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LEVMPERGIHTLEHLFAGFMRDHLNGQGVEIIDISPMGCRTGFYMSLIGVPEEQRVAD

AWKAAMADVLKVTDQRKIPELNEYQCGTYHMHSLEEAQEIAKHILDNGVVVNHNDELA

LPKEKLQELHI"

ORIGIN

//

1 atgccattge tggatagctt taccgtcgat catacccgta tggcagecce ggetgteege

61 gttgcgaaaa ccatgaaaac gcctcatggce gataccatca cggtatttga tctgegettt
121 tgccgeccga acctggaagt gatgeccgaa cgeggceatte acacgetgga acacctgttc
181 gccggcttta tgcgcgacca cctgaacgge cagggegtgg agattatcga catcteecca
241 atgggctgece gecaccggttt ctacatgage ctgatcggeg tgccggaaga gecagegegtt
301 gccgatgect ggaaagcgge gatggecgac gtgctgaaag tgaccgacca gegcaagatc
361 cctgagcetga acgagtacca gtgtggtacc taccacatge actcgctgga agaagcgeag
421 gaaatcgcca agcacattct ggataacggce gtggtggtga accacaacga cgagetggeg
481 ctgccgaaag agaagctgca ggagcetgcat atctga



