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DEFINITION Porcine parvovirus isolate N2, complete genome.

ACCESSION MH817779

VERSION MH817779.1
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FEATURES Location/Qualifiers
source 1..4762
/organism="Porcine parvovirus"
/mol type="genomic DNA"
/isolate="N2"
/host="pig"
/db_xref="taxon:10796"
/country="South Korea"
/collection date="11-Jan-2018"
gene 159..2147
/gene="NS1"
CDS 159..2147
/gene="NS1"

/codon_start=1


https://www.ncbi.nlm.nih.gov/nuccore/MH817779.1?report=fasta
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https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10796
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10796
https://www.ncbi.nlm.nih.gov/nuccore/MH817779.1?from=159&to=2147
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CDS

gene

CDS

/product="nonstructural protein 1"

/protein id="QCI61340.1"
/translation="MAAGNTYSEEVLKATNWLQDNAQKEAFSYVFKTHKVNLNGKEIA
WNNYNKDTTDGEMINLQRGAETSWDQATDMEWESEIDSLTKRQVLIFDSLVKKCLFEG
ILOKNLSPSDCYWFIQHEHGODTGYHCHVLLGGKGLOQQAMGKWFRKQLNNLWSRWLIM
QCKVPLTPVERIKLRELAEDGEWVSLLTYSHKQTRKQYTKMTHFGNMIAYYFLNKKRK
TTEREHGYYLSSDSGEFMTNFLKESERHLFSHLFTEANKPETVETTVTITAQEAKRGRIQ
TKKEVSIKCTIRDLVNKRCTSIEDWMMTDPDSYIEMMAQTGGEILIKNTLEITTLTLA
RTKTAYDFIPEKAKPSMLPTENISNTRTCKIFSMHNWNY IKVCHAITCVLNRQGGKRN
TILFHGPASTGKSIIAQHIANLVGNVGCYNAANVNEPENDCTNKNLIWIEEAGNESNQ
VNQFKAICSGQTIRIDQKGKGSKQIEPTPVIMTTNEDITKVRIGCEERPEHTQPIRDR
MLNMNLTRKLPGDFGLLEETEWPLICAWLVKKGYQATMASYMHHWGNVPDWSEKWEDP
KMQTPINTPIDSQISTSVKTSPADNNYAATPIQEDLDLALALEPWSEPTTPTFTNLHL
TPTPPDSAIRTPSPTWSEIETDIRACFGENCSPTTNLE"

2154..4416

/gene="vVP1"

join (2154..2181,2255..4416)

/gene="VP1"

/codon_start=1

/product="capsid protein VP1"

/protein id="QCI61341.1"
/translation="MAPPAKRARGLTLPGYKYHGPGNSIDQGEPTNPSDAAAKEHDEA
YDKYIKSGKNPYFYFSAADKKFIKETEHAKDYGGKIGHYFFRAKRAFAPKLSETDSPT
TSQOPEVRRSPRKHPGSKPPGKRPAPRHIFINLAKKKAKGTSNTNSNSMSENVEQHNA
INAGTEWSATGNESGGGGGGGGGRGAGGVGVSTGSEFNNQTEFQYLGEGLVRITAHASR
LIHLNMPEHETYKRIHVLNSESGVAGOMVQODDGHTOMVTPWSLIDANAWGVWENPADW
QLISNNMTEINLVSFEQEIFNVVLKTITESATSPPTKIYNNDLTASLMVALDTNNTLP
YTPAAPRSETLGLYPWLPTKPTQYRYYLSCVRNLDPPTYTGQSQQITDTIQTGPHSDI
MEYTIENAVPIHLLRTGDEFSTGIYHFDTKPLKLTHSWQTNRSLGLPPKLLTEPTTEG
DLHPGTLPAADTRKGYHQTTNNSYTEATAIRPAQVGYNTPYMNFEYSNGGPFLTPIVP
TADTQYNDDEPNGAIRLTMGYQHGQLTTSSQEVERYTEFNPQSKCGRAPKQQFNQQAPL
NLENTNNGTLLPSDPIGGKANMYFMNTLNTYGPLTALNNTAPVEFPNGQIWDKELDTDL
KPRLHVTAPFVCKNNPPGQLFVKIAPNLTDDENADSPQOPRIITYSNEWWKGTLTEFTA
KMRSSNMWNPIQQOHTTTSENIANYIPTNIGGITMFPEYSQLIPRKLY"
2677..4416

/gene="vVP2"

2677..4416

/gene="VP2"

/codon_start=1

/product="structural protein VP2"

/protein id="QCI61342.1"
/translation="MSENVEQHNAINAGTEWSATGNESGGGGGGGGGRGAGGVGVSTG
SEFNNQTEFQYLGEGLVRITAHASRLIHLNMPEHETYKRIHVLNSESGVAGOMVQDDGH
TOMVTPWSLIDANAWGVWENPADWQLISNNMTEINLVSFEQEIFNVVLKTITESATSP
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https://www.ncbi.nlm.nih.gov/nuccore/MH817779.1?location=2154:2181,2255:4416
https://www.ncbi.nlm.nih.gov/protein/1632269774
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https://www.ncbi.nlm.nih.gov/nuccore/MH817779.1?from=2677&to=4416
https://www.ncbi.nlm.nih.gov/protein/1632269775

ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041

PTKIYNNDLTASLMVALDTNNTLPYTPAAPRSETLGLYPWLPTKPTQYRYYLSCVRNL
DPPTYTGQSQQITDTIQTGPHSDIMFYTIENAVPIHLLRTGDEFSTGIYHFDTKPLKL
THSWQTNRSLGLPPKLLTEPTTEGDLHPGTLPAADTRKGYHQTTNNSYTEATAIRPAQ
VGYNTPYMNFEYSNGGPFLTPIVPTADTQYNDDEPNGAIRLTMGYQHGQLTTSSQEVE
RYTEFNPQSKCGRAPKQQFNQQAPLNLENTNNGTLLPSDPIGGKANMYFMNTLNTYGPL
TALNNTAPVEFPNGQIWDKELDTDLKPRLHVTAPEVCKNNPPGQLEVKIAPNLTDDENA
DSPQOPRIITYSNEFWWKGTLTFTAKMRSSNMWNPIQQHTTTSENIANYIPTNIGGITM

FPEYSQLIPRKLY"
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