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/organism="Pseudomonas fluorescens SBW25"
/mol type="genomic DNA"
/strain="SBW25"
/db_xref="taxon:216595"
/chromosome="1"

<1l..>2418
/locus_tag="PFLU MISC2"
<1..2418

/gene="gyrB"
/locus_tag="PFLU 0004"
/pseudo

1..2418

/gene="gyrB"
/locus_tag="PFLU 0004"
/standard name="gyrB-1"
/note="frame:.;
source:ena;

transcript i1id:CAY46289;
ID:transcript:PFLU 0004-0"


https://www.ncbi.nlm.nih.gov/nuccore/OV986001.1?report=fasta
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<1..2418

/gene="gyrB"

/locus_tag="PFLU 0004"

/EC_number="5.6.2.2"

/inference="Inferred from homology"

/note="similarity:SIMILARITY: Belongs to the type II

topoisomerase GyrB family.

{ECO:0000256 |ARBA:ARBAO0010708}.; SIMILARITY: Belongs to

the type II topoisomerase family.

{ECO:0000256 |[HAMAP-Rule:MF 01898}.;

similarity:fasta; with=UniProt:GYRB ECOLI

(EMBL:CEK132C8R); Shigella flexneri.; gyrB; DNA gyrase

subunit B (EC 5.99.1.3).; length=803; id 67.456%; ungapped

id 67.710%; E()=2.3e-214; 802 aa overlap; query 5-804;

subject 2-802;

similarity:fasta; with=UniProt:GYRB PSEPU (EMBL:PPGYRB4);

Pseudomonas putida.; gyrB; DNA gyrase subunit B (EC

5.99.1.3).; length=806; id 89.454%; ungapped id 89.565%;

E()=0; 806 aa overlap; query 1-805; subject 1-806;

frame:0;

phase(;

ID:CDS:PFLU_0004-0;

features:Domain (1) ;

uniprot review status:unreviewed;

protein families:Type II topoisomerase GyrB family; Type

II topoisomerase family;

ft_domain:DOMAIN 419..534; note:Toprim;

evidence:ECO:0000259| PROSITE:PS50880;

source:ena;

uniprot annotation score:3 out of 5"

/pseudo

/codon_ start=2

/transl table=11

/product="DNA gyrase subunit B (EC"

1267..1293

/locus_tag="PFLU MISC11"
atgagcgaag aaaacacgta cgactcgacc agcattaaag tgctgaaagg tttggatgcc
gtacgcaaac gtcccggtat gtacattggc gacactgatg acggtagcgg tctgcaccac
atggtgttcg aggtggtcga caactccatc gacgaagctc tggccggtca ctgcgacgac
atcagcatta tcatccaccc ggatgagtcg attactgtgc gcgacaacgg tcgcggcatt
ccggtagacg tacacaaaga agaaggcgtt tcggcggcag aggtcatcat gaccgtgcectt
cacgccggcg gtaagttcga cgacaactcc tataaagtct ccggtggttt gcacggcecgtg


https://enzyme.expasy.org/EC/5.6.2.2
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
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ggcgtgtcgg
aagatctggg
gacagcgagt
attcacttca
ggtgtgggta
ggtggtctgc
ttccacttca
gacagtttca
actcacttgg
gaaggcttgg
accgcgatta
ctggtgtctt
ttcctgctgg
cgtgcccgtyg
atcgctggcece
ctgtatctgg
acccaagcca
aagatgattt
cgcgacgagt
gacgtcgatg
gaattgatcg
ggcaagcaag
gccctggaag
ttggagcgcet
ctgtaccctc
ttgggtgacc
tcggagaagt
tggctgccag
gacttcttcg
ctgctggacg
aaagaagccc
aaaggtctgg
cgtcgcatgce
ctgatgggtg
tctaacctgg

ttgtgaacgc
aacagactta
cgaccggtac
gctgggacat
tcgtcctcaa
gtgcattcgt
acatccagcg
acgagaacct
tgggtttccg
ccaagaagca
tctcggtgaa
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taaagcccgt
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gaagggtaag
agttggcacc
caagctgcgc
ccgtaccctg
catctatatc
caaagacgac
gcacttgaac
cttccgtatg
cgagcacttc
gcaggaatgg
gtacaaagcc
gatctcccac
ctacaagacc
tattcagcgt
gatggccgaa
cccggatcag
catcgaagac

gcctcgtecgt

gaactgattc
gttccacaag
ttcaagccat
cgtattcgtg
agcggcaagg
aacaccaaca
atcggcgtgg
accaacaaca
acgcgtaacc
accaccggtg
cctaagttca
gaacaggaga
ctggtcgtcg
gagatgaccc
tgccaggaga
ggttccgcecca
atcctcaacg
ttgatcacgg
taccacaaca
ttgctgacct
gcccagccge
gacgccatgg
gacgaagccc
gtcatgaaaa
atctacctgc
ctggcccaat
agtctgcgtg
ggcctgtcga
gtagtaaccc
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gacgcagtcg
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cttgtcacgc
cctcgagcaa
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acgtaacgtg
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actcagcacg
caaggaattc
ccagcgatac
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tttggcggtg
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