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LOCUS       HG970335                 448 bp    DNA     linear   PLN 07-JUL-2017 

DEFINITION  Fusarium graminearum chromosome 4, complete genome. 

ACCESSION   HG970335 REGION: 6206552..6206999 

VERSION     HG970335.2 

DBLINK      BioProject: PRJEB5475 

            BioSample: SAMEA3283145 

KEYWORDS    complete genome. 

SOURCE      Fusarium graminearum (Gibberella zeae) 

  ORGANISM  Fusarium graminearum 

            Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina; 

            Sordariomycetes; Hypocreomycetidae; Hypocreales; Nectriaceae; 

            Fusarium. 

REFERENCE   1 

  AUTHORS   King,R., Urban,M., Hammond-Kosack,M.C., Hassani-Pak,K. and 

            Hammond-Kosack,K.E. 

  TITLE     The completed genome sequence of the pathogenic ascomycete fungus 

            Fusarium graminearum 

  JOURNAL   BMC Genomics 16, 544 (2015) 

   PUBMED   26198851 

  REMARK    Publication Status: Online-Only 

REFERENCE   2  (bases 1 to 448) 

  AUTHORS   King,R. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (19-FEB-2014) Applied Bioinformatics, ROTHAMSTED 

            RESEARCH, W Common, Harpenden, AL5 2JQ, UNITED KINGDOM 

COMMENT     On Aug 3, 2016 this sequence version replaced HG970335.1. 

FEATURES             Location/Qualifiers 

     source          1..448 

                     /organism="Fusarium graminearum" 

                     /mol_type="genomic DNA" 

                     /strain="PH-1" 

                     /db_xref="taxon:5518" 

                     /chromosome="4" 

     gene            complement(<1..>448) 

                     /locus_tag="FGRAMPH1_01G26865" 

                     /old_locus_tag="FGSG_09530" 

     gene            complement(<1..>448) 

                     /locus_tag="FGRAMPH1_01T26865" 

                     /old_locus_tag="FGSG_09530" 

     mRNA            complement(<1..>448) 

https://www.ncbi.nlm.nih.gov/nuccore/HG970335.2?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/HG970335.2?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/HG970335.2?report=genbank&log$=nuclalign&blast_rank=2&RID=P7F9D940016&from=6206552&to=6206572#goto1049477582_0
https://www.ncbi.nlm.nih.gov/nuccore/HG970335
https://www.ncbi.nlm.nih.gov/bioproject/PRJEB5475
https://www.ncbi.nlm.nih.gov/biosample/SAMEA3283145
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5518
https://www.ncbi.nlm.nih.gov/pubmed/26198851
https://www.ncbi.nlm.nih.gov/nuccore/HG970335.1
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5518


                     /locus_tag="FGRAMPH1_01T26865" 

                     /old_locus_tag="FGSG_09530" 

     CDS             complement(join(<37..159,218..241,424..435)) 

                     /locus_tag="FGRAMPH1_01T26865" 

                     /old_locus_tag="FGSG_09530" 

                     /note="unnamed protein product" 

                     /codon_start=1 

                     /protein_id="CEF85047.1" 

                     /db_xref="EnsemblGenomes-Gn:FGRAMPH1_01T26865" 

                     /db_xref="GOA:Q4HZS8" 

                     /db_xref="InterPro:IPR000217" 

                     /db_xref="InterPro:IPR002453" 

                     /db_xref="InterPro:IPR003008" 

                     /db_xref="InterPro:IPR008280" 

                     /db_xref="InterPro:IPR013838" 

                     /db_xref="InterPro:IPR017975" 

                     /db_xref="InterPro:IPR018316" 

                     /db_xref="UniProtKB/Swiss-Prot:Q4HZS8" 

                     /translation="MREIVHLQTGQCGNQIGAAFWQTISGEHGLDSNGVYNGTSELQL 

                     ERMSVYFNEASGNKYVPRAVLVDLEPGTMDAVRAGPFGQLFRPDNFVFGQSGAGNNWA 

                     KGHYTEGAELVDQVLDVVRREAEGCDCLQGFQITHSLGGGTGAGMGTLLISKIREEFP 

                     DRMMATFSVVPSPKVSDTVVEPYNATLSVHQLVENSDETFCIDNEALYDICMRTLKLS 

                     NPSYGDLNYLVSAVMSGVTTCLRFPGQLNSDLRKLAVNMVPFPRLHFFMVGFAPLTSR 

                     GAHSFRAVSVPELTQQMFDPKNMMAASDFRNGRYLTCSAIFRGRVAMKEVEDQMRNVQ 

                     SKNSSYFVEWIPNNIQTALCAIPPRGLTMSSTFIGNSTSIQELFKRVGEQFTAMFRRK 

                     AFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDAGIDEEEEEYEEELPEGEE" 

ORIGIN       

        1 gcttgtgttt ttcgtggcag tagtgactga acaaacctcg ttgaagtaaa cgctcatgcg 

       61 ctcgagctgg agctcagagg tgccgttgta aacaccattg ctgtcgagac cgtgctcgcc 

      121 agagatggtc tgccagaaag cagcaccgat ttggttaccc taataaacat tgttagaatc 

      181 tccctccgac gagatggaag agcagatgaa tacttacgca ctgaccggtc tgaaggtgaa 

      241 cctatcgcaa tgaaaaaggc aaggttagct tctcttgttt ccggggaaga atactgatca 

      301 agctgcgagc tatcatgcat tgttgttgag ctgccaccgc ccggcggggt acaatcaagg 

      361 gcacaaaaca caagctcaac gcatgcaaca gcttgaagtt agaggtcaga ggaaaacact 

      421 cacaatctcg cgcatattga cggctgta 

 

https://www.ncbi.nlm.nih.gov/protein/699033360
http://ensemblgenomes.org/id/FGRAMPH1_01T26865
https://www.ebi.ac.uk/ego/GProtein?ac=Q4HZS8
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000217
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR002453
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR003008
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR008280
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR013838
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR017975
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR018316
https://www.uniprot.org/uniprot/Q4HZS8
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