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LOCUS       MN967069                 688 bp    DNA     linear   BCT 11-FEB-

2020 

DEFINITION  Corynebacterium pseudotuberculosis strain Cp/C_Egy.VSVRI Pld (pld) 

            gene, partial cds. 

ACCESSION   MN967069 

VERSION     MN967069.1 

KEYWORDS    . 

SOURCE      Corynebacterium pseudotuberculosis 

  ORGANISM  Corynebacterium pseudotuberculosis 

            Bacteria; Actinobacteria; Corynebacteriales; Corynebacteriaceae; 

            Corynebacterium. 

REFERENCE   1  (bases 1 to 688) 

  AUTHORS   Elsebay,N.A., Abdelmonem,M.M., Elsergany,E.F., Abbas,A.M., 

            Othman,R.M. and Abdelmoaty,D.A.M. 

  TITLE     Genetic characterization of corynebacterium pseudotuberculosis 

            isolates in Egypt 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 688) 

  AUTHORS   Elsebay,N.A., Abdelmonem,M.M., Elsergany,E.F., Abbas,A.M., 

            Othman,R.M. and Abdelmoaty,D.A.M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (21-JAN-2020) Genetic Engineering Research Dep, 

            Veterinary Serum and Vaccine Research Institute, Sekka el Beda, 

            Cairo, Abbassia 11381, Egypt 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..688 

                     /organism="Corynebacterium pseudotuberculosis" 

                     /mol_type="genomic DNA" 

                     /strain="Cp/C_Egy.VSVRI" 

                     /host="cattle" 

                     /db_xref="taxon:1719" 

                     /country="Egypt: Menofia" 

                     /collection_date="Nov-1983" 

     gene            <1..>688 

                     /gene="pld" 

     CDS             <1..>688 



                     /gene="pld" 

                     /note="phospholipase D" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Pld" 

                     /protein_id="QHW03298.1" 

                     

/translation="STANRPVYAIAHRVLTTQGVDDAVAIGANALEIDFTAWGRGWWA 

                     

DHDGIPTSAGATAEEIFKHIADKRKQGANITFTWLDIKNPDYCRDARSVCSINALRDL 

                     

ARKYLEPAGVRVLYGFYKTVGGPAWKTITADLRDGEAVALSGPAQDVLNDFARSGNKI 

                     

LTKQKIADYGYYDINQGFGNCYGTRNRTCDQLRKSSEARDQGKLGKTFGWTIATGQDA 

                     RVNDLLGKANV" 

ORIGIN       

        1 tctacagcaa atcggccagt ctatgcgatt gcccaccgcg ttttaaccac tcaaggcgtg 

       61 gatgacgcag ttgcgatcgg tgcgaatgcg ttggaaattg acttcactgc gtggggtcgt 

      121 ggctggtggg cagatcatga tggtattcct actagtgcag gtgctactgc agaggaaatt 

      181 tttaagcata tagctgataa gcgtaagcag ggggcaaata ttactttcac ctggcttgac 

      241 atcaagaatc cagactactg cagggatgct cgtagtgtgt gctccataaa tgcgttgcgt 

      301 gatttggcac gtaaatatct tgagccagca ggggttcgag ttctctatgg gttctataag 

      361 acagtcggcg gacctgcctg gaagacaatc accgctgatc ttcgggatgg cgaggcagta 

      421 gctcttagcg gcccggcgca ggacgtatta aatgattttg caaggtctgg aaataagatc 

      481 cttactaaac aaaaaatcgc tgactatggt tactacgaca ttaaccaagg gtttggtaac 

      541 tgctatggaa cccggaatag gacttgtgat caactccgta agtccagcga agctcgtgac 

      601 caaggaaaac tcggtaaaac ttttgggtgg acaatcgcta caggtcagga cgcgcgagtt 

      661 aatgatcttt taggaaaagc caacgtag 

// 


