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DEFINITION coxsackievirus Al6 G-10, complete genome.
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NHCNFGLIVVPVVPLDEFNAGATSEIPITVTIAPMCAEFAGLROQAIKQGIPTELKPGTN
QFLTTDDGVSAPILPGFHPTPATHIPGEVRNLLEICRVETILEVNNLOSNETTPMQRL
CFPVSVQSKTGELCAVFRADPGRNGPWQSTILGQLCRYYTQWSGSLEVTFMFAGSEMA
TGKMLIAYTPPGGGVPADRLTAMLGTHVIWDEFGLQSSVTLVIPWISNTHYRAHAKDGY
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DGIADMIDQAVTSRVGRALTSLQVEPTAANTNASEHRLGTGLVPALQAAETGASSNAQ
DENLIETRCVLNHHSTQETTIGNFFSRAGLVSIITMPTTGTONTDGYVNWDIDLMGYA
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NPSIFVKLTDPPAQVSVPFMSPASAYQWEYDGYPTFGAHPQSNDADYGQCPNNMMGTFE
SIRTVGTEKSPHSITLRVYMRIKHVRAWIPRPLRNQPYLFKTNPNYKGNDIKCTSTSR
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IARCDCQTGVYYCSSRRKHYPVSFSKPSLIFVEASEYYPARYQSHLMLAVGHSEPGDC
GGILRCQHGVVGIVSTGGNGLVGFADVRDLLWLDEEAMEQGVSDYIKGLGDAFGTGET
DAVSREVEALKNHLIGSEGAVEKILKNLIKLISALVIVIRSDYDMVTLTATLALIGCH
GSPWAWIKAKTASILGIPIAQKQOSASWLKKFNDMANAAKGLEWISNKISKFIDWLKEK
ITPAAKEKVEFLNNLKQLPLLENQISNLEQSAASQEDLEAMEGNVSYLAHFCRKEQPL
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KGKSRLIEASSLNDSVYLRMAFGHLYETFHANPGTITGSAVGCNPDTFWSKLPILLPG
SLFAFDYSGYDASLSPVWFRALELVLREVGYSEEAVSLIEGINHTHHVYRNKTYCVLG
GMPSGCSGTSIEFNSMINNITIIRTLLIKTFKGIDLDELNMVAYGDDVLASYPFPIDCLE
LARTGKEYGLTMTPADKSPCFNEVNWGNATFLKRGFLPDEQFPFLIHPTMPMKEIHES
IRWTKDARNTQDHVRSLCLLAWHNGKQEYEKEFVSTIRSVPVGKALAIPNYENLRRNWL
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cgcaccagcc
ctcacgcggt
gcaccatgaa
agtcactgcg
gtaacccaca
gtcctccgge
ggcagtgtgt
ccttttattc
ttggattggc
actcacatcc
atggggtcac
gaaggatcta
gcgggtcgcec
atacacgaga
cgagttgccc
ataatagcat
aagcccacca
gctaaagact
tttgggcaga
tgcaatgcca
ctgggcacca
cagccaggac
cttagtcaat
accatcatag
tttggcttaa
ataccaataa
atcaaacagg

gatggtgtct

tgggcgctag
aatcagtaac
atgtcttggt
tgagggagaa
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ccctgaatgce
cgtaacgggc
ttatactggc
catccggtgt
agaaaaaccc
aagtctcaac
ctataaacta
aagatatgtc
tggctcctcc
aactcacaat
atggggaatg
gacccgatgt
cgaagggatg
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aggtgggtgce
tgacggtgtg
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ccagggtgct
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tccgcatcag
gaatactgta
cgtagtacca
cgcacccatg
cgagttgaag
tttgcccgga


https://www.ncbi.nlm.nih.gov/protein/AAA50478.1?from=1013&to=1111
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https://www.ncbi.nlm.nih.gov/protein/AAA50478.1?from=1527&to=1548
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cagctcaagg
atgcgattgt
tttctcaaag
atcgcacctc
gtgccagcat
tgatgttaga
catcaaaggg
tgaggctctt
cttaattaag
tctcacagca
taagacagca
aaaattcaac
taagttcatt
cttgaacaac
tgctgcttca
ctgccgcaaa

aaggatgaat

ggtgaagtgc
ctacagagta
aagacggggg
tcgactattt
actttcatgt
ccggggggtyg
gattttggcc
agggcgcacg
tatcagacaa
gcagccgctce
tctgcaaaca
gttggtcgtg
gagcacagat
tctaatgcac
caagagacca
cccaccacag
tatgctcaaa
acatttgtag
gtgcctccecg
aatccttcca
tctccecgeca
caatcgaatg
agaactgtag
aagcatgtca
aatccaaatt
acactaggaa
aatcgtcact
gatcttttag
caaacggggg
cccagtctaa
atgctcgctg
ggtgttgttg
gacctcctgt
cttggtgatg
aaaaatcacc
ctcatttctg
actctggctc
tctattctgg
gacatggcta
gattggctca
ctgaaacagc
caagaggacc
tttcagccac

aactacatgc

gcaatctgtt
atgagacaac
aattgtgtgc
taggacagtt
ttgctggatc
gggtcccagc
tccaatcctc
ccaaggacgg
attatgtcgt
aggacaactt
tccagggtga
cgctgacatc
tgggcaccgg
aggatgagaa
cgattggcaa
gtacccaaaa
tgaggcgtaa
ctgccaaacc
gagctccaaa
tcttcgtcaa
gcgcctacca
acgcagacta
gcactgagaa
gggcctggat
ataaaggcaa
aatttggcca
tggccacgca
tctcctecac
tgtattattg
tctttgtgga
tagggcattc
gtatagtgtc
ggctggatga
cgtttgggac
tcataggatc
cactagtgat
taattgggtg
gcatccccat
atgctgccaa
aggagaagat
taccattatt
ttgaagcaat
tgtacgctac
agttcaagag

ggagatttgc
ccccatgcaa
tgtttttagg
gtgtaggtac
gttcatggca
agatcggctc
agtcacgcta
ttattttgat
acctattgga
taccatgaaa
tggaattgca
cttacaggta
gctcgtcccce
tcttatagaa
ctttttcagt
caccgatggg
gtgtgagcta
aaacggtgag
acctacgtcc
gttgactgac
gtggttttac
tggccaatgt
atccccccat
accccggceca
cgacatcaaa
gcaatctggt
caatgactgg
cactgcacag
cagctcaaga
agctagtgag
cgagcctgga
tacaggtgga
agaggctatg
aggtttcact
tgagggtgca
tgtgatcagg
tcatggcagc
tgctcagaaa
agggctagaa
tataccagca
agagaaccag
gtttggaaat
agaagccaag

caaacaccgt
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attgaacctg
ggtatcattg
gacccagatc
caaaatcctg
atcccaccaa
gcgtccacca
cgcagattct
agattggatg
cgctgcagcc
agatacagtg
attggtaata
agtcttgagg
gaggaagtgc
gtcgageggce
gttgtttcac
ggtgccccta
agtcttgatt
ggccacttca
cctgggaaga
gtggatgaac
ttcagagaca
gtgatcaaca
ggtttcctaa
aaggctggac
ggtggcaatg
caaggagaga
ccgactcgca
ccagcagtct
tccaagtatg
cactatgcaa
gcttgctatg
tacagtgctc
aagatgaaat
gatgagctcc
agtctaaatg
gcaaatccag
aaactaccaa
agtctcagtc
gaggaggcag
acttactgtg
atgatcaaca
gacgagctta
gattgcctgg

aaatctcctt

tatgtctcat
cccgggcaat
actttgatgg
atggtaagga
tggcctccct
atgccagcaa
atatggactg
caggacgggc
cactggtgtg
tggacacggt
caatcgaagc
aaaagccagc
gtcaatactg
accttaatag
tggtgtatgt
agcaaacact
ttgctctctc
ctatgctagg
caatatgggt
aaggggtcaa
tcaccaagtt
cagagcacat
acctcagcgg
aatgtggtgg
gcaggcaggyg
tccagtgggt
ctaagctcga
tgcatagcag
tagggaacac
atcagttgaa
gtactgagaa
tgggaataaa
tctatatgga
gctcgataga
actcagtgta
gaaccataac
tcctgettcece
cagtctggtt
tctececttat
tacttggtgg
acatcataat
acatggtcgc
aattggcaag
gcttcaatga

catcaggggc
agccgacaag
gtacaaacaa
tatgtcatta
agaagaaaaa
catcatagtg
tgacattgag
cgccagatta
tgggaaagcc
ggtctccgaa
cttgtttcag
cccagatgcc
cagagaccaa
ggcggtgttyg
tatctacaaa
caagaaacct
attgcttagg
tgttagagat
agaacacaag
cttagaactg
catcccagaa
gccctccatg
aaaacccacc
agtggtgaca
cttttgtgca
caagcccaat
acccagtgtg
agacccacgc
actgcatgag
gcaactggac
ccttgaggcc
gaagagagat
caagtatggc
taagattaag
cctcagaatg
tggctcagct
aggttcactc
tagagcactg
agaggggatt
aatgccctca
taggacattg
ctacggggat
aacaggcaaa

ggtaaattgg

tcaccaggta
taccactcca
caagtagtta
ttttgtcaaa
ggagtttctt
ccaacggtgt
gtgacagact
tgttctgaaa
attcaactca
ctcattagag
ggtccaccta
attagtgatc
ggctggatca
atcatgcagt
ttgtttgcag
atactccgca
aggaacatca
cgcttggctg
cttataaaca
accctggtta
aacattagcg
ttcgtgccag
catcgtacca
tctgttggaa
ggactcaaga
aaagagacag
ttccatgatg
cttgaagtgg
cctgacgagt
atcaacactt
attgatctcc
attttagatc
cttgaccttc
aaaggaaaat
gcctttggtce
gtgggatgca
tttgcatttg
gagctggtcc
aaccatacac
ggctgttcag
ctcataaaaa
gatgtgcttg
gagtatggtt

ggcaatgcaa

ctgggaaatc
gtgtgtattc
cagttatgga
tggtatccac
tcacatccaa
ccgactctga
catacaagac
acaacactgc
gagataggaa
agtacaataa
agtttaggcc
tcctcgcectag
tcccagaaac
ccattgccac
ggttccaagg
cagcgacagt
gacaagtcca
tcctcececegeg
tcttagatgc
ctcttgatac
ctgccagtga
tgggtgacgt
tgatgtacaa
aggttatcgg
ggagttattt
gcagactcaa
tctttgaggg
actttgagca
acatcaaaga
ctcaaatgag
acaccagcgc
ccactaccag
cttactctac
cccgcecctgat
acttgtacga
acccggatac
attactcagg
tcagggaggt
accatgtata
gaacatccat
cattcaaggg
ctagttatcc
tgactatgac

cctttctcaa

tttggcaacc
acttccccca
tgatttgtgt
tgtggacttt
attcgtcatt
tgccatccge
agatttgggc
aaacttcaag
atccaaggtc
cagatatgct
cattagaatc
tgtggacagt
tcccaccaat
tgtggtagca
tgcatactct
gcaaggccca
gacagaccaa
acactcgcag
tgttgagttg
caatgagaag
tgccacccta
tgtgcaatac
ctttcccact
catacatatt
tgccagtgag
catcaatggg
gaacaaagaa
ggctttattc
ggcggccctce
tatggaggaa
gggctacccc
agatgtgagt
ctatgtcaag
cgaggctagt
gactttccac
attctggagt
ctatgatgct
gggctatagt
ccgcaataaa
tttcaactca
cattgatttg
tttcccaatc
tcctgcagac

aagaggcttc
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7081
7141
7201
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ttgcccgatg
gaatctattc
cttttggcgt
gtcccagtag
gaattatttt

tggtgggggt

agcaattccc
gatggaccaa
ggcacaatgg
gaaaagcttt
agaggtcaga
aaatttgtta

tttcttgatc
ggacgcacga
taagcaggag
ggctataccg
tatacctcaa

taaccagaat

catcctacca
aacactcaag
tatgaaaaat
aattatgaaa
ccccaccagg

agc

tgccaatgaa
atcacgtacg
ttgtgagcac
atctgagacg
gatctggtcg

ggagattcac
atccctgtgt
aattaggtct
caattggctc
tgaatatgac
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