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FEATURES Location/Qualifiers

source 1..234634

/organism="Human betaherpesvirus 5"

/mol_type="genomic DNA"

/strain="Merlin"

/isolate="RCMV2035"

/host="Homo sapiens"

/db_xref="taxon:10359"

/note="virus derived by transfection of modified version

of bacterial artificial chromosome in INSDC accession

https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10359
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10359


GU179001; 3 genes are mutated (RL13, UL128 and UL148);

acronym: HCMV; acronym: HHV-5"

repeat_region 1..1273

/note="TRL"

/rpt_type=inverted

repeat_region 1..578

/note="'a' sequence"

/rpt_type=direct

/rpt_type=terminal

repeat_region 1025..1052

/note="copy number may vary"

/rpt_unit_seq="cggggacggggggtgtg"

misc_feature 1274..193342

/note="UL"

gene 1316..2248

/gene="RL1"

CDS 1316..2248

/gene="RL1"

/note="RL1 family"

/codon_start=1

/product="protein RL1"

/protein_id="AJY57842.1"

/translation="MPATDTNSTHTTPLHPEDQHTLPLHHSTTQPHVQTSDKHADKQH

RTQMELDAADYAACAQARQHLYGQTQPQLHAYPNANPQESAHFRTENQHQLTNLLHNI

GEGAALGYPVPRAEIRRGGGDWADSASDFDADCWCMWGRFGTMGRQPVVTLLLARQRD

GLADWNVVRCRGTGFRAHDSEDGVSVWRQHLVFLLGGHGRRVQLERPSAGEAQARGLL

PRIRITPISTSPRPKPPQPTTSTASHPHATARPDHTLFPVPSTPSATVHNPRNYAVQL

HAETTRTWRWARRGERGAWMPAETFTCPKDKRPW"

gene complement(2438..4949)

/gene="RNA2.7"

ncRNA complement(2438..4918)

/ncRNA_class="other"

/gene="RNA2.7"

/product="RNA2.7"

regulatory complement(2454..2459)

/regulatory_class="polyA_signal_sequence"

/note="RNA2.7, RL5A"

regulatory complement(4944..4949)

/regulatory_class="TATA_box"

/gene="RNA2.7"

gene complement(5338..>5673)

/gene="RL5A"

CDS complement(5338..>5673)

/gene="RL5A"
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https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=1316&to=2248
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=1316&to=2248
https://www.ncbi.nlm.nih.gov/protein/777959417
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/note="RL11 family; start codon not determined"

/codon_start=1

/product="protein RL5A"

/protein_id="AJY57843.1"

/translation="VLKKYLILGFNDKIQVMDMRKLNTSQGRNLTTVDDRRRFSIGWE

TWDDGGESLYDVTNNGTTVINTTACVSSCSHTSLVLCNMTQQTDSLYGVGHRLNDEED

GELWRVSVS"

gene complement(5974..>6330)

/gene="RL6"

CDS complement(5974..>6330)

/gene="RL6"

/note="RL11 family; start codon not determined"

/codon_start=1

/product="protein RL6"

/protein_id="AJY57844.1"

/translation="VLIACLAMTLIYVDADNTRNELKATTGSNFTITHRKDPLTTKWK

TVFGNNGDQWLCNVTGIGNATVNGNATICVSSCGHNTLDLCNLKSGDSGFFDLSRWFG

ENMDEYSGDVWHLEVS"

gene complement(6708..7760)

/gene="RNA1.2"

ncRNA complement(6708..7730)

/ncRNA_class="other"

/gene="RNA1.2"

/product="RNA1.2"

regulatory complement(6726..6731)

/regulatory_class="polyA_signal_sequence"

/note="RNA1.2, RL8A, RL9A"

regulatory complement(7755..7760)

/regulatory_class="TATA_box"

/gene="RNA1.2"

gene complement(7861..8133)

/gene="RL8A"

CDS complement(7861..8133)

/gene="RL8A"

/note="contains potential transmembrane domain"

/codon_start=1

/product="protein RL8A"

/protein_id="AJY58005.1"

/translation="MPHGHLRQALSPTSWTCEGLLLLLGLLVLFFHHHNQSAVERRRR

VSFVEADRLPHESGWYSSDDDGDRDGDEETGESHNRNSVGLSAVFS"

gene complement(8199..8342)

/gene="RL9A"

CDS complement(8199..8342)

/gene="RL9A"

https://www.ncbi.nlm.nih.gov/protein/777959418
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https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=7861&to=8133
https://www.ncbi.nlm.nih.gov/protein/777959580
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/note="contains potential transmembrane domain"

/codon_start=1

/product="protein RL9A"

/protein_id="AJY58006.1"

/translation="MSLDAASHQPAARRLLDSALVRRVLACMIIVIMIAISIWILTYV

LFL"

gene 8550..9062

/gene="RL10"

CDS 8550..9062

/gene="RL10"

/note="type 1 membrane protein; possibly related to RL11

family"

/codon_start=1

/product="envelope glycoprotein RL10"

/protein_id="AJY57845.1"

/translation="MYPRVMHAVCFLALGLISYVAVCAENTVTTNCLVKAENTHLTCK

CNPNTTSNTNNGSKCHAMCKCRVTEPITMLGAYSAWGAGSFVATLIVLLVVFFVIYAR

EEEKNNTGTEVDQCLAYRSLTRKKLEQHAAKKQNIYERIPYRPSRQNDNSPLIEPTGT

DDEEDEDDDV"

gene 9091..9795

/gene="RL11"

CDS 9091..9795

/gene="RL11"

/note="type 1 membrane protein; binds IgG Fc; involved in

immune regulation; RL11 family"

/codon_start=1

/product="membrane glycoprotein RL11"

/protein_id="AJY57846.1"

/translation="MQTYSTPLTLIIVTSLFLFTTQGSSSNAVEPTKKPLKLANYRAT

CEDRTRTLVTRLNTSHHSVVWQRYDIYSRYMRRMPPLCIITDAYKETTHQGGATFTCT

RQNLTLYNLTVKDTGVYLLQDQYTGDVEAFYLIIHPRSFCRALETRRCFYPGPGRVVV

TDSQEADRAIISDLKRQWSGLSLHCAWVSGLMIFVGALVICFLRSQRIGEQDAEQLRT

DLDTEPLLLTVDGDLE"

……省略

gene 77036..78166

/gene="UL53"

/note="core gene"

CDS 77036..78166

/gene="UL53"

/note="interacts with nuclear egress membrane protein;

involved in nuclear egress"

/codon_start=1

/product="nuclear egress lamina protein"

/protein_id="AJY57897.1"

https://www.ncbi.nlm.nih.gov/protein/777959581
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=8550&to=9062
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=8550&to=9062
https://www.ncbi.nlm.nih.gov/protein/777959420
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=9091&to=9795
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=9091&to=9795
https://www.ncbi.nlm.nih.gov/protein/777959421
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=77036&to=78166
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=77036&to=78166
https://www.ncbi.nlm.nih.gov/protein/777959472


/translation="MSSVSGVRTPRERRSALRSLLRKRRQRELASKVASTVNGATSAN

NHGEPPSPADARPRLTLHDLHDIFREHPELELKYLNMMKMAITGKESICLPFNFHSHR

QHTCLDISPYGNEQVSRIACTSCEDNRILPTASDAMVAFINQTSNIMKNRNFYYGFCK

SSELLKLSTNQPPIFQIYYLLHAANHDIVPFMHAENGRLHMHVIFENSDVHIPCDCIT

QMLTAAREDYSVTLNIVRDHVVISVLCHAVSASSVKIDVTILQRKIDEMDIPNDVSES

FERYKELIQELCQSSGNNLYEEATSSYAIRSPLTASPLHVVSTNGCGPSSSSQSTPPH

LHPPSQATQPHHYSHHQSQSQQHHHRPQSPPPPLFLNSIRAP"

gene complement(78144..81872)

/gene="UL54"

/note="core gene"

CDS complement(78144..81872)

/gene="UL54"

/EC_number="2.7.7.7"

/note="involved in DNA replication"

/codon_start=1

/product="DNA polymerase catalytic subunit"

/protein_id="AJY57898.1"

/translation="MFFNPYLSGGVTGGAVAGGRRQRSQPGSAQGSGKRPPQKQFLQI

VPRGVMFDGQTGLIKHKTGRLPLMFYREIKHLLSHDMVWPCPWRETLVGRVVGPIRFH

TYDQTDAVLFFDSPENVSPRYRQHLVPSGNVLRFFGATEHGYSICVNVFGQRSYFYCE

YSDTDRLREVIASVGELVPEPRTPYAVSVTPATKTSIYGYGTRPVPDLQCVSISNWTM

ARKIGEYLLEQGFPVYEVRVDPLTRLVIDRRITTFGWCSVNRYDWRQQGRASTCDIEV

DCDVSDLVAVPDDSSWPRYRCLSFDIECMSGEGGFPCAEKSDDIVIQISCVCYETGGN

TAVDQGIPNGNDGRGCTSEGVIFGHSGLHLFTIGTCGQVGPDVDVYEFPSEYELLLGF

MLFFQRYAPAFVTGYNINSFDLKYILTRLEYLYKVDSQRFCKLPTAQGGRFFLHSPAV

GFKRQYAAAFPSASHNNPASTAATKVYIAGSVVIDMYPVCMAKTNSPNYKLNTMAELY

LRQRKDDLSYKDIPRCFVANAEGRAQVGRYCLQDAVLVRDLFNTINFHYEAGAIARLA

KIPLRRVIFDGQQIRIYTSLLDECACRDFILPNHYSKGTTVPETNSVAVSPNAAIIST

AAVPGDAGSVAAMFQMSPPLQSAPSSQDGVSPGSGSNSSSSVGVFSVGSGSSGGVGVS

NDNHGAGGTAAVSYQGATVFEPEVGYYNDPVAVFDFASLYPSIIMAHNLCYSTLLVPG

GEYPVDPADVYSVTLENGVTHRFVRASVRVSVLSELLNKWVSQRRAVRECMRECQDPV

RRMLLDKEQMALKVTCNAFYGFTGVVNGMMPCLPIAASITRIGRDMLERTARFIKDNF

SEPCFLHNFFNQEDYVVGTREGDSEESSTLPEGLETSSGGLNERRVEARVIYGDTDSV

FVRFRGLTPQALVARGPSLAHYVTACLFVEPVKLEFEKVFVSLMMICKKRYIGKVEGA

SGLSMKGVDLVRKTACEFVKGVTRDVLSLLFEDREVSEAAVRLSRLSLDEVKKYGVPR

GFWRILRRLVQARDDLYLHRVRVEDLVLSSVLSKDISLYRQSNLPHIAVIKRLAARSE

ELPSVGDRVFYVLTAPGVRAAPQGSSDNGDSVTTGVVSRSDAIDGTDDDADGGGVEES

NRRGGEPAKKRARKPPSAVCNYEVAEDPSYVREHGVPIHADKYFEQVLKAVTNVLSPV

FPGGETARKDKFLHMVLPRRLHLEPAFLPYSVKAHECC"

ORIGIN

1 ccattccggg ccgtgtgctg ggtccccgag gggcgggggg gtgttttctg cgggggggtg

……省略

77941 ctacgcaata cggtctccct taaccgcgtc gccgttgcac gtagtttcca ccaacggctg

78001 cggcccctcc tcctcgtctc agtccacgcc gcctcatctc cacccgccgt cgcaggcgac

https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=78144&to=81872
https://www.ncbi.nlm.nih.gov/nuccore/KP973642.1?from=78144&to=81872
https://enzyme.expasy.org/EC/2.7.7.7
https://www.ncbi.nlm.nih.gov/protein/777959473


78061 gcagccccac cactactctc accaccagtc tcagtctcag cagcatcatc accgtcccca

78121 gtcaccaccg ccgccgctgt ttctcaacag cattcgtgcg ccttgacact gtacggcaga

78181 aaagccggct ccaagtgcaa gcgccgcggc agcaccatgt gcaaaaactt gtccttgcgc

78241 gcggtttcgc cgccgggaaa gacgggcgac agcacgttgg ttacagcctt gagaacctgc

78301 tcaaagtact tgtcggcgtg aatgggcacg ccgtgctcgc gcacgtagct cggatcttcg

78361 gctacctcgt agttgcacac ggccgacggt ggtttccgcg ccctcttctt tgccggctct

78421 cctcctctcc tgttgctctc ctctaccccg ccgccgtcag cgtcgtcgtc cgtgccatca

78481 atcgcgtccg accgggaaac cacgccggtg gttacagaat caccgttgtc ggaggaaccc

78541 tgcggcgccg cccggacacc gggcgccgtc aggacgtaaa agacccgatc cccgaccgag

78601 ggtagctcct cagaacgggc cgccaatcgc ttaatgacgg caatgtgcgg caggttagat

78661 tgacggtaca acgagatgtc cttagaaagc accgacgaaa gcaccaggtc ctcaacacgc

78721 acacggtgca ggtacagatc gtcgcgggcc tgcaccaggc ggcgcaagat acgccagaaa

78781 ccgcgtggca caccgtattt cttaacttca tcgagtgaga ggcgcgacag gcgcacggct

78841 gcttccgaga cctcgcgatc ctcaaagagc agcgagagga cgtcacgcgt gacgcccttg

78901 acgaactcgc aggccgtctt gcgcaccaga tccacgccct tcatgctcag acccgaggcg

78961 ccctccactt tgccgatgta acgtttcttg cagatcatca taagagagac gaagaccttt

79021 tcaaactcca gcttgacggg ctccacaaaa agacaagccg tcacgtagtg cgccaggctg

79081 ggcccacgcg ccaccagagc ctgcggcgtc aggccacgaa agcggacaaa cacgctgtcc

79141 gtgtccccgt agatgacccg cgcctccacc cgccgttcgt ttaagccccc tgatgatgtt

79201 tcgagcccct ccggtaacgt gctgctctcc tccgaatccc cctcccgcgt tcctactaca

79261 tagtcttcct gattaaaaaa attgtgcaaa aaacacggct ctgaaaagtt gtctttgatg

79321 aaccgcgccg tgcgctctag catgtcgcga ccgatgcgcg taatgctggc ggcgatgggc

79381 agacacggca tcatgccgtt gaccacgccg gtaaaaccgt agaaagcgtt gcacgttact

79441 ttgagcgcca tctgttcctt gtcgagcagc atacggcgca cggggtcttg acactcgcgc

79501 atgcattcgc gcacggcacg ccgctgcgaa acccacttgt tgagcagttc cgaaagcacc

79561 gagacgcgca ccgaagcacg cacaaagcgg tgtgtcacgc cgttctctag cgtgacgctg

79621 tatacgtcgg cagggtccac ggggtactcg ccacccggca ccagcagggt ggagtagcag

79681 aggttgtgag ccatgatgat ggaagggtag aggctggcaa agtcgaacac ggccacgggg

79741 tcgttgtagt aacccacctc gggctcaaac accgtggcgc cctggtacga aaccgccgca

79801 gtaccaccgg cgccgtgatt gtcgttggaa acgccgacgc cgccactact gccggagccg

79861 acgctgaaaa cgccgacgct gctactactg ttactgccgg agccgggtga aacgccgtcc

79921 tgactggacg gcgcagattg caagggcggc gacatctgaa acatagccgc cacagaaccc

79981 gcgtcgccgg gcacggcggc ggtagagatg atagcggcgt taggtgacac ggcaacacta

80041 ttcgtttcgg gcaccgtcgt acctttgctg tagtggttgg gcaggataaa atcgcggcag

80101 gcgcactcgt ccagcagcga ggtgtagata cggatctgct gtccgtcaaa gatgacacgc

80161 cgcaacggaa ttttagccag ccgcgcgatg gccccggcct cgtagtgaaa attaatggtg

80221 ttgaacagat cgcgcaccaa tacggcgtcc tgcagacagt aacggcctac ctgggcgcgg

80281 ccctcggcat tagccacgaa acaacgcggg atgtccttgt aggacaggtc atccttgcgt

80341 tgccgcaggt aaagctcggc catagtgttg agcttatagt tgggcgagtt agtcttggcc

80401 atgcatacgg ggtacatgtc gataaccacc gaacccgcaa tatacacctt ggtggcggcc

80461 gtgctggccg gattgttgtg agaagccgag ggaaaggcgg cggcgtactg ccgcttaaaa

80521 cccacggcgg ggctgtgtaa aaagaaacgg ccgccctgcg ccgtaggcaa cttgcagaag
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