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LOCUS       X67161                  1855 bp    DNA     linear   VRL 18-APR-

2005 

DEFINITION  Human Papilloma Virus L1 gene for major capsid protein. 

ACCESSION   X67161 

VERSION     X67161.1 

KEYWORDS    major capsid protein. 

SOURCE      human papillomavirus 68 

  ORGANISM  human papillomavirus 68 

            Viruses; Monodnaviria; Shotokuvirae; Cossaviricota; 

            Papovaviricetes; Zurhausenvirales; Papillomaviridae; 

            Firstpapillomavirinae; Alphapapillomavirus. 

REFERENCE   1  (bases 1 to 1855) 

  AUTHORS   Longuet,M., Beaudenon,S. and Orth,G. 

  TITLE     Two novel genital human papillomavirus (HPV) types, HPV68 and 

            HPV70, related to the potentially oncogenic HPV39 
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   PUBMED   8904450 

REFERENCE   2  (bases 1 to 1855) 

  AUTHORS   Longuet,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (03-JUL-1992) M. Longuet, Institut Pasteur, Laboratoire 

            des Papillomavirus, 25 Rue du Dr Roux, 75024 Paris Cedex 15, FRANCE 
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FEATURES             Location/Qualifiers 

     source          1..1855 

                     /organism="human papillomavirus 68" 

                     /mol_type="genomic DNA" 

                     /db_xref="taxon:45240" 

                     /cell_line="intraepithelial neoplasia" 

     gene            194..1711 

                     /gene="L1" 

     CDS             194..1711 

                     /gene="L1" 

                     /codon_start=1 

                     /product="major capsid protein" 

                     /protein_id="CAA47634.1" 

                     /db_xref="GOA:P54669" 

                     /db_xref="InterPro:IPR002210" 

                     /db_xref="InterPro:IPR011222" 



                     /db_xref="UniProtKB/Swiss-Prot:P54669" 

                     

/translation="MALWRASDNMVYLPPPSVAKVVNTDDYVTRTGMYYYAGTSRLLT 

                     

VGHPYFKVPMSGGRKQGIPKVSAYQYRVFRVTLPDPNKFSVPESTLYNPDTQRMVWAC 

                     

VGVEIGRGQPLGVGLSGHPLYNRLDDTENSPFSSNKNPKDSRDNVAVDCKQTQLCIIG 

                     

CVPAIGEHWAKGKSCKPTNVQQGDCPPLELVNTPIEDGDMIDTGYGAMDFGTLQETKS 

                     

EVPLDICQSVCKYPDYLQMSADVYGDSMFFCLRREQLFARHFWNRGGMVGDTIPTDMY 

                     

IKGTDIRETPSSYVYAPSPSGSMVSSDSQLFNKPYWLHKAQGHNNGICWHNQLFLTVV 

                     

DTTRSTNFTLSTTTDSTVPAVYDSNKFKEYVRHVEEYDLQFIFQLCTITLSTDVMSYI 

                     

HTMNPAILDDWNFGVAPPPSASLVDTYRYLQSAAITCQKDAPAPVKKDPYDGLNFWNV 

                     

DLKEKFSSELDQFPLGRKFLLQAGVRRRPTIGPRKRTATATTTSTSKHKRKRVSK" 

ORIGIN       

        1 tacgcttgga acacgtcctg taaatacggt cctgtagttg tattacctat cacaacccca 

       61 cagttgcctt taacaccctc tactccaatt gatacaacct ttgccataac tatatatggt 

      121 tccaattatt atttattacc attgttattc tttttattaa aaaaacgtaa acaccttcct 

      181 tattttttta cagatggcat tgtggcgagc tagcgacaac atggtgtatt tgcctccccc 

      241 ctcagtggcg aaggttgtca atacagatga ttatgtgaca cgcactggca tgtattacta 

      301 tgctggtaca tctaggttat taactgtagg ccatccatat tttaaggttc ctatgtctgg 

      361 gggccgcaag cagggcattc ctaaggtgtc tgcatatcaa tacagagtgt ttagggttac 

      421 cttacctgat cctaataaat ttagtgttcc tgagtctaca ttatataatc cagatacaca 

      481 gcgcatggta tgggcctgtg ttggtgttga aataggtagg gggcagccat tgggcgttgg 

      541 ccttagtggg catccactat ataataggct ggatgatact gaaaattccc cgttttcctc 

      601 taataaaaat cctaaagaca gtagggacaa tgttgcagtg gactgtaaac aaacacagct 

      661 gtgtattata ggctgtgttc ctgctattgg cgagcactgg gccaaaggta aatcttgtaa 

      721 gcctaccaat gtacaacaag gggactgtcc cccattggaa ttggtaaata ctcctattga 

      781 ggatggcgat atgattgata caggatatgg tgctatggac tttggtacat tacaagaaac 

      841 gaaaagcgag gtacctttgg atatatgtca atctgtttgc aaatatcctg actatttgca 

      901 aatgtctgca gatgtgtatg gagacagtat gtttttttgt ttacgtaggg aacagttatt 

      961 tgccaggcat ttttggaata ggggaggcat ggtaggggac actattccca ctgacatgta 

     1021 tattaagggc actgacattc gtgaaactcc tagtagttat gtgtatgccc cctcgcctag 

     1081 cgggtctatg gtgtcctctg actcccagtt atttaacaag ccctattggc tgcacaaggc 

     1141 acagggacac aacaatggta tttgttggca taatcaatta tttcttaccg ttgtggatac 

     1201 aacgcgcagt actaatttta cattgtccac tactacagac tctactgtac cagctgtgta 

     1261 tgattctaat aaatttaagg aatatgttag gcatgttgag gaatatgatt tgcagtttat 

     1321 atttcagttg tgtactataa cattatccac tgatgtaatg tcatatatac atactatgaa 

     1381 tcctgctatt ttggatgatt ggaattttgg tgttgcccct ccaccatctg ctagtcttgt 



     1441 agatacatac cgctacctac aatcagcagc aattacatgt caaaaggacg cccctgcacc 

     1501 tgttaaaaaa gatccctatg atggtcttaa cttttggaat gtggatttaa aggaaaagtt 

     1561 tagttctgaa ctggaccaat tcccattagg acgcaaattt ctgttacagg caggtgttcg 

     1621 cagacggccc accataggcc ctcgtaaacg cactgccact gcgactacca catctacctc 

     1681 taaacacaaa cgtaaacgtg tgtcaaaata attgttatat gtcttgtttt gtatgttgtt 

     1741 tgtctgtgtg gttgtatatg tgtcatgttg gtgttggtat gttgtgtatg tgcatgtatg 

     1801 tgtatgtgta tatgtgtatg ttgcaagtat gtgtgtataa ctgttttgtt aataa 

// 




