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LOCUS       AF126468                8105 bp    DNA     linear   VRL 26-JUL-2016 

DEFINITION  Simian retrovirus SRV-2 strain D2/RHE/OR/V1, complete genome. 
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VERSION     AF126468.1 

KEYWORDS    . 

SOURCE      Simian retrovirus 2 (SRV-2) 
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FEATURES             Location/Qualifiers 

     source          1..8105 

                     /organism="Simian retrovirus 2" 

                     /proviral 

                     /mol_type="genomic DNA" 

                     /strain="D2/RHE/OR/V1" 

                     /db_xref="taxon:39068" 

                     /note="variant 1" 
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     repeat_region   1..346 

                     /note="5' LTR" 

                     /rpt_type=long_terminal_repeat 

     gene            494..2458 

                     /gene="gag" 

     CDS             494..2458 

                     /gene="gag" 

                     /codon_start=1 

                     /product="Gag protein" 

                     /protein_id="AAD43258.1" 

                     /translation="MGQELSQHELYVEQLKKALKTRGVKVKGNDLLKFFDFVKDTCPW 

                     FPQEGTIDIKRWRRVGDCFQDYYNTFGPEKIPVTAFSYWNLIKDLIDKKEADPQVMAA 

                     VTQTEKILKVSSQTDLRDKSQNKETDLISLESDDEEAKAPSEKISMPNKSPKKYPAML 

                     TSQNNNMDKDPDSSEVDWDGLEDEAARYHNPDWPPFLSRPPPYNRTTATAPAVMAVVN 

                     PKEELKEKISQLEEQIKLEELHQSLIIRLQKLKTGSERVTSSGNMESHSRTPKRPGQH 

                     LPIGKYLINKNTEEYPSKDIFPVTETMDGQGQAWRHHNGFDFTVIKELKTAVSQYGAT 

                     APYTLAIVESIADNWLTPADWNTLVRAVLSGGDHLIWKSEFFENCRDTAKRNQQAGNG 

                     WDFDMLTGSGNYANTDAQMQYDPGLFAQIQAAATKAWRKLPVKGDPGASLTGVKQGPD 

                     EPFADFVHRLITTAGRIFGNAEAGVDYVKQLAYENANPACQAAIRPYRKKTDLTGYIR 

                     LCSDIGPSYQQGLAMAAAFSGQTVKDFLNNKNKDRGGCFKCGKRGHFAKDCRDHSNKN 

                     PELKVPGLCPRCKRGKHWANECKSKTDSQGNPLPPHQGNGMRGQPQAPKQAYGAVSFV 

                     PASSNNPFQNLIEPPQEVQDWTSVPPPTQY" 

     gene            <2275..3219 

                     /gene="prt" 

     CDS             <2275..3219 

                     /gene="prt" 

                     /note="protein expressed by frameshift mechanism" 

                     /codon_start=1 

                     /product="protease" 

                     /protein_id="AAD43259.1" 

                     /translation="SRKSLTTPSGKRDEGPAPGPEASLWGSQLCSSQQQQSISKLNRA 

                     SPGSAGLDLCSTTHTVLTPEMGPQTLATGVYGPLPPNTFGLILGRGSTTVKGLQIYPG 

                     VIDNDYTGEFKIMAKAISSIITIPQGERIAQLILLPLLRTAHKIQHPYRGNKNFGSSD 

                     IFWVQPITNQKPSLVLWLDGKAFTGLIDTGADVTIIKQEDWPSHWPTTETLTNLRGIG 

                     QSNNPRQSSKYLTWKDKENNSGLIKPFVIPNLPVNLWGRDLLSQMKIMMCSPNDIVTA 

                     QMLAQGYSPGKGLGKREDGILQPIPNSGQLNRKGFGNF" 

     gene            <3195..5798 

                     /gene="pol" 

     CDS             <3195..5798 

                     /gene="pol" 

                     /note="reverse transcriptase; protein expressed by 

                     frameshift mechanism" 

                     /codon_start=1 

                     /product="polymerase" 
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                     /protein_id="AAD43260.1" 

                     /translation="QKRIWKFLAAAVDILAPQRYADPITWKSDEPVWVDQWPLTQEKL 

                     AAAQQLVQEQLQAGHIIESNSPWNTPIFVIKKKSGKWRLLQDLRAVNATMVLMGALQP 

                     GLPSPVAILQGYFKIVIDLKDCFFTIPLQPVDQKRFAFSLPSTNFKQPMKRYQWKVLP 

                     QGMANSPTLCQKYVAAAIEPIRKSWAQMYIIHYMDDILIAGKIGEQVLQCFAQLKQAL 

                     TTTGLQIAPEKVQLQDPYTYLGFQLNGPKITNHKAVIRRDKLQTLNDFQKLLGDINWL 

                     RPYLHLTTGDLKPLFDILKGDSNPNSPRFLSEAALTSLKKVETAIAEQFVTQIDYTQP 

                     LTLLIFNTTLTPTGLFWQNNPVMWIHLPASPKKVLFPYYDAIADLIILGRDNSKKYFG 

                     LEPSTIIQPYSKSQIHWLMQNTETWPIACASYAGNIDNHYPPNKLIQFCKLHAVVFPR 

                     IISKTPLDNALLVFTDGSSTGIAAYTFEKTTVKFKTSHTSAQLVELQALIAVLSAFPQ 

                     RALNIYTDSAYLAHSIPLLETVSQIKHISDTAKLFLQCQQLIYNRSIPFYLGHIRAHS 

                     GLPGPLSQGNHITDLATKVVATTLTTNLTEAQAAHALHHLNAQSLRLMFKITREQARQ 

                     IVKQCPTCVTYLPIPHFGVNPKGLIPNMLWQMDVTHYSEFGKLKYVHVSIDTFSGFLV 

                     ATLQTGEATKHVIAHLLHCFSIIGQPIHIKTDNGPGYTSSSFRAFCSKLHIKHTFGIP 

                     YNPQGQGIVERAHLSLKNTLEKIKKGEWYPTQGSPRNILNHALFILNFLNLDAQNKSA 

                     ADRFWHTNSKREYAMVKWKDPLDNSWHGPDPVLIWGRGSVCVYSQTHDAARWLPERLV 

                     RQVSNVTQSRE" 

     gene            <5820..7562 

                     /gene="env" 

     CDS             <5820..7562 

                     /gene="env" 

                     /note="start codon position undetermined" 

                     /codon_start=1 

                     /product="envelope glycoprotein" 

                     /protein_id="AAD43261.1" 

                     /translation="FSLLIEMTLKDIPFWRVLLIFQTARVYAGFGDPREAITIIHQQH 

                     GKPCDCAGGYVITAPTVYLATVSCSSHTAYQPSDSLKWRCVSNPTLANGENIGNCPCQ 

                     TFKESVHSSCYTTYQECFFGNKTYYTAILASNRAPTIGTSNVPTVLGNTHNLLSAGCT 

                     GNVGQPICWNPKAPVHISDGGGPQDKAREIAVQKRLEEIHRSLFPELRYHPLALPKAR 

                     GKEKIDAQTFNLLTATYSLLNKSNPNLANECWLCLPSGNPVPLAIPSNDSFLGSNLSC 

                     PIIPPLLVQPLEFINLINASCLYSPFQNNSFGVDVGLVEFTNCSTILNISHSLCAPNS 

                     SVFVCGNNKAYTYLPTNWTGTCVLATLLPDIDIVPGDAPVPVPAIDHYLHRARRAVQF 

                     IPLLVGLGITTAVSTGTAGLGYSITQYTRLSRQLISDVQAISSTIQDLQDQVDSLAEV 

                     VLQNRRGLDLLTAEQGGICLALQEKCCFYANKSGIVRDKIKRLQEDLEKRRKEIIDNP 

                     FWTGLHGLLPYLLPLLGPLLCLLLLITFGPLIFNKIIAFVKQQMDAIQAKPIQVHYHR 

                     LEQEDNGGVYLRVS" 

     repeat_region   7760..8105 

                     /note="3' LTR" 

                     /rpt_type=long_terminal_repeat 

ORIGIN       

        1 tgtccggagc cgtgcagccc ggacgacgtt ctggcttctg gcgattgcac tccatagtag 

       61 tggatgcaag atggcgcact tcctggttct ctttcaccct gttttcccgc cggcgccaat 

      121 atttcccgcc ttagactacg tggcatttcc tgacttagct actgagcatg cgctcagtga 

      181 cgttgttctc cacccccgcc gcctgtctat atattgcctc gcatcaccgc cattaaacga 
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      241 gacttgatca gagccctgtc ttgtctccat ttcttgtgtc tcttgtctcc cccaattccc 

      301 accccctcat ccaggttcta cgttgctgat cccgcgggtc gggacacgtg gcgcccaacg 

      361 tggggctgga tacgagggaa tcctgtgagg aagagagcgc gtaacacggc cggcagtcaa 

      421 agtgaaagaa aaaccttcca gctgccgcgg gaacctgccg cgtcggcaat aaaggtaagc 

      481 gttgcgttcg aatatgggac aagaattaag ccaacatgaa ctttatgtag aacagttaaa 

      541 aaaggctcta aagacacggg gagtaaaggt taagggtaat gatttactca aattctttga 

      601 ttttgtaaag gatacctgcc cttggttccc acaagaggga acaatagaca taaaaagatg 

      661 gcgcagggta ggagattgtt ttcaggatta ttataacact tttggcccgg aaaagatacc 

      721 agtaactgcc ttctcctact ggaatcttat caaagattta atagataaaa aggaggctga 

      781 cccacaagta atggctgcgg tcacccagac agaaaaaata ttaaaagtta gttcacaaac 

      841 agatctcagg gacaaatcac aaaataagga aacggatctc atctctcttg aaagtgatga 

      901 tgaggaagcc aaggccccct cagagaaaat atcaatgccc aataaaagtc ctaaaaaata 

      961 tccagctatg ttaacatcac aaaataataa tatggacaaa gaccctgatt cgtcagaggt 

     1021 ggattgggat ggcttagagg acgaggcagc aaggtatcat aaccctgatt ggcctccttt 

     1081 cctctctcgt ccacccccct ataataggac aactgctaca gcccctgctg tgatggcggt 

     1141 agtcaatcct aaagaggaac ttaaagaaaa aatttctcaa ttagaggagc agataaaatt 

     1201 agaggagtta caccagtccc taattattcg gttacaaaaa ctaaaaacag gaagtgaaag 

     1261 ggtaactagt tcaggcaata tggagagtca ctctcgtacg cccaaacggc ctggacagca 

     1321 ccttccaata ggaaaatacc tcattaacaa aaatacagaa gaatatcctt ccaaggatat 

     1381 tttcccagta acggagacta tggatggaca aggtcaggcc tggagacatc ataatgggtt 

     1441 tgactttact gttataaaag aactaaaaac tgctgtttcc caatacggag ctactgctcc 

     1501 atatactttg gccatagtag aatccattgc tgataattgg cttactccag ctgactggaa 

     1561 tacgctcgtt agagcagtcc tctcaggggg agaccactta atttggaagt ctgaattttt 

     1621 tgaaaattgt agggacacag caaaaagaaa tcaacaggca ggaaatggct gggactttga 

     1681 catgttaaca ggctctggta actatgccaa tactgatgca caaatgcagt atgatccagg 

     1741 actgtttgct caaattcagg cagccgccac aaaagcctgg agaaaactcc ctgttaaagg 

     1801 ggacccaggt gcttcactca ccggggtcaa acaaggacct gacgagccat tcgcagattt 

     1861 tgtacataga ctcataacaa cagctggcag aattttcgga aacgccgagg caggtgtaga 

     1921 ttatgttaaa caactagcct atgaaaatgc taacccagcc tgtcaagcag caattcgtcc 

     1981 ttaccgaaag aaaacagatc taacaggata tattcgcctt tgttcagata ttgggccctc 

     2041 ttatcagcag ggtttggcaa tggctgccgc ctttagcgga cagaccgtaa aagattttct 

     2101 taacaataaa aacaaagata gaggagggtg ctttaagtgt ggcaaaagag gacattttgc 

     2161 aaaagattgc cgtgatcatt caaacaaaaa tccagaattg aaagtgccag gcttgtgccc 

     2221 cagatgtaaa agaggaaaac actgggctaa tgaatgcaaa tccaagactg atagtcaagg 

     2281 aaatccctta ccaccccatc agggaaacgg gatgaggggc cagccccagg ccccgaagca 

     2341 agcctatggg gcagtcagct ttgttccagc cagcagcaac aatccatttc aaaacttaat 

     2401 agagcctccc caggaagtgc aggactggac ctctgttcca ccacccacac agtattaacc 

     2461 cctgaaatgg ggccccaaac tttagctact ggagtatatg gacctttgcc ccctaatacg 

     2521 tttgggttaa tactaggcag aggcagtacc acagtaaaag gtttacaaat ttacccagga 

     2581 gtcattgata atgattatac aggggaattc aaaataatgg ccaaggctat ttctagtatc 

     2641 atcactattc ctcaaggaga acggattgca caactaatct tgttaccctt actccgaaca 

     2701 gctcataaaa tacaacaccc ttatagagga aacaaaaatt tcgggtcctc agatattttt 

     2761 tgggtacagc caataactaa tcaaaaaccc tccttagtac tgtggctaga cggtaaagca 

     2821 tttacagggt taatagatac tggagcggat gtcactatta tcaaacaaga agattggcca 



     2881 tcccattggc ctaccacaga aaccttgact aatctgagag gaataggaca aagtaataac 

     2941 cccaggcaaa gttcaaaata ccttacttgg aaagacaaag aaaataactc aggccttatc 

     3001 aagccatttg tcatccctaa cttaccggtt aatctttggg gccgagattt gctttcccaa 

     3061 atgaaaatta tgatgtgcag tcctaatgat attgtcactg ctcaaatgtt agctcaagga 

     3121 tacagcccag gaaaaggact aggaaaaaga gaagatggaa tcttacaacc catcccaaat 

     3181 tcaggacaac ttaacagaaa aggatttgga aatttttagc tgcggccgtt gacatacttg 

     3241 caccccagag gtatgctgac cccattacat ggaagtcaga tgagcctgtt tgggttgatc 

     3301 aatggcccct aactcaagaa aaacttgctg ctgcccaaca gttagtgcaa gaacaattac 

     3361 aggcagggca tattatagaa agtaattctc cctggaatac acctatattt gtcataaaaa 

     3421 agaagtctgg taaatggagg cttttgcaag atttaagggc ggtaaatgcc accatggtat 

     3481 taatgggagc tctccaacct gggctgccct caccagtggc tattcttcag ggatatttta 

     3541 aaatagtcat tgatcttaaa gattgttttt ttactatccc ccttcagccc gttgatcaaa 

     3601 agcgatttgc ttttagtctc ccgtctacca actttaaaca accaatgaaa cgttatcaat 

     3661 ggaaagtgtt gcctcaaggc atggccaata gtcctacctt gtgtcaaaaa tatgtagctg 

     3721 ctgctataga gccaatcaga aaatcttggg cacaaatgta cattatacac tatatggatg 

     3781 acattctaat agcaggaaag attggcgaac aagttttgca gtgttttgct caacttaaac 

     3841 aagcattgac aactactggg ttacaaatag ctccagaaaa ggtacagcta caagatccat 

     3901 atacctacct tgggtttcaa cttaatggtc ccaaaattac caatcataag gcagttattc 

     3961 gtagagataa gttacaaacc cttaatgatt ttcaaaaact cttgggagat atcaattggc 

     4021 ttagacccta tttacacctc actacaggag atctaaaacc tctttttgat atcctaaaag 

     4081 gggattctaa tcctaactca cccagatttt tatctgaagc agcccttacg tctcttaaaa 

     4141 aggtagaaac agctattgct gaacaatttg ttacacaaat agattataca cagccattga 

     4201 cccttttaat ttttaatact acactgacac ctactggcct cttctggcaa aataatcctg 

     4261 tcatgtggat tcacttgcct gcatcgccaa aaaaggtatt gttcccctat tatgatgcta 

     4321 tagcagatct tattatcctt ggaagggaca acagtaaaaa atattttgga cttgaaccat 

     4381 ctactattat acaaccctat tctaaatctc aaatccattg gttaatgcaa aacacagaaa 

     4441 catggccaat tgcctgcgct tcctatgcag gcaacattga taaccattat ccacccaata 

     4501 aacttattca attttgcaaa ctccatgcag ttgtttttcc ccgaatcatt agtaaaactc 

     4561 ctctagacaa tgccttactg gtattcactg atggatcctc taccggcata gccgcataca 

     4621 cttttgaaaa gaccactgtc aagtttaaaa cctcccatac gtcagcccaa ttagtagaat 

     4681 tacaagccct aattgcagtg ttatcggcct ttcctcaacg ggccctcaat atttatacag 

     4741 atagtgccta cttagctcat tctatacctc tacttgagac agtatcgcaa atcaaacata 

     4801 tctcagacac agcaaaatta tttttacagt gccaacaatt aatatacaac aggtctatac 

     4861 ctttttattt aggacatatc agggcccatt caggattacc aggaccttta tctcaaggta 

     4921 atcacataac tgatttggca accaaagttg tcgccaccac tcttaccaca aatttaacag 

     4981 aggcacaagc tgctcatgcc ttacatcact taaacgctca gtccctaagg ttaatgttta 

     5041 aaattactag agaacaggct agacaaattg ttaaacagtg tcccacatgt gtaacatact 

     5101 tgccaattcc tcattttgga gttaatccaa aaggattgat acccaatatg ctatggcaaa 

     5161 tggatgtcac tcattattct gaatttggta aattaaaata tgttcatgtg tccatagata 

     5221 catttagtgg atttcttgta gccaccttac aaacaggaga agctaccaaa catgttattg 

     5281 cccatctact acattgcttc tctattattg gtcaacctat tcacattaaa acagacaatg 

     5341 gccctggata cacctcatct agctttcgtg ccttctgttc caaattacac atcaaacaca 

     5401 cctttggtat tccttacaat cctcagggtc aaggtattgt cgaaagagca catctctcct 

     5461 taaaaaatac tcttgaaaaa ataaaaaagg gggaatggta ccccacacag gggtctccca 



     5521 ggaatattct caatcatgca ctctttattt taaatttttt aaaccttgat gctcaaaata 

     5581 aatcagccgc tgaccgattt tggcatacta actctaaaag agaatatgcc atggtcaagt 

     5641 ggaaagaccc attagacaat tcgtggcatg ggcctgatcc cgtattaatc tggggcagag 

     5701 gttcagtctg cgtatactct caaactcatg atgcagccag atggctacca gaacggttgg 

     5761 taaggcaagt gtctaatgtt actcaatcca gggagtgatt gtctccctga gatcactcct 

     5821 tttctttgct catagagatg actctcaagg acatcccgtt ttggagagta ctgctgattt 

     5881 tccaaactgc tcgagtttat gccggtttcg gtgacccgcg cgaggctatt actataatac 

     5941 atcaacaaca cggtaagcct tgtgattgtg cgggaggata tgtcatcact gcacctacag 

     6001 tctatcttgc aactgtttct tgttcttctc acactgcata tcagccaagt gactccctta 

     6061 agtggcggtg tgtctctaac ccgacattag ccaatggaga aaatataggg aattgtcctt 

     6121 gccagacatt caaagaatct gtacatagct cttgttacac cacctatcag gaatgttttt 

     6181 ttggtaataa gacttactac accgccattt tggccagtaa tagagcccct actataggaa 

     6241 ctagcaatgt ccccacagtt ttgggaaaca cccacaatct actgtcagct ggatgcaccg 

     6301 gaaacgtggg tcagcccatt tgctggaatc ctaaagctcc cgtccatatc tccgatggag 

     6361 gaggaccaca agataaggct cgagaaattg cagtacaaaa aaggcttgag gaaatacata 

     6421 ggtccttatt tcccgaatta cgataccacc ccttagcttt gcctaaggcc cgtggtaaag 

     6481 aaaagatcga tgctcaaacc tttaatcttc ttactgctac atatagtttg cttaataagt 

     6541 ctaaccctaa tttggccaac gagtgctggc tatgcttacc atctggaaat cccgtcccgc 

     6601 ttgccatacc tagcaatgac tcatttcttg gttctaatct ttcttgccct attattcctc 

     6661 ccttgttggt acaacctctt gaatttatta atcttattaa tgcctcttgc ctttattccc 

     6721 cttttcagaa taactcattt ggtgttgatg taggcttagt tgaatttacc aactgctcta 

     6781 ccattcttaa tatttctcac tccttatgtg cccctaatag ctcagttttt gtgtgcggta 

     6841 ataacaaggc ctacacgtac ttacccacaa actggacagg aacttgcgta ttagctaccc 

     6901 ttctgccaga tatagatatt gtccctggtg atgcacctgt gcctgttcca gctatagatc 

     6961 attatctaca tagagctagg agagcagtac agtttatccc cttacttgtt gggttaggca 

     7021 taaccactgc cgtctcaact gggactgctg gtctagggta ttctattacc cagtacacca 

     7081 gactatctcg tcaactaatc tcagacgtac aggctatctc aagcactatt caagatttac 

     7141 aagaccaagt agactctcta gcagaagtgg tgcttcaaaa tagaagagga ttagatctac 

     7201 ttaccgcaga gcagggaggg atttgtttag ccctacagga aaagtgctgt ttctatgcca 

     7261 acaaatctgg aatcgtcaga gataagatca aacgtctcca agaagacctg gaaaaacgac 

     7321 gtaaagaaat cattgacaat ccattttgga ctggtctaca tggactcctc ccctatttgc 

     7381 tacctttgct aggacctttg ctttgcttgt tactattaat tacctttgga cccttaattt 

     7441 tcaataagat catagcattt gttaaacaac aaatggatgc catccaagct aagcctattc 

     7501 aggtccatta ccaccgcctt gagcaagaag acaatggtgg tgtatactta cgtgtatcgt 

     7561 agaccaccgc ccctgtgcgc taaactggtc agccaatgac gggtaagaga gtgtcgtttc 

     7621 tcactaacct aagacaggag ggtcgtctta gctactacct tttcctatga cgggtaccag 

     7681 tgaagaaact gtatcactcc aacctaagac aggcgcagtt tccgagggga ttcttttgaa 

     7741 aaaataaaaa agggggacct gtccggagcc gtgcagcccg gacgacgttc tggcttctgg 

     7801 cgattgcact ccatagtagt ggatgcaaga tggcgcactt cctggttctc tttcaccctg 

     7861 ttttcccgcc ggcgccaata tttcccgcct tagactacgt ggcatttcct gacttagcta 

     7921 ctgagcatgc gctcagtgac gttgttctcc acccccgccg cctgtctata tattgcctcg 

     7981 catcaccgcc attaaacgag acttgatcag agccctgtct tgtctccatt tcttgtgtct 

     8041 cttgtctccc ccaattccca ccccctcatc caggttctac gttgctgatc ccgcgggtcg 

     8101 ggaca 
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