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LOCUS       U95645                  3178 bp    RNA     linear   VRL 25-JUL-2016 

DEFINITION  Sapporo virus-London/29845 polyprotein gene, partial cds; and 

            unknown gene. 

ACCESSION   U95645 

VERSION     U95645.1 

KEYWORDS    . 

SOURCE      Sapporo virus-London/29845 

  ORGANISM  Sapporo virus-London/29845 

            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes; 

            Picornavirales; Caliciviridae; Sapovirus. 
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            diverse 
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REFERENCE   2  (bases 1 to 3178) 

  AUTHORS   Berke,T., Jiang,X., Cubitt,D.W., Zhong,W.M., Dai,X.M., 

            Pickering,L.K. and Matson,D.O. 
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            23510, USA 

FEATURES             Location/Qualifiers 

     source          1..3178 

                     /organism="Sapporo virus-London/29845" 

                     /mol_type="genomic RNA" 

                     /strain="Sapporo-like" 

                     /isolate="HuCV/London/29845/92/UK" 

                     /db_xref="taxon:336067" 

     CDS             <1..2552 

                     /codon_start=3 

                     /product="polyprotein" 

                     /protein_id="AAC40584.1" 

                     /translation="DSYQVEVLNESLKGGVVYCLDYSKWDSTQHPAVTAASLAILERL 

                     SEATPITTSAVRLLSSPARGHLNDIIFVTKSGLPSGMPFTSVVNSLNHMTYFAAAVLK 

                     AYEQHGAPYTGNVFQVKTVHTYGDDCIYSLCPATASIFETVLANLSAFGLRPTAADKT 

                     DKIAPTHTPVFLKRTLTCTPRGIRGLLDITSIRRQFFWIKANRTTDISSPPAYDREAR 

                     SVQLENALAYASQHGHAIFEEIAEIAKRTAQSEGLVLTNVNYDQALATYEAWFIGGTG 
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                     TGQDSPSEETTKLVFEMEGLASHSPKGQQVMEQVVTPQDTIGPTSALLLPTQVETPNA 

                     SAQRVELAMATGAVTSNVPNCIRECFAAVTTIPWTTRQAANTFLGAIHLGPRINPYTA 

                     HLSAMFAGWGGGFQVRVTISGSGLFAGRAITAILPPGVNPAAVQNPGVFPHAFIDART 

                     TDPILINLPDIRPIDFHRVDGDDATVCGVVGRDPLINPFQTGSVSTCWLSFETRPGPD 

                     FDFCLLKAPEQEMDNGISPANLLPRRLGSRGNRLGRVVGLVVVAAAEQVNHHFGANST 

                     TLGWSTLPIEPIAGGISWYDDNNEHTKIRGLLSAQGKGIIFPNIVNHWTDVSLSAKTS 

                     GQTTIPIAADNLNNSPWGSWPVVMFENNGDVNESTANHGILTAASHDFTSLSQTFDAA 

                     GLWVWMPWTRNKPDGRTNTNVYITPTWINGNPARPIHEKCTNMVGTNFQFGGTGTNNI 

                     MLWQEQHFTSFPGAAEVYCSQLESTAEMFQNNVVNIPANQMAVFNVETAGNTFQIGIF 

                     ANGYSVTNAAIGTHQLLDYETSFRFVGLFPQSTSLQGPNGKRWTGPVRFLE" 

     mat_peptide     <1..878 

                     /product="RNA dependent RNA polymerase" 

     mat_peptide     879..2549 

                     /product="capsid protein" 

                     /function="structural protein" 

     CDS             2552..3013 

                     /codon_start=1 

                     /product="unknown" 

                     /protein_id="AAC40585.1" 

                     /translation="MSWFTGAALAAGSVVDMAGTISSIVAQHRQLDLMAQANRIQQDW 

                     VNRQEALITRGQDISRDLAVNGTANVDSLVKAGFTPVDARRLAGGTESVEYGLLDRPV 

                     LQRSVLSGISETRHLQSVQGALSAFKNGSSYGAPPPQRASSTQIIRLHHQS" 

ORIGIN       

        1 tggacagtta ccaggtggag gtgctcaatg aatcccttaa gggcggtgtc gtgtattgcc 

       61 tagactacag caagtgggat tccactcaac acccggccgt tacagctgca tccttggcaa 

      121 tccttgagcg gctgtctgaa gcgacaccaa taacaacatc ggccgttagg ttactctcat 

      181 caccagcacg cggccactta aatgacataa tctttgtcac aaagtctgga ctcccttcgg 

      241 gcatgccatt cactagtgtt gtcaactctc ttaaccacat gacatacttt gcggctgcag 

      301 tgctgaaggc ctatgaacaa catggggcac cttacactgg taatgtgttt caagtgaaaa 

      361 ctgttcacac atatggtgat gattgcatat actccttgtg cccggcaacc gcttccatct 

      421 ttgaaactgt tctggccaac ctcagtgcct ttggtttacg gcccaccgct gccgacaaaa 

      481 cagacaaaat agcccccacc cacacaccag tctttctgaa gcgaactctt acctgcacac 

      541 caagaggtat tcgtggacta ctcgacatca cgtcaatcag gcggcaattt ttctggatta 

      601 aggccaaccg caccacagac atatcatccc cgcccgccta cgacagggaa gcccggagtg 

      661 tgcagcttga aaatgccctg gcttacgctt cacaacatgg ccacgcaatc tttgaggaga 

      721 ttgccgaaat tgctaagagg actgcacagt cagaagggtt ggtgctcacc aatgtgaact 

      781 atgaccaggc tctcgccacc tacgaagcgt ggtttatagg tggtacaggc accggccaag 

      841 atagccccag tgaagagact accaaattag tgtttgaaat ggagggcttg gccagccaca 

      901 gtcccaaagg ccaacaggtt atggaacagg ttgtcacccc ccaagacacc attgggccaa 

      961 cgagtgcact tttattgccc actcaagttg agacaccaaa tgctagtgcc cagcgtgtgg 

     1021 aacttgcaat ggccacaggg gcagtgacca gcaatgtgcc caactgcatc cgggagtgtt 

     1081 ttgctgcggt caccacaata ccatggacca cccggcaagc agcaaacacc tttctcggtg 

     1141 ccatacacct gggcccacgc atcaacccct acactgcaca cttgagtgcg atgttcgctg 

     1201 gttggggggg gggctttcag gtgcgggtca caatctcagg ttccgggctc tttgctggtc 
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     1261 gagccatcac tgccatcctg ccaccaggtg tcaacccagc tgctgttcaa aacccgggtg 

     1321 tcttccccca tgcgttcatt gacgctcgca caactgaccc catactgatc aacttacctg 

     1381 acatccggcc cattgatttt caccgtgtgg atggggacga cgcgacggtc tgtggggttg 

     1441 tgggtcgcga ccccttgatc aacccgtttc aaactggttc cgtatccaca tgttggctta 

     1501 gttttgaaac acggcctggc cctgactttg atttttgtct cctcaaggcc cccgagcagg 

     1561 aaatggacaa tgggatatca cctgccaacc tgttgccacg ccgcctcggt tctcggggca 

     1621 accgcctcgg gcgtgttgtg gggctggttg tggtagctgc ggccgagcaa gttaatcacc 

     1681 acttcggcgc aaactccacc acacttggtt ggtcaacact gcctattgag ccaattgcgg 

     1741 gcggaatttc ttggtacgat gacaacaatg aacataccaa gatacggggg cttttgagtg 

     1801 cacaaggaaa gggtatcatc ttcccaaaca ttgtcaacca ctggacagat gtgtcattgt 

     1861 ccgccaagac ctcggggcag accaccatcc ccatagctgc cgacaacctc aacaatagcc 

     1921 cttggggcag ctggccggta gtcatgtttg aaaacaatgg agatgtcaat gagtccacgg 

     1981 caaaccatgg catactaact gccgcgtcgc atgacttcac atcactatcc caaactttcg 

     2041 atgcagccgg gttgtgggtt tggatgccat ggacccggaa caaaccagac gggcgcacaa 

     2101 acacaaatgt ctacatcact ccaacttgga ttaatggcaa ccctgcccgt cccatacatg 

     2161 agaaatgtac caacatggtt ggaaccaatt ttcaattcgg tggcactggg acaaacaaca 

     2221 tcatgttatg gcaggagcaa cacttcacat cttttccagg tgctgcagag gtgtactgtt 

     2281 cacaattgga gagcacagca gaaatgttcc aaaacaatgt ggttaacatc cctgcaaacc 

     2341 aaatggcagt cttcaatgtg gaaaccgcag gtaacacatt ccagattggg atcttcgcaa 

     2401 acggctattc agttaccaat gcagcaattg gcacacacca actccttgac tacgagacca 

     2461 gttttagatt tgttggactt tttccccaaa gcacttcact tcaggggccc aatgggaaac 

     2521 gctggacggg gccagtcagg ttcttagaat aatgtcttgg ttcactggag cagccttagc 

     2581 cgccggctct gtcgtggaca tggccggcac aatatcttca attgttgcac aacacagaca 

     2641 acttgacttg atggcacagg caaaccgtat acaacaggat tgggtaaaca gacaagaggc 

     2701 actcatcact cgaggacagg acatctcccg cgaccttgct gtcaatggaa cggccaacgt 

     2761 cgactcactg gtcaaggcgg ggttcacccc tgttgatgct cgcagactgg cgggtggcac 

     2821 ggagagcgtc gagtacggcc tgctggacag acctgtactg caacgttcgg tgctctcggg 

     2881 catctcagag actcggcact tacaatctgt gcaaggtgcc ttgagtgctt ttaaaaatgg 

     2941 atccagctac ggagcccccc cgccccagcg ggcttcgtca acccaaatta tcaggcttca 

     3001 ccaccaaagt taacacttgg ccccagaccc ccggtgacta atgtataatg atgattgggt 

     3061 ttccaagata atcaaatttc cattctcagt tatctttgct tttcttttct tttcccatgg 

     3121 taccacacgc gttcgggtgg ataattgtgg ttaagcgacc acagccatga ctctctgg 
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