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DEFINITION Fusarium graminearum chromosome 4, complete genome.
ACCESSION HG970335 REGION: 6206552..6206999
VERSION HG970335.2
DBLINK BioProject: PRJEB5475
BioSample: SAMEA3283145

KEYWORDS complete genome.

SOURCE Fusarium graminearum (Gibberella zeae)

ORGANISM Fusarium graminearum

Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;
Sordariomycetes; Hypocreomycetidae; Hypocreales; Nectriaceae;
Fusarium.
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/organism="Fusarium graminearum"
/mol type="genomic DNA"
/strain="PH-1"
/db_xref="taxon:5518"
/chromosome="4"
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/old locus_tag="FGSG_09530"
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complement (join (<37..159,218..241,424..435))
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/note="unnamed protein product"
/codon_start=1

/protein id="CEF85047.1"

/db_xref="EnsemblGenomes-Gn:FGRAMPH1 01T26865"

/db_xref="GOA:Q4HZS8"

/db_xref="InterPro:IPR000217"
/db_xref="InterPro:IPR002453"
/db_xref="InterPro:IPR003008"
/db_xref="InterPro:IPR008280"
/db_xref="InterPro:IPR013838"
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/db_xref="UniProtKB/Swiss-Prot:Q4HZS8"
/translation="MREIVHLQTGQCGNQIGAAFWQTISGEHGLDSNGVYNGTSELQL
ERMSVYFNEASGNKYVPRAVLVDLEPGTMDAVRAGPFGQLFRPDNEVEGQSGAGNNWA
KGHYTEGAELVDQVLDVVRREAEGCDCLOGFQITHSLGGGTGAGMGTLLISKIREEFP
DRMMATESVVPSPKVSDTVVEPYNATLSVHQLVENSDETFCIDNEALYDICMRTLKLS
NPSYGDLNYLVSAVMSGVTTCLRFPGQLNSDLRKLAVNMVPFPRLHFFMVGEFAPLTSR
GAHSFRAVSVPELTQOMFDPKNMMAASDFRNGRYLTCSATIFRGRVAMKEVEDQMRNVQ
SKNSSYEFVEWIPNNIQTALCAIPPRGLTMSSTFIGNSTSIQELFKRVGEQFTAMEFRRK
AFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDAGIDEEEEEYEEELPEGEE"
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