S. aureus mecA gene for PBP2' (penicillin binding protein 2')
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LOCUS X52593 2456 bp DNA linear BCT 18-APR-2005

DEFINITION S. aureus mecA gene for PBP2' (penicillin binding protein 2'").

ACCESSION X52593

VERSION X52593.1

KEYWORDS mecA gene; methicillin resistance; penicillin-binding protein;
penicillin-binding protein 2.

SOURCE Staphylococcus aureus subsp. aureus NCTC 8325

ORGANISM Staphylococcus aureus subsp. aureus NCTC 8325

Bacteria; Firmicutes; Bacilli; Bacillales; Staphylococcaceae;
Staphylococcus.
REFERENCE 1 (bases 1 to 24506)

AUTHORS Ryffel,C., Tesch,W., Birch-Machin,I., Reynolds,P.E.,
Barberis-Maino,L., Kayser,F.H. and Berger-Bachi, B.

TITLE Sequence comparison of mecA genes isolated from
methicillin-resistant Staphylococcus aureus and Staphylococcus
epidermidis

JOURNAL  Gene 94 (1), 137-138 (1990)

PUBMED 2227446
REFERENCE 2 (bases 1 to 24506)

AUTHORS Ryffel,C.

TITLE Direct Submission

JOURNAL Submitted (05-APR-1990) Ryffel C., University of Zuerich, Inst of

Medical Microbiology, Gloriastr 32, CH-8028 Zuerich,
SwitzerlandCOMMENT See also <X52592>,<X52594> and <Y00688>.

Data kindly reviewed (23-JUL-1990) by C. Ryffel.FEATURES

Location/Qualifiers source 1..2456
/organism="Staphylococcus aureus subsp. aureus NCTC 8325"
/mol type="genomic DNA"

/strain="NCTC 8325, isolate=BB270"


https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1#goto46610_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=93061
https://www.ncbi.nlm.nih.gov/pubmed/2227446

/sub_species="aureus"

/db_xref="taxon:93061"

/clone lib="EMBL-3" regulatory 80..85

/regulatory class="promoter"

/note="-35 region" regulatory 101..105

/regulatory class="promoter"

/note="-10 region" regulatory 130..134

/regulatory class="ribosome binding site"

/note="ribosome binding site" precursor RNA 141..2153
/note="primary transcript" CDS 141..2147
/note="unnamed protein product; PBP2' (AA 1-668)"
/codon_start=1

/transl table=11

/protein id="CAA36829.1"

/db_xref="GOA:0Q53707"

/db_xref="HSSP:1MWX"

/db_xref="InterPro:IPR001460"
/db_xref="InterPro:IPRO05311"
/db_xref="InterPro:IPR007887"
/db_xref="InterPro:IPR012338"

/db xref="UniProtKB/TrEMBL:Q53707"
/translation="MKKIKIVPLILIVVVVGFGIYFYASKDKEINNTIDAIEDKNFKQ
VYKDSSYISKSDNGEVEMTERPIKIYNSLGVKDINIQDRKIKKVSKNKKRVDAQYKIK
TNYGNIDRNVQEFNEVKEDGMWKLDWDHSVIIPGMQKDQSIHIENLKSERGKILDRNNV
ELANTGTHMRLGIVPKNVSKKDYKATIAKELSISEDYINNKWIKIGYKMIPSFHFKTVK
KMDEYLSDFAKKFHLTTNETESRNY PLEKATSHLLGYVGPINSEELKQKEYKGYKDDA
VIGKKGLEKLYDKKLQHEDGYRVTIVDDNSNTIAHTLIEKKKKDGKDIQLTIDAKVQK
SIYNNMKNDYGSGTAIHPOQTGELLALVSTPSYDVYPEFMYGMSNEEYNKLTEDKKEPLL
NKEFQITTSPGSTQKILTAMIGLNNKTLDDKTSYKIDGKGWQKDKSWGGYNVTRYEVVN
GNIDLKQAIESSDNIFFARVALELGSKKFEKGMKKLGVGEDIPSDYPFYNAQISNKNL
DNEILLADSGYGQGEILINPVQILSIYSALENNGNINAPHLLKDTKNKVWKKNIISKE
NINLLNDGMQOQVVNKTHKEDIYRSYANLIGKSGTAELKMKQGESGRQIGWEISYDKDN

PNMMMAINVKDVQDKGMASYNAKISGKVYDELYENGNKKYDIDE"ORIGIN

1 atgaactgat tatacttaac attaaaaaag atgataacac cttctacacc tccatatcac


https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=93061
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?from=80&to=85
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?from=101&to=105
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?from=130&to=134
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?from=141&to=2153
https://www.ncbi.nlm.nih.gov/nuccore/X52593.1?from=141&to=2147
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/46611
https://www.ebi.ac.uk/ego/GProtein?ac=Q53707
http://mrs.cmbi.ru.nl/m6/search?db=all&q=1MWX
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001460
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR005311
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR007887
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR012338
https://www.uniprot.org/uniprot/Q53707
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