcgcggcat
tgccgceccgceg
aggccagcgt
gcgagaagta
cgcagtccgt
cgttgcttcc
cccagggctg
tgcgggccat
cgcggccgtg
agctgcgccg
ggcctacgcg
gcgctcctte
gtgtgcgatc
ggtgggcagc
ggcgcctteg
ctcggggggg
cggcgatggce
cccggcgcectg
aatggaggtg
cgccgecgceg
cgcgctggcecce
gttcgggctg
ggcgccgcecce
ccggcacttc
gacgctggtg
cgttccecgge

gcgctactcc

acgggcataa
cgcgcgacgce
ctgcgcttge
tccgcececgege
tcatgagcac
gtcacgtgcg
gcaccacccg
ggtcgtaggt
ggtcgaccat
ccggcegtegt
cgggcagcaa
¢ggcaggcge
ttaagagggc
tgttgcaagg
gacgtttccg
gcgccgagag
gccggtgecga
gcgcacgaag
ggccttgatc
ggcgttgttc
cccctggaag
ctgcgcccag
gtcctggccg
gggcacgtcc
aagactccgg
catagtgggc
tgccggcecgeg
tcgtgcagaa
ctcgcctcca
gtcgaggcca
agcacctcga
ctttggaggt
atgagctcgc
gcgcgctcegt
ttgaaggaaa
ccaagccctc
gaggggggcyg
atcgaccggc
gcgcccceccect
tgtgccgtgg
ctagccgcgce
gatgtacaca
aacaacgccg

aactactcct

gcgtcctggce
gcgacgtgcect
ttttggggta
ctcgcggcect
aaaactgttt
cgcggcagac
ggggaggaag
cgcaaacatg
ggccagcgac
gccgtcecctge
gtcccgcagg
ggacatggcg
gcccagaaaa
gctgccattt
gcgccgcecgyg
cgcacgtcac
tgcgagtcgce
cagctcacgg
ttctccagcg
tgctccgecg
agcacggaca
ctggccatta
ttgaactgga
ccctcgeccac
gaagaaccct
ggcagtctgt
gcgcctttat
tctggtgtag
gcgctcgcegt
ggcgcgcecga
gctcgegegg
agcggcgctc
ggagccgcat
gggcagaggyg
acggccagct
gagacgacgg
gcagcgccga
cctgcgeegt
gggtggccga
ccatcgtggt
accgcgccac
agcatttctt
ggaacgccgce

tcctcatcca

cctcttgctg
gcggcagegce
gcgctcgceccecc
tctgtacttt
tattattgcg
gccgccgcegce
gtccgcttca
ggcacgcgcg
gtgccgacga
aacgggcgeg
gtgtcggggg
tcgtcgaacc
ggcgcagtat
tttgccggceg
ccggttcgag
gctcgctcag
cggggcccat
acatcatggc
ccgacaggct
tgatggccge
cgcccgtgtt
gccgcaagat
agacgcaccg
attgcaggtt
cgccctecgcece
ctcgccgage
agcccgceccc
gtccagaaat
gtggctgcac
aaaggccaaa
cgccacgtcc
cagctcggcc
gttcgcgcge
tgcgttccge
ccttgaggag
ggacgaggac
cgtcgtgccce
gtgtcgcacg
ctacgccatg
tgccgecttt
gctagtgggce
cctccacgtg

€gg9g9g9999cg

atcggcaacg

gaggcctgeg
gccgctgaag
tttccecteg
gccgcacaat
atcgcacaat
cagcgtcctc
gtccgattgt
gcacaacggc
gcaggttgceg
ccgcggegtt
tgatggtagc
gcgagtgagc
cgcgagaatg
cgcggtcagce
ctctcgctcg
ccgctccecgg
gaaccggaac
gcgaaagggce
caggcccgtg
gagcggcgeg
ctggacccgg
gtactccagg
¢gcgggcggg
gccggcgacce
ctcgccgtcecg
gctgcegtegg
gctttgcggg
ttgttgatca
gccgcecgec
tagttcacct
tcgaaccaaa
acgtcctcgg
gctgacgacg
gccccgtacg
ctcgtctttg
g999g9tggtyg
tttgtcgaag
attgatgctt
ctctgcgcta
gagttcgtct
gcctttgcga
tgcttccgceca
cgccgggecyg
cgggcgctge

aaaaaattgc
tcacggctga
gtccctccect
aaacaccgca
tgcgccgatc
ctcgtattcg
cgggcgcgcce
cttttcgtgce
ccgggceegeg
tagcacatgc
cggcgcacta
gcgcggegeg
ccgcaaactc
agcgcgeegg
ctgtgaccgce
accgcgcggt
gagagctgca
cgtgggtcta
ctttgcgtcg
ccggggggcece
acgtaggggt
gggaaggact
cggcgcgggt
agcaggcgaa
cagtcgcgct
cgcggaacga
¢gcgcgeggg
ccgtcgcaaa
cgcccgagcece
tggcgtcggt
tttctacggc
tggccagcgce
gcgccggtgg
tcgcgtttga
cggcccattt
acagggacgg
aggccgccgce
accggcgcga
aaagcctcgce
acctgatgga
ctcgggtgct
cggacggcgg
ccgaaaaggt

tggctcggcg



43141
43201
43261
43321
43381
43441
43501
43561
43621
43681
43741
43801
43861
43921
43981
44041
44101
44161
44221
44281
44341
44401
44461
44521
44581
44641
44701
44761
44821
44881
44941
45001
45061
45121
45181
45241
45301
45361
45421
45481
45541
45601
45661
45721

gcggaggcge
cccgcagtcg
ctcggcgceccg
ctgctgcgac
atcgccgege
cgcggaccga
gggcgacgge
ctgggcggcg
cgcgggcgac
cattacaggg
ggcgcactgg
cgcgggcctce
gggcgacggce
gcacctattt
gttcgcattt
cgtggccagce
cgcttttaaa
agacgccggg
ctgccactat
ggtgcgggceg
cceccggceccce
gctctcgcte
cgcgccgcega
gctacctgat
gcgagctcgce
ggacggtcgc
gctgctgccce
ttattttggc
ccatccgcgce
gcggccccac
accacgtgct
actgctcggg
gcctgctgga
agacgatgtt
cagacgccga
actttgatgg
cgccgecggce
gcaggcgcgce
tccaaacagg
tgtgttgagg
tagcaaacgc
cgcgttcacc
gatgcggtcc
cagatgcgcg

ccggaggcege
ctggcgactg
ttgcccggtg
gccgcgegtg
ggcggcgacyg
tgggcgtacg
gcggtcgccg
cgcgcgggcet
gcgcgeccca
cgcgggcgca
cgtgctttgce
ttcgactgca
ggccgcttcet
tgcgacccca
tccgacggceg
gagaatagtt
acgtaccagc
cagctgctcc
gtctgaccgc
tggggctgag
ggggcgeegce
ccgctcgecg
gcggctgegt
gtacttcagg
ggtgccgcectt
cgataattgc
cgcctgcacc
ctacgtgcaa
gcttggcggg
cgaacgcgcg
gcgggacggg
ctttatgatg
ccacctgtta
tgtgctcgtg
ggtgccggcg
ggagctgctg
gtgagcgcgg
gtttccggaa
gccttgaagg
ggcacggcat
ccggggcggyg
gcggcggegt
ttgacgttgg
atgcgcttgt

cggcggtgcecce
cgctgctgag
gcggtggggg
cgcgggctgce
ccgacgaagc
cggacctcgce
agcgcgcgat
tcctcgegge
gcgtggcgcet
cgacgggcga
gcgcegetgeg
tcctgccggt
ttgccgecgcet
tgtgcgccge
acgcgcgcga
ttgagggccg
ggttccccce
gccggcacgg
ggggagcgcece
cgcgecggeg
tcgctgatcect
tttgcgcctce
tcgcgcacgg
tttttggcct
atccgaacga
ctatcgcttt
gtgaccggceg
cagctgagca
acggacgacg
ctcgccgagg
ggcgtgegeg
tacgtggtgt
acggcttgtg
gtgcgceeggg
gtgagcgegg
ctagaatacc
cgaagcccgce
taaagcgctt
tggcgccgac
gggccegege
cgccgecgcec
cgcgctccac
ggcgggcecte
tggcgtaggce

cgcagacggc
ttggaaagag
¢gcgcgggceg
ggagtacgaa
gtccgcggcec
gctgctgctg
cgcgtcccge
caacacggcg
ggggccggtg
gtgtgtgctc
cgcggacgtg
gctggacgcg
ggcgctgctg
gtgcgagctg
cgcggacgag
cgtgtgtgcg
aaagccgacc
cgtggctctc
gccgagctag
actgggcaac
cgccccgect
aagggcgctc
gggcgcggcyg
cctceccecctge
cgcccgtggt
cgggcatggg
agccgcggat
acatctacga
gcggctttgg
ttttggccca
acgcgcgcgt
tcccgggcaa
ccgggtacaa
acgggggtgg
gggaccttta
gaaggctgta
cgcggcgagce
gagcaggttc
ggtgcctagg
ataccccggg
gggcggcgceg
gccctecgecg
gctgcgcagc
ctccggtggg

gcgggcccege
tgcgcgecgcece
gcgcggcgec
gcgcgcgctg
agcgccgcecg
ctggccggeg
cgcgccgcecyg
ccgcggtttg
ctggccacgg
tgcaatcttc
gtggcgcact
cgcgccggcyg
gagcccgagg
caggcggacc
ctggatctat
ggcttgtggg
gcgtgtgegg
gtctcgctgg
agagccaagc
ggcccecggec
ttgctctcge
ccgctccecgg
cgcggcacgce
tgacgagctg
gctccecgtte
ctactatctg
gggccgegeg
gtaccgggcc
cggctgcgcecce
acccgagctc
gctgttttac
agccatccac
gatcgtcgcecce
gggcagacaa
ttgcaaaatg
cgcagcgttt
cggccttgca
tccgtggtce
aggtgggaaa
tcctcggeca
gacggggccg
ggcgcgacga
aggagtttgt
cggctcagct

gggcgctgcg
tcgtggattg
¢ggggggcac
ccgtgctgcece
acggagcgcc
tcgcgacccg
tcgatcgcta
cgcgcttcge
ccctcaagca
tgctcacgcc
ctgccaacaa
cgccggtcga
ctgtgtataa
ccgaagtgtt
ataaggcgcg
cgctcgcgta
cctttgtccg
agcacaccct
ccagactttg
tcgacaccag
tctcgctcte
ggcccggceca
gcgcgagaca
gccgccgtec
gacctctcgc
ggcatcggag
gaccgcgcgc
ttcctggcect
cccggecccg
tttttcgcect
cgagacctgg
ctgcaccacc
cacgtgtggce
cagagcgcga
tcggacctca
gacgactttg
gccggcggte
gcgtgtcgtt
agtagtagtc
tgtccgagat
tgccgcgcag
tcacgtaggg
agtacacggt

ccgccgtceat



45781
45841
45901
45961
46021
46081
46141
46201
46261
46321
46381
46441
46501
46561
46621
46681
46741
46801
46861
46921
46981
47041
47101
47161
47221
47281
47341
47401
47461
47521
47581
47641
47701
47761
47821
47881
47941
48001
48061
48121
48181
48241
48301
48361

gacgaagtcg
agctccgaag
ggccgaggcece
gcgccgcegtyg
catgagcatc
cttggcaaag
ccggcgcgcec
gacaaagacc
cgccgecggyg
gtgtatgtac
gaccgccagg
cacgaccttg
ggggatgcgce
caggctctcg
cgcgtagtcc
gaagcacagg
gacggggtcg
ggcgegeeeg
gtcttcttct
ggcgaagcgce
gaggcgcttt
ggtgaatacg
ccgcgecacce
cgccgaatct
gtgccgaggg
cacggcgttg
cagggaaacc
gtcgaagacg
gtagacggcc
ggtgacgaac
ctcgctgtca
gaaggccggce
agtgcgcagc
cgccgggaac
cttgtagtcg
gcagttgact
gcccgegege
caaaaagcgc
gtcgcagagg
gcgcgtgtceg
cgaggcgcgg
ctgtgccgeg
ctggccctcg
gtgccgcacg

ccaatgtcca
cgcgcaaagce
tcggcecgegg
taggcgttga
ttgccgceccge
gttttctcge
atgccgtcge
gagtccgtgt
ccggecgegyg
cgccgcgtcet
caaggcagta
atggcggcct
gcgcggatgg
cgcacgtgcg
gcgcecgggcyg
ttgtgcgcecct
acgtgaaagc
cccgcecgege
ccccectegt
tccceceegte
tgggtgtccg
cgaatctgct
gccgacagcet
tggatgcagt
atgtccttgt
agcttgtagc
acgccgttaa
cggaagaggc
gtgagcttct
tcgggcgagt
aactccagca
ggcaggtcgc
gagtacgtca
gccagcccgt
ggccacgcgt
tccacgtcge
ccggggcegea
gtcgtcacgt
tagcccccga
tagaagtaca
cccaggtaac
ccggcggceca
tcgcgcaccc

ccgtacacgt

gcgccgggte
ccggcgggag
cgcgcgaaac
taaagcggca
cgacaaggcc
actcgagctt
ccagcgcgcea
cgccgtaaac
ggaaatctcg
cgagcagcat
gtccgttgga
gctgcttatc
ccttgcgcat
cgcgcacaaa
tcagccccge
gaatgatgct
ccgactcggg
ggggccggte
cctcctcette
ccecgceecggce
gcagcagaaa
gcccgtcaaa
ccaggtgggg
actcgccgat
agtccaggtc
tgggcagctt
tcttcacctt
cgcccecggtt
ccgagatgta
actgcttgag
¢ggcgggcegce
aggatcccag
gacacgagat
cgcccgegea
cggcctcggce
aggaggtcgc
gccggtacca
ccacgtggcc
gccgcgcegcet
cgtccgectge
cgccgggccyg
gggccgagga
cgcaggctag

gcaccgccac

ggcgatcttg
ctgccgecceccg
agcgtcgtcg
gttgtttttg
gaggtacttt
gatgggcggg
cacggcgtcg
cacgcgcacg
caccagtgcc
gtcgcgcceccg
cacgccggtg
gagcagcaca
ggccagccag
gtggagcgcg
cggcgcggcece
ggggtagagg
gtccaaaacc
cgccgcgecce
ctcctcgececg
gccccgegec
gccccgegec
aatggcgcgce
caagtacttg
gacgccgcgc
caccttccgce
gagcttctcc
gctctgcttc
tagcttcccg
cgcccagtcg
gaacgtcatg
ggggagccecg
cgaaaacaaa
ctggacgacg
cgacaggcac
gcccgcgatce
gtgctgcgcg
gccgaagctg
ctcatacttg
ggccgaagac
ctcgaccacc
gcgegegecg
gcgcagcgcec
gtcgacggcg
gcgcttgccg

gcgtgagctt
ggccactcgc
tgcataagca
cgcacgaggt
ttttttgtga
cgaaagagcg
tagggcatcc
cggtagcggce
tcgggtgtgg
atggtcgtta
aagccgtaca
gcctcctcecgg
tcgcgcaaca
cgcccgcecca
tcgcggcecgceca
ctggcaaagt
ttggcccect
gcgcgcccect
cgagccgcgt
gcgccggcect
cgggccaagc
gacaccgtga
aagaacagct
ccctcgggcece
tcccgcaggg
acggccgtge
tgaaagcggt
tagccgtcga
aagttgacga
aaggccagca
gcggceegege
agcgtgtgct
aggtcctcgg
tcaatgtcaa
ggctccaggt
ggcgcgcgea
gtgaagcctt
gtcacgccgg
accttgtaga
gcgaccgaaa
gcccggccgg
gccaccatgg
gccttctcca

tcctccgaca

cggccaacac
tgggcggcac
cgtcgaccaa
ccacgccttt
tgagcagcag
ccgccgaaac
ccgcgaactt
¢ggcggceggce
cccagcgcete
cggtggccgce
ccgagttgca
gcgcggcggt
gcacgctgag
cgtcgaacgt
cgagcgtggt
ccagcaccat
ggtacccgac
cgttcccccce
cggcccagca
cggctccgge
gcagcaggca
ttccggceccag
ttccgaccag
cggccgcaaa
cctcctegge
ggtacatgtc
tttggcccge
gccgcacgtce
tgttgtaccc
gcagctcgaa
acgcgccgag
cgtggcgcetg
cgttggcgge
agcacagcag
tgtccgcggt
gcgcgcgcgce
cgttgtccag
ggaggaagtt
aaagctgcgg
ggctgtcccg
cggcgtcctg
cgtcgatcag
tgtaaaaata

tgcccagcag



48421
48481
48541
48601
48661
48721
48781
48841
48901
48961
49021
49081
49141
49201
49261
49321
49381
49441
49501
49561
49621
49681
49741
49801
49861
49921
49981
50041
50101
50161
50221
50281
50341
50401
50461
50521
50581
50641
50701
50761
50821
50881
50941
51001

cgtcacgacc
gctcgggtac
gagcgcggceg
gcaatggccc
gcgctcggcece
gtcgtcecgtyg
ggacgaggcg
gtctgcgggce
tcggccgege
ttcgcagtct
cgtcagacgc
tgccagcggce
ccaacagaca
tttgagttgt
tcgcgecggg
agctcgcgcet
gcgggctcac
ctaccggcct
acgtgtttgt
cgcgcgcectg
tcgacggcgce
aaacggccct
acaccttcct
gcgtgcecgcet
cctttaacgce
acgccgcact
gcgtgcgcac
acgagggcgc
gcggtggcegg
cgggcggcgt
aggcggccat
tgctgcaggg
gcctagceccgg
aggtggacga
tctaccagat
cgctgccgca
cgctggacca
tctacctgga
agtatgtggc
ggcacgcgtg
cgccaacgcg
acgtgctggg
ccaggagcat

accagcagcg

gtggcgccgce
tcggtcgtct
cgctccgggyg
gcaaagtcca
gtgccgatgt
ccgccgtecgg
gcggtgcagt
gcctcgecgg
ggcgcgaggt
ctgtccatag
tttaacggcc
gagccgtggt
gtgcgtccgg
tgccgcgcecg
gceecgegggce
gctcgcecgeg
tgtggagacg
gggtggcgcg
ctttcacggc
cgagcaagcg
cgttgagacg
ggtcttcctc
gcactacggg
gtaccccgtg
gcgeccagcegg
ctgcgagctg
gttggacgcc
cgtgttgccg
ccgcgggtcece
agagcgccgg
gagcacgagc
cgcggcagac
gctagtgggce
cggcggcegceg
cgccgececce
gaccggcgcc
cctggcgctg
gcgctgcgac
cagcacgctg
cgcacacacg
gagcccgctce
gaactacgcg

catgcaggcc
gctgctggcg

¢gggccgggce
ccacgatgtc
cggcgcggcece
ggatgtcgtg
gaacgccgcg
cgccgtcggce
atgactcagc
cgccatcggg
acgggttgaa
cctggcggge
tcaccggggg
ggcgcgcage
ccggcttgte
cgtctgccga
ttcgtgtacg
cggagccgcyg
gcattcgcgce
gggctgacgg
ggcgagcegece
cgccggcgcet
acggccgagg
gcgacgacgg
ggcgceggege
cagctgtaca
gccatcggcg
ctgcacggct
gtggcgegeg
ccggatgtgt
gcgcegceggeyg
ctggcctecgg
gtgttcgacg
gacgcggcga
gccatggtgt
gccgacgcta
tacgctgccg
ggtccggeceg
gcgtgcgggt
gcgggcgcect
gagggcgacg
acgctgcacc
ggcgtcttcg
tcgtacagcg
acgtaccgcg

cacgacgccce

ctcggcggca
gtacacgtga
cgcccacacg
ctcctcgececg
gcggcggggce
gtccaggcag
cgcgcgcccg
gatgtccggg
aaacccagcg
gcaggcgegce
aggggccggce
tcacggccge
ctcctcgege
ccatggacgc
tctgcgacgce
actcgctgcect
caaacgtcgc
ccaagctaac
tgcgcgccag
ttggctttag
acatttgccg
aggctttcaa
ccgtgcaagt
tgcccgacgt
agcagcttgce
acgtgctggg
gtgccgcgca
gcttcacggt
cggacccggg
tgatggcggce
aggacgtcgc
agctggacgc
ttagctcaaa
aggacggcgc
ggaacccgcg
tatctatcaa
tttgcccgceca
tcgccgggeg
tgccctgegg
ggctgcggcea
ggaccatgaa
cgcttcggcg
cggccgtgga
agtcggcggce

aagcgggacyg
aagcgctcaa
cttacgcggce
tcgaggtata
gccgcecgcecce
cgcggcegega
ccgccgceggce
ccttgcecgeg
¢gcgggggcyg
gactggaccg
gcgaggttaa
gggcggcgge
tccecgeecgeg
ggcggccaag
ggctcgcectg
ggcggtgcetg
ggtggtcgcc
gcccagcecac
cacggccgcg
cgcctttgece
cgcagtaggc
ggagacggtg
gggcgccgge
gaaccgcgtg
gtatccgcgg
cccggecgceg
cctagccttce
ctttgaccag
cgcggccaag
ggacacggcc
gtgcgtggac
gctgggcgeg
ctcggtgctg
cgccgecggce
ctgcgacaag
¢ggcgegggce
gctgctggceg
caacgacatg
gctgtgctcg
ccggctgecce
cagcgcgtac
ccecgggcgcec

aaacgtgctc

gcagctcgag

cgtcgccgge
agcgcgggtce
gcggccagcea
ccttgggcge
ccgcagcectce
tgaagcggaa
ccgccecgecte
¢gggggcgcece
cagtgccctg
ccceceggtge
ataccagatc
agccgacaag
ccccgcecttt
acggtagccc
gacctcgaca
cccctggtge
ggcactaaga
taccacccga
ccaaacctga
ggcgcgeecg
gcgagtcccg
tacatgtgca
gaggcggtgce
aacctagagc
cccttctaca
gtggcgctgce
gacgagagcc
cccgcggggce
gctgccgegce
gtgtcgatcg
gactggccga
tacgtgggcc
cacatgacgg
ttccaccgct
gacggcaagc
caggagttcg
cgcatgctgt
gacgcgctga
cgcgacgacc
cggtttggcg
agcgactgcg
gacgagaacg
gcggagctgg
cgcgcgatta



51061
51121
51181
51241
51301
51361
51421
51481
51541
51601
51661
51721
51781
51841
51901
51961
52021
52081
52141
52201
52261
52321
52381
52441
52501
52561
52621
52681
52741
52801
52861
52921
52981
53041
53101
53161
53221
53281
53341
53401
53461
53521
53581
53641

cggaccacgc
ccgaggcgtt
acgaggccaa
cgacggcctt
agtgccacgg
agcccgtgcet
ccgtgacggt
cggagccgcec
aggagatgcg
ctgcgcgcecgce
tgaacattct
ccaacgggaa
agcgcaacca
tgaagcgctt
tggccgagcet
agttctacat
cggcagtgat
ccgaggaggt
ccagcaacct
tcagcaagta
gcctcaacgg
tgctcgecgtg
gggacaacac
cgcagacggc
acctggacga
tgacggagcg
tgcgagagcect
tcggcgegtg
gggccgggcece
gcgtcccgga
gcggggctat
gatatataca
gtttttgtct
aagggggacg
gctccgagcece
cggcggceecyg
tggcgctgcect
tgaacgccct
cgcgcgtceccg
cggaaagcga
cgcgcaccat
acggcggcega
agcagcttaa

acgtggatgc

cagctttcgce
cgtgcgcggg
ccacacgctc
cctgtttcgg
catcttctgce
gcggceggegce
gacgctcgcg
cgcgcgcgac
cgtgaagaac
gcgcgtgcectce
cagcgggccg
gcegeecggg
aatgccggcg
ttcggacgcg
ggcgcagttt
caacgggctc
gcactgggtg
gctacgcgag
cgtgcgctcg
caacggcagc
gggcaagaac
ccecgcgcegcece
gctggtggaa
cgtctacggce
ctgggcggcece
cgcggceegeg
ggagctcgag
cgcgagcgcce
cgccgcgcect
caagcggccce
aggtcgctcg
tgcgcecgttt
ggcgcggtte
cgcaggcatg
tggccccgeg
ccagcggctg
cgggcgctgce
catggtgcgce
cctcacgccg
cgcgctgctg
ggggctggag
gacgatcgac
ctttgcccac

ctttttgcgg

ggcgcetcetgg
ctggtcgagg
tcgctggcecge
cgctcggtgce
gggcagccegg
ttcatggacc
gaggccgcegg
atggacggcg
cgcgtgatgt
gggctcgegg
ctgggcttcc
agcccgacgce
cggctgctct
tacgcggcca
tacatggcca
acggcgatcg
cgccggcegcea
gcggaggcecce
gtcatggcca
gcgggcaaca
gtgtgccccce
ggctttgtgt
gcgctccgeg
gccgtgcectcece
ctggtggagg
cggccecgggg
gcggcggecg
gcgccagacg
ggagccaagc
gccctgacca
tcgccggcga
gccgcgaaat
gaccgaggcc
gcggagccga
cttggcccag
cttgccatcc
gacccggctg
tggctgcgge
ctgacgtacg
gcggceegegyg
ggcgcgtgcec
atcgagatcc

ttgctcgect
gccacggtgg

ctgcgatcca
accgcgactt
tggacccgta
tggccgtggt
tggacgggcg
tgctcaacgg
tcgcggcecgcec
acatctcgaa
tctcggcggg
gcgcctacca
tggtgaagca
ccaaccccca
ccaaggagga
tcaactacgt
acctggtgct
tggccgggge
tcgcggacgce
gcccggaggt
cgcggcccgce
atcgcgtctt
tgctgtgcectt
gcgcgaccgc
agattatcaa
aggcgctggg
acgagttctt
gatggtcgcc
aggccgagcc
cgacctacgc
gccccgacct
ttgacatggt
ccccgeccge
aaaaggataa
gcggcgtcectt
cagcggceggce
acgccgagcec
tcgggcaggt
tggcgcgceccg
gccgcctecgg
cgctggacct
gcaccgcgag
gcttccaccg
agttcttgca

caaccgacgc

¢gggcggcgg

aaacacggtc
caagatgcgc
ctcgacggcc
gcaagatcta
caactttcgc
cggcttccte
gaaccttgcg
ggtaagcctg
caacgccaac
gaagcccgag
gttccaccgce
gtggttctgg
catcgagacg
caacctcacg
gcgccactgce
gcgacggccg
gcccgacgcec
gtgggcgggce
ggtagtgctg
ccaggcgggc
tgacaagacg
gggcgcggge
cggcagcaac
cccgcgegtg
cgcccagagce
ggagggcgcyg
¢gcgggceggce
cttcggcggce
ggacgagctg
gtagcgceggce
attctcccge
tatcgttgca
tggccgtgaa
cgctgcgcgce
cggctcagcg
acagacgtac
ccacctcgac
cggggcgctg
cgcgctggac
cgcgcctgcecce
gcgegegege
cgacgtggaa
cgcgctcgcece
ggtggcaccg

gagcaggcca
gaggcgctgt
gtttgcccgg
gcgctcagcec
gcgcaattcc
acgacgcgga
gcggcgcaga
gaggtcttca
atgtcggagg
agcggcggceg
aagctttttc
acgctgctgce
atcggcgccg
ccgggcaacg
gaccacaagc
cgcgaccccg
gcggcggcecyg
accttcgecg
ggcctcagca
aactggagcg
cgccgcttcecg
ggcgccaacc
ggcgcgctgg
gagcacatgg
atggtggagc
gccgacatgce
gcctttgact
cccgtggecg
tttgagatgg
ggcgacatgg
cccggtaaca
cattattcgt
9999999999
tcgggcctceg
ttcggcgggg
aacttccagc
gccgtcaagce
cgcgcccagg
cacgccgcag
gagttttttg
ctggcgctct
aactttttga
gcgctgggcg

cccgagcectge



53701
53761
53821
53881
53941
54001
54061
54121
54181
54241
54301
54361
54421
54481
54541
54601
54661
54721
54781
54841
54901
54961
55021
55081
55141
55201
55261
55321
55381
55441
55501
55561
55621
55681
55741
55801
55861
55921
55981
56041
56101
56161
56221
56281

acgattttgce
gcgagtctgt
gagtgcgcac
gggcgceggcet
gggcgggcgyg
ctgtgcgcga
gttggctcta
ccgccgecag
cgcagcaccg
actttgaccg
tgggcagcgce
accaccacat
acgcgctgcg
gcctcggegg
cggacaacga
gcgcagacgg
cgcgcgcececcyg
gctcgatgga
tgcgcgtgag
tttgcgcacg
gcgcctcgga
ccgtcgaccc
cgctctttga
gcgtggaaaa
cggccgeggg
¢gcgggcegeg
ttctggececeg
cggaccgaac
cctacgagga
tcggcgagga
tgcagcgcct
gtgggccctg
cccgcccgaa
cggcgacgac
gcaggcggcc
ggtccggctce
gggcatcggce
caaaaacgtg
gtacacggac
gcgctgeccectt
cgacgacgac
gggctggcac
gggcacctct
ctcgttcgcg

gcagccgtgt
gggccggcgg
cgagctatgc
ggcggcggcea
gccccecegte
ggcggcecgece
cgcggtcagce
cgccgtcgcece
gctgcaagtg
cgcgctcgcecg
tgcggtggcg
gtcggcctcg
cgagctgctg
cccgggcaga
cggcggcgcce
¢gggggcggce
cgccgatgcce
cagcctcggg
cgtctacggg
ccgcgcecttce
cgccaccttt
ggcaacgtgg
cggcagcgceg
cgtgggcctg
gggcgggtgg
gggcgtcacc
cgccgtcettt
ggcgcecgggce
gtcatggccg
cagcgtcgtce
ggcgccggceg
ctgctggcgg
gaggccgega
gccgccagcec
ggggaaaact
gcgcccgcge
gtcatttaca
atcgtgacca
cgcgtgcccg
tcgaaagccg
ccctgggagg
acgacggacg
gtgaactgca

ctctcgaccg

ctggtgtgcet
ctggcgctgt
agcgtgggcec
gcggcggege
ctcgcgacgg
tctgtgcteg
gagctgcagt
gccttecgeceg
gccgeggegyg
gacaagctgg
cccgacgagce
ctgatccggce
¢ggcgggcgg
gacgaggggyg
ggggccgggyg
gcggaggacyg
gacgtgcgcc
cggtgcatcc
gacgtgctgc
cgcgccgcegce
gacgcgcacc
cccgcgttga
cacaacttcg
ctcccgcecacce
gcggtaagcg
gccgcgcage
gcgtcecgtcet
ccggacgggce
ctcgcggegg
atctacgacc
gggcgcgege
cgcccgecgce
gcccggcgece
ccgacaacag
cgcgcttett
ggccgtgceccce
aggagaacat
cgacctgggc
tgggcatggg
agtacctgcg
cgccgctgaa
atgtgtacac
tcgtggaaga
gggacattat

tcgaggagcect
gcgcctgcga
agtacctgcc
tggcggcgcet
ccccgeccgg
acgcgcacca
tctggatgtc
gcaacctaga
agatggcgcect
cgcagctgga
ggctcgaggc
gcctcacgcg
ccgcgggcga
gcggggacga
tggggggcgg
acggccccgce
gacagcgcta
gcgaccagcg
tcaacgtgta
tggcgagcge
gcttcatgaa
cgcaccagtt
cgcagccgcece
tcaaggagga
acttccagca
ggctcgcectg
tccactgcgg
ggcagtcgtg
tgctgaacgc
gggacgtgtt
cgcgctagcece
ggggcgaccg
ccccgcgagce
cacagacgtg
cgtgtgcccg
tgagtacggg
cgcgccgtac
gggcagcacg
cgagatcacg
cagcgggcgce
gcctgcgegg
ggcgctggge
agtggaggcg
ctacatgtcg

ttgcgtcacc
ccatgtcacg
gcacgtgcaa
ggcggcgecg
aggcgacggc
cgtcttccge
ctcgtcggeg
ggcgctcgcec
ctttggccge
cggcgtggac
gctcatccgce
cccggaccag
ggcgggcgece
gccecgaggag
tggggcgggg
gggctgggceg
tgccgagegg
gcgggagctg
cgtggcggtg
gggcacggtg
ggaggccctg

cttcgaccta
aaacaccgcg
gctggccgeg
gtttttttgc
gcaatatatc
acgcgtcccg
tcccagecggce
gccgegggceyg
ctcgctgcete
gctgccecctgce
gcgacaacgc
cccagecccce
cgcgccgcegce
ccgccctegg
ctcgggcgga
acgttcaagg
tacgcggcca
gacctggtgg
aaggtggtgg
ctgagcgcgce
tcggcgggge
cgctcggtgt
cccttttacg

gcgaaccagg
cggcagctgce
ggcgtgtcgce
accgccgcgg
gacggcggct
ccggcgcecgce
cgcggcgagg
gcgcgggagyg
tcccecggage
tgtctgctcg
gcgtgctacg
cgcaacgagg
gccgcggttg
gagggcggga
ccgtccgggg
gcgctggcgg
ctctcgaagce
gaaaagaccc
cataatgggt
gtggacaacc
ctgcggcacg
gttaacgggc
ctgtacttta
tttatgctgg
ttcgcatccg
cgcgagctcg
ctgctgcgtg
gtctacctga
ccggagacgg
tacgcggtcc
tatgggcgac
cceccggcegcece
ccggccccga
tccggctcge
gcgccacggt
actacacgga
cctacattta
ttacaaacca
acaagaagtg
cctttgaccg
ccggggtgceg
tctaccgcac

acccgtacga

ggctgcgcga



56341
56401
56461
56521
56581
56641
56701
56761
56821
56881
56941
57001
57061
57121
57181
57241
57301
57361
57421
57481
57541
57601
57661
57721
57781
57841
57901
57961
58021
58081
58141
58201
58261
58321
58381
58441
58501
58561
58621
58681
58741
58801
58861
58921

gggcgcgeac
ctacaagcgc
gcgtacacag
gctggccaag
cttcacggcc
gaatgtgccg
ccgcgagcegce
cggcggcttt
gcaggagctg
gccgggeecg
caacgggccc
gtttgcggeg
ccgcctggcece
ggctaagctc
catgttgggg
catcgagaac
tgccttcgge
gcecgggeege
cgcggactac
ggaggtgatc
gccgctagaa
gatacagcgc
gacggacggc
cgtcgggcag
gtcgggcatc
gctcgccggg
ccccatgaag
aaccgccccg
gatgatcaag
gagcaacaag
agcgccgcecg
tatgggcagt
gttatttgcg
agggttcggce
ctccggcacc
cccgcectttg
ccecggegegce
acatttattg
catcctcgac
gcgctgccgce
ggcgggcgge
cggcggcccyg
ggacagcgcc

acctacccgg

cgcgagcaca
gacatggcca
cacgtgacgg
tggcgcgagg
cgctcgcectct
ctgagcgact
tacaacggca
gtcgtggcct
gcgcgctcga
cggcgcgcege
gccggcgacyg
ctgcagttca
acgtcctggt
aaccccagcg
gacgccatgg
tcgatgcgcg
aacgagagcg
gagctcgtgg
gtgtactacg
agcacctttg
gtgtacacgc
cgcaaccagc
aatatggcca
gcggtgggca
gcctcgttta
ctggtggccg
gcgctgtacc
ggcgaggaag
tatatgtcgce
ggcggcccgce
gagtaccagc
tcgggtgcca
gctgtttgtt
gccacccggg
ggtctctgtg
cgtgcccccce
ctcctcececge
tggcgcgggg
ttgccggceca
atcatctggg
aggctggcca
acagcggcgg
tgcgcecggeg
ggcggggcag

ccagctactc
¢gggccggceg
tagcctggga
cggacgaaat
cggcgacctt
gcgtgatcga
cgcacgtgcet
tccggecgat
acggcacgct
gccgcgecge
gcgacgecegg
cctacgacca
gcctgctgca
cggcggccag
ccgtgacgta
cgcceggcegg
agccggtgga
agccctgcecac
agaactacgc
tggacctaaa
gcgccgagcet
tgcacgagct
tcatgcgagg
cggtggtgcet
ttgcgaaccc
ctttcctgge
cgatcaccac
aggaggagtt
tcgtgtcage
tgctggcgac
agcttccgat
ataataaatt
tttcttggag
cacggcaggg
gccctecceccecce
gcccgagcge
gccacaaagc
cgcccgaggt
gctaagcggg
ccacgaagat
tggcgctgge
cggccgcgac
cctgggeccgg
tgtactgctg

gccggagcgce
cctcaaggag
ctgggtgccce
gctgcgagac
tgtgagcgac
agaggccgag
gtcgggcagc
gctcagcaac
cgaggggctg
gccgtctgeg
cgggcgggtg
catccaggac
gaacaaggag
cgctgcgcectg
ctgccacgag
cgtttgctac
gggccagctc
cgccaaccac
gtacgtgcgg
cctcacggtt
cgccgacacg
ccggttctac
gctcgccaac
gggcgccgeg
gttcggcgeg
gtaccggtac
gcgcgcgcetce
tgacgcggcc
ggtcgagcgg
ccggctgacg
ggccgacgtc
ttgcgcgaat
gcgggacgtg
cgccctttac
cgcctttgcg
ccgaccgtcce
acatttgacc
accgcattgt
ccgctttgceg
ttccgecggg
atccaccgtc
ggtcgctggt
tgcgagggtc

cggcaagcac

ttccagcaga
ccggtctege
aagcgcaaaa
gagagccgceg
agccacacct
gccgeggteg
ttggagacgt
gagctggcca
ttcgccgeeg
ccecggeggcec
actaccgtga
cacgtgaaca
cgcgccctgt
gaccgccgceg
ctgggcgagg
agccgeccgce
ggcgaggaca
aagcgctact
cgggtcccge
ctggaggacc
ggtctgctcg
gacattgacc
ttctttcagg
ggtgccgege
ctggccacgg
atttcccgcecce
aaggacgacg
aaactggagc
caagagcaca
cagctcgcgce
gggggggcat
cttatttaag
cgcgcgagcet
ttatgtttgg
tttattgtcc
ttcccecgece
ccaaaagtaa
ttgttgtgtc
cgcgggcteg
tcgcacgcett
gcggccacce
gctgcagcta
ggcacttggg
ggcaaatgcg

tcgagggcta
ggaacttttt
acgtgtgctc
ggaacttccg
tcgcgttgceca
agcgcgtcta
acctggcgceg
agctgtacct
cggcgcccaa
¢gggcgcggce
gctcggccga
ccatgttcag
gggccgaggce
ccgccgcegceg
ggcgcgtgtt
cggtctcctt
acgagctgcect
tccgctttgg
tcgcggagcet
gcgagttctt
actacagcga
gcgtggtcaa
gcctgggegce
tctcgaccgt
ggctgctggt
tccgcagcaa
cccggggcege
aggcccgcga
aggcgaaaaa
ttcggcggeg
gaggcctatg
tgcacaccgt
cggccggatt
cgcgcggtgg
cagctgtgtt
gaccgtcctt
tgcaaaatat
cgtgtgtaaa
cctttcgceta
gcggcggttg
cgggctccte
cggcaggaac
ccgggeccgce
ccgcgggcgyg



58981
59041
59101
59161
59221
59281
59341
59401
59461
59521
59581
59641
59701
59761
59821
59881
59941
60001
60061
60121
60181
60241
60301
60361
60421
60481
60541
60601
60661
60721
60781
60841
60901
60961
61021
61081
61141
61201
61261
61321
61381
61441
61501
61561

gtgttgcgca
ctgctgcagce
¢ggcggcegga
gtaggcctcg
gcgccgcttg
gtgcgcttgce
gagccccgge
ccagcccggce
agccggcgga
gtactgagca
accggcttgg
aagctctggce
gaccgcgctce
cggcagcggg
gcggcgacgce
gagcagcgtt
gcgegeggece
gggcgccacg
tagcacgcac
gcggcgcgaa
gcgcggegtg
cgtgtcggcecce
ggcgagggcet
¢ggggcggcyg
gtcgcccatg
aagcgccgaa
catggcgccg
ctcacaccgc
agtcgctggce
gcggcetgcetg
ccgccacgac
ccacgaggcg
cgcccgceggce
gttgcgtgac
ggaacgtcag
cgccgcgegt
tgttccggag
aggcggtgat
tttgcgcgeg
cgtccgegte
gcaggacgcg
cgtagcggcce
caaacgcgta

ggtacgccgg

gcagcgaagg
gaggacacgg
ggagagtggt
tcgtcgtege
gccagggggce
acgcgtcggce
ggcgggaaac
atcgggggcg
ggcgcggcgg
gtcggcacgt
tgcgctgege
tggcgtgcge
ttttgagccc
aacaccgcgc
gagacggtgt
tgcgccagceg
tccgegttgg
caagcgtccg
agcgcgacgt
gagagcgaca
agcgaggggg
agttgcgggce
agcacggcgc
ggcggcageg
ccgtagaggg
ggctcggegt
ccgctttgtg
ggaggtgaac
gacgttaaac
catcaacacg
ctccacgacg
cagcagccca
gctgcgcggce
ctccacctcg
gttggcgtcc
cacatccccg
cttgtcggcg
agtgtcgacc
cgccaggtac
cgcggcgcege
cagccgctgce
cgcgccgecg
ctgcacgcgce

gatctgctcc

caggaccgta
cggaggcgag
ggtgaggcgg
cgccgccgcet
ggcggtcgag
cgtcggcgat
cgtacccagg
gagcggcgge
tcatcgctgce
acacgtagtc
tcatggcagg
gtccgecceccge
gctcgcgceccce
tcgcctgcag
cccacttgtc
cctcgcgggg
¢gaggagggc
gcgtggegtce
gggcaaagag
cggagggcaa
cgtcggcgcece
agttgatgac
cgacttcgca
cgcgcgccac
caaggtaccc
ccacgcgcgce
c¢gcgcgeggyg
agcggcacga
tgactcaagc
cccagecccce
ggcgcgggceyg
ccttggtgge
gccagggcgt
gggcaggctt
ccgctgegeg
ggcgceggecg
tacacgttgce
gtagcgcgca
gcgccggcetg
gcgggcgcecg
agcgcggcga
cccggcegcett
cgggccgcegce
acgaggccga

ggggtagccg
cttggaaaga

cagctcggcet
ccggccgege
ggggccgtcg
ggcgccggcec
gtgccagggc
ggcagcggcg
gccccgggcec
cccagccggce
cggtgggggce
gacgggaagc
gcccgtgege
gtacgtgtgg
ccggacgagce
caccggccag
ggcgcgegeg
gtacgtgacg
cgtgccgtcg
gtagttgctg
gaagaacgcg
gccgacgaaa
ggcgcttgcg
ctgctcgcege
gcccacatag
gtcggcgctg
ccggegggcece
agcccagaca
gccgcgtcetce
gctcgtactg
cggcgcggtg
gcccgecaga
ccagcgcgag
cgtacacgcg
cgcccacggce
ccccgggeac
cgttccacag
gcaagctctg
cgcggtgaac
cgccgecgcece
ccacggcgtg
ggaactgccc
cttcatcgat

caaaggtcac

gccctcagcet
gcgtgcgacg
ggcgcgcecct
gggtggtccc
tagcccgagce
agggccatga
gcggcgeegyg
gcggccggcea
tggctgacga
agggggtgcg
ggcgggggcyg
gcaatgcaga
tctggcccect
cccgcgatge
atgttgttca
gcgcggtcegce
cgcggcgaga
atggtcccga
gcctcttegt
acgaggtaca
gggtgcgcca
aacagcccgg
tggtcaatgt
gtgaggacga
acgggcatgce
ccccegtegg
tttttatggc
caaaaagtac
gtccagcgcg
cagcgccacyg
gcggttttcce
cacactgatg
ggcggccgeg
agccacatag
gccgtcgagg
cagcgtgcca
caggcggcgce
gtcctcggeg
gtcgtccacg
tagcgcgcecca
cgcttccagce
tcgcgggagg
ggcgcgggcece
ggggctctgce

ggctcacctc
gtggcgggtg
cgcccgggta
agttgtaccg
cgtccgcegece
tttggctctc
cggcgccgta
aaaaatacgg
ccaactggtt
ccgaggccgce
gtgccggcgg
cgccgeccgce
cccececcggt
ccgcctecgeg
cggcggtcga
cgagggccgce
gccggcggaa
cgcggcggcece
cgggcgcgag
ggaagcgctc
cgcccgcgag
cgtcgtcgtce
tgatcggcag
gctctccttce
tcgcgegege
gcgcgtcecgce
cgcggcaccg
agcaagtcgt
cggcgcaggce
gcgtcgtgcg
agctccagcg
gcgcgagggyg
cccgggaaga
cgcgcgcaga
ccgccatcgg
atctggaagt
accaggagca
aggaaaaggt
tacgcaacgc
ggaatcgccg
gccccgegcet
cgctcgaggt
agggcgtcca
gagccgccgg



61621
61681
61741
61801
61861
61921
61981
62041
62101
62161
62221
62281
62341
62401
62461
62521
62581
62641
62701
62761
62821
62881
62941
63001
63061
63121
63181
63241
63301
63361
63421
63481
63541
63601
63661
63721
63781
63841
63901
63961
64021
64081
64141
64201

caacggcacg
ggttgcccac
ttcgagacat
tcagccgatc
cggcacgcgc
ggggcgggte
cgccgecgcec
ccgcgteccecge
cctccgecac
gttgcttcgce
cggccagctc
agaagcgcag
ccgcgactge
ccccgatgcece
gtctttagcg
gctctccceg
agccgccctt
ttgctcggcect
gaatggggcg
gatcgtctgg
caccagcacc
ccgggcecgag
gttcatgttc
gtgccctgcece
tacctcaaag
gcccaaaagce
gcaagccagc
tcggtcgegg
cctggacggc
caccgctggg
tggtacggac
cgggagcgca
ggttgcgtac
cgcgctgctg
ccaccccgtg
cgcggaagat
cgtcgtgtgce
cggagaccgc
gaacacgtgc
gtgggcggac
ggcgeeggeg
cccgggceggce
ccgcctecgece

ggccgccgta

gtgcgcgagg
gtacatgcgc
gcgcccatcg
ctgcaacgtg
ggtgtacacc
gttttttgct
cccctectece
ctcctcecgcece
ccgggcctca
cagcaggttg
ccgcgcgggce
cggaaaggcc
gtggatgtcc
gccacaaaga
cacccgccgg
gcctcagcag
ttgcccgtag
ttgcgtttgce
tactcggcga
gccggcaggce
ggcgctagga
tcgcgcagcet
gttgaaaaac
tccgcgaccce
ctcagagaca
tgggcgaggce
gcctcgtaaa
tcgcgcgcecca
gcgcacgggc
gagggcgtgce
gccttaagtg
cgcggcegeceg
taccaggcca
gcgccgectg
gccgcgtgec
ctgctcatgce
accctccceccce
gcggacgcgg
gctttcctge
gcaaatgcat
ccggcgcetge
gggacgggct

gccctcgagg
ctggacatgc

tgcagacaca
ccgctggact
cggtagtcca
cgataccagg
attgccaaca
atttgcactc
gcgtcagegg
cggcgcgccyg
atgggccgga
tccgcggecg
gcgtccgegt
ggcgctataa
acgcccaggce
gcgccgaaat
cgctgttgcce
ggccggggte
ccaggggaag
ccecgcggega
gcccggcectat
gcgtcactct
ccaccgggtc
gccgcagccce
ggcacgtctt
ggagtaggca
cgcccacgac
gcgggcgcag
agcggctgtg
tggccgagcecc
tgggaaagac
tctttttecce
ggatcctcgce
gcgggccgge
ggttcgcggce
ggcecggegece
tctgctaccc
tcgcggeccge
cggccgagcea
gctttctggt
gcgcgggggyg
tggccgegcet
gcgacaccct
tgcccgeggt
tgttcgtgct
ggcccgccat

gcaccgcgca
gcagcgccgce
tgccgcgegt
tcccgaagac
ggtcggcgge
ggcgtgcgcg
cggcgcggcece
cctccteccag
tgcgcgecgtce
ctgccgecgge
ccccaatccg
aatttcgctc
aagcaaactc
ttcgcccagg
cgcgtgcctg
gceggegggce
cggctgcccce
tcgccececget
tatagcctca
gagcacgcgc
tgggcccggg
cccgaggcegce
cagctccacg
cacgcaatcg
ctgcttaaaa
cttctgcgcg
gcaccggatc
cgcgcgcgcet
aacaacgggc
ggagccgatg
ggcgtctgcg
gcaccgcgca
cccgtactta
gggcggcact
cttcgccecge
catgcccccg
acagcgccgc
cgctgtgcgce
cgcatggcgce
cgcagacccce
gttcgcggcg
tcacgcctgg
ggacgtgtcc
gcaggccgcect

ctcaaaggcc
caccgcggcce
cgccagaggg
aatgcccgcecce
cagggtggtg
cacggcctcg
cgcgcgggcec
gtccgcgagce
gacttccgeg
ctggttccgce
cgcgaagacyg
gtccggtaca
taaacgcccg
cacgccgcgce
ctgccgccca
ggccgcegggyg
ttctgccgcece
cgccgcgaac
aggcgcgccyg
atgccccgcet
ggggcgagat
tggtccatct
ataagacaga
ggcecgecgge
acctccgggg
ccaaccgccg
ccggcgcegcea
ctccgcgtcecg
cgcgcgctcg
gcgtactggce
cgatgcgccg
gacgcggacyg
attttgcacg
gtgaccctcg
tactgcctcc
gaagcgcccg
ctggcggcge
aatgcttacg
gacggctggg
agttgtgatg
ctcaagtgcc
gcgctggacg
gcggcegeeag
tgcgcggacg

gagtacgcgc
gccatgaagg
cgctcggcaa
gaccccccge
tcgtactcca
agcgcgcccg
gactccgccg
acggcggcta
ccecgcggege
gcccgcegcetg
ggctcgtccc
aagacgcggt
agcgccatgg
cgcccgacgce
ccgggeggece
tggcggccac
gcggecgegg
gcgegegege
cgttgctagce
gggagacgaa
cgcgcacaag
tgctgggcgt
cggcccgggce
tttgcaggtt
cgccaaactt
cgcgtgcgtce
ggcgcgeacyg
tgcgtatcta
cggccgcecttce
gcacgatgtt
cagcctcgca
cggcgggcect
cgcgcgtgte
tgttcgaccg
gcgagatcaa
gggccaacct
gggccaggcece
cgctcctggt
acgcgctgga
aatgcaaaat
gcgagctcta
ccctggeccgg
acgcgtgcgce
g99cggcggyg



64261
64321
64381
64441
64501
64561
64621
64681
64741
64801
64861
64921
64981
65041
65101
65161
65221
65281
65341
65401
65461
65521
65581
65641
65701
65761
65821
65881
65941
66001
66061
66121
66181
66241
66301
66361
66421
66481
66541
66601
66661
66721
66781
66841

cgcgacgctg
gggccctagg
atcgccttac
cgccagacaa
cgctcgcecge
acagagacgc
tgcacacgtt
caaacctcag
ctggcctgcg
ctgacattcc
cctggagcta
tgcaggactg
ccccgcegegt
tggccagcgg
gccacgtggce
tgctaagctg
cggtgacgtc
tgcgcatgat
gtccgcagceg
atctgaccat
tgaccgccgce
gaccgagcgc
tgggactcgce
aggagctagt
ggcttggctg
cccgcgagcet
tggtggcccg
tagctgcgcg
gcgagctgac
cgttccececge
ctatgtgcac
acgtcggcgg
gcatggcctc
ccgtgcccecge
cgaacctcag
acgccgccgce
ccgcecgtgge
¢gcggcgcegg
cttttgtgcg
cggtccccgg
cctcgggcege
cgcgcggcegce
gcgccatgcet

aagcgccgac

gcgaccctgg

ggactataaa
ggggactcgg
aaaaatgcgg
gggcgccccc
ccgatacgaa
caccatccgce
ccggctgcectg
ggacaccatg
ggacaccccg
cttgcaaacg
gtacttttcg
cacaccaacg
cccggagcac
ggattttgcc
cgagcgagcce
gcgggacctc
taccgccttt
gcgggcctac
gcgcgaggtg
gcaccgggag
cggccccgceg
gctctccgeg
cgaccttgac
cgccgccaac
acgcccggac
cgggcgcaag
gctgctggcecc
gtgggggccyg
ggacgcccag
cgccgggcac
cggcgceeggg
tttccgectg
gcgggcecgeg
¢gcggcggceg
gctcgecgcecc
gatcgtcccc
gctgacgtac
cggcacgtcg
cccgctggac
ggttatggac
caactctagc
gctgttcccc
gttttcgccg

cgcgtcagtt
gctgcccecctg
cgctcggcegg
cgcccgcetcet
gccgcecgcecce
atcgaagagt
tgcctcgggce
gacgggtaca
tttttcctge
gccgtacagt
cgccacctcg
caggcgcegeg
ccggceggggce
ttctttgtgce
gcggtgtggce
gcggcetegge
ctgcctctgg
aacgggggcyg
gtaatcggct
gcgtcgtacg
gcttttttga
cccaacgctg
ctcaccgagg
taccacctca
ggccgegtge
gcgttcatcc
ctgcgcgceccg
cacggcgtgg
cccatgcgcecce
gcgctggagc
gccacggcegyg
ggcgacgcgg
gacttgctcg
ctggacgcct
ctcggcatgce
gagctcttcg
gtggcgccga
accctccagg
tgcgtgtcgg
gcgtgcgcect
atcgtgctca
atgcccgtct

aacgggacgg
gcgtacgtct

cgcgctagag
cgctcgctcg
atcccctceccce
gcgcggcgcet
gcggceggege
gggaaatggt
cgcggggcat
tagcggtcca
cgcgcgcggce
cgcacccggg
tagactacga
ccgagagcaa
gggtggccgce
ctgtgcgagce
ccgtgtceccta
tggcggtggg
agtttatggt
gcgcttttcc
acgggaactc
cgaacgagcc
tgctccggga
cctaccacgc
gggcgctcgce
agctgctgtc
gcgcccgceac
cagagcccgce
tgtacgcttt
tgtcggacct
acgcgctttt
tcgcgceggga
ccgcgctgga
gctttgagct
aggaggcgca
ggctggaggce
tgggccgggg
cggcgccctg
acgctagcta
gaattgacgt
ccagcggcgce
actgcggcag
ttgcggacaa
tcaaccctcg
tcgtaagcgt
gggcgtcggt

atggcggggg
ctcgctgcat

ggccccgeceg
attggcagcg
ggggggccga
ggtcggagcec
tgagcgcgtg
cgttgacgtt
cgtcgacaac
gctcttcggg
cctggtgccg
cgccgegegce
ttttgacatc
ggaccgcaag
catccccgca
gctcggcectte
cgcgceccgceg
gccacccggg
gcggctggac
cgctgacttt
ggcggcagece
gtaccgggtc
ggacggctac
gcgcgtgctg
catcgcgcag
¢ggggcggcyg
ttcgggtccg
ctacgacgcc
tttcgcecgte
cgtgacgcgce
cctggaggag
gctggatgcce
cgtgctggac
gcagcccgceg
aggcctctte
cggcgggtgg
tgtcatcacg
cgctaacccc
ggtggaggcg
cgtgttcgtg
gcgcaccgag
cctccacagce

cctggcecctte
aggcggggcyg

aggccacggc
ttgcgccceceg
cgaagcgagc
gctgtcctcg
agcagggagc
gggccggcecg
gcccacattg
gcgcgcacct
gcttcggceccg
gcggcctttt
agccgccccc
ccgccgceccg
aacgacgtgc
cggcgcgagce
ggacgggcag
ctgagcgtct
gacgccaacg
cccgcggecg
agccatatgt
cgcgcgcact
gcgcgccgceg
gcggcegeggce
gtgctcgcgg
ctcggcgcag
ctggccgtge
ctcgagagcg
gacgctccgce
ttcctgcgeg
gcggcgtcgg
aagtgcacgg
gtatacgcgc
ttctcgcecgt
gtgctctcgg
gccgccgcegce
ggcccggcgce
ggcgcgggcyg
cgcgcacatc
ctgctggtga
cgccgccttg
cgatacttgc
gttgagttct
gggcgctccc
gcegggeacyg
ctggtcgcgg



66901
66961
67021
67081
67141
67201
67261
67321
67381
67441
67501
67561
67621
67681
67741
67801
67861
67921
67981
68041
68101
68161
68221
68281
68341
68401
68461
68521
68581
68641
68701
68761
68821
68881
68941
69001
69061
69121
69181
69241
69301
69361
69421
69481

gtaccacgat
actcgtcggt
tctccecegee
tgtaagggta
cagtgccggce
actcactgtc
gcaggtagca
cctccatgag
cgccggcagce
tccgtagcetce
ggctcaagac
agtcacagtc
cgggcggttce
gctctcggag
cgcggtgcgg
tggccatgcc
acccgtagtc
ccgtcgeccecge
agtggtcgct
gggtcgccgce
gccgcacctg
ccgcggcgceyg
cttctccgge
agggggcgea
ggttgggcgce
gcagaacgcg
cgagcgacac
agaggtccgce
caaacgcgcc
gaaccgcgceg
agccgcgcag
ccgtgccecge
cgttgtgcgce
gccgacgggyg
ctcgcgececge
cgcgcccgag
gggagacagc
gtacgggggc
gcgggccgeg
cgcctgctge
cgccggcgcec
ctacgcgggc
ggcgetggtg
gggcceggeg

atacgccatc
cccggtgttt
aataaagacg
tattattgat
tccagcttcc
cgacggcggce
cacgccgtge
ggttacgtgg
cccgccggceg
gtccgcgcectg
ggcggtcatc
gtaatcgtag
tcccagatcg
gatgtcgttg
ataattggcg
ccagcgcgac
cgccacggat
ggccaccaag
cttcaggacg
cgagagcggg
cacaaagctc
agcggtggtg
gccgcgecgce
¢gggccgcegg
gtacacgaag
ccgctcggceg
gaagcactcg
gcccgeggcec
cccgceccgteg
cgcgagttcc
ctccagccca
atagacaaag
gacgacgctg
ggaacaatga
ccgggagtcg
ccgccgcectgg
ggctcggacg
gacgtggact
ttctcggcgt
ctgctgttct
gcggcaacgc
gtgcgggcgg
ctggcgcgcg
ctgttcctgce

gcgaagatgc
tagcgcgcgce
cctccaacaa
tgccgcecgtcg
ccttctccect
gtaataccgg
cgagcggcgg
ggtgccgceceg
tataggtgca
cccgtctcca
tcgaggtcca
ccgccgecegt
gcgcegggeca
gccgcgtceceg
gcatagctct
agcaagaact
tcgccgacaa
tcccecgegeg
acggcgtccg
gggcctgtca
gacacggcgg
acgatgactt
agcccgcecte
cggggccgea
cccgagagcg
tcgtggtage
gccaggtaag
ggggcecceege
ggatcgtcct
gcgcgcacgt
aacttcaccg
tacgcgacgt
tggtaggcga
cgcaaaaggg
ccgcgagcat
gcggcgeega
acgaggagga
ttctaacgcg
acgtggtctt
tatactacta
tggcctacta
accggctgcc
cggcggtcett
ggctcagcgc

tgtgcagctc
gttgccctcce
atctcacacg
ccgcecttgt
cceccecttegece
ccgccccaag
gcgcgcggte
ttcccagegce
gcagcatcgc
caatgcgccg
gcgegegege
ctccgcecgge
aagcctcggce
cgaccgtgcc
cggcgaggtg
ggcacagtgc
agccgceggeg
cctcgtttag
cgcagcacga
tggcccaggce
cctcgcggeg
cggtggtcge
tgcagcgacg
agcacgcttg
cgttggtgat
cggtcgtgag
ggtcgccaac
¢gcgcgggceg
cgccgtcecggt
agttggctac
cctcecceccgece
ccccecgeggce
gctccatcgce
cceccgggege
gctcggeccg
tgcggaagag
tgagctgctg
ctcgccgegt
tggcgcggcg
ccggacgttt
cgcgcggctg
ttttgggcgce
tgcggcggtg
ggcggtggcg

ggtcccgcecte
cccecttece
cgcgcctggt
ggcacgctga
gtcgctgttg
ccgccggteg
gaacgccgtg
gtcgcgageg
gcggacgtgg
gcgcegtgtge
ggcggccgeg
gccgectttt
gaaccgcccce
ctcgtcgagg
ctcgagcgeg
gaagcgcetgg
tcecgecgegge
cgtttcgteg
cggcacacag
attgtaggtc
cgcctgcgge
gggcgagcge
gctcaaaaag
catcagcgcg
cgtgggcacg
cacgagcccce
cggcacgtcg
caagcgcgcece
tgcgccagaa
ggcgeggteg
cctgcgggeg
cgagacgtag
cgcggcggcec
tgagttaaat
gagagtgcag
ggggcggcecg
cggtgcgtcg
ctggcgccge
tccgectteg
ggcgacgcga
gcggcggecg
gggcctceggg
gcgctgceccgg
gacggcggcg

gcgcgcgggt
ccttttcacg
tttggttttt
gcctagggtt
ccgtcecctcat
acaagggcgc
agctgttccg
cgcgcgccag
cccteggete
cgagaggcca
gcgtcgtege
tccgcaggeg
agtacgcaca
ggcgcggcgg
ccgtagcagce
cagaagctga
ccaaaaaggg
atgccggccc
ccgcggcagg
cgcgggatga
ggggcgaacg
gcgtctgecc
cccgcacagt
aagcactccc
tcaaacaggt
gaagcgacgc
aagcggccgc
aggcagtcca
g99g9cgaggg
ctgcgccccce
actgagacta
aaggaaaccc
gcgcgagcegg
ccggcgcecta
cccttttgeg
gcgccagccc
cgctgtcgge
gcgcggacgg
ggctgaatcc
cgtttgccgt
cgggcttcct
cgctgctgge
cggcctttge
¢gcgegegge



69541
69601
69661
69721
69781
69841
69901
69961
70021
70081
70141
70201
70261
70321
70381
70441
70501
70561
70621
70681
70741
70801
70861
70921
70981
71041
71101
71161
71221
71281
71341
71401
71461
71521
71581
71641
71701
71761
71821
71881
71941
72001
72061
72121

ggcggcgggg
catcgggttt

gtgacgccac
cgccccacac
cgggctggtc
cagctttttc
cctcttgggce
ggtggcgtgce
atttgaggtg
gcataactac
cgccgaagcyg
catgcgcatg
cgagcgcggce
gctgctggtg
cgcgctggtce
¢gagggggcyg
ggccgegteg
tggcgtgctg
ggccgactcg
cttggtgacg
tctgctgggg
gccggcagtg
ggaggcccta
catggacctg
gcggcactcg
gcggtcggtg
catgggcacg
ccggcegegge
cggcgagcag
gccceccegcegg
cggcaaccca
ggacgtggag
gccccgtatce
gcgcggcettt
gcgcggtgcece
ccacggcagc
ctactggcgce
caacgcgtac
gctggagcac
cctgggcgge
gccgccgcte
ggcgcgcgea
agccaacttc

ccccggggcg

ctcctgctgg
ttcgcgeccecce
cgcgtgagta
cgcgccatgg
tccggtcaag
cagcaggtgce
acgtactgca
gtgtgcacca
cagcagccca
atggtgaagc
ctgggactgc
cgcgccatcc
acggcggacc
ccgctctecge
tcggagctga
ccggggcgceg
gtggcggtgce
gtgacgacgg
gaggcggacg
gcgctaacga
ctggagggga
gcgcgcgtaa
gagaagcgcg
acgtttgtca
ggcagcttcg
ttttttttca
ctctgtcacc
cagaggcgag
gagctcgcgg
ccgcgctggg
aacatgccgce
ctgccagggce
atcaacggca
gagctgagcg
tttcgggacc
gagcgcacct
aactcgcgcect
ctgggcaacg
ttgcacgcgc
gagcaggagc
atctgggact
cgcgtaaacg
cgcaacgtcg

tacccggtcc

ccgggctgge
gggcgtggat
taaaacgagc
accgccagag
tgctgtcgaa
gatcggacga
acacgctgac
agttcccgga
tgatcgcgcg
ggattaaccg
tcgcggagga
agcagctcgce
agctgctgcg
tgtaccgcga
agcgcccggt
agctcgcgcet
cgcgcctgac
cgggcatcaa
tgcccgtaac
tgggcaaggc
ccgcgggecce
aggcggacct
tgtaccaggc
tgccgetggg
cgccgecgcec
acaaggacgg
cgtcctttcet
aggcggagtg
accaggtgcg
tgatggagtg
tcgagctgca
cacccaaccc
acatcccggt
tggaccggca
cgaactaccc
tttgcgcgcet
gcgccgcectt
gcgagctgcecce
tgcggcggcet
acgccgcegcet
gcgacgcggt
gcgccgegec
ggcccgacct

cgcaccatgg

ggcgtacacg
gcgcgtgtge
ggcgcggcecg
cgagcctccg
catcgaagtg
caacggcctg
actagtgcgce
gctgaactac
cgatgggcca
gcgctcgcectg
ggcgtccgac
gcgcaacgtg
cgtgctgctg
ggacgcgcgc
gcgcgacgac
ggccaagatt
gcactgcgac
gcagcggctg
gtacggcgag
gctgcgcggg
ggggctggcece
ggtggccgtt
cacgcgggtg
gctgtacaaa
cgggcacccce
cgcgctgacg
ggacgtggac
gtgcctcttc
gcacttcctg
tgccatgacg
cccggcegttt
accacaggtg
gccgctgtgt
ccggctgagce
catggccttc
ggcgcggctg
tgtgaacagc
cgaggactgc
cgtggacgag
gaaccacgcg
gatggcgctg
gcacgtcgtg
ggtgcacaac

cgacgagtgg

gcggatctcg
ctggggggcce
ggcggccgea
cgcgcgceccyg
gcctgccacc
tacgcggccg
tttctggagce
gtgcacgagg
catccggtgg
agcgcggcect
gggacgcagg
cagacggtgc
gagaaggcgce
ctggcggggt
gccttcttet
acggacctcg
acgcgcgggce
ctgggcggcg
ttcgtgatct
ctggatgacg
gtggccgceeg
ggggaccggce
ccctacccge
ccgcctgegg
gacccgcgca
gaggtttcgt
ccggtgctgg
ggcgegtacg
gacgcctggce
ccggaacaga
gacttctttt
atgccggcca
ccggtggact
ccggcaacgg
tacatcatcg
gtgatgcaat
ttccccatgg
acggcggtct
tacacagtgc
ctgctggacc
cagcggcgga
gcgceggcgeg
cgacccgtgce
ctggtgctgg

tttgtgacgt
acgtggccgt
ctgcgcgcege
cctacacggg
gcgcgctgtt
cctttgacgce
tcgggctctc
gcacgatcca
accagcccgt
tctcgatcge
tttcgtcgge
tggattcgtt
cgccgatgtc
cgcggcgege
tgaacaagag
tgggctgcac
gcccggtgga
tgctggcgcet
cggggctgaa
tggccgcgceca
actacgacgc
tagtgttttt
tggtaggcaa
accgctactc
tgttcccgcece
tcggcgcggce
cggcgctcgg
tcgccgaccc
acgcgctgcet
tggtggcgcecc
tggggcccge
tgcaggcgat
ttcgcgacgg
tggcggcggt
aggcggtcat
gcgtgaccag
tgatgtacat
acaaggacct
cgcacgcgcce
cggtgcttcc
cccggcgege
agctggccga
gcggcggcgyg
ctaagatctt



72181
72241
72301
72361
72421
72481
72541
72601
72661
72721
72781
72841
72901
72961
73021
73081
73141
73201
73261
73321
73381
73441
73501
73561
73621
73681
73741
73801
73861
73921
73981
74041
74101
74161
74221
74281
74341
74401
74461
74521
74581
74641
74701
74761

ctactacgcc
cgaccgcgtg
gccgceecgeg
ctccttcaac
gctgcaggaa
cceccgacgceg
gcaccacggc
cttcttctac
gcgcgggcetg
tgtgggcgcc
ccgcgecgac
gctggcgcetg
gcgacaagac
ctttgtcggg
cacgcagccg
ggccatgcgce
cggcgacccyg
gagccgcata
ggcgggcacyg
ggacctcgcg
cgccggcgac
ggcccacccg
ccggctctac
caagttcttc
ggaggtgggc
cceccggceacce
gctgtgcgcece
cgcgggcgtce
ctcgccggtg
gcgcataaaa
cgatggccca
gcgacctagc
ggcgcgtgcece
acaccctggg
cgccggggcyg
tgcaaaacac
tgctggggcc
tgacggtgcc
aggcgctggg
acgggcgecg
cgcgcaccct
cgctgatccc
agctgggcag
ggcaggacgg

gtggtcccgg
tacccgctgg
ggccccgagce
gtgctgctgc
gccgtgacca
gggacggcca
gtgctgatga
ccggcgceccg
ggccaaaacg
aactactacg
gaaaacacgc
acgcaccagc
cgcttcgcca
cagctgcagg
cacgcgcgcg
acgccgctca
cccatggtga
cggcegeagg
gcgcegegggce
tacttccgcect
ggcgagtcgg
caccgcgcca
aacgggcagt
acgccggcgg
gcgggcgtgt
ggggagctcg
agcgacgcgg
gagggccggce
cggggctgcece
acgccgcecgce
gcccgaagcg
cgccctccag
gctggcggac
gctgatggcc
aatgatggcg
gggccccttt
cgcgcgcgceg
gctgccgcag
ggaccgcegeg
ctaccaggtg
cgtgctgaac
caacctgctg
cgcctcgege
cggccggcegce

ccttcgecgceg
tgcagtcggt
acccgcgceca
acaacgcgcg
acatggccga
cggccgcaac
tggcgtacca
tgcacgcgct
cgctgctggce
ccaccgtgcg
tcacctacgc
tgcgcacggg
cggagaacat
tggcgcgcca
tggacctcgg
cagacctggg
acggggacgc
gccceccgegec
aggctgcggt
cgccgtgcaa
acgccgacga
ccgttaaccc
acaacatgag
aggtgtcggce
cgcggagcac
tagaagaccc
cgctgctgcg
tggaggaggg
tgccggtggg
ggtgcgeggg
ttcgaggtgg
aagtgcgagg
gtggcgetgg
gcgtaccgcect
gcgcctcteg
gacctctgca
ctcgcgctgg
gcgegegege
gccgcecgege
acgccggacyg
atggtcttca
acgcagggcc
gaggcggggce
ttttgcctgt

cggcgcgtge
cgtggtgcceg
cccgctgcecac
cgtggcggtg
gcgcacctcg
gcggaacatg
gcggaacgac
ctttgcctgce
cgcacggcac
gcagcctgtg
gctgatgggce
gctgcacccc
gctctttgcg
cgaggcggtc
cgtgggctac
caacacgccg
ggacggcttc
gctcttcggg
ctgcgagttc
ccccecgceggg
cctcatgttc
gtgggcctcg
cggcgcctcg
caaggaccgc
gtcggacacg
gtgcgcgctg
cgaccgcctce
ccactttgcg
ctaggcgcgce
gcgcgtcagt
agattgtgct
gcaaggtggt
cctccttcecte
gccggttceccce
gcgtggggcece
acggggacgc
cctcggceggyg
tggtggcgcg
gcgcegegggce
tgctgtgccg
acgtcaacga
tgcaggacgg
agctgctgcg
acggggcgcet

tgcagcatgg
gatctgcccce
ccgacgaacc
gacgcggacyg
gtggtggtgg
cgcacgctgg
gaaacgctgc
ccggaccacc
gtgccgceccecg
gcacaccacg
ggatacttca
ggcttcgggce
gagaaagctt
ggcggcegteg
acggcggcect
cagaacctgt
gtgcgcacag
cccattatgce
atcgcgacgce
cgctcggcag
gaccatggcc
cagcgacact
ccggtgtaca
tgcatgagcc
gagctgcagt
tttcaggagg
gccgcgecceyg
cagtacctga
ccgececgcec
tccgccggceg
ccccggagac
attctttacc
ggtcaacggc
ggccgtggtg
catgccgcgce
ggtatgcctg
cgcggagctg
cgtggtggcg
cgccgacgta
cgagggcgcg
ggggagcttg
cgtggccaac
cctggagccg
ggcggectgg

gcgtgcacta
ccgacgagga
tggtggccaa
cgctgctggt
tggacgcggg
acgcggcgcet
tggacggggc
tgcacgcgat
tgccgcactt
cggcgcagag
agctgagtcc
tcacggtcgt
cagagtcgta
ggtttacgct
acgccgccgce
acatgacgcg
tcaacgccgg
ccgcecgcegcece
ctgtctcggce
gcgcggcecta
agggcgaccc
cgtacggcga
gcccctgett
ggctgattgc
tcaagcagcc
cgtacccgcce
gcggcegeggce
tccgcgacge
ccgcgcacce
ccccgegeag
ctctctcacg
acgctgcgcec
gtcgcgccag
ctgcgcgtgg
ggcgccttcc
ctgccgecge
ctgtttccca
cgcgcggtag
atgtaccaca
gacgcggcecg
ctgctgctgt
gccatcgtgce
gccgagcecgce
attagctcgg



74821
74881
74941
75001
75061
75121
75181
75241
75301
75361
75421
75481
75541
75601
75661
75721
75781
75841
75901
75961
76021
76081
76141
76201
76261
76321
76381
76441
76501
76561
76621
76681
76741
76801
76861
76921
76981
77041
77101
77161
77221
77281
77341
77401

cgacccggcet
ggccctcggt
tgtggtggcg
acacacgctc
gggcggggcyg
cggtgggcgg
cggcgcecccyg
ttaggttttg
gcgaggccag
caaaggcggc
gcgggcggca
gcgagtcgag
tgccctcgac
cgaagcagcg
aaaaaaagtg
tgccggagcec
gctcgggcca
ccgccgcgeg
tgatctcctg
ccatggtgat
gcgccgecac
cagaggcgcc
agacgaagat
cggggcggat
cctgcgagac
gacccgacgc
gcagcgccge
gggcggacce
caccccgcgg
gcagcggege
tggccagcecgt
gcggcggcega
gggagggcgce
gcgagctcgt
aggccgacgt
atgccggect
agggcggtcg
ccgaaggcgg
tcctggeget
cgcgcgcgcec
cgaccgccgce
tgctgccecge
tggcgggcga
ggttcgacgc

gggagacgcg
agtgcgtgtg
gctcccctcee
gcacatacac
ccaggctcag
gaggctgccc
gcgcttgecce
cagttgctca
gtcctgggag
cgtcttctge
gtggtaaaag
ctcgcgccgg
ggcgacaaag
cacggcgcac
ctccaggceccc
ggaggcgcgg
¢gggccgcegg
ggtgaacacg
catgaacgag
gaagacgggc
acgcggegtg
cttgaggttg
tatcttgcag
aaagttggcc
gcaaataata
catggaggcg
gggcaccgtc
cggtcgcectce
¢gggagcgceg
ctgcagcgcc
gttactgccc
agaccgcggc
ctttttcgac
cgacttgctc
cccgcecgcectg
gccggecgcec
cgcgccgecg
ctttgacgac
catccgccge
aatcggcggce
cgcctgcgcece
gacggagccg
caccctcgtg

ggggcactgc

gtcggcgcegce
ggcgaaaagg
cccctcaccg
agtttgtttg
tccgccggceg
acgaacacgg
gagaaggccc
aagaggtact
gcaaccacgc
ttctgcagca
cgcgtctcgg
acgccgagcg
aggccgtcga
cgcgcgatct
agcaccagcc
gcgttgctcg
gccgcecgecg
gccgegggcet
ttgggcagga
ttgttgagga
tgctcgttgce
tagaggaagc
ctggcctggt
tcgtccacga
gaaaaagagg
cacctcgcca
gtccacctaa
ttcacggcct
cgcgcggact
tgggagcccg
acgcagccgg
ggcctctteg
ccgttcacgce
ttcgcctacg
gccgcecctcet
gccgtcgcecg
ctgccgecceccg
cccgcecgegg
gccgcagaag
ccgcgegcegg
gccaccgcgce
cgggccgecyg
gcgacggcgg
gcgctgctgg

gccccctgge
cgcccatcgt
gtgttaatac
ccgtttattt
ggcggggggc
ccatcactag
gggccccgcec
ccacggggtce
gcccggagtt
aaaaaaaggg
cgggcatggg
cgatcgcgac
ggcggcgecg
cggcggccga
agctgccgceg
tgaaggccgg
tggatggccg
cggcgcggceg
aggtctcggc
cgtaacacga
atatatacgt
tcgtgctgge
tcaggaaccc
agaggaggtt
cgtgagcagc
acgagactaa
tcatatcgag
¢ggggggggc
tttccgececge
tgttcgcgge
cggcccggcece
tgtccctgcece
gcgcggcecgcet
aagagctgct
gctggcagtt
cggccgagca
gcgggcagat
tcgccecgect
tagtagcggc
tagcggcggg
cggtcctgcce
ggcccggact

cgacccgaca

gcggcgacac

gaaggtgtgc
ggtgccgcett
gcacgacaat
gtttattggg
cagcgggcag
cgccaccatt
ggggcecggceg
tgtctgcagg
gaataagcgg
gtaggccacc
cacggcaccg
cgcggagtcc
gtgcacggcc
gctgcccegtyg
atgccgcecccce
gtcgatgtac
atagagcaga
cgcgacctcg
ggtgttgcgce
gcacgcggtg
caccacgttg
cttgccggtg
gactatcgtc
gaagtcttgc
gcgcgtgccg
gcactgcctg
cgactgccta
gccgggggcece
ggcacagacg

ctacgtcccc
cccgatctte
cgtcgccctg
gcggctggaa
gcccgecgge
tgtgcactat
catggaggcc
ccgcccggag
cgaggacagc
gcggcacccg
gctgcttcaa
tcccgacgcece
tggcgcggtce
ggcccgcaca

gccgtgcgac

acgttcgacg
taggggcggce
aaatgagctg
gacagcgacg
aaggcgccgt
agatcgtcgg
gtgctctcgg
cgcacggtca
atgaagtggt
gcgctccecgg
gacgcggcca
tggctgctgt
atgacctgcg
agcgccggca
acgacggcga
atgtagagcc
aactgctcgc
ccgccgcecaa
gcggcggcegt
gcgccgcecgt
agcagcccgt
ttggtcgagg
tggacggcct
ccgcggatge
acctcgtccc
gcgcgcggac
cgggccgcecg
gcggcggggyg
cgcttccacg
gcgggcgegce
gccgccgcetg
cccgagggcg
atggccgacg
acccgctacg
acgcggcgcec
tgcctgacgg
cgcctgctgg
gaccaggagg
ctgcggcgcg
ggcgcgegeg
gcgaccgcgc
gcgcgggegce
ctgaccgagt
gcgtggecgcec



77461
77521
77581
77641
77701
77761
77821
77881
77941
78001
78061
78121
78181
78241
78301
78361
78421
78481
78541
78601
78661
78721
78781
78841
78901
78961
79021
79081
79141
79201
79261
79321
79381
79441
79501
79561
79621
79681
79741
79801
79861
79921
79981
80041

ggcgcccgcet
tggcgtacga
ccgagtcggt
gtgcgctttce
cgctgggcga
tggccgageg
aggcccgcecce
gtctggagga
gggcgctctce
tctcggcgac
tgctggcggg
taaaggtctc
gctcgatccg
acccacccgg
ccgtcgtgtt
ctgctcgect
gcgegecgge
accccgccgce
acctcgtgcg
tgctcgcgceg
tctacatcac
tttttggcgg
cgggcagcac
acctccccga
tcgccectttac
cgggcgtgtg
tgctggccect
tgctgagcca
acgcggcgcec
agaaggcccg
ttacggacgc
gcgcgctccce
gcgccggctg
gccgcgcgat
ggaccgccgt
aaaataccaa
ctgtgtactt
cgggaacgaa
ctgccggagce
cgtgtatccg
aaaccaggtc
ggcgaccgeg
gcgctceggeg
catcttttgg

ctcgctcgtg
gcagtcggcg
ggccggggag
cgcggccgceg
ggacggcgceg
cttcaaggcg
ggacctaccc
cgtggcgcgg
ggcccgggag
gagccccggce
cggcgagcgce
gcgctcgceccecc
cctcttggac
cgagtcgtac
cccgggceggyg
ctgcgaggcg
cccgtgagceg
tgcgggcgceg
cacggactcg
gctggtgtcg
gcggecgege
cgcggtcgcg
gcgagtgcgg
cccgagcgcece
ggccttcgeg
gtggtcgtac
gtgccccgceca
ccccggaggce
ggagccgggce
ccgccaggac
ggtcgcgcgg
cgagctgcta
gcagctgcgc
gcgaagctgt
gcccgctcetg
gataccaata
acgtttgtgt
aaggagatca
cgcgccacga
attttgatgc
ttgccgtgcec
gcgtctgaga
tgctccccca

aaaagctcca

gceceggegge
ggctggggceg
ctcgcgecgtg
¢gggccgage
ccgccecgtgg
gcgtgcgcgce
cagcggttcc
cgcgtgcegg
tttttgaaca
ggccggggcyg
gccctgcetgt
ctcgcggcca
gcgggcgeca
gcgtacgcgt
ttcgcecctgg
gtgctcgggce
cgacgaacgg
ctgctggcgce
cgcgtaaaga
ccggaagacyg
tccctggage
cgcgcctgcg
gcggtcttcce
gaggtcgtgce
cgcccgecgce
gcagaccggc
ggctggegcet
tgcgcggegt
gcgtgcgacg
gtgccecgtceg
gtgcgcattc
gccggegteg
gtcatggacg
gcggcagcgce
tcgcccecte
aacaacacac
tgtggctgga
cttccccectt
tctcctcgaa
ccttgaacgt
gccgtggtac
agtccggcegt
acagcgtcgce
gcgcgccceg

actacgagac
ggcgcecgggce
cctgcgagcg
tcgcacggcg
aggccttcga
gcgcgctggt
actacgacgt
cctttttgcg
gcgcgctctg
tcctgcececgta
ttgattactt
cgacggcgca
aaagcgggcg
gcgtaggcett
aggccgacgt
ggctgggccg
¢gggcgggca
gcgcgctgac
tttacgtggc
cgagtcccgg
tgccgeccgeg
tcgccggegt
gcgacgcggt
cgccecgcgcece
gcgacgccgc
gcctctacct
cgcgcagcct
gcaccgccaa
tgtgcccgtg
cgggggactc
tgggctcgceg
ggccgcegcegg
acgacgtcac
gcggctcgcec
gcgccgtttg
ttgttagcct
tgcaaacacg
gacgtggtct
tacgggctcg
ggcgagcegece
caggaacacc
gttgaaggcc
cgccacgaag

cgtctggccg

gggcgagggce
gcccggeccyg
cgagggcgtg
gcacccgttt
cgcgggcgcec
gcgcegettgg
gcgggaggcece
cgcactggcc
¢gcggcggceyg
tcatcgcgcg
cagctttggce
ggagtccggg
cgcgccggcece
ctcgcggcegg
cgccgegceac
cccectececcee
atcgcggcge
ggaggagctg
ggtggccacc
cgctgccgtt
gcacttccac
gcgcacgcegyg
ggctgtcccce
cgcggagcat
agactgcttc
cgtgcagatg
cgggggcgtg
atggcacatc
cgccgegecyg
gagcctgttt
acgccggccg
cgaagcggtg
gcgactgctc
gtggggctga
cacgcacccc
atttcgcgcg
atcgtgctgce
acgcgctcge
gtggctttgc
agcgcgatca
gtggcccgcet
acgcgcaaaa
tacgtcgcgg
ctggggggct

ttcgtcgtceg
gcccgecggce
gcgcaccctc
ctggcggcge
gaggtactgc
cgcgcgtgceg
cagcgcggat
agcgcgctgg
gtggcgcacc
tgcttttcge
ggggaggtca
cggcggcecgg
tgcggctcat
ctgcggtgca
ctggactggc
gcgcceccag
atggccgagg
ggctgcctge
ctcggccggce
cgcgtcaccc
gtcctggtgce
gcgctggtgce
gcgecggecg
gtggacccct
cagctggcgce
gacgaagccc
ctcgggcgge
gacgcgctta
tgcctgtgga
cgagtgcttt
cggatcacgg
ccggtgaacg
gcgagcagct
gcgcgtacta
ctttttttcce
tgcgcgtttt
gggcgccgte
cgccgaacca
ggatgtgcgce
gcggcaccag
gccggaagtg
aggcgccaat
gcatcagaat

ctacgcgcgce



80101
80161
80221
80281
80341
80401
80461
80521
80581
80641
80701
80761
80821
80881
80941
81001
81061
81121
81181
81241
81301
81361
81421
81481
81541
81601
81661
81721
81781
81841
81901
81961
82021
82081
82141
82201
82261
82321
82381
82441
82501
82561
82621
82681

gcgtttggeg
caccagccgg
catggactcc
gggcgggtgce
cgcctcgecg
gcgagaggcc
gcctgggacg
ccgcgcecgtceg
agcgcggcgce
ggcgcccceg
cceccgecgeg
gaacggctgc
tcaagtcgcg
tacacgcctt
cggcgcgcegt
aagcggccgt
gcgcgtttga
ccgcggactg
gcctgctcge
acgactggcc
atgcaggctc
gacggccgcec
cgcgccaggg
ggccgccgga
tcgcgcgege
gcggacgcga
ggggcecggceg
tttgcgagtg
tcgctgcgceg
ctgcggcgcecce
gcggcgggge
ggactcggcce

aagggcggceca
gacttcagct

tcgacggacg
ttgcgcctge
acgcggccect
gagccgctgce
ctggagctgg
ggcgcactgce
caccggtgcg
gtgccgtggg
gccttcgacc

ctcgcggcgg

cggggggggt
ctgaaccgcg
agcgccgcca
gccgcgaagce
gtgccggtat
gtggcggcaa
accgtctggt
tcctececeege
tgccgectege
aacatcgctc
gttgccgatg
gcgcecggcegg
cgtcgtggac
tacggcggceg
cgaggccgtce
ggccgccegtg
cgacgcggag
¢gggggcgac
ccagtggctg
cgccgcgecg
ggcggcageg
ccacagcacc
ggcgcagacc
tccgcgcetac
acatcttgcg
gtctgcgcat
gctacgggag
ccgccgactt
cgctgcggca
ggcagctagc
gcgccgtect
gcgcggtegt
acatattcgt
tgatgacgct
acggcaacag
cgcccgacgce
cggagatgct
ccgcggacct
tgttaaccgg
acatgagcgc
cgctcctceccce
acgagcccgc
gcactaccga

cgcctgtgcecg

cggcgtcatc
cgacgaacgc
tgacgctgtg
gcagggcgct
ttaacccggce
acagcggcgc
ggcgettggg
gggcgccgec
gcaacagccg
gcgcgcgtcea
gcgacggcgg
cggctgcggce
ttggtccgeg
aaggccgcgce
cggcagcacyg
ctggccgaaa
gacgcgctgce
gtgggcgtgg
ctccagagcg
ctcggagggce
gcggcgggcece
ccctgacccce
tcctcgegge
gccgcgegec
gctggcggcea
ccgttcggcg
cgtcgttgtg
cgagcacgag
cgcgcgcgcece
cctgccecgceg
gtcgcccecgece
gtttctaaac
taacaccgcg
caccgcgcag
cgacggcgcyg
ccggatgcca
cctcgactte
aggactggcc
cgcccgcgaa
gcgcegegtg
cttggtctte
ggccgtgegg
agcgcaccgc

ccgcgcgcetg

gccgceegcecyg
ggccacctgc
gtacgcgttg
caagaccccce
ttcggcgege
cagctcgcag
ggccgcaacg
gccgcecgteg
ctgaaagtag
cgggcgcgac
cgctcgcggg
tggaagaagc
ccggcegegga
gccgcgactt
cccgcgacat
atcgccgett
tggaccagga
gcggggcctg
cgccgcgegt
tcgcggegge
aggctgggcc
cgcgccggcet
ggctgcggtg
gatccgcccc
gttgagcggc
gccgagctcg
cacgaggccg
ctgctcgtga
gacgccatca
tatgacgcgg
gcactggcgg
gcgagctgcg
ggcgcgctca
tcggcgetgg
tctgacgccg
gaccctgaaa
cttaaccggce
atcgacctgt
acgcccgagg
acctgcgggce
ccggcaacce
gcggccatcg
gcgcggtaca
gagcttgccg

aggtgcgaga
gcaaacgcgc
cagtgcgccg
gcgagctccc
gccatgctcg
tacccgtgceca
gcaaagtcga
ggccgcegcetce
cgggcggatt
tgcgtcttce
agacccggcg
acaccggagg
ccgggacgac
gggggggcag
agagacacgc
tttgcgcgge
ggagcgcatg
gctggacggg
cggaccggac
gccagccgge
tgccgctgcet
cttcagcgcc
ctgccgecect
gcgagccgcec
ccgggtgceccce
ccggccccgce
ccggcgtggce
cgctgctcgce
tccggcececgtg
acctggtggce
cgatcgagcg
gcctcgcecgcea
tcacgcgggce
ccgacgcgga
tcgccggagg
ttgttatggg
acggcctteg
acgcgctcgg
tccagtgtge
tggtcatcgg
cgcgcacggce
gcaacgtggc
cggagcgcgt
cgctcttttg

acgacgtgcc
ccgacgcgcg
ccgcctctge
gggaaacgtg
tcagtagcag
gcgtgcccac
ggaaggggac
ccecgttecge
gctcgcccac
ccgcececge
ccggggagcece
gaggcgatct
ccggcecttta
atccgggecgg
gtggccgceccc
gactttctgc
ggcgacgccg
gacgacgaaa
gtgttaagcg
gcgcgcgtag
ttccgggaga
cccgctceccgg
cgccgcecteg
ggcggcegegce
ggtctttgtc
gcagctgcgce
cgtaaagacc
gggcgagtgce
cgggttcagce
ctacgcggag
cgcgttcgte
cctggacatc
ggtgctcgga
gtttctcgtg
gcgcctgegt
ccactgcgcg
cgggcgcccce
ccacgccttg
gcggcgcecag
cattctggcg
cgcgtgcgge
gatccgecgeg
gcgcgaageg

ccacccgaac



82741
82801
82861
82921
82981
83041
83101
83161
83221
83281
83341
83401
83461
83521
83581
83641
83701
83761
83821
83881
83941
84001
84061
84121
84181
84241
84301
84361
84421
84481
84541
84601
84661
84721
84781
84841
84901
84961
85021
85081
85141
85201
85261
85321

ccgcgagcegce
gggcccgcectt
tatggagagc
cccggtegtt
gccaagccgce
gccaggccgce
tcegetgggg
agcgcaacac
tgcgcgectg
gggggcgcge
ccgaaagcgc
gcacgggggce
agctggcgcc
agtacgcgtt
ggcgcagcgce
actgccctcc
gggcgccgec
gccacctggce
ctcactcggg
ccctgttcge
tcgcgggcecca
agcggcgcgce
gtaccgtacc
acggcgagct
tcaaggagtc
gcgcegecggyg
cctgcaggcecc
cgccgacgac
cgtaaaaccg
acccgcgaca
gcgcgggggyg
ccggtctcect
cctcgtegte
ccatgccgcg
tcacgtggcc
gcagcacgag
cggcagcccg
aggcgaccgc
gcgtgtagcg
agaccgtcac
gctggccgag
tgatcatcac
gggcgtgcac
cgaaggcggc

ggcgcgcecgce
cgagctcgac
agcatggacg
tgccgcgcecgg
ggcgcgeggce
ctgcgatctg
cgccgecggce
ggcagccacg
ctgcgtcccg
agacgagctt
gg9cgggggcyg
gcttggcgcec
gcatcccacc
cgaccccgac
cgcggcgctg
cgacggctgce
cccgcectgcece
gctgaaccgg
cgctattgga
caacccgcgg
cttcccecgag
ccgcgagcag
gcgcgaaggce
cgcgcegegag
atgggacagg
gacctcgtag
ctgacggccg
gactggtccg
taccggccge
ataaacacac
tggggagcgg
tagcggtatg
agaggcgacg
gctgctgcgce
gtagaaggcg
catggccacg
gggggcctgce
gatgcagcta
cgacaggact
gceggegacyg
catcaggggc
ggcgcgeecg
ggcctgcgeg
cggcggcgcce

gctcgtgctg
agcgcgcgcec
agtttctggce
cgtacgtccg
gceceggggge
tggtggctgce
ccgcggecgce
gccttcgggce
cccggegacce
gggcccgtgt
ggcgcagagg
tccatcgaca
cagaccgcgt
gacggcgcgce
cgtgccttcce
cccggcgecyg
ggcgccgcac
agcgtgacgt
ctcgccacgt
cacgcgaact
cgcgccgcgg
ggcccgcteg
gccgtccecceg
tcgctagagce
cggcgtcgtg
ccctagacgce
gggccgeege
acgtcatcac
agcgccgcga
gcaaagaatt
g99999999¢c
gttggcgggce
ccgcggtcca
gctcgggcga
ctgcctttge
gccagcaggyg
gtgcgcacaa
gctgccacca
agctcggtca
accgtttgtg
gcggtgccaa
gggcccagca
tactcggcgce

aggtgcgcga

tggtcatgag
gcccgcegcetg
cgaggcggceg
gcacgtgctc
tttttctcge
tccggcggag
tagtgcgctt
gcgataatga
tcccaacgcec
ttgtgtttga
cgcacacctg
tgctggtctg
tgggggtctt
gacggcgcgc
tgcggtccgt
cggaagcgct
cggcgcggceg
cgcgcgtgtg
gggacaccgg
tcaagcagat
cgctgcatct
aagtgcgcgce
ttctgctgat
agccggcccg
cagccgatgce
ggccgcecttt
g999g9aggag
cagcgccccce
ggtgtattga
acacgatttg
gggggtgtga
gg99gcggggc
gcagcgccgce
tgtagcgcgce
gccggtggtg
cgacgccggce
ccccecgeag
gcgttccaaa
gtaccaaaaa
ccagcgacag
tgatcagcgc
ggcggtgggce
cgggcagccce
ggtaggtggc

tcgggcgeceg
gagcgcttgce
ggcgaaggcg
gccegtgegg
tgtcgaggcc
cctggccacg
gggccgegge
gcccctggeg
cgacgggctg
cgccgeggcece
cggcctecctg
cgaccgggac
tgagattaag
gcgtacgccg
gcgccgecce
ggcgagctgce
ctgctccgag
gctatttaac
cgaggcagcc
cctcgtgcag
cgtcactttc
ggggccgggyg
cgccacgcct
ggaagcgttt
cgccgcaacce
gaggacttca
ggcggcgagyg
¢ggcgegggce
gcggceegegyg
atagcatctt
agcgcgggag
gtgcgcectceg
tgcgtcgect
cgcttgctgt
caggcaggcyg
cagcgccagce
ctggtggaag
ggccggcecceyg
gagcacggcg
cceccagcececg
cagcaggccyg
gcgcgggcete
ggcggtgcaa
cgcggccaag

ctcgcgaagce
cggaagggct
acggcgacga
gcgcgecgcea
gcgacccgcg
gcctcgtcgg
gcggcecgaag
cgagcgctag
gcggacggcg
g999cggcgg
atcgacccgce
gcgcggggcyg
tgccgcgcecca
ccctgttgceg
ggggtggagc
gccgacgcct
tttgactggc
gagcccgccg
ctcgaagcgce
agctacgtcc
atcggccggce
gcggagacgt
gtggtggtcg
¢gggcggccg
gcatcttgac
gcctcgacga
acaaaaaaaa
agcgcccccc
accgcggcag
tatttgacgt
tgggggacct
tacacggcct
tcgagcgggg
cgcgcggcege
cgcaccaacc
tttaccctag
tagtcgtgcg
ggcagcactt
gcgaggcaga
gcccccagcea
ccggccaggt
ctctcgcgga
aagagcccga

accatgatct



85381
85441
85501
85561
85621
85681
85741
85801
85861
85921
85981
86041
86101
86161
86221
86281
86341
86401
86461
86521
86581
86641
86701
86761
86821
86881
86941
87001
87061
87121
87181
87241
87301
87361
87421
87481
87541
87601
87661
87721
87781
87841
87901
87961

tgtgggacag
gcgcacccgg
cccctgagtt
gcagaactac
ccgggtggcg
gcgcattgta
cgccgatcag
gccacaagcg
gggcagcgge
aagcgcgtta
agcgcgttcg
cgttgccgtce
gctcgggcaa
cgagcgtcct
gcgacgegge
gcgcggcecta
tgctgggcga
attcgccgac
ggtgcccgeg
cggcgctgeg
tcttgcagcg
ttaaggggga
gggcgcgcect
agctcgccgce
ggcccgegga
tcattaccgt
agcccatgag
cgctcgtcga
tgttcacgcc
tctcggaggt
gcggcgegeyg
gcacgctggc
gcgtcgggtt
ctcgcggacg
gcatcccgtce
cggacaagta
cgctcaacgg
tgcacgtgcc
cctcgggcga
ccgggctgeg
ggctgctgeg
tcacggagcc
gcttactgga
tggtcgctgt

cagcagcacg
gggcgtggca
ttcgcggecga
ggccgtgtac
cgcgccgagce
attaactatg
ggtgatcagc
ccagtgcacg
cgatgcggtg
tgcgtcgagce
ccggcgcecac
cccgcecttgea
gacgacggca
cgtggtctcc
gctgccggcet
ccggcggctg
ctacgatata
gatggggcgce
gattgtggcg
¢ggcgceggge
gcgctgcacc
cgccgaggac
¢gaggcgggce
gcgcttttge
gggcgatgtg
cggcctcagce
ccacggcccce
caacgagctc
catgctgcta
caccaacctc
cggactcgcg
cagcgcgagce
ccaactggaa
tgcgcgccga
cccggtgtceg
cttgcgcgcg
ccccgcggceg
cgccgecgcece
ggtgcccgtg
ctggaagcca
gcgeecgegge
ggcgatcgtc
aatcgcccgce

ggccgegegg

gccgcectgcea
agcgtcgcca
atgattatag
gcggagaagg
tccecgetgeg
gccgcgtaga
agcagcagcg
gcggcaggct
cgcgtcgagg
gcgtegetgg
cccgcecgttt
gcggacgccce
ctgctgcgcet
tgtcggcgca
ttcgcgacgt
ctggtgcaag
ctagtgttgg
ttgcaccggg
atggacgcga
agcgtgcacg
gtcgegegge
ggcgcegaag
cacaacgtct
ctcaccttca
tcgcgctgge
tttgaccaca
gacatggtct
tgcgtgtact
aatcacgtgg
ctctgctgca
ctgtttccge
gacagcctca
gcgctgcgceca
cggceegegg
gccgagggcec
ggcggggecce
cgcgcccgcet
gaaagcctgg
ctcaccgagg
actgcgctgt
ggcggcgaag
gagctcgtcg
tgcaacatca

ctttctgggce

gcgtccaggce
gcgcgttcat
cggccgcgac
ccgctgtggt
cccaggcgcece
agcaggggag
ccaggccggce
gcgcggagcec
gtgcgggcge
cgcggatgtt
gcgtggagca
ggcgcgtgac
ggttgggcga
gctttacgcg
actttgacgc
tggagagcct
acgaagttat
ttgacgcgcect
cggtgaacgc
tggtcatctg
ggctgggcgce
acggcggegce
gcgtcttctce
cgccctecggt
gtgacgttcg
gctacttcca
cggtgtacca
tcgacagcag
tggctgagga
gcttccgege
gcttcaagta
acatcctcca
gcgctcaccg
ccgcggcecga
tggccgagca
cgcccgecgce
tcgtaaactt
aagtattcgc
ccggcgecgt
ttgggctgcg
ccgacgacgt
ggccgcecggg
cgccggceggyg
ggggctttgce

cgccagcgceg
atgatacgcc
gtcaaaggcg
cggcgtctcce
gccgtcggcece
cceccgegecce
gaagacgccg
cgccatgacg
gtgcagcgac
atacggcgcg
ccaatcagga
cgtggtccgce
ggcgetgggg
cacgctgcac
gcggagctac
gcaccgcgtg
gtccaccctg
gctgcaccgg
gcagctcgtg
cgattatgcg
ccgcgtgcetg
ttcgttcttt
ctcgacggtg
gctggtgctc
cgtgctcatc
cgcgatgttc
gtcgceteggg
cgccgegegce
cggcggctgg
ggcgtgegece
caagcacctc
cgcgctgcetg
ccgcgggatt
tttgcgcgceca
cccggcecegtg
gctcgaagag
ggccgtgctce
gggcatctac
tgagacggcg
ccgcatggcece
cgcagacgcc
ggggcacgac
cgtgatggcc
acaggggcgg

cccagcagca
gccgcaaaac
gcgacggcga
aaaaacagcg
gagaggttcc
ggcgaagcgg
acctgagcga
gcaacgccgg
gggggcgaag
gacctgagcg
cgccccgteg
gcgccgatgg
gccacggatg
gagcggctcc
gtgatgacgg
gacgaggagc
gcccagttgt
ctgttgcgge
gatttgttgg
tcggcgggcet
gcggcegeggce
acgcggctcc
ctcttctcgg
aactccacgc
tacacgacgg
gcctacgtca
cgcatccgct
cccgagcccg
cccgcgactt
cccgcecttte
tttgagcgcect
gagaacaacc
ctgccgcettt
ttggccgccg
gccgcctteg
ctgctgcgcg
ggcggctgcet
cgccactacg
gctttggcgce
cgggcgctgg
gcccacggcec
tacgcgcagt
cgcgggcectg
ggcgtggggce



88021
88081
88141
88201
88261
88321
88381
88441
88501
88561
88621
88681
88741
88801
88861
88921
88981
89041
89101
89161
89221
89281
89341
89401
89461
89521
89581
89641
89701
89761
89821
89881
89941
90001
90061
90121
90181
90241
90301
90361
90421
90481
90541
90601

tgggcgcgge
cccggctgceca
aacatgaaat
accgcgagtt
gcctgcgcect
ggcccgacgce
actggccttg
tcgtctgceccg
gcaacggctg
cgcgcgtgcet
ccctcgtaaa
cggcegegeg
caacgctcgg
gcgcgcagat
ccgggttgcect
ccgtgctgcg
cggcggctcce
gacacgccga
cccgcttcecta
tggcggacgt
tggtcgtgceg
tttcgccgat
gaccggcgca
actactgctt
gcgccgtgeg
gcgtgcacgt
gcctgaaccg
cagattggcc
tctggctgge
ccgagcacgc
agccttcgcet
ccgtcatcgce
actttgccgt
ccgaggttgt
agcgcgcggce
tgcacctgcg
ggctctggga
ggactgagtt
cccagceccga
ttcacgcggce
ccgactgggg
acggcccccg
gggctctcta
ctgtgctgca

cgcgcacgcg
gaagagcacg
cgtcgccctg
gtatcgcctg
cccaaagtgg
gcccccecgaa
cgccgcegggyg
tagccctccce
tgtgtgcggg
gctcgccecta
cgtgtgtgceg
gctggaggac
ccacgctgcg
tgggcccttt
ggtgtccgcec
ctcggcgcta
cgccgggggce
cctctccgeg
ccgaatcttt
gtttgcccac
cgcgctcgtg
ggccgccatg
ggtcctcggce
cttgctgggg
cgatgactta
gtaccacgcg
ccgcattgcg
cgcgggccgce
caagttcgac
gcgactggcg
cttgaccttt
gctggcgaac
gtgcacgtac
gcegegegag
ggaagcggtg
cttcgagggce
cgccaccgcg
cgggcgcatg
gcgccccagce
ctttgagcgg
cgcggtgccg
gccgtacgtg
ccgctccceccece

ggagctggcg

gtgagcgtgt
caaaccttcc
ctggacttgg
ctgatgagcc
ggccggctcecce
gcctcgcetgg
gcggtcgact
cceccceeccecce
gtctcgcttt
ctctgccgaa
cgtggcgtga
ctcgcgcgceg
acgtggaagg
cgcttttatc
gaggagcccc
cggctggccg
ggctcccttg
cccgggaacyg
gccgacatcg
cgggagtacc
cccgtcaact
cttgtgtttg
tttctggggce
tttccgggcg
gacgcgcacg
ctcggccegt
gcagcgegeg
gtgagcacca
ttttcggect
cgcgctattt
tttggcgggce
gccgtggcag
gtcaaggatg
gccgcgceteg
ctgcgcgecg
ctgttcacgc
gggggcgcetg
gccaagcgca
gacacggtcg
cgcggcgacyg
cgctcggecge
cttgtggcgg
gtgttgcttc
cgcatgctga

tcaaagtgat
cgggccacgce
ctggcatcga
acaaggcgcg
ttggcttcgce
aagcggcgcect
tttgcgcgcet
ctctttaccg
attcggcgtg
tggacgacgg
ccgcgctege
ccgcecgecgce
ccctgtacgt
gagagacgcg
ccgatgccge
tagaggaaga
cgcgcegegeg
tcgtcgaatt
cccagccccce
gcgtgcgcecac
ttgactgcgt
cgcagtggca
cccagctgaa
tcccgetagt
ttctcacgga
ggaacttttt
ccgcgcectgece
tcttgaacag
tttttceccac
gcgcgcgcecyg
tgcggcacgt
ccgccgtgga
gcttttgggg
cggcggcgcet
cggggctgca
atgccgtttc
agggtgagct
gccttgeggg
cggccgccgce
tgcgtttttg
tttcgggcgg
gccacgaggc
cggacatcgce

acggcgccct

atgggaagag
gcgcgttaag
ccgcgecggce
cttcgcgagce
cgcacgcggce
cgcacgcgte
ttagccgecge
cgccatgccg
ggcecgceggge
cggctgcgac
gcgceggcgeg
ccecccgageg
aagtgccctg
ctttggagta
cgacgcggcce
cgcggtgcgce
gctctgcgcece
cgagctgact
gcggaagcgg
agaaggcagc
cgtcgccgac
cgcggcgcte
cceccggceggce
agtctcggcc
cgggctctgg
ggacggcgcc
gccgggegge
cccecgectge
cctgtacgcce
cgacgggcgc
gcacgcgccg
gcgegeggece
cgccttcggg
cgcgctgcga
ccccgcagaa
gtggtcggcc
ctttgtggga
gctgctgegg
cgcggcctgt
gagcgcgacc
cgacctgctg
ggcgccectte
ctgtcgcgcet
ggcggccctce

gtgttcgggg

aacctgcgca
cgcgacacgce
cccaagtaca
ccggagcccg
ccggctttge
gggcctgtge
gtttcgcaca
cccgaccgceg
gccaagttcg
agagatgtaa
ctgccgctgg
gcggcgctge
gacaacgaca
ccgcgggcgyg
gcggcggcgg
atgcgcgacg
acaaagacgg
gccgggcegcec
gccgceccgg
gcgcgcgcect
tttaccgacg
gaagagcgcg
gccgacgccg
cccgcectteg
gccgtcgcaa
agcgacgggt
gtgcgcggge
catcttgttc
cctgggctca
gcgtacgagg
aacgcgcgaa
gacgcggcgc
gacgactgcc
ggcgcecgage
aacaaatact
ttcccectgece
cgcgccgtceg
gacgcgctcg
gcgcccattg
gacgcggacc
ccgctaccct

cacatggcgce
gccgegegeg



90661
90721
90781
90841
90901
90961
91021
91081
91141
91201
91261
91321
91381
91441
91501
91561
91621
91681
91741
91801
91861
91921
91981
92041
92101
92161
92221
92281
92341
92401
92461
92521
92581
92641
92701
92761
92821
92881
92941
93001
93061
93121
93181
93241

agggcgacga
tatttgcctg
gtctcagtcg
ccaatgatac
gcgcgcgtta
gccgeeggtg
ccgggcgacyg
gcacatagcc
cgcaggcggce
gacgcgcgcec
ccgcgttttg
ggcaaagacc
catggcttcg
cgtcagtagt
gaacgtcggc
cacgaggtcg
gctctccagce
catcctcgcg
ggctcttgct
gctctcgggce
agatcgcagc
atagctcctc
cgcgcagcac
cgaccgacac
gttcctgctce
gcgactgaaa
cttcgtgccce
ggcccgecce
gccgcectgceca
ttagcgattc
tgtgcaccac
ggccgcccge
cggcggccegt
tgcccttcecat
cctcgceccecte
cttcggcgcecg
tcgcgtgcecte
actcgaagag
cttcgccggt
cggtacggtc
aggcctcgca
acgcgggaag
gcggcaccag

cggcgccccece

cgagccgcca
aggggatggg
tacgacacaa
accgcgtcgce
atcacgcccg
tggtagatcg
gcgtagtggg
gtatttagca
gggcgcagac
tcgctgecagce
gggcggcaca
gcatcctcca
cattcggcac
agcgcgcccg
ggccctgcetg
tcgagcacct
gtcgagccct
gcgctcgcgg
tcgccctcete
accgcgcgac
gagctccgceg
ctccgacctg
agagaaaaaa
ctcctggecce
ccacagccgce
gctgttggceg
caattccgcc
ccccgegege
gctcgcgcetce
gatggttttg
agacgctcgg
cgcgccaaat
gtcgtctagg
gttgacgatg
accgagcagc
ccgccccacce
gcgcagegeg
tacgtcgccg
gacggcttcg
gtagtcgagg
ttccgeccage
cggcccccgg

ccccaggcac

cgcgggaaag

atagaagagt
ggggggaaag
acatcttgtc
ggaacgcctg
gcgggcaccyg
ccgtaatcac
gcaacaccag
cgcgcatggce
gccgcagcag
cctctaaaaa
aggccagccg
tggcggtgag
ggtacgcatc
tgctcggcecte
ggatctcgcg
gcggcgggcece
caaggggcac
cggcgcttcet
tcgcggectge
gcgaggccca
aggtacgtct
cacgcctcct
tacggcgcca
tggttgttag
gagagccgct
acgtaagagt
gtccgegggg
ggcgtcggcece
ttggcgcgga
aagaggttgce
aaggccgtcce
ccgggctggg
tacgaacgca
agcttgatca
ttttccacgg
agcaccttca
tggcaggcca
ccgcgecaca
cgcacggcaa
accgtcacgg
acccgecggce
cgcctggacg
acgagccagt

gcggccgcga

tcgagtacaa
gaaacatcat
cggcgtcagt
cgcggcgagg
ctctggcgcet
¢gacgggggg
ctggctctcg
gcccacgtaa
gcacgacagc
catttgcacg
gtacggcagc
cacggcgaag
gcagtccact
tacgcgcagg
gacttcgcag
acccgagccc
gcccagcgta
cctcgcggcet
ggctgcggcet
gctgcagcgc
ccaggcgcgt
ggtgcgcgat
ggatcaagga
ccgtccggge
ccacgtcatc
ccgggcccat
cccgcecgaca
gcttgggcgg
gcttgtcggce
tgacgtagcc
tggatctgct
aggtgtccac
cggtctccga
accgcgccgce
acggcgcgcec
gggggacggt
ggacctcgcecc
cgggcgccca
attgcttttt
cgccggcgca
aacgtccagg
gtgccggcac
ctacgtaccg

cgccccgaac

cctggccgat
aataaaagat
ttgtcgggga
ggcccgttca
ggcccgecge
ttgccggecg
aaggggctgt
agcaaccggc
tgcacgaaca
acgcagaggg
acggcagcgg
gcaaagcccce
tcttcggcecge
tgcgtaatgg
acgaagcgcg
tcgcgcecgegt
agtccgtcgt
gcggcetgegg
gcggcetgegg
cctgcgcgceg
ttttttaaac
caggaagccg
gatggagctg
aagcttgaag
ggcgtacgtg
cagcccagat
gcgaacccgg
ccagcagcgc
caggtcgcgg
ttccaacatc
gtccgccecceg
gtctgagacg
gatgtcgccg
cgaggaggac
cggcggtttce
gttaagcagc
gtgcagccgce
cagcacgaaa
gcgaaaattg
tcgcaggagg
cgccgggceca
cgcgaggccyg
ggcgaagctg

gcactcaacg

ttcgattttt
ggtagacgat
tgcgcgtcca
gcagccccgg
gccgcgecgce
ctagcagcag
agccggccat
tcatcttgcg
gggcggceecce
caaagtcctc
gcacggtagt
ggaaggccgg
ggccgtcgag
acgatgacgt
ggagcgtcca
cctgcagcag
acgcctcggce
ctgcggctgce
ctcccgcettce
tcggccgtga
accgccccgce
aagcgccgga
ttcgagtaca
cagcggagga
gggatgtacc
atgtcgatga
gceggecggce
gcgctctcga
ttggcgccecct
ccgttaatgce
ccgceccgege
tcaaagagcc
atgtgccgca
gcggccgegt
gcccgcagceg
tggcagagcc
tgcatgggcg
cactcgccct
tagagaatct
tccgctgcecga
gctctcgcca
atgcgccgceca
gccgggctge

agcgacatct



93301
93361
93421
93481
93541
93601
93661
93721
93781
93841
93901
93961
94021
94081
94141
94201
94261
94321
94381
94441
94501
94561
94621
94681
94741
94801
94861
94921
94981
95041
95101
95161
95221
95281
95341
95401
95461
95521
95581
95641
95701
95761
95821
95881

gcagcgtgceg
cgcgcgggcece
cgcgccaatc
tggcttgcac
cctcggtgta
ggtggatccg
ccaagtttaa
ggccggcegeg
aggtcttcct
agctggaggc
ccgcggceggce
ttatcacggg
tcgactgcgt
ccgccgcecta
accacgtgca
tccaggacgt
ggcggctgcet
tcgcggcggg
ttccggegtt
acatcctcac
agtaccgcga
ctctcgagtc
tcctcacctg
ggaccatttt
cactcgagta
tgccagacgce
cgcaccgcga
gccgcagcecg
tcgaggacta
ccaactcggg
actgcgaagt
tcaacagcca
ccttcgeccga
cctcggtgga
tttacaactt
ggctggcegeg
gggggctggce
acctcgtctt
tccagcgceccce
tcgctgcgceg
tcgaggctta
gcggegggcet
acgcgccccce

cggagctgct

cctccaggta
gtatcgcgcecc
ccgcgecacyg
ttgccggatc
gcccagctcecc
cacccactcg
ggcgcgctcg
gcegeggacyg
gaatttcact
cgcgcggctg
cgagtccccg
gaacgcgggce
gatcacgggc
ccacagccgt
ggcgcagctg
gcagttccgce
gggcgcggcece
gcgccecgcege
cgcgcgtage
cgcggtcgtt
cggggccatg
caccttcgag
ccttatcacc
cattaacaac
cggcctgccce
cttcattaac
ggtgagcgcc
ctttgtggtc
ccgcaccgcece
ccgcattacc
gtgctcggcecc
ggtgacggtc
ctttatcgcc
gtacgcgtat
tttgcgcacg
cgccacgcag
ggcggaccgce
cgcggccctg
tacgtccgcec
ctttgacgtc
cgtggacaac
ggtctccatg
ctcgctgcett
gtcgacgctg

tcgaacacgt
gcgatgtcgg
tcctcecgtage
acggtctccg
cccagcagga
cccggeggcec
gacacgacgc
tctgcacgct
tccatgcacg
ccggcggcgyg
ctggactttg
tcgggcaaaa
gcgacgegeg
cacatcaaca
ggccggcacce
gacctcgtgt
gcctcgegeg
ggcgeegtgg
aacgtgattg
tactgctggt
cccgtcgtgg
caccacaagc
aaccccacgc
aagcgctgcc
gtgacggaag
aaccccgcga
tacatgagcc
tttacgctac
acgggccagc
aactactcgc
aagggactcg
accacgaggc
gtgctgcegeg
cagtttctgg
cccggcectgg
gaagcgctcg
gccgccggcet
gacgagggga
cacgaaatct
tgtcgaaccc
cttagcttca
gcactgcaga
tcggaggagce

gacgtgccca

gctccgcgag
cggcgcgcag
gcgcggcegtt
tgcagcgcac
tctccttgaa
ccggagcgcece
gctcgcactc
cggtcatgga
agatacagcc
cccggecgcece
cgccgcgcega
gcacctgcat
tcgccgecgcea
ccatcttcca
agtacgtttg
actactggga
ggcagttcga
agcggctcgce
tcatcgacga
ggctcatcaa
tctgcgtggg
taaagtgccg
tgcgcgagta
aggagtacga
agcacctcgc
acctgcaggg
gcctccacgce
ccgtgtacac
cggggctggg
agagccgcga
tcgtggcgeg
tcaagaagct
acgacgggtt
ccgcgctget
acccgggccg
ggcccgecgce
ctgaggccgg
ccctcgactt
acgcacagtt
tgttcggggce
aaggctgcga
ccgacacata
ccggecggceg
acatcgtggt

ccgcaccacc
gccgcgcgeg
tagcgttgtg
ggcgctgtac
gagccgegtg
cgggttacgt
tgccatcgcecce
gcgcgaggcec
aatcgtcaag
gcttggctgg
gctgcctttt
ccaaaccctc
aaacgtctac
agagtttggc
cgcggccagce
ggtgctgggce
ggcgetgege
gccctgegte
ggccgggcetg
tgcggcgcac
ttcgcccacg
cgtgcgctcc
cgccgcgatce
gttcggcgag
gctcgtggac
ctggacgcgg
gcacctcaag
ctttgtcaac
ggtggaaaaa
ccaggacgcc
ctcggacgta
ggttttcgga
cgtcagggcg
ctttgggggce
cgtggacgaa
ggacgacgcg
cgccggggac
gctctactgce
tctgctactg
ggccttcgeg
ggtgttcacc
cacgctgatg
ccggctcceccce

ccgcgaccag

tctgcctcge
cgtgtgtagg
cttaggatgg
acgccctggce
ccgcgcgteg
gcecgageegg
caggtgctcc
ttttcagccg
cggatccggce
ttccgecgegg
gccgcgtacc
agcgagacgc
ctaaagctag
ttccgecgceca
ccgcccagcea
gacatctcgc
gcggcggage
cacggctcac
ctgggccgge
gattcggcgc
cagaccgact
agcgagaatg
ccgcacaatt
ctgctcaaaa
aagtttgtcg
ctctactctt
gtcgccgagg
atccgcacct
tggctgcagg
cagtcaccgc
acttacgtgc
ttcagcggca
cagagcgaga
atgatcgcct
gcctaccggce
gtcgactggc
aacgacgacg
aactacgagt
aagaacttgt
gacgcgccct
gggagcctgce
ggctacgccc
gacggcgtcg
cgcggcttcg



95941
96001
96061
96121
96181
96241
96301
96361
96421
96481
96541
96601
96661
96721
96781
96841
96901
96961
97021
97081
97141
97201
97261
97321
97381
97441
97501
97561
97621
97681
97741
97801
97861
97921
97981
98041
98101
98161
98221
98281
98341
98401
98461
98521

tgtccgtgcect
agatggctgt
cccagggcect
acgccgtgta
acccgctgcg
tccgcgacga
cgcggecccce
ggcccccttg
tcgctcggtg
gctccagcac
gtatgccttc
cgttgtcccg
gcgcggtcetg
gtacggccag
cctgcaggag
cgaagaatga
atatggttac
gcggtgggceg
cgtagaggcg
ccgcttcecgg
gggcagcgge
cggcggcegeg
ccccaaagac
gcgcgagtcg
ctcgtacacg
ctttcgcggt
ggcacgctgg
gccgcgecag
tgtgcacgct
gagctggcgce
gcagtcgggg
gctgctgcgce
ttgccagccg
ccagcgctgt
cgccceggcec
agggcgctcg
ccgccccaaa
ccgcgctcag
agcccggcegce
cccagtcctce
cagcgtagat
agccgtggge
cctcgggtgce
cgacgcggct

gcacacgaac
cagcgtcgac
gagcctcgac
cgtagccctg
cgagccccac
gaacgtccac
gggcccggga
tgggccttgce
tcggtgggcg
gggccecgecg
acgcacgcca
ttcgacgagt
ctggccgtgt
agcacagcgc
tcggagattc
gaccgaggca
gtcttattgg
gcggtccgeg
cgcggceecgg
tccctecgggg
gtccgggctg
gttggccgcg
actgccggcg
ggaccaagcg
tacaccggga
ttccgcgact
cacagcagga
ggccgegegce
atggtgtact
cgcccgagct
tttgggccca
tcgccgtegt
ccggcecgceca
gctcggcgceg
gtgctgctcc
tgacagcggc
ggcccgctgg
gcgggccagt
cccgcectecge
taggcagccg
gttctggagg
ttgcccgegg
cgcgtaacgce

ccggcgctceg

gtcagcgagt
tacggcatca
aaggtcgccg
tcgcgcageg
gagcgggaca
atcgtctact
cgacgacgct
cccactgcga
gcgggctggce
ccacgctggt
gcgcgtgcaa
gggcggcaac
gcctgggege
cggcgaccgc
gcgactgcga
gttaataaac
aacgtgcggt
ctggggaggg
gcctccgecgg
cggcgegecyg
ctttcccecga
agaaactgcg
cgcacgcggg
tgttgtcgeg
ccgcggggcyg
ggatcaccga
acatctgcag
taagcccgeg
tggccagcgt
cgtcgataga
gacccgccge
¢ggcgggggc
gcagagagag
cgcgggctge
aggaacgcgt
gaggggtggc
gcgtgcgege
accgcgtgceca
acggtgagcg
tgcgacggcc
ctgggtggga
ctgtgatagg
gtccacgcga

tattcgcgca

tcgtggaggce
gctcgaagct
tatgcttcgce
tgtcgtcccg
cgatgatcag
aagccccgcec
catcgcgtac
gcaggtggtg
gtgcgacgcg
cgcagtcgac
ctcgctgagce
ggaccgcegeg
ccggcgagac
gccgcceccecc
tgcccgeccce
tcacagttac
aattgggggg
accgccgtgce
gcggcaggcg
cgcgaagact
ccgcggcggce
tgtagtccgce
ccatggctac
gtgtatatac
cgtgcctccg
gtggagctga
gctcttgttg
ggcttgcgcg
gcgcttgagg
ggagaccata
tgccaggccg
agaagcggaa
gaccggctcg
gcgcgcectta
tggcctcgge
tgtacgtcag
cccagagcat
ccagccgcecce
aggtgttaag
gcggagctcc
ccggaacgcce
ggtcctggcecc
agatgtccgce
gcgcgtgtcg

gctggacgac
ggccatgacc
gcgcggaaac
atttctccga
cgagcatata
gcggccgccg
tccctatacg
tgtgagtgcg
ctgccggcag
tgcgggtccg
ttgcgcgagg
cgccggcetgt
atccacgtca
ggcgacgtcc
tcgggctcece
gctttattgg
gaaagggcgc
tcgcgcggga
ctcttcgtte
cggtgcccgg
cgccgegegce
caccgtggcc
cggtgcggtt
accgggcecgg
tccgaggagce
tcgcgaacgce
ctgcgcagcc
ccggaaaaag
tccttccgga
aacaaggtgt
ggcccggcca
gcggcggcegyg
acccgecgcea
tacaatgctc
aaagtgcgtg
cacgaggtgce
gaacaccagc
ccagcccagg
cagcagcacg
gggaaagttc
gcggttcacg
cagaatgaca

tttcggaggce
cgtgtagggc

aaggagctcg
atcgccecgcet
ctgcggctca
atgaacctca
ttagccgcac
ccatggcgcet
aaataaagat
ccgecggggga
ggacgctcgt
aatactgctc
gctccgtgtt
gcagccgcgce
ccattacggt
tcgaggctat
gcccctgegg
aatgtgtagt
gtcgggggcg
ctggcggccg
gcgggtacgg
cgcacccgcece
agcttagccg
acccgggect
gctcgcecggg
cggcagaaaa
gagtgtagta
gctgcgcatg
gcgcgecgcea
acgacgtctt
tcgtgtccgt
caaaggccac
acgcaggccc
cggcagatac
tgaccgcacg
cagtcgacgc
cagtgaacga
cgcttcccgg
gggccgctct
ctagagtgcg
ccgcggcgceg
ttctgcacgg
ctaaaagcca
accttgatgt
agcacttgct
atggccagct



98581
98641
98701
98761
98821
98881
98941
99001
99061
99121
99181
99241
99301
99361
99421
99481
99541
99601
99661
99721
99781
99841
99901
99961
100021
100081
100141
100201
100261
100321
100381
100441
100501
100561
100621
100681
100741
100801
100861
100921
100981
101041
101101
101161l

cgggttccag
aagtaatggc
ggcgettggg
gaagccgggg
gaagccgggg
gtcgccaggg
cggcggtgge
gatggccaag
cccacgcgcec
cgctgcctcg
ctcttcgtgce
ggattctgcg
cagcagcgcce
cggcgcggga
ccegecgggg
gcctagcaca
gctgcgccag
ggaaattagc
gcagccttgce
ccggcggaaa
ggctggcttt
gcgcegggtge
cctgtggtgce
cccacgcacc
tcgaggcagg
tgtccattag
cacccagacg
ggaatgaggc
cacccctgcece
ccccecgcage
ggtctgaccg
agacaaaaag
ggccataaaa
actgcggctc
ggtgggctgce
aggcgctgcec
ctggctgcgg
cccaggcggce
ggtccaggtc
tgcggccgac
cggcggcagg
cggtgctggt
gtgccgccge
ccgaggccgg

cacgcgccgce
acgctggtct
cggcgcggca
ccgaagccgg
ccgaagccgg
ccgcagggac
agcggcgcgce
tctcgataca
acggcgtagg
ggcggcgage
tggggcctgt
ctatccgcgce
caggcgcaag
gtatatttgc
gccgaagcta
cactgcgtgt
cgtgggagtt
ctggagtttg
gccggegcecyg
aatacaagcc
gcggcgegeg
gttggccggce
ggggtcggag
gttcttatgc
cgcaacggac
ctaaaagtat
ctcggcactt
caaacaagca
cttgcccctg
agctctgctc
cgcctgcact
ccagataatt
gccccgegea
gaaagttaag
gggtcgcgga
gccgctgcag
cgccagggcec
cacttccatt
gccceccgegec
ctcggcccgg
ggcgceggecg
agccgcecgceg
ggcggcagtt
cceccggggcec

caggcttcgt
tctagcgctg
ccccgcaagce
ggccgaagcec
ggccggggcece
cagtcgtgtg
gaacttcgtg
ctggagtgtc
ggttggccca
accgcccgceg
ctgcgagcaa
gccttgtggce
cgcgcgcgac
gccggceccac
aagggtgggc
gtgtagggga
gcgcagcgceg
cgccgagcecce
ctccaaagcg
ccggcgcegcea
gcgcgggecyg
ccggcagtga
¢ggccggggg
cagcgtttge
cccgcccagt
ctccggceccat
agctctcgag
tttggcccecct
gccgcctgge
gctggcgaga
tgcctttgge
acaaagtatt
tgcgcgagceca
tatgcaggct
gtgggtgggc
cggccgagca
gcgctgctge
tcggtgcgcec
atggcgctcg
gcggctccgg
gcgggagacg
gtaacagcgg
actgccgccg

gccgcggggg

ggacgccaaa
ttacgcacgc
ggggacaaag
ggggccgaag
g99g9ccgggg
gtatcggggc
cggcaagccg
ggcaagcacc
gtacgtctcg
gataaaaatg
taagttgccg
gccagccggce
cgccggtgece
atgcgatgta
ggccgggcgg
gaagccgcag
ccgctcegggyg
cgcgccgege
cgcacgccaa
cgccgagcat
ccgtaaagtc
gcegeegegg
ccgcttagtg
accccggcgce
ccatcccact
aatcgatgtg
tgattgcctg
gtttgtctag
cggccggcta
ccccaaagcg
attaatattt
tgtttttatt
gttactttcg
gggggtcgcea
ggggagccgyg
gcccggcecag

ggcggggggt
gcctcttctg

ctggccttcet
ccagggccgg
gggtcggggce
ggctcggcgce
ccgcggccgg
ccgggtcgge

ttcagcggcg
gggaagtcca
actttcggcg
ccggggccga
catcgctagce
ggcaggacgc
aaggcgctat
cgccttatat
ccggtgtcect
ccecgccaggce
cggcaccgct
gggagccaca
atgccgctcg
tatatgcacg
atcttggccc
ggtacgcggt
ccaagatcag
gctttcgttt
gcttggcegeg
aacgcgcgcec
agcgcgatgce
ctttgggcgg
ctttgcgttg
gaacgctcta
tcgcacaatc
tctgagaggg
gctgcttgcecc
acggggcttt
aagtataggc
ccaattgtgg
cagagtttaa
gattgcgcat
gtttggggat
aatacacggc
ccgcggcgat
gctcgggceccc
ccccaggagg
cgccgagctce
ctcccggecg
agcgccggcec
tcgggtggaa
cgagctccga
ggtcccaatt
999g9cgggcyg

aatgcccccc
ttggggcgcecc
cgtttgggcc
agccggggcece
ggtagatgcc
accctcgcgg
tgaggacttg
cttcagcgag
cgtaccacag
ccggggecge
cagccaagat
gcagcgccgce
ttgtcgcagc
cccatcgeccg
ctgcgaccca
agccgcatac
cgcgatccgce
gcgatgtacc
gggctgcagt
ggaccccaaa
gcaagccgct
ggggcagcgg
cccgcecccecg
ccctectecce
gccaaatttt
taataaaaca
ccgtttgegt
gtgtttttcc
cagaccaaac
catatttccg
tattacagac
gcgcgacctg
gacagcggcg
ggtgcggtgt
tattgccgcec
tggcgaccgc
ctttctcgca
tcggggccgg
gggttgccat
cgccgggggt
atagccgcgg
gcgacggaag
tgcgcacccg
ggcgcgttcg



101221
101281
101341
101401
101461
101521
101581
101641
101701
101761
101821
101881
101941
102001
102061
102121
102181
102241
102301
102361
102421
102481
102541
102601
102661
102721
102781
102841
102901
102961
103021
103081
103141
103201
103261
103321
103381
103441
103501
103561
103621
103681
103741
103801

ccgtcaggtce
tcggggcgcg
cctcccececgag
ccgcggtcectce
ggctgcatgc
ctcgtctccc
aagggcggcg
tgctgacata
tgcgcctcga
tcaggtcgga
ccgagccctce
gcgcagactg
acaacaggct
cggccagccce
tggccgcgag
ccaccacccg
gcaggcgcgg
ccgcgegecce
cctcctecge
cgccggcecce
cctcgcccca
ccacagggat
gcgccttgceca
agaaggcgtg
agcacgatcc
acagaccggg
99cg9g999999
gctgccccaa
gcgcgggggce
tgtttttggg
ccctgggtcece
gccggggtte
ggggcccgag
ccgccgagcece
cgtccctccce
ccgaccgaga
ggcggcggcyg
ccgecggaggg
ggcgccgggt
cgcccecccgag
ctcgtcttta
aggccggcecc
ccgcggacga
gcggceeccgeg

tatcactgtg
gtctaactct
cagcctggcc
tccecgecgeg
gcgcgcttge
gccgcggcte
cgctagcgac
ctgtctttcc
ctcaacctcc
ggtgctgagc
cgagtccgag
ctgagggatg
gcgcacaaac
gtcgtcgtcg
ctcgcgggcecce
ccgcaggtac
gccgegegeg
cccggcecgcet
ccecceeggcece
cgaggcctcg
gatgacggcc
ctcctcgaag
cagcgggcag
caggcagggc
cagctctggg
cgccgctata
€gg999cgg99
ggcgaaaccc
tgggcccect
ggggggcgga
ggcgccccge
tgcgtcttgg
cccgggcecte
c¢gcgcgggceyg
gggcttcgceg
ccgagggcecce
gcggcggceag
caagtgcccg
cctggccecte
gcccgacaat
ttgccgecegt
gcecgeeggeg
ggacgaggac
ccggggccgce

gagatgggcg
gtccttcttce
cggcgctccce
actcccaagc
gcecgeggggyg
cgagagctgg
cgaggcgccg
gcaggccgcec
gcgtccgtcect
cccgacgacg
tccgaggtgt
aggtgcgagg
gcgggggcgt
aagccgcact
gtcacggcaa
ggggcccecg
acccggtcaa
ccggccgecce
ccgccgcecgg
ccgtcggecg
gcgtccggcet
cactcatccg
gtcgggcgcec
agagcgcgcg
gcagcggcgg
tacgcgcgtc
gcagggcgece
cccacgcaag
ccgcgecgceg
aatttcggcg
gccccggecc
cceccecggggce
gcgcccecgac
ccgtccecge
ccccggggcece
g99g9cgggcyg
cagcggceggce
acgcggggaa
cgcggccgcet
gaagaaagag
cgcgccccect
gcgccggcect
gaggaggagg
cgcggccgcece

cgggggctgg
tccggcgggce

ctcgtcccte
ccgctccect
ctgcccgecgg
ggggcgcgga
gctgcaccgce
gagcccgggce
ccggctcecegt
actcttctga
cgagaaacac
ggcccaccgt
cgtcctecgcece
cggccagcat
agctgcccac
gcccatgctce
taaactcctg
tgcccgececce
cctcgctcecce
ccgtgaggtc
ccaacgcgcece
aggcgacgct
cctccagcca
ccgcgceccggt
gcggcgccat
tcggggtgac
gggcgggcgyg
gcgcgacgcec
ccgcgegggce
cggcgggcecce
cgccegeggyg
cceccgecccce
gcccggcegece
gcceccgecgg
cgcccegegce
ggcggcggcyg
ggcggggcgyg
cgtggcggcg
ccgcagcggce
ccgcactcgg
ccctcecette
cgtcgtcgtce
aggaggagga
ggccgccgece

ggccggggcec

ctgcacacgg
ctcactgccc
cccctettet
cgccgcecggce
aactgccgcecc
gggtgtttgt
cgcgccagac
ttccgtgtceg
ctccgaccaa
caccccacgg
cacgcagcgce
aatcaggggc
cgccatcacg
cagagcgccce
cggcgtgttce
cgccgcgtcece
ggcgcctctg
gtccgcggcec
gatgggcccg
gtccgccecccce
gtggatgaga
ccggcggatg
gatcgcgtcc
cctgctgggce
gcgccgggag
cgaaaggccce
cgcgacgccg
cccctgecgac
gggcccgctce
cctcgggcecce
gccccegecc
caggggcccg
agcttcgcgce
gccgcgegcec
gcggcggcag
ccgcgegeca
gacgccagcg
gcgeggeecg
accgcgtgtg
ccgcgggecce
cgacgaggcg
gagcacctcc

cgccggcegcec

g99g9ccgggg
ggaggcccag
gccccecagce
ctgggctcgg
aatcgggggt
gcgcggecgce
cgacctctag
gccccecgeg
tcaatggcgg
gagtcgtcct
ccgccaggag
gccgccacga
tccatcgcgt
tagtccgtca
tcgacccact
ggcagcaagg
gcgcctecgcece
gcctcececegg
ccggcttccce
gcgtcgtagt
ggccctcceccee
gactgcacgg
caggccaggc
aggcagatgc
gacacaaaca
cggccgcgag
gcaccccccg
gcgcceccecc
cccggggggyg
tgggctcecge
¢ggccggggyg
ccggcgceccg
agcccggggg
tccacgccecg
ggaccgcgct
cagcggcegge
acccccctgt
ccgcgtctcece
cgcctccccce
ttcgcacaga
ccctagggcg
ggggacgacg
acgcgceggceg
gggaagcccg



103861
103921
103981
104041
104101
104161
104221
104281
104341
104401
104461
104521
104581
104641
104701
104761
104821
104881
104941
105001
105061
105121
105181
105241
105301
105361
105421
105481
105541
105601
105661
105721
105781
105841
105901
105961
106021
106081
106141
106201
106261
106321
106381
106441

agcccgcgcec
gcggcacgeg
gcgggccctg
cggcctccag
aggccaccgc
ccaggtacac
ccgcctegcece
tgtccttgeg
gcaccgcggt
agagccgcag
aggcgeccgg
ggccagegeg
gcccgacggce
gccgcecgcecyg
ggtcccgegt
ccgtccagcecg
ccgcgagcegce
cctcgcecggg
gcacgtcctc
gcgagcgccc
cgaaggcgag
cgacctcggg
cceecgggcgyg
ccagcacgcg
cggcttttcg
ccggcagggce
cctcctecte
¢ggggcggcece
cctcctcectte
acccgtcectce
ccggccccecg
ccgcgagcegce
ccagcgccca
ccacggtccg
ccgeegggge
gctcggcgge
cggceggceag
¢gcggcgggce
gcagccgctc
ggccggcgag
cggcctccgg
tctggtcgceca
acagcgcgtt
cggtgatgaa

cggggacgac

ctccaccagg
gtccgecgtcecce
caccagcggc
¢gcggeceggce
cggccgcagce
ctccacgaag
cccgtcgage
gcgegggecce
cggcggcgcec
gccgaagacg
cggcgcactg
cgggccgtceg
cgccgeggcece
cgagagcagc
cccggeccag
gtgcgagagc
cggcgcecgcec
ggggtccgeg
¢gcggggecce
cgccgggege
gcggcagtag
cacgcggcgg
ggcgggcage
ccggcgcecte
cgccgcectceg
ctcggcccett
ctcttcctcece
ctcctcttcece
cgggtccgcecce
gcceggegeg
ggccgccage
ggccgacgeg
cgccgecagce
cgcgcgctgg
ccggagcacyg
gccgcggcecce
cgcctccage
gcgcgccgec
cacggcgcgce
gtaggccatg
gtcgtagegg
ctgcgcggcecce
cgagctgtgg

tgcgccggceca
ccgccgceccg
cagtccacgc
ggcgcctcgg
agctcgtcgg
ggcgcgeega
tccggctcecce
gccggcagcea
aggcgcgtgg
tcggggtaga
cgccgegagg
cgccgcggcea
cgcggccagt
agccgcgcgce
agcacgccct
gcgtgcgagt
ccgccgegge
agcgcctccc
atctgcgaca
gcgceggeggce
cagggctcgg
gccgccagceg
aagccgccgt
ggcggctccc
ggcccagagt
ccgtcceegt
cttccttcecce
tcttcctect
gcctcttegt
cgcggcgecce
gcggcegecegg
cgcgccggca
cgggccgceeg
gcggccgcect
agccgcgcgce
cgctccgggt
gcegeggecg
gcctcgegge
cgcgccgtge
agctcggcga
ggggcgtacg
cggctcatgg
atggcgtccc

cccecggcage

ccegggecgg
cggcgegecyg
c¢gggcgcecegce
cgcgcggcte
gcgccagctce
gcccccagceg
cgagccccag
cgcgctgceccg
ccaccgtgta
gccgcgcegta
ccagcacggc
gcaccgcggce
tctcggggte
agaggtactc
gcgegecgag
cggcgctcag
gcggcggeca
¢gggcagcgg
tccaggccac
gggccgcgat
ggaagagcgg
ccgcggcegcet
¢ggcggcggg
gccgcgecgg
cgtcctcecce
cccecgteccecce
tcggacccgg
cttccteccte
cctccecegte
cggccctcat
cgccggcgcec
cctccgeecgg
cgccgcgegt
ccagcgcggce
gctccaccgce
gcgccgecag
agagcaccgg
aggcgacggce
tcgeeggegg
gcgceggcgeg
cgcgccgcag
ccacgcaggc
cgaccggcgg

cctgcacgcg

cggggcttcc
cagcagcacg
ggccgegggce
cggcagcgceg
cagcgcgcgce
gttggcggcg
cgccgcgecce
gtactcgcgc
gcgcacgttg
ggcggcctcg
gcgcgcecagce
gcgcaggtac
cacggcgtcg
caccgcgcecg
cgcgctcacg
cagcagccgg
ctcgggccgce
gtcgtagagc
gcgccgecgce
ctcggccagce
gtggtccgeg
gggcgcgggce
gcegeegggce
cccggcecgceg
¢gaggggccce
ttcttecctee
cggcgctccce
ttcctectet
ctccccgtcece
gtcctccacc
cccgcecggceg
cgggctgaac
cgagtaccgc
ggccgccteg
gtcgcgggcec
cgcgtccgge
gagcccggceg
gcagcggtcc
caggggcgcce
ggcgccgctg
gctctgcagg
cgccacgtgce
cagcggcgcce
ccgctgcage

gcegeeggeg
agcgtctccc
ggcgceegecg
gccgcgecaga
cgcccgcagg
cggtggctgg
tgcgcggcca
ggcggcacgg
ccgccgegge
gcgcgcgcga
gcgccgcecteg
acgtgcgcecct
agcacgatca
cggaaggcca
tccggecgcege
ttgcccagcecg
cggcgctecgt
accaccacgc
agcggtggcg
gcctcggggt
agccgcgccg
gtgtggtagt
ggcatgggcce
tcggcggcgg
ccegeggcegyg
tcctectect
gcegecgggce
tccteetttt
tccgcectegg
tccacttcca
gcctccaggg
agcgcgcgceg
gcgagcgggg
gcgcgcagceg
gcgccgagcea
gcgcaggcecg
gcgecggcegyg
gccagctcgce
ggcgcecgege
ccgccggege
aggaacagct
ggcagcgccc
gtcacgctcc

aggcgcgcca



106501
106561
106621
106681
106741
106801
106861
106921
106981
107041
107101
107161
107221
107281
107341
107401
107461
107521
107581
107641
107701
107761
107821
107881
107941
108001
108061
108121
108181
108241
108301
108361
108421
108481
108541
108601
108661
108721
108781
108841
108901
108961
109021
109081

gctgcaggtc
cgtacaccag
acacggccgc
agtcccagag
gcggcgcegcet
gcggccegte
ggcgcegcegg
ggccccgcegg
cggccccagt
cccgggcectce
cctcggaccc
cgagggcacc
cctcggcettce
ccgcggcecgce
cctccgegcece
ccccegegte
cggtggcccce
ccatccgcca
cccgacgcegce
ccgcggactce
acatgaccgg
gtcggccgge
gcgccgcectge
ctatcgcgcg
gcggcegegga
gggagcgggce
cttccccceccece
agccctecgcec
tgcgtctcac
ggtcctggca
tctctggctg
tccceectgeg
tttcttgttc
gcagcagcgg
tacagtcggt
ggtgggccgg
gcecgegggg
gcatgaaagc
cccgccceccta
gccgctaggce
tccecetttee
gattggcggg
catttgccta

gcgagcaggg

cgggcccgeg
gtccaccagc
gggccecgeg
gccctcgecgg
gccgggcecac
gcgeggegee
¢ggggggggc
ggcgeeggge
cccggcectca
gcccccatceg
ggcgtcgctyg
gccgceccee
gatggcggceg
ctccaccgcg
ctccgccceccce
cctggcgceccg
cgcgtctccg
cagctcggcc
cgcgtcgagce
gatgaggtcg
ccgtgggtge
cgtcaaaacg
gaacgacacc
¢gccgggggg
ggggaagctc
ggcagtgcgg
cccaccccca
ggctctctcg
ctttagatcc
gaaggccgge
gccggcttte
tgttgcccga
cgcgggcttce
cagcggcagg
ggcgacggtg
ccggggccgce
cggttcgccg
atggccgaac
ccagttcccc
ggatgggcgg

cccttcttecce

aggaccccgg

ccccctecce

aggcgcggca

agcttcgcgce
gccgcgtact
gccgccgcegt
gtgtcgcccg
gcctcgceccag
gcggcgtagce
gccgtctceceg
ccggcgceccg
gcctcggect
tcctcgggcec
cagtcctcgg
gcctcagtcc
gctatgacgg
accgcgagcg
tcggcctcgg
gcgtcctcge
gcgccgtegt
agctcggcgce
agggccgggt
tacaggtcga
gtgcggtggce
caggggaggg
gaccgcgccg
gcagctgggg
gggcgaccgg
cgccttctcce
ccgcgcgtge
ccgeggegge
ggagacccgg
cggtcggagce
tgctcctteg
cggcggtgge
tttcttggcce
tgttgcagta
ctcgccttat
ccagacccgg
ccaagctcat
gcccceggcec
tccccattcece
cggacgacgg
ctgcttgctc
cggtgagcaa
attgggactc
attgtgtcca

tctgcagcca
gcttccccge
agcgcgcggce
cgccgecgaa
aaggcgtcag
cagcgegggce
gcggcgaggyg
cctctcgecgg
cggcctcagce
cggcatcgct
gcccaacgtce
ccgcttcgge
ccgcttcgge
cgcgcgcecgce
cgcactccgce
cgatctccgce
cctcgctgcet
gggcggccecg
cttcctccga
gcgtggecag
ctgggggaga
g9999999cgg
gcggcaacag
ctgcggegge
cggcggctcce
ttccccttee
cttttttttg
¢ggcggggcyg
ggacgggggt
tggctagccg
tcccecgetgg
ggccgcgtcet
gtctcctcecct
cgggtgtcaa
agaccctttg
cagttcaggt
tataatagga
ccgcgeccgg
cgcccctgcece
gcccgeccge
acggccgccc
gcagggaggce
cccgcttecce

ggctcatttg

ggccatggcg
gtcccccatc
cgcctcgcgg
gcgcacgcgg
cagcgggccce
gccggttgcg
¢gccgggggce
ggccgctttg
gtcggcgtcg
gcagtcctcg
gccggcecteg
cttgaggggc
cgcggccgcece
ggcccaggcg
gacgtccgcg
gtcttcggcecc
ctccgcgtcece
ccggcgctceg
gcccceegte
ctcgagcctg
cggggtaggg
¢gggcagcgg
cgccccccecg
cgcggcaaag
gacgggacgg
cctccttcecte
ttttaccgcg
cgcgcggcaa
acggcgagcg
gccgcggctg
ctcttccttt
ctctccttte
tcctcecgecacc
aaagcgcgcc
aaggcccgcec
gcgcctggga
gcggctgtcg
caggcccgcece
tcgcgcgegt
tgcttctagce
ctcacccttc
gcggcaattg
gcccaggacc

cctaccccct

tcgcggcegeg
tccggcacga
atctcggggc
ccgggcggceg
tccagcggceg
cgcccgegcet
ccgggcegege
gttctggtcc
gtgctcccct
ggcccgcectgt
gtcctggccc
gccgcecccg
tccgcecececgg
ctgtccgegt
tcctcggcege
tcggcgceccect
tcccecgecca
cgcgcctcag
gggccgaggt
ccgggcgacyg
gggcgggtgg
cagggccccce
agcaacctcg
¢gcggcggceg
acggcgggcece
tttccecttee
gcgcgggaga
agggtttgcc
cgacggcgag
gatgtctgtc
tctcgctcge
cccgcgcectce
ggcggcggcyg
gcggcggagg
caggcgcgaa
gggcttacct
gggctcattt
ttgcaccagg
tggtctggca
ctccecctect
tccetttege
tgtccaggct
ccggcggtga
ccccattggg



109141
109201
109261
109321
109381
109441
109501
109561
109621
109681
109741
109801
109861
109921
109981
110041
110101
110161
110221
110281
110341
110401
110461
110521
110581
110641
110701
110761
110821
110881
110941
111001
111061
111121
111181
111241
111301
111361
111421
111481
111541
111601
111661
111721

actccccgcet
gccttttgcet
cgcctgcgceg
cgctccattc
ctcccttgcet
ccaaggggaa
aaattactcg
gccttatgceg
ggatggggag
aaccgtaacc
gcaggcgcgg
gccttgecgcet
cgcagtgctt
gtgggtagtt
cgctgctaac
gccgcagcecc
cgggcggttce
gcgctcgcett
tccgecttge
ctgtattgat
tttatggggg
ttattttgcg
tgagtttcta
cggctggatt
aaggatatcg
atcggcgaaa
tgtacaattg
atcaatacga
aaatcgattg
gttcgcgcca
ccegegeggyg
gggggggcct

gggcgggccg
aataagttta

acgaccgtgc
tatatatatt
ccaccaacgc
tcgggtcgga
gggcggggcce
agagggctac
¢ggccggggg
cccaagccca
ccagccccgg

tttttttttt

tcctgcccag
tttgcctatt
ccecgceecgcec
tctccacggce
gcatttgcga
aaagcctggg
ccgcggcecect
aggaacacag
gaggaaaaag
tgacaacccc
cgataacaaa
tttgcatttg
ccgcggtcecce
tgtatatgca
ccccttaccg
accttgccgg
atccgcttcg
gctcgctcag
ggtttagctg
ggctctgttg
9999999999
cgtcgccacc
ttcgtccttt
gatgcggggt
acacacagtt
ataaatatcg
gcaatcgatc
ttgatctgta
gcggatcgat
tgcgggtttt
caaaaaatcc
gtccaccacg
acgagcctcg
tatatatatt
ccgtgagaac
attagcccga
cgggtttcga
ggcggcgecg
ccttacgtgg
cgggacggtg
€gg99999ag99
cacacggggg

caaaggcaag

tctcgctcac

cgccactgct
tgcgcggcat
cgccctggtce
caccaccccce
gatcgccaca
ccacagccgce
gcctcectac
tgttccttca
gagcagcaga
cctttttttt
agcggggagt
gctcgcccect
cctccgecect
cacccgcgcece
ggcatacccc
tcttgcccce
gctttaggca
cttgcctttt
tgtaagtgca
ctgcgccacc
ggggcgtact
agatggcgcecc
tgtgcccccce
9999tggggg
tcggtcaata
gcgagggtcg
taaccgatat
agcgcgatcg
tatgaagaaa
tagggccctg
aatggcggat
gcgaggcgcec
cggggctgcet
attggcccga
gctggcagaa
gtgcgaattc
tggggctgcece
ggtcggaggce
gccccectgge
ggagggcaca
agcgccctac
gctagaggag
gtaagcgcat

ccccacccecece

ccctccgecce
ttagttttgg
tgaccgcccg
ctcccectceg
cagtgtacca
cggtgcgagg
ttttgcctgt
agcctgtgcet
ggcgaaaaga
aaaaaaaaaa
tggggggggg
gcccggttta
gccgcecgcecce
cctgtggacg
cagcccacta
tccecettegg
gccgeggeceg
ttcccectee
cagagaggcg
tgccgggcaa
tgcagcggcc
atccccctee
cccctceecect
ggtgggtggg
gatgatcaat
atcgattaac
tgatagattg
atgtatcggg
ggaagaccct
ctcgggcccce
aatcgagagc
gacccacgtg
tggctggcect
gtgcgagccc
tgccagecgtt
tgggactggce
gggatagcgg
ggcgeeggge
attctgccag
ggcaaatcag
tcaaagacat
gggggcgcac
ccgccecggyg

acccgagctc

ccagcattgc
tggttggccc
cggccccectt
caccccgcac
gttgcctccg
gcgcgacctg
gtgaagggcc
agcgggggga
aaacggcggg
actaaaaaaa
ggcggcgcett
atttgcatag
cctgccatca
accaccgcag
tccecgtgtge
gcgtgtcgeg
ccgcccgcetce
cccececccat
gggcgaaaca
gccgccgcag
cgcacccttt
cactcgggtc
ccccectgtt
ggggtggagg
agctgaaact
ggggcgcata
gtatcgggcc
ccgtttggge
cccgcgcegceg
ccctceccactt
tattgtattt
gccccgtaca
ccagcgttcg
tgggacccgc
cgcacaaaac
gccaagccgg
gagggcatat
¢gggggcggce
tgttctcacg
gccccgecag
ataagcgcgc
tgcagaacct
gceggggecce
gagcgaacgg

cttcgagcgce
tttttgtgcg
tggccctage
cccgctectce
ggcgtgtgtc
ttctaaccgc
cagccgcggt
gggaggagga
ggaggaaact
gggggagcaa
gctttggccc
ccccctggcece
gcttgccgge
cttcccaccc
ttgcatgcaa
ctcgctcgcece
tcttctetet
cgttccttge
aaaaaaagat
ctgctgtacc
ttgggtgccg
gtagcccccc
gactcgggcg
gaccacagag
ttaaagtcca
tgcggccggt
atcagattaa
cgccagaccce
ccgcgecgga
ggacatcgcc
ttgcgccagce
accgcggggce
cacaaagctc
gccagctctc
tcaataagta
cccatggcaa
gcaaatcatg
gctcggccgg
tggggtcccg
gggcggcgcet
gacatcgcgc
tcaccgaggc
tttttttttt

cttcctcgag



111781
111841
111901
111961
112021
112081
112141
112201
112261
112321
112381
112441
112501
112561
112621
112681
112741
112801
112861
112921
112981
113041
113101
113161
113221
113281
113341
113401
113461
113521
113581
113641
113701
113761
113821
113881
113941
114001
114061
114121
114181
114241
114301
114361

ctcaggtggg

cggacgcccce
tcgggceccgg
ccacccgagce
gcacctccag
caccccagcce
caccccagcce
caccccagcce
caccccagcce
caccccagcce
agaaccccgg
acattgcgag
cccatccccce
ctcgccccca
aagcccgcecc
ccctgcececceg
ggcagaccgg
ggctcctgcecc
gagcacgctc
cgcctcgcca
acggccgaca
ggcgccacgc
ggcccgctge
tcgcceceecgg
gactccagca
ggcggcgagg
tcctcececgect
tccacctcect
ttccececggge
gcgcgegegg
ggctcctcge
gcgccggceca
ccctetceccce
cctctctata
ggagccggag
ctccttcccce
cccctececte
cctcccecctcece
ctccttcccece
ggcgcgggcyg
ggaaggggac
gctcgcacgce
gctcgctcca

tcgccecgecga

ttgcttccat
gccgacgacc
gggcgggcag
tcctgtgcte
gaaccgcgcec
cagcccagcec
cagcccaccce
cagcccagcec
cagcccagcece
cagcccagcece
cggcgacccce
gtaagccagg
cgatccctcg
tcctcececgat
tcccecggacg
gggcgcccege
ccecggeccgce
gcctctgccg
gccgcggcecce
tcgacgtcaa
cgcgcgcegcet
ccacggacgc
gccggcetttt
cgcgcctgcece
gcgaagacta
gggccgeege
cgcccgceggce
cgtcgtcgcet
ccggggaccce
gccggegeceg
catacccgtc
agcgccgcca
ggcccttgte
tcttgtggtt
ctttggcccg
tccctececect
ccctecttee
ttcccctece
tceccteceect
tgcggaaaaa
agtcgggccc
gcgctceggeg
aacgcagcat

cgcgctcgcet

aggaactcgc
ccgccaagtg
acgggggtgg
cgccccccecg
tcgactgcac
caccccagcce
cagcccagcce
caccccagcce
cagcccagcce
cagcccagcce
ccagagctga
ttcccectege
cccceccecatccece
ccctecgceccce
cgccctgege
ttaccgctcc
cgccgccatg
ctcgcccgac
gggcgccttce
caccctctte
gcgccgcgeg
gtgctgggag
gcgcgecgcec
gggcccgcectt
cgaggaggac
cgaaagcccce
ctcggccgtce
gtcctcgttce
gcgcccggcec
gcccgegcecc
gcecggggggce
gcgagtttag
atattttttt
ctagttgttt
ctcgctcgge
ccttccceccte
cctcectcecce
tccecctectt
ccttcccecte
attagacagc
cgccccaggg
tgagttcgca
ccgcgtgtcea

gcccagcecga

cgacgacccce
agctccgccc
gggctgggtg
tgcagcgctc
ctagggacct
cagcccagcec
caccccagcec
cagcccagcec
caccccagcec
caccccagcec
aacccaggac
cccccatceccece
cccgatccect
catccccceccg
ggccactcgc
tcctcttete
agccacggcc
cgcgtggtct
tgccccgagg
cgctgcatcg
ctcgtcggcect
gcgctgctgce
gccgceegecg
ttcggagccg
gaggaggcgg
ccccggtgcece
tccttegtcet
tccgectecgg
ggcgeeggge
tgctggcgcect
tcgccctecg
g9999c9999
aaataaaacg
tattcgcccg
cggcccgaat
cctcccecctee
ctccttcceccece
ccccteecte
cctcccecctee
ctttactcgce
cctcagggcc
ccagcatgca
atcagctcaa

agtacatatc

ggacgccccg
acccagcccc
ggcggagctce
cattgcagcc
gccgcaaggt
caccccagcce
cagcccaccce
cagcccagcce
cagcccagcce
cagcccagcce
cgcgccggtg
catcccceccecg
cgcccccatce
atccctcgece
ttgccacgcg
tgtccecgecce
agccttgccc
cgggccccgce
actggcgccc
ccaccggctc
tcttcctgcet
agctctcgcec
ggcccagggce
agtgcgacgt
acgaggaggg
gcccgcecgagce
cgtcgcccac
acggcgacga
ccggcegecgg
ggtcctccgg
gtcgcgcecceccg
ccccgeggcece
ccgcgegeag
¢ggggcggga
cctcggeccgg

ttccecctecce
tcccteecect
ccctecttece
ttccecctece
gggcggacgg
gggggtctcg
gcggcgegeg
aacagtcctc

gacgatgtgg

ccgacgaccce
caccctcatc
actcgggacc
ggctcgacga
tagcccagcecc
cagcccagcce
cagcccagcce
caccccagcce
caccccagcce
atgctcttgce
gaccagggcg
atccctcgcece
cccccecgatcece
cgcceggggce

accgggcggyg
cctttgtccc

cacctgcgac
ccccgeggac
cgaggcgctg
cgcgttcgtce
cggctacacg
cgagcaggcc
gcgcccgcetg
gagcggcagc
ggaggagaac
cgcggtcctce
cgcgtcctct
cgacgtgttc
cggcccecce
ctcctcgecg
ggcgcggecce
ccctcteecg
gcgcgcecttg
g9999g9aaggg
cccgaatccc
tccecctectt
ccttcccecte
cctcectcecce
taagaagaca
99999a9999
gggcaagctt
ctcactgggc
cgtgtagcgce
caggggcgtt



114421
114481
114541
114601
114661
114721
114781
114841
114901
114961
115021
115081
115141
115201
115261
115321
115381
115441
115501
115561
115621
115681
115741
115801
115861
115921
115981
116041
116101
116161
116221
116281
116341
116401
116461
116521
116581
116641
116701
116761
116821
116881
116941
117001

cttgccgggce
aagtactggc
aagcggtccg
ttaacgaatg
acacattcaa
ttcaccagca
tacaggccgt
ccctcgceatce
actgtgctga
cacaaagcaa
¢gcgcggggyg
cgcggtctac
gtgtcggggt
gccacgccgce
caatgtgcgce
gccgagccct
ccgccggttg
tcgacaaaag
tttttactag
cccggctcectg
gaagggcgcece
cgcttaagta
gccgtttctg
gcgcgeggceg
ctgctgcgtce
ctgcggctcce
cgagggaccg
agggggggct
tgccatcggg
cgaaagcgag
tgacgacgcc
gctaaacttt
aacggggcct
gctggccgag
cgtgctcttc
cacgcacctc
ggccgtgctg
aacggaaaac
acacgggccg
gccagagctg
cgtcgcgtac
gggcgaggac
gcagctgctc
cactgaccgg

cagggacttt
tcatgtttcc
ccagcggggce
ttccgtcgta
agtgaactgc
ggggcttgga
cttcttgctc
cgggaccggt
tcaccacgcg
atgaccaaac
cgagcccctg
gacttcgtag
atcgtagggc
tcccgcaaac
aaaaataggc
cgcgcggcecce
gcggtggcegg
ccaccccgcece
ggcgtgatceg
ctcggcaagg
gcgcctatcce
¢gggccgcgg
ccgcaagcgce
gagcggcetgg
gccgeggage
gcgcgctgeg
gaggtcgcgce
gccgtcggga
gacaaaaaaa
agcgaaagcg
gggcctgeeg
cgcattatcc
gctccecgege
gctatgctac
cacggggagce
tggagaatca
cggggcctceg
gtcttcctca
gtcaccgagc
ctggcgcgeg
gagatgctgg
gccgaggcat
cgcgtgattc

ctgacccgca

cgctctgagce
cacgggcagg
ctcgtcctcg
aagctgacga
gcccccagtt
cgagggcacc
gtggcggcac
gccggcggte
gttgggggtg
gccggcgctg
gggcacgggg
accagccgga
ggccacgggce
gtacagtcca
gcgtacaaat
gagttcagca
gctaagccgg
gctggcgttg
aagacaacga
aaacgccaca
gcacacgtga
cgatcgcggg
gatcccgcga
cccggcagceg
cgagcgggga
ctgcggcggyg
cgccggccag
acgagcaggg
aaagcgcctc
ggagcgaaag
gcggggtcac
ggcggttgac
aggagcacgt
tgcgaacctt
tggtgtgcgt
accgcccgcet
cgtacctgca
acggcccagg
cccgctacta
cgcgctacga
catacccgcg
cgggcccgcece
gccggctgge

acttcaagcg

tcgcgctgga
gattgcggat
tagcactcgt
aagaactgca
cggtcgggac
accggaaaat
gccttaaaga
gcggtcgegg
ccctggecggt
ggtgcggcect
gctcgecgttt
aaaggacacc
tagcgatggce
gctgcgcgta
cggcggcgcec
agttgtagcc
cgcccecggyg
acgttgacgt
ccgtcgtcecce
ccegegeggyg
ctatagtcac
cgtcgatcgce
cacgacccga
ggcgcegegge
gccggetegg
ctctgcggat
aaccggtccg
aggggtcgcece
¢gggggcgag
c¢ggggccgac
gcgcgaagag
ccccggcteg
ggtgctcaag
ggaccacgcc
ggtgctggeg
ggcgctccce
ctcccgeecgg
cgacgtgtgc
cggcctggcecce
ctgccgcacg
cgcgctgtte
gacgatcttg
cgtgcacgcc

ccacgcgagce

aagcgtcggg
ccacgtcggce
ctgggaagtt
gcggtcggcg
tcgcgecggg
agtccggcgg
gtcgccagcecc
tcgcctectet
acatggtccc
ttaaaggata
gg9cggggcgg
accggccacc
¢gggccgege
aaccaagcgc
aaaaacccac
gtcgaccacg
cgcgggccaa
cgacgtgcag
cagccggctt
cacgtctggg
catggcgacc
gtgcggcttg
cgttcttggg
ctttggcgct
ccagagcgtt
ttatacttgg
ccggacgegg
gctggaaacg
aatgagagcg
gacggcgact
gccgagggcyg
gagggacgcg
atcggggcecct
aacgtggtca
cgctaccgcg
gcggcgctgg
atcgctcacc
ctgggcgact
ggcaccctgg
gacgtgtgga
gacagccccg
ggcgaccgceg
gaagagtttc
acgcgccgag

gagccgagta
gttgaggtag
gtgcggaagc
¢ggcgcggga
agcgggaact
gagcatagca
accaagcccc
gctcaacggc
tcggcgeggt
gcacatggcg
ggcgccgcecc
agctcaggga
cgcgggagcce
gtcgtggcgg
atgtggaagg
ctgacccact
gggcgctgtg
cccttcecgecg
gccgtcagceg
cttgcccctg
gccacggcaa
gagtccggcect
cacccatgga
cccgcectttge
cgcggagccg
ccgtcaacaa
acgggatcga
agagaagagc
aaagcgagag
gggacgacga
ccgcccgtge
tgtttgaggc
cggcctctac
agctgaaggc
aggacctgca
cggtgacgcg
gggacgtcaa
ttggcgcggce
agacgaactc
gcgcgggcgt
cgggcccgca
actgcgcccg
cacccagccce

agccgcacag



117061
117121
117181
117241
117301
117361
117421
117481
117541
117601
117661
117721
117781
117841
117901
117961
118021
118081
118141
118201
118261
118321
118381
118441
118501
118561
118621
118681
118741
118801
118861
118921
118981
119041
119101
119161
119221
119281
119341
119401
119461
119521
119581
119641

cccgtaccge
gatgctgacc
cttcggtgcg
cgggcaccgg
gaacgcgagc
ttggccgceccg
gacgacctct
cccgtcecctga
gcttcgcgeg
ccgcgagecg
cctctggcat
tgcgccgggce
tacgggacgt
cttggatacg
atccacaaat
ggaccggccc
cccgcececcttg
gccgacccga
gggagcgceca
accgtcgggc
ctgatcggcg
tcttacgagg
gacgcagcgg
gcccgegeca
cgcggcattc
gtgctcgtct
gccacgttcg
ccccacgecg
ttggtgcgcecc
ggggttgggce
cactcgcccc
tgggcgecgcet
acgtcgaccc
ccgggcccat
cgacgagcgce
cgctgtggga
agatcgagag
ggaagcactt
gcttcgcecta
tcgagggcca
tggtttcgct
cctttggcge

atctcacgca

gccacggggg

tgcctggcegg
tttgactttc
gccteggggt
caagtttggc
gcaagcgcga
tcgccctaat
gtttcgccga
acctagcggce
gctgcgccecct
ccgacgtcgt
atcgccagta
tctctgagac
cgctagtact
gcccagacga
acccctgcgg
gacctctgac
ttgaggttga
tcgactacgce
gcggaaacct
tctttagcga
ccgttgccaa
ccctgcgaaa
tggtggtgat
ccgatccgga
tcatcggcct
gcgcctgccg
ccaagagcaa
ccccgacccce
tgtcgcgtgt
c¢gggccgcag
gcgcggctgce
gctcgecegtt
gccggcgtac
accgtcgccc
ggcggcegtge
agcggtacgce
cgggtgcgcc
tgggtactgc
ccccacggac
gtaccgacgc
gccggcecggyg
gtgcttcccg
gtactacccg

cgtcgttccg

tgctccggcet
gcgcgcgcecc
agccccgggg
atccacactt
gcacacgact
cctgctctge
cgtgcgccgce
ctcggatttg
ggccctcecttg
cgacgtcggce
ctttaactgc
ccgcatccge
gcgcceccggce
catctacgtg
gctggaccga
agaggacgac
cgcggtgtgg
cgacgaaggg
gccgcaggac
aagcgacatg
ggacgtcctg
cgcatcgctg
gtctctccag
gtttgggctc
cgcgatcgct
gctcgcceccge
ccccgcgtac
gctgtcccge
ctattgcgag
ccccggcectgg
tgcgagcggg
gcggtgagcet
ccgatgccge
ttcgcagacg
gacatgctgg
cggcacgcgce
cggccgcectgt
cgctaccgca
gacgagctgg
gcgctgtaca
gactgctggt
gcccgggatt

caggaggcac
ccgtattttg

gccctgcgac
caccgccgceg
gtttcccgcea
cgcgctgtgg
gcgatcatgce
ggggcegecg
actggcatgg
acctcgcggg
gacatggcgg
tgggcttacc
acggggggcyg
ggtggctttg

ctgtacgacc
ggcagcgtca
gggctcggtg
gccaccggcg
ggcaacgtaa
ggtgaggtcg
gaccccgacc
ttccggaccg
acggtgcccc
gagtgcaact
gagcccgctce
tttggcctgce
ctgctggtgce
gcagccaagg
gagccgatgc
gtttacaata
ttaaaccgag
gtatatatcc
cgaacatgca
tgcctacacc
gatacaacta
gccgcgagcea
cgctgatcgce
gcgcgtacaa
actacatgga
cacccccgtt
gactgattat
tcgacggcac
tctcgaaact
acgagcaaaa
acaaggccat

aggagtcgaa

gccgaccgcec
gagctgctgg
aaactgaggc
acacgagagc
ctgccgecccg
ttttggggcg
cgccctecececg
tttcggtgcg
agacggtggt
aagacgggga
cgctgcccgg
gaacctccga
gcgggaccta
cgctcatggt
tggccctgceca
actgggcctg
gcgccgcaga
aagtgctcga
ccgacctcgce
ccagcgggcce
tcaatctgcc
cccgeccgeg
gcctcgagceg
ccgatgaccc
tgctgttttc
ctgcgcgacg
tcagcgtctg
aacagttatt
tgccccaccc
ccgacgggceg
agggccgaca
cgcgecgegyg
cactgaacgc
gcccgtcgag
agacccgcag
cgccacggtc
gtacaccgag
ttgggacagc
ggcggegecce
ggtcgcctat
cggcgcggcet
gaaggttctg

agtcgactac

gggctacgag

tcctacacca
agcaccccgt
atataaggcg
gaacgcgagc
gaccggcacc
ccccgegecce
cccgetgggg
cgcggtggac
gcecggegga
ctgcatggtg
ccaaaacgtc
ctacgcgctc
catctacttc
gggcgccgac
ccacaagagc
cggctgcecttc
gctgggectg
ggacgaagcc
agattgccgg
cgaatcgctg
gcccggecgce
cgagaccggc
ccgccccgat
cgccgtgcgg
gctggtgatc
cgcccgcgcece
atcgccggca
cttaccaacg
aggcagggcyg
actagagata
ttggccgtgce
gtgacggtat
tggcacacta
gtgcgctacg
gtggggcgca
atatggtaca
tgcgagccca
ttcctggcgg
gcgcggctcg
acagatttca
cgcgggtaca
cgcctgacgt
tggttcatgc
ccgccgcectg



119701
119761
119821
119881
119941
120001
120061
120121
120181
120241
120301
120361
120421
120481
120541
120601
120661
120721
120781
120841
120901
120961
121021
121081
121141
121201
121261
121321
121381
121441
121501
121561
121621
121681
121741
121801
121861
121921
121981
122041
122101
122161
122221
122281

ccgccgatgg
agaccgagga
acggcgagag
ccagccccga
cgccecgecce
ttgcggctgce
cgcgccggceg
acgtcaacta
tgctcctagce
ggcgactcaa
gctctggatg
cgaggcagtc
aacgctcgcg
ctacaacggg
gcagacgacc
gcacgccgac
cgtgctcttc
cggcatctac
gtttgtacac
cgtcgaggca
cgaccgcgcg
cagcgggage
gacgagagcg
cgccgcecage
cggagacacg
gctggtgctg
cctgctgeccg
cacttgcgcg
ggcactgggc
gcgegeggea
gagcgggcaa
cggcccgacce
ccggagaacc
gcacgcgaga
cggttgctgce
cccgcgaccg
gcgcccgtet
agcgtcctcg
gagtgcttca
ctggccatcg
gccgacccgce
gcagccgagg
gacgaggaga
gcgcgggacyg

gggttcccce
cggggcagcc
tcagaccccc
cgccgaccgce
cgctacgccc
ggcgatcgeg
cggtgcgggt
cagcgcgctg
cccggctect
gccattgccg
gtggtgctgg
ggcctgegeg
ctgcggggece
accgtcgagce
gcgttcgcect
acgcgccccg
tccatcgceccce
ggcggcaccyg
agcttcggtg
gtcgcgaccc
ctggcggegt
ggggcecgcega
ggctcggcegt
ccctcecegtg
cccgctegcet
ctgctgcttg
tgctctcggce
gggcggceece
tccecggecaa
aacgatctcg
ggcggaggaa
gccgceccgggt
agcgcgagct
gggttcgaaa
cgctgctgct
aaaccccggg
ttctcccagg
cgggcgcecctg
ccgacgtggce
cggagctcgce
acgtctcggce
aggacggcgg
cgcagttggce
aggagaggga

gcgccacccg
gg99cgggagg
gaagccaacg
cccgaaggct
gcggcceccccg
tgcgtggccg
ccgctgceccca
cccgggtgag
gccgagecgce
cgaccttgtc
ccgcgcgage
cggacggccce
ggctgatttt
tgctgcgcta
cctgccecgceg
ctcgcagcga
atccgcgceccc
¢gggcagcga
agcccggaga
gctgcgagcg
tccccecgecagg
cgccggagag
ttgccctcac
cctttagcgce
tccggcgceca
cgctctgcgce
gcgtttacaa
cctgccgcgg
aggcgccccc
ctcgcgtgtg
gaccgggggc
tgttaaatgg
tcgctgcgtg
agggcatttg
gccgcagtta
ctcggcttcg
gcecgeggceg
ctcgccgecce
cctggacgcg
cgagcggccce
gcagctgggt
cgtgtacttc
gctgacgctg

accagcgacc

gcgacgacga
gcaacggcgg
gaggcgccga
ggccgagcct
acgccgtgcece
ccgccgecgce
gaaagccaaa
cggcctaggce
gcggggcggyg
ctccggecgceg
ggcgcccgcet
cgtagcgttc
cctggaacac
ccacgccgcg
cgtcgcgaac
gcggcgegeg
aatagactca
gcgccgecga
cccagaggcc
gggcctcgac
cgccgecacce
ggtcgacgag
cacgcccceccg
ggccgccceg
actggcgtcg
cgcgacggta
gccgeggacyg
cgcggcaccyg
cctcgccacc
tcttggtttc
aggagctgcg
gtctcgcgeg
tgtcccgecga
gcaatgcaac
ttgcttttcg
gtcgacacgg
cgcccggacyg
gtgccggagce
gcctgectgce
gactcaacgg
cgcaacgcga
ctgtacgacc
caggtcgcga

gggcccaccce

ggcccgegag
ccccccagga
gggcgagccg
cgaagccatc
ggtcagcgtc
cggcgcgtac
aaagctgccg
cctcccecga
agataaagcg
ctcgcgatgce
cgcagccttg
gctgtccacc
cagctcccgg
ggcgactgct
gacgcctttc
agcgccgcgg
gggctctact
gacgtctttc
gcggceegegce
gccagctcgg
acgcccggcec
acgacggaag
gccggcectga
gccgccgcectg
atcctagtgc
aactgcgcgce
tgcgcgacat
agcgccccag
atcagcgaag
tgcgcggcgg
tggagggcgg
gctcgtggtt
gctgcgttcc
ccaccgcgcce
ggctgatggc
tcttcacggce
tgcgcgcecegt
ccgtctgect
gaaccgcccg
gcgacaaaga
ccggggtgcet
ggctcatcgg
cggccggcege

ccggceccgec

gatgaagggg
cccgaaggcg
aaacccggcc
acgcaccccc
gggatcggca
ttcgtctata
gcctttggca
ccgccccectt
cccgcecgegtce
ggtgcctgtt
tgtatcgcgg
cgaccgacgc
ccgggcggceg
tcgttatgct
gctcctgcect
tcgaaaacca
ttctgcgecgt
ccttggccge
accccggcgce
cgagcctcta
ccaccgcgag
tcaaggccgce
ccgccagcecce
cgcagccggce
ctctgtgcgt
tgcgccgcecg
gcgggagcgg
ccaccgtcgt
aataaacgcc
gcggggtggg
agccgttgag
ccacaccgcg
ggggaacggc
gceececggcegg
cgaggccaag
gcgcgctgge
tcgcggctgg
cgacgaccgc
cgtggccccg
gtttgttctc
gatcgcggcecc
cgacgccggce
gcagggcgece

gccccaccge



122341
122401
122461
122521
122581
122641
122701
122761
122821
122881
122941
123001
123061
123121
123181
123241
123301
123361
123421
123481
123541
123601
123661
123721
123781
123841
123901
123961
124021
124081
124141
124201
124261
124321
124381
124441
124501
124561
124621
124681
124741
124801
124861
124921

acgacgacac
tcccacgtat
ttcgacgagg
tgcgcgctca
caccccgecg
cggctgtacg
gccgcgtacg
tttgacgacg
cacgtggaag
accgaccaca
accagcgagc
gcgcttggac
cgcgcaagcce
ttgccgacca
gacgaagact
gcggatgcct
gccaacggca
gacgatgccg
ctcaagtcca
cacccgcgtg
cgaaggcatg
cgatgcagcg
gctcaccatc
cgctgggcge
ggatgtggac
catggggcgg
gacttgcatt
ggaggtagtg
cccgactgte
ttccgcacgce
gg9agggaggg
aggggaagga
aggaggggag
gg9agggaggg
gccaaagctc
cacaagatat
aagggccggg
cggcgcttgg
gggtatggcg
cgccggcccg
tcccecgggece
gacgacgagg
gcgggcgagg
gcggccccect

gcgcgceccee
acaccccggg
ctcccttcecte
tccgcatata
acgcgcagtg
agcagtgccg
cggcgcccegt
cgccggctge
cttgggacta
cgcgccccga
¢ggcgggcegce
tcgcgggact
agaagcgcac
acgagccgcet
cttttgcgga
acgacctcgce
cgcgctcgag
cgccagcgceg
tcctcecgeta
tagggctgca
gagagtccac
ccccecttecac
gaggacgcgc
actccagacg
tgctattata
cagcagcggc
ggcctcgggg
cccecggecect
cccttcecece
ccgcgcectgt
gaaggagggyg
ggggagggag
ggaggggaag
gaaggagggyg
cggctcccce
agagaggcaa
gagagggcgg
ccggcgceggyg
aggagcccgg
cgcgcgeggg
cggggaagaa
aggtggaaga
cggaggagag
cgccgcecegtt

gcggcggceac
cgattccttt
ggccagcatc
cgagacgtgce
cagcttcgcg
cccggaccct
tgcgcacctg
ggcctcecggg
cagcctagtc
ggccgcagcec
gcccaccggg
ggtgggcatc
ctacgacatc
cgacgtggtg
tgacgacagc
cggcgcccca
tcgctctggg
gaccccggcec
ggcgccccecc
tataaatgga
gcagcgtcgt
cgccgcecgga
cggccagcgce
cgaacgcagc
gcgaaagcga
ggcggcatcg
cctgcgcgge
gaggccccga
ctcccceecg
cttcttaggg
agggagggga
gggaaggagg
gaggggaggg
attcgggccg
ttcccectee
ggcgcgcectg
gagagggggc
ccgcgeccgg
cgaggagccg
ggggccgecg
cacgtcgtcg
ggacgcggtg
gaccgcggcect

ctcctcecceccce

ggcgcgcgcet
ctgctatcgg
gactggtact
atcttccacc
tcgccgtacce
gccggtcecgcet
cgtcccgceca
ctttacgtct
gttacttcgg
gccgacgctce
cccgcecgecect
gcagcccteg
ctcaacccct
gtgccagtta
gacgatgacg
gagccaacta
ttcaaagttt
gcaccagatt
ccececcgcegeg
gcgctcacac
caacgaaaac
aggctccatc
agaagcaacc
acccggcggce
cagcgagacyg
gcggcggege
ggcggcageg
gacccccgge
tccgeccececgeg
aggggaagga
aggaggggag
ggagggaggyg
aggggaagga
gccgaggatt
cgcccecgegg
cgcgcggegt
cgcggggcecce
gcgcgaccgg
gaggaccagc
gcgccgggec
tcgccgtecg
ggcgacgaga
¢gcgggceggce
tcctegtecg

tccgecgtgcet
tgcgtctgca
tcctgcggac
ccgaggcacce
gctccgagac
ggccgcacga
ataacagcgt
ttgtgctgca
accgtttggt
ccgagccagg
ggcttgtggt
ccgttcgggt
tcgggececegt
gcgacgacga
ggcccgctag
gcgggtttge
ggtttaggga
acaccgtggt
ctgtgccgtce
aaagcctcgt
tatcgaggcg
gtgtccatcc
ggcaccgcgg
tacgtgccag
gcaggcgagt
tgcatgatag
gcaggcgccg
cctgaggcecc
agtaaaggct
g999agggag
ggaggggaag
gaaggagggg
g999agggag
cgggccggcece
gcgaataaaa
tttatttaaa
cgcccccecta
agggcgagcc
gccagcaggg
cggcgccggce
aggcggagaa
cgaaggagac
accggggggyg

cctcctegtce

gccgtaccac
gtctgagttt
ggccggcgac
ggcctgectg
cgtgtacagce
gtgcgagggce
agacctggtc
gtacaacggc
gcgcgcggte
cccaccgctce
gctggtgggce
gtgcgcgcgce
atacaccagc
attttccctc
caacccccct
gcgagccccc
cccgcttgaa
agcagcgcga
tgacggaaag
gcggctgcectt
ctgatgaggc
ccatcctcga
cagccgcacc
ttcccgegge
ttttgatacg
cagcggccct
tcctggegtt
tggggcgggg
gtctaatttt
gggaaggagg
gaggggaggg
agggagggga
gggaaggagg
gagcgagcgg
caactagaac
aaaatatgac
aactcgctgg
ccccggcgac
¢gcgggcecgg
¢gggcgcggg
cgaggacagc
ggccgaggcc
gctttcggeg
ctcctcgtag



124981
125041
125101
125161
125221
125281
125341
125401
125461
125521
125581
125641
125701
125761
125821
125881
125941
126001
126061
126121
126181
126241
126301
126361
126421
126481
126541
126601
126661
126721
126781
126841
126901
126961
127021
127081
127141
127201
127261
127321
127381
127441
127501
127561

tcttcgctge
aggcgcgccg
agccggcgcea
tcegtgggeg
gcgcgcgtgt
acgtcgatgg
ccgeggegag
cagaggcggc
ggccgggccg
ggcgceccgg
ccggggaggyg
gggaggatgg
gggatcgggg
ggcttacctc
gtcgccgecg
tgggctgggce
tgggctgggce
tgggctgggce
tgggctgggce

tgggctgggce
gcggttcctg

cacaggagct
cccgcecccecg
cgtcggcggyg
gaagcaaccc
agcgagaaaa
gcctttgcecceg
ccgtgtgtgg
ccccecgece
cgtcccggta
cgtaaggggc
cgccgcctcce
aaacccggcg
ggctaataat
ctcacgggca

atatatataa

ggctcgtcgg

ggtggacagg
ttttttgccc

acccgcatgg
gatccgccaa
agatcaatcg
cgattgccaa

tatttatttt

tggagtcgct
ggggcgacag
gcgggccgge
tggcgccegt
cggccgtgac
cgaggcgcag
cgtgctcgtce
aggagccgtc
gtctgceggg
ggcagggcecce
cgggcttgcc
gggcgaggga
ggatgggggc
gcaatgtcgc
gggttctgca
tggggtgggce
tggggtgggce
tggggtgggce
tggggtgggce
tggggtgggce
gaggtgctceg
cgggtggggt
ggcccgagat
gcgtccgggg
acctgagctc
aaaaaaaaaa
gggctgggcec
gcttggggceg
ccggccgagce
gccctctegg
ccecgeececg
gacccgacat
ttggtggtty
atatatatac
cggtcgtgag
acttattgag
ccecgceecgcece
ccccceccecgcet
gcgcggggge
cgcgaactcc
tcgatttggg
tattgattta
ttgtacaacc

cgccgattgg

gccgctcacg
cgggcgcgcce
ctgctcgggce
gtagccgagc
gaacgcggag
cgcctcgggyg
¢gcgggggcyg
gcaggtgggg
acaaaggggg
gcccggtcege
ccgggcggge
tcggggggat
gagggatcgg

cctggtccac
agagcatggc
tggggtgggce
tggggtgggce
tgggctgggg
tgggctgggce
tgggctaacc
tcgagccggce
cccgagtgag
gagggtgggg
tcgtcggcgg
gaggaagccg
aaaaaaaggg
tcggtgaagg
cgatgtcgcg
gccgcccectg
gaccccacgt
gccgagcgcec
gatttgcata
ccatgggccg
ttattgagtt
agctggcgcg
ctttgtgcga
ccgcggttgt
ggcgcaaaaa
gatgtccaag
ggcgceggege
tctggcggcec
atctgatggc
ggccgcatat
actttaaagt

tcgcactcgg
ctgggccecgg
gagagctgca
aggaagaagc
ccggtggcga
cgccagtcct
gggcccgaga
caaggctggc
cgggacagag
gtggcaagceg
gagggatcgg
gggggcgagyg
gg9g9gatgggg
cggcgcggte
tgggctgggce
tgggctgggce
tgggctgggce
tgggctgggce
tggggtgggce
ttgcggcagg
tgcaatggag
ctccgcccac
gctgggtggg
ggcgtceggg
ttcgctcgag
cceccggceccce
ttctgcagtg
cgcttatatg
gcggggcectg
gagaacactg
gccceccecggec
tgccctececg
gcttggcgcece
ttgtgcgaac
ggtcccaggg
acgctggagg
acggggccac
tacaatagct
tggagggggg
gcgcgggagyg
caaacggccc
ccgataccaa
gcgcccegtt
ttcagctatt

ctccgaaaag
¢ggcggceggce
gcagcgcctc
cgacgagcgce
tgcagcggaa
cggggcagaa
ccacgcggtc
cgtggctcat
aagaggagga
agtggccgceg
ggggatgggg
gatcgggggg
atggggggcg
ctgggtttca
tggggtgggce
tggggtgggce
tgggctgggce
tggggtgggce

tgggctgggce
tccctaggtg

cgctgcacgg
ccagccccca
cggagctcac
gtcgtcggcg
ctcgggtggg
ggggcggatg

cgcccccectce
tctttgagta
atttgcctgt
gcagaatgcc
cggcgccgcece
ctatcccggce
agtcccagaa
gctggcattc
ctcgcactcg
ccagccaagc
gtgggtcggce
ctcgattatc
gcccgagcag
gtcttccttt
gatacatcga
tctatcaata
aatcgatcga

gatcatctat

¢gggccegge
ggcgcgcaaa
ccagcacgcg
gcggcegeage
gagggtgttg
ggcgcecggg
gggcgagcgg
ggcggcggcyg
gcggtaagcg
cagggcgcgt
gcgagggatc
atgggggcga
aggggaacct
gctctggggg
tgggctgggce
tgggctgggce
tggggtgggce
tgggctgggg
tggggtgggce
cagtcgaggc
g9999cggag
cccecegtetg
ttggcggggt
agttcctatg
ggtgggggtg
cgcttacctt
ctctagcccc
gggcgctcct
gccctcccac
agggggccca
tccgacccgg
agccccatcg
ttcgcactcg
tgccagcgtt
ggccaataat
agccccgcga
gcctcgeegt
cgccattgga
ggccctaaaa
cttcataatc
tcgcgcttac
tcggttagat
ccctcgecga

tgaccgaaac



127621
127681
127741
127801
127861
127921
127981
128041
128101
128161
128221
128281
128341
128401
128461
128521
128581
128641
128701
128761
128821
128881
128941
129001
129061
129121
129181
129241
129301
129361
129421
129481
129541
129601
129661
129721
129781
129841
129901
129961
130021
130081
130141
130201

tgtgtgtcga
ccgcatcaat
ggacgaatag
ggcgacgcgc
cccceccecce
cagagccatc
ctaaaccgca
agcgagcaag
agcggatgaa
gcaaggtggg
taagggggtt
atatacaaac
accgcggaag
atgcaaaagc
gttatcgccg
gttgtcaggt
tttcctecte
tgttcctcge
gcegeggega
aggctttttc
caaatgcagc
gtggagagaa
gggcgggcgce
aggcaaaagc
ggcaggaagc
cgcgcctccce
gagggggtag
gggtcctccc
agaaggggga
cccatccgece
gaactggtag
cggccatgct
cgaaccgccce
gccccggcecyg
cgtcgccacc
gccgctgcecg
gcccgcecggaa
ggcaacacgc
agccggccag
ggccttctge
tctaaaggtg
gagagccggc
999tgggggg

cactgccgcc

tatccttcte
ccagccgcegce
aaactcaggg
aaaataacgg
ccataaaggt
aatacagatc
aggcggagca
cgagcgcaga
ccgccecgggce
ctgcggcttg
agcagcgggg
tacccacgcc
cactgcgggc
gcaaggcggyg
cgcctgcttg
tacggttagt
cccatcctcece
ataaggcacc
gtaatttgcg
cccttgggac
aagggaggag
tggagcggct
gcaggcgcgce
aaaaggcgcg
ggggagtccc
tgctcgctca
gcaaatgagc
gccaatcgcg
aaggggaagg
tagcggctge
gggcgggcect
ttcatgcaaa
cgcgggcagg
gcccacctte
gactgtacct
ctgctgccge
caagaaagag
agggggagcyg
ccagagagac
caggaccctc
agacgcaggc
gagggcttct

ggggaaggga
cgctccecgge

tgtggtccct
ccgagtcaac
gggctacgac
cacccaaaaa
acagcagctg
ttttttttgt
aggaacgatg
gagaagagag
gagcgagcgc
catgcaagca
tgggaagctg
ggcaagctga
cagggggcta
ccaaagcaag
ctcccceccecttt
ttcctececce
tcctecectee
gcggctggge
gttagaacag
acacgcccgg
gagcggggtg
agggccaaag
acaaaaaggg
ctcgaaggca
aatggggagg
ccgccggggt
ctggacacaa
aaagggagaa
aggggaggct
cagaccaacg
ggtgcaaggc
tgagccccga
taagccctcc
gcgcctggge
ccgccgegge
cgccgccggt
gcgcggggaa
agcgagaaaa
agacatccag
gccgtecgcege
aaaccctttg
cccgcecgecgce
agggaaagag
ccgccegtecg

ccaccccccce
aggggggagg
ccgagtggga
gggtgcgggce
cggcggcttg
ttcgccecege
gg9g999999g9a
¢gggcggcgg
gacacgcccg
cacgggatag
cggtggtcgt
tggcaggggg
tgcaaattaa
cgccgecccce
ttttagtttt
gccgttttet
ccccgctage
ccttcacaca
gtcgcgceccect
aggcaactgg
cggggtgcga
ggggcegegyg
ccaaccacca
atgctggggg
gggtaggcaa
cctgggcggg
ttgccgecgcece
gggtgagggg
agaagcagcg
cgcgcgaggce
gggcctgeeg
cagccgctcc
caggcgcacc
gggccttcaa
gcgctttttg
gcgaggaagg
aggagagaga
ggaagagcca
ccgeggecgg
tcgccgtacce
ccgcgegegce
ggtaaaacaa

aaggagggga
tccecgtcgga

acccacccce

9929999999
gggggatggc
cgctgcaagt
cccggcaggt
ctctctgtgce
gggggaaaaa
ccgcggcectge
aaggggaggg
tgggctgggg
ccacaggggc
cggcggcagyg
accgggcagg
ccccecccaact
tttttttaaa
tttcgcctct
acaggcttga
ggcaaaagta
cgcaccggcg
tacactgtgt
99999a9999
gcggtcagac
aaactaaatg
¢ggagggagce
atgagcctgg
aagcggggag
tccctgettg
cggccgtgag
ggcgggceecg
aggggcggga
ggcgcggggce
tattataatg
tgaactgccg
agggtctata
acacccgtac
aggagacggc
cgcggccgcece
gcggggacga
ctagccagct
cccgtcececceg
cccgecggcece
aaaaaaggca
aggggaagga
gccgcecgcecyg

ccaccccacc
gggcacaaaa
gccatctggt
acgccccccc
ggcgcagcaa
acttacacag
aggcaagctg
ctaaagccga
ggcaagaccg
gtatgcccgg
gcgggtgtgce
gcggaggggyg
ggcgagccaa
cccecgcetttt
aaaaaggggg
gctgctcctt
aggaacactg
gggaggcagg
gctgtggccc
ggcgatctcg
ggtggtggcce
cagggcgggce
ccgcgcaaat
agtggcgctg
acacaattgc
tcccaatggg
ctcaccgccg
caagcaggga
tcgtccgceceg
atggggaggg
cgggggcgtt
agcttggcgg
ggtctgggcg
aggcgagcac
tgcaacacct
caagaaagaa
accgccgtceg
aggagcagaa
ccgaccggcece
ggtctccgga
gcegeggega
cgcgcggtgg
gaaggcgccg
gtcgcccgag



130261
130321
130381
130441
130501
130561
130621
130681
130741
130801
130861
130921
130981
131041
131101
131161
131221
131281
131341
131401
131461
131521
131581
131641
131701
131761
131821
131881
131941
132001
132061
132121
132181
132241
132301
132361
132421
132481
132541
132601
132661
132721
132781
132841

cttcccctcece
cccggcegege
gtcgttcgca
tttgacggcc
cccacggcecg
cctcatcgag
cgacgcggcg
cgagctgtgg
agacgcgggg
cgccagggac
ggcggagggce
ggtggaggcg
cgccatcgaa
gggcggcggt
cgacgccggg
tgggggcgag
ggccgggact
cggcgcccecg
ccccecgecg
gccgcgcegac
gcccggcagce
cgagggcctc
ggggcccgeg
ggtggacctg

gggcccggac
cagctcgttc

cgcgcagaac
ctacgactgc
ggcctacccg
cgccgtgcete
ggcgcgegag
ggaggcggcece
ccgcggcectg
gctccgggcec
gcgcgcggcec
ggcggcgcgg
gtcggcctgg
ggcggccgeg
gcegggecgg
ggacccggag
agaggaggaa
ggaagagggc
ggccgaggag
ggcggceggcece

gcgccgecge
gcgatagcga
gcggcgcggyg
ggccgaccca
gtcatgtcgt
tccgcggacce
cgtcgggctg
cggatggtgg
gccaccgagg
gcggggggcyg
gcggaggacyg
gccgeggeceg
gccgaggcegyg
gccctecgggg
tccgaggaca
gccegggagyg
ggggccggga
¢ggggccgceg
cggcgccagce
gggccgcecge
gcgccgecge
tgggactgcc
gccgtgttceg
gtgtacgcgc
ctgcagctgg
atcaccggga
gcgctgtggg
gaccagaagc
gaggccggceg
gccggecgeg
cggctgcgcg
cgccgegecyg
ccggcecgcegg
gccgagctgce
ccggcggcegce
accgtggccc
gcgctggcgce
ctcgcggceccce
gggccggtgg
gacgggtccg
gaggaggaaa
cgccceggcece
gaggaggagg
ctgccggecg

cgccgcgcett
ggttgctcgg
ggccctgcecceg
cccgeccecce
cgcccggceag
tcggcccgac
aggcgcgcga
gcggggagga
gcgecgaggce
ccgaggacgce
cggacagcgce
gggcggaggce
gggcggcegece
ccaggaccga
gcgggceccga
ggagcaccga
ccagaaccaa
cgcccgggcece
gcgggcegegce
cgctggaggg
cgcccggecg
ccgagatccg
tgccggagat
gccgcgacgce
cgcgcctgcet
gcgtgacggce
cgctgccgea
tgttcctcct
ccggcggcag
cggcgccggce
agctggcgga
ccggcgecgce
cctgcgcegcece
tcggcgcggce
tgcgcgccga
cgctcgcgceg
gcgcgctgtt
tggaggccgce
aagtggaggt
aggcggagga
aggaggaaga
¢ggcggcggg
aggaggagga
ccgcgggggyg

tgccgcggcece
gggggcgctg
ctgcccgecg
taccccgtct
gctcgagctg
ggggggctceg
gcgcecggegyg
¢gcggagagce
cgaagacgcg
ggacgtcgceg
ctgggccgeg
ggcecgeggece
cctcaaggcc
ggccggcgac
ggactgcagc
cgccgacgct
agcggccccg
ccecggegcecce
aaccggcgcce
cccgctgcetg
cgtgcgcttce
cgaggcggcece
gggggacgcyg
catggcctgg
gcagcggcgce
gccgctgcecg
cgtggcggcc
gcagagcctg
cggcgeccgce
gcccctgeceg
ccgctgecgcece
cgggctcccg
ggacgcgctg
ccgcgacgcyg
ggcggccgcec
gtactcgacg
cagcccgcecg
¢ggcgggggc
ggaggacatg
¢ggggaggac
ggaggaagag
agcgccgcecg
ggaagaaggg
cccctecgggg

gccgcagcecc
ttgccgccgg
cccceccecce
cccccaggcece
gccacgctcg
gaggaagacc
gccgceccgeg
agcgaggacg
gagatcggcg
gagtgcgccg
gcgegegege
gaagcggccg
gaagcgggga
gttgggcccg
gatgccgggce
gaggccgagg
cgagaggcgg
tcgccgeecgg
cgcgctgget
acgccttctg
ggcggcgcgg
gcgcgctacg
gggaagcagt
ctgcagagcg
gtgcagggct
ccggtcgggg
tgcgtggcca
cggcgcgegt
gccgcgceteg
ccggcgagcea
gtcgcctgcece
gtgctctcgg
gcggcgcacc
gtggagcgcg
gcgctggagg
¢gcggcgcegyg
gcggaggtgce
gccggcegcecyg
agggccgggg
ggggaggacg
gaggaagagg
ggtccgaggg

gacggggacg
gaggacgact

cagctgcccc
cgcggtceggt
tcceccectgegt
accgcacgca
acctgtacga
cggccctgcet
ccgagctggce
acggcgccgg
aggacgccgg
aggccgaggg
tcgcggtege
tcatagccgce
ctgaggcggg
aggactgcag
ccgaggacga
ccgaggctga
gcgccgggcec
agacggcgcc
acgccgcggce
gcgaggcgtg
gcgacacccg
cggcggccgce
acgcggcegcet
cgaagctcgce
gccggggceca
acgccatggce
tgagccgecg
acgcccccat
ccgagctgcg
¢ggcgegggce
gcgaggcgct
ccgcggceggyg
cggagcgcgt
cgcggctcca
cggccgcegcet
cggcccgege
cggcgcggcet
gcgccgecgce
cgccgcgggce
aagaggcgga
aggaagagga
aaggaagaag
gggacggcga
ctgggccgag



132901
132961
133021
133081
133141
133201
133261
133321
133381
133441
133501
133561
133621
133681
133741
133801
133861
133921
133981
134041
134101
134161
134221
134281
134341
134401
134461
134521
134581
134641
134701
134761
134821
134881
134941
135001
135061
135121
135181
135241
135301

gcgccggcga
gcccgeccge
ccgcgtgecg
ctgccgceccce
cccggcgcetce
cceecgegggg
ggaccccgag
ggcgccgcecc
ctcgcacgcg
ggccgggegce
gctctcgacg
¢gcggcgcegyg
cggcccggcece
tgcgccgcege
cttcggcccg
gccgccgcectg
cccgcgcacce
cgacgggcgce
cgtggagggc
gcggccggtg
ggccgceggceg
gctggtgctg
cgcggaccag
ggtggagcgce
gtcccecgggce
gccccggcegce
ctcgtcctcg
¢ggcggcggyg
gcggcaataa
gtcgggcctc
ggccaggacc
gcacttgccc
ccgcecgecgce
ccctcggtcet
gaagcccggg
ccgcgcgggce
gcccgggcetce
agacgcagaa
gggcgccgga
gcccceccecc

g

aaagccgccg
gtgctggggce
cccggggact
gaggtcgcgg
gccttcgacc
cgctcgececge
gacgtgcgeg
ggcgaggacyg
ctcgcggege
tggacgggcg
cgggacctgg
cggcggctga
gtcgggcagg
gctggcccga
ggcgcctteg
cggctctgcce
gcggtgecceg
aaggacatgg
gaggcggceca
tacctggcect
gtggccttct
gaggccgegg
ggceccgeggyg
gtgccgeccgce
gcgggctcegg
gggccgcecge
tccgecggegt
ccggcctecge
agacgagtct
g9999c9999
cggcgcecgga
tccgcggaca
cgccgecgcec
cggtcggagce
agggacgcgg
tcggcggecce
gggccececegg

ccececggceccece

cccaggggcg

aaaaacaccc

ccgccgacgce
ccatgccgcce
accacacgcc
cgcggctcge
ccgaggcgct
caccgctgcg
tggtggtgct
agcgccggeg
tgggcaaccg
cgccggacgt
ccttccgegg
tcgtgctcga
cgcacgtgta
gcggcgcegcet
cgcgcgccga
gcggcggceaa
tgccgeccgeg
ccgegeaggg
gccaccgcgce
gcgggcggcyg
gcgeggeege
cggcgccgcece
agacgctcgt
¢ggcggcgga
gcttccecgge
cgcgcgtgga
cgtcccccge
cctagggggyg
gtgcgaacac
ggaggcgcgg
gacgcggcegce
g9g9g9g9gttgg
gccgctgetg
gcggtccgge
gcgtggagcg
ccgggctcgg
gcgcecggggyg
ccggcecgggyg
gagcccagag
ccccggggtce

ggccgggcecg
cggcggcccce
cgcgcccagce
ggaccacccg
ggccgagatc
gcggcegegtg
ctacgacccg
gcccgagtgg
gctgctgctg
gagcgcgctc
cgcggtggag
cgccgtggac
cctgcgecgcece
ggcgcgcgec
ggccgcectac
cgtgcgctac
cgagtaccgg
cgcggcgctg
cgccaaccgc
cgcgctggag
gctgccggag
cgcggccgceyg
gctgcetgegg
agcccecgcecg
gccggceggge
ggtgctctcc
ctcgtcggac
cccgcgggaa
acgcggtccg
gccgcgegec
tggcgtccge
cgcgceggecyg
ccgccgecgce
gcgceggcegeg
cgaagctccg
gcccctgggce
€g9999cgg9gg
cccgaggcecce
c¢gggcccggg
gcagggggcce

gcgcggcggyg
gccgccgacyg
gcegeggege
ctcttcceccecg
gcggcccgcec
gcctggatgt
ctgcccgggyg
ccgcecgcegcece
agcgccgact
ggcgcgeagg
tacctctgcg
cccgagaact
gcggtgctgce
gtgctggcct
gcgcggctct
acggtggcca
cagcgcgtge
gggctcgggg
tgggggctcg
ctggcgcccg
ccgcgegecyg
gcgeceggceg
cgcgecgegyg
gcccgggtge
ggcggccggce
tcctectect
gacgacgagg
g99agggagg
agtgcggctc
gctgcggagce
cgccacgttc
cceccgecgcece
cgccgeecgce
¢ggggcgggce
gcggggcgceg
gccgggegte
ggcgggggcce
gcgggcgggyg
cccgecgege

cgcgcggcgce

agccgccgcet
gcggcttccg
tggcggccta
agccctggceg
gcegegeggg
cgcagatcgce
aggcgctggce
gcggcgggcet
cgcacgcctg
gcgtgctgcet
cgcggctgge
ggccgcgcga
cgcggcgcag
cgcggcgegt
accccgaggc
cgcgcctggg
tgccggegcet
agccggactt
gcgcgccgcet
acgagctgcc
aggcgccgcec
tggactggga
gcggcggcect
cggcgcagtce
ggccgceggceg
cctcctegte
ccggcgecgce
gggcgcgacyg
tttcttcatt
ggccgcggag
cccgcegtecgg
gccgctgcectg
ccgccceccggg
cceggggege
gggacggcgce
ggggcgcgag
ccgggggcecea
ccggggcgceg
cgaaatttcc

ggcgcggagyg
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