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Direct Submission
Submitted (16-MAY-2000) Department of Medicine and Genetics,
University of Washington Genome Center, University Of Washington,
Box 352145, Seattle, WA 98195, USA
REVIEWED REFSEQ: This record has been curated by NCBI staff. The
reference sequence is identical to AEQ04091.
On Jul 24, 2006 this sequence version replaced NC 002516.1.
RefSeq Category: Reference Genome
FGS: First Genome sequenced
MOD: Model Organism
UPR: UniProt Genome
This represents the Sept 08, 2010 version of the continually
updated, reviewed, Pseudomonas aeruginosa PAOl genome annotation

from PseudoCap (see http://www.pseudomonas.com for the latest

updates and links to alternate annotations). This update includes
updated base pair coordinates and new features. PseudoCap is
coordinated by Fiona S.L. Brinkman (Simon Fraser University,
Canada) and Robert E.W. Hancock (University of British Columbia,
Canada) with database development by Geoff Winsor (Simon Fraser
University). We welcome submission through

www.pseudomonas.com of any proposed changes.

'protein name confidence' is used to rate our confidence of the
accuracy of the protein name.

class 1: Function experimentally demonstrated in P. aeruginosa.
class 2: Function of highly similar gene experimentally
demonstrated in another organism (and gene context consistent in
terms of pathways its involved in, if known).

class 3: Function proposed based on presence of conserved amino
acid motif, structural feature or limited sequence similarity to an
experimentally studied gene.

class 4: Homologs of previously reported genes of unknown function,

or no similarity to any previously reported sequences.

COMPLETENESS: full length.

Location/Qualifiers

source 1..2421

gene

/organism="Pseudomonas aeruginosa PAO1"
/mol type="genomic DNA"

/strain="PAO1"

/db xref="taxon:208964"

<l..4


https://www.ncbi.nlm.nih.gov/RefSeq/
https://www.ncbi.nlm.nih.gov/nuccore/AE004091
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=208964

CDS

gene

CDS

/gene="recF"

/locus_tag="PA0003"

/db xref="GeneID:879229"

<l..4

/gene="recF"

/locus_tag="PA0003"

/note="Product name confidence: class 2 (High similarity
to functionally studied protein)"

/codon_start=2

/transl table=11

/product="DNA replication and repair protein RecF"
/protein id="NP 064723.1"

/db xref="GeneID:879229"
/translation="MSLTRVSVTAVRNLHPVTLSPSPRINILYGDNGSGKTSVLEAIH
LLGLARSFRSARLQPVIQYEEAACTVEFGQVMLANGIASNLGISRERQGEFTIRIDGON
ARSAAQLAETLPLQLINPDSFRLLEGAPKIRRQFLDWGVFHVEPRFLPVWQRLOKALR
ORNSWLRHGKLDPASQAAWDRELSLASDEIDAYRRSYIQALKPVFEETLAELVSLDDL
TLSYYRGWDKDRDLLEVLASSLLRDQOMGHTQAGPQRADLRIRLAGHNAAEILSRGQQ
KLVVCALRIAQGHLINRAKRGQCVYLVDDLPSELDEQHRMALCRLLEDLGCQVFITCV
DPQLLKDGWRTDTPVSMFHVEHGKVSQTTTIGSEA"

1..2421

/gene="gyrB"

/locus_tag="PA0004"

/db_xref="GeneID:879230"

1..2421

/gene="gyrB"

/locus_tag="PA0004"

/note="Product name confidence: class 2 (High similarity
to functionally studied protein)"

/codon_start=1

/transl table=11

/product="DNA gyrase subunit B"

/protein id="NP 064724.1"

/db_xref="GeneID:879230"
/translation="MSENNTYDSSSIKVLKGLDAVRKRPGMYIGDTDDGTGLHHMVFE
VVDNSIDEALAGYCSEISITIHTDESITVRDNGRGIPVDIHKEEGVSAAEVIMTVLHA
GGKEFDDNTYKVSGGLHGVGVSVVNALSHELRLTIRRHNKVWEQVYHHGVPQFPLREVG
ETDGSGTEVHFKPSPETFSNIHFSWDILAKRIRELSFLNSGVGILLRDERTGKEELEFK
YEGGLKAFVEYLNTNKTAVNEVFHEFNVOQREEDGVGVEVALQWNDSENENLLCETNNIP
QORDGGTHLAGFRSALTRNLNNYIEAEGLAKKFKIATTGDDAREGLTAIISVKVPDPKF
SSQTKDKLVSSEVKTAVEQEMGKYFADFLLENPNEAKAVVGKMIDAARAREAARKARE
MTRRKGALDIAGLPGKLADCQEKDPALSELYIVEGDSAGGSAKQGRNRRTQAILPLKG
KILNVEKARFDKMLSSQEVGTLITALGCGIGREEYNIDKLRYHNIIIMTDADVDGSHI
RTLLLTFFFROMPELIERGYIYIAQPPLYKVKRGKQEQYIKDDQAMEEYMTQSALEDA
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ccagctgaac
gatcagcgcc
catccagcga

ggatccgaac



2281 gtccggcgca tgctcaaggt gaccatcgag gatgccatcg ccgccgacca gatcttcaac
2341 accctgatgg gcgatgccgt ggagccgcgce cgcgacttca tcgaaagcaa cgcgctggcg
2401 gtgtcgaacc tggacgtgtg a
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