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LOCUS       HM773963                 594 bp    RNA     linear   VRL 26-SEP-

2014 

DEFINITION  Rotavirus A human/Bethesda/DC827/1978/G4P[8] segment 11 NSP5 (NSP5) 

            and NSP6 (NSP6) genes, complete cds. 

ACCESSION   HM773963 

VERSION     HM773963.1 

DBLINK      BioProject: PRJNA260267 

KEYWORDS    . 

SOURCE      Rotavirus A human/Bethesda/DC827/1978/G4P[8] 

  ORGANISM  Rotavirus A human/Bethesda/DC827/1978/G4P[8] 

            Viruses; Riboviria; Orthornavirae; Duplornaviricota; 

            Resentoviricetes; Reovirales; Sedoreoviridae; Rotavirus; Rotavirus 

            A. 

REFERENCE   1  (bases 1 to 594) 

  AUTHORS   Spiro,D., McAllen,K., Halpin,R., Bera,J., Hostetler,J., 

            Fedorova,N., Overton,L., Stockwell,T., Katzel,D., Li,K., 

            Axelrod,N., Safford,T., Amedeo,P., Schobel,S., Shrivastava,S., 

            Wang,S., Resnick,A., Thovarai,V., Kim,M., Patton,J., Hoshino,Y. and 

            Kapikian,A. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (17-JUL-2010) J. Craig Venter Institute, 9704 Medical 

            Center Drive, Rockville, MD 20850, USA 

COMMENT     GenBank Accession Numbers HM773953-HM773963 represent sequences 

            from the 11 segments of Rotavirus A 

            human/Bethesda/DC827/1978/G4P[8]. 

FEATURES             Location/Qualifiers 

     source          1..594 

                     /organism="Rotavirus A human/Bethesda/DC827/1978/G4P[8]" 

                     /mol_type="genomic RNA" 

                     /strain="human/Bethesda/DC827/1978/G4P[8]" 

                     /serotype="G4P[8]" 

                     /isolate="DC827" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:757025" 

                     /segment="11" 

                     /country="USA" 

                     /collection_date="1978" 

     gene            1..594 



                     /gene="NSP5" 

     CDS             1..594 

                     /gene="NSP5" 

                     /codon_start=1 

                     /product="NSP5" 

                     /protein_id="ADK46796.1" 

                     /translation="MSLSIDVTSLPSISSSIFKNESSSTTSTLSGKSIGRSEQYISPD 

                     

AEAFNKYMLSKSPEDIGPSDSASNDPLTSFSIRSNAVKTNADAGVSMDSSTQSRPSSN 

                     

VGCDQLDFSLTKGINVSANLDSCISISTDHKKEKSKKDKSRKHYPRIEADSDSEDYVL 

                     DDSDSDDGKCKNCKYKKKYFALRMRMKRVAMQLIEDL" 

     gene            59..337 

                     /gene="NSP6" 

     CDS             59..337 

                     /gene="NSP6" 

                     /codon_start=1 

                     /product="NSP6" 

                     /protein_id="ADK46797.1" 

                     

/translation="MNRLLQRQLFLENLLVGVNSTFHQMQKHSINTCCRSLQRILDHL 

                     ILLQTIHSPAFRLDRMQLRQMQTLACLWIHRRNHDLQATLGAINWISP" 

ORIGIN       

        1 atgtctctca gcattgacgt aacaagtctt ccctcaattt cttctagtat ctttaaaaat 

       61 gaatcgtctt ctacaacgtc aactctttct ggaaaatcta ttggtaggag tgaacagtac 

      121 atttcaccag atgcagaagc attcaataaa tacatgttgt cgaagtctcc agaggatatt 

      181 ggaccatctg attctgcttc aaacgatcca ctcaccagct tttcgattag atcgaatgca 

      241 gttaagacaa atgcagacgc tggcgtgtct atggattcat cgacgcaatc acgaccttca 

      301 agcaacgttg ggtgcgatca attggatttc tccttaacta aaggtattaa tgttagtgct 

      361 aatcttgatt catgtatatc aatttcaact gatcataaga aggagaaatc caagaaagat 

      421 aaaagtagga aacactaccc gagaattgaa gcagattctg attctgaaga ttatgttttg 

      481 gatgattcag atagtgatga cggtaaatgt aagaattgta aatataagaa aaaatatttc 

      541 gcactaagaa tgaggatgaa gcgagtcgca atgcaattga tcgaggattt gtaa 

// 


