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LOCUS       FJ712622                1405 bp    DNA     linear   BCT 29-NOV-2010 

DEFINITION  Salmonella enterica subsp. enterica serovar Gallinarum 

            glucose-1-phosphate adenylyltransferase (glgC) pseudogene, 

complete 

            sequence. 
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SOURCE      Salmonella enterica subsp. enterica serovar Gallinarum 

  ORGANISM  Salmonella enterica subsp. enterica serovar Gallinarum 

            Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales; 

            Enterobacteriaceae; Salmonella. 

REFERENCE   1  (bases 1 to 1405) 

  AUTHORS   Kang,M.S., Kwon,Y.K., Jung,B.Y., Kim,A., Lee,K.M., An,B.K., 

            Song,E.A., Kwon,J.H. and Chung,G.S. 

  TITLE     Differential identification of Salmonella enterica subsp. enterica 

            serovar Gallinarum biovars Gallinarum and Pullorum based on 

            polymorphic regions of glgC and speC genes 

  JOURNAL   Vet. Microbiol. 147 (1-2), 181-185 (2011) 

   PUBMED   21111918 

REFERENCE   2  (bases 1 to 1405) 

  AUTHORS   Kang,M.-S. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (05-FEB-2009) Avian Disease Division, National 

Veterinary 

            Research Institute, National Veterinary Research and Quarantine 

            Service, 480 Anyang 6-dong, Manan-gu, Anyang, Gyeonggi 430-824, 

            Korea 

FEATURES             Location/Qualifiers 

     source          1..1405 

                     /organism="Salmonella enterica subsp. enterica serovar 

                     Gallinarum" 

                     /mol_type="genomic DNA" 

                     /strain="ATCC 9184" 

                     /serovar="Gallinarum" 

                     /sub_species="enterica" 

                     /culture_collection="ATCC:9184" 

                     /db_xref="taxon:594" 

     gene            complement(72..1356) 

https://www.ncbi.nlm.nih.gov/nuccore/FJ712622.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/FJ712622.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/FJ712622#goto255091034_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=594
https://www.ncbi.nlm.nih.gov/pubmed/21111918
http://www.atcc.org/Products/All/9184.aspx
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=594
https://www.ncbi.nlm.nih.gov/nuccore/FJ712622.1?from=72&to=1356


                     /gene="glgC" 

                     /pseudo 

     CDS             complement(72..1356) 

                     /gene="glgC" 

                     /note="glucose-1-phosphate adenylyltransferase" 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

ORIGIN       

        1 cgctatcaca tccgccagcc ccccagtctt cagcaggggg aacatctctg aacatacatg 

       61 taaaacctgc attatcgctc ctgtttgacc tgcagtttgc gcagcatttc acgcgtgacc 

      121 agtacaatac cttcttctga acggtagaaa cgacgagcgt cctcttccgc attttcacca 

      181 atcaccatgc cttccgggat aatacaggca cggtcaataa cacagcgacg taaacggcag 

      241 gagcgcccta cccaaacctc aggtaacaac actgccgaat caatattaca aaaagaattt 

      301 attctcaccc gtgggaagag cacagattgc accaccaccg aaccggagat aatgcagccg 

      361 ccggagacca gcgagttcag cgtcataccg tggctaccgg agcggtcctg cacgaatttc 

      421 gcaggcggta gcgattccat atgcgtacgg ataggccagt tctggtcata catatccagc 

      481 tccggcgtca ccgaggctaa atccaggttc gccttccagt aagcttccag cgtacctaca 

      541 tcgcgccagt acggttcggc ttgcggatcg gactgcacgc aggagagcgg gaaaggatgc 

      601 gcgtaagcca taccttcgcg ggtgattttg gggataatgt ctttaccgaa atcgtggctg 

      661 gaagcgtcat ctttatcgtc tgccgccagc aattcataca ggtaatcggc gtcaaaaacg 

      721 taaatgccca tactggccag cgatttgctg gcgtcaccag gcattgcggg gggattcgcc 

      781 ggtttttcga caaaatcaat aatcttgtcg ctttcatcga ccgccatcac gccgaacgcc 

      841 gtcgcctctt tgatcggcac cggcatacag gccaccgtgc aacgcgcgcc cttttcaaaa 

      901 catacgcgag tagtcctgct tgtagatatg atcgcctgcc aggatgacga catattccgc 

      961 tttatagcga cgaataatat ccaggttctg ggtcaccgcg tctgccgtgc cgcgatacca 

     1021 gttttcgccc ttcatacgct gttgagctgg cagcagatcg acaaattcgt tcatctcttc 

     1081 gctaaacagt gaccagccgc gctgaatatg ctgcaccagc gtatgggact gatactgagt 

     1141 gatcacgccg atacggcgaa tcccggagtt cagacaatta gataaggcga aatcgatgat 

     1201 gcggaacttc ccaccaaagt ggacggctgg tttggcgcgt ttgttcgtta aatcttttag 

     1261 acgcgtgcca cggccgccgg ccaggattag ggcaacagat ttcaatggca gctggcgcgc 

     1321 caacattaca cgatcgttct tctctaaact caccatgatt aactcctttt ttatcctctc 

     1381 tggaacacac acagtccatg cgcag 
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