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FEATURES Location/Qualifiers
source 1..1765
/organism="Influenza A virus"
/mol type="viral cRNA"
/strain="A/duck/Moscow/5172/2015"
/serotype="H3N6"
/isolate="5172"
/isolation source="feces"
/host="duck; Anas platyrhynchos"
/db_xref="taxon:11320"
/segment="4"
/country="Russia: Moscow"
/collection date="07-Sep-2015"

/note="passage history: E4"

gene 30..1730
/gene="HA"
CDS 30..1730

/gene="HA"


https://www.ncbi.nlm.nih.gov/nuccore/OP133390.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OP133390.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/OP133390.1#goto2281350321_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=11320
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=11320
https://www.ncbi.nlm.nih.gov/nuccore/OP133390.1?from=30&to=1730
https://www.ncbi.nlm.nih.gov/nuccore/OP133390.1?from=30&to=1730

/function="receptor binding and fusion protein"

/codon_start=1

/product="hemagglutinin"

/protein id="UUI77084.1"

/translation="MKTIIALSYVFCLAFGQDLSGSDNSTATLCLGHHAVPNGTIVKT
ITDDQIEVTNATELVQSSSTGKICNNPHRILDGRDCTLIDALLGDPHCDVFQDETWDL
FVERSNAFSNCYPYDVPDYASLRSLVASSGTLEFITEGFTWTGVTQNGGSNACKRGPA
SGFFSRLNWLTKSGSTYPVLNVTMPNNDNEFDKLYIWGVHHPSTNQEQTNLYVQASGRV
TVSTRRSQQTIIPNIGSRPWVRGOSGRMSIYWTIVKPGDVLVINSNGNLIAPRGYFKM
RTGKSSIMRSDAPIDTCISECITPNGSIPNDKPFONVNKITYGACPKYVKONTLKLAT
GMRNVPEKQTRGLFGAIAGFIENGWEGMIDGWYGFRHONSEGTGQAADLKSTQAAIDQ
INGKLNRVIEKTNEKFHQIEKEFSEVEGRIQDLEKYVEDTKIDLWSYNAELLVALENQ
HTIDLTDSEMNKLFEKTRRQLRENAEDMGNGCFKIYHKCDNACIDSIRNGTYDHDIYR
DEALNNRFQIKGVELKSGYKDWILWISFAISCFLLCVVLLGFIMWACQRGNIRCNICT

sig peptide 30..77
/gene="HA"

mat peptide 78..1064
/gene="HA"

mat peptide

/product="HAL"
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/gene="HA"
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https://www.ncbi.nlm.nih.gov/protein/2281350322
https://www.ncbi.nlm.nih.gov/protein/UUI77084.1?from=1&to=16
https://www.ncbi.nlm.nih.gov/protein/UUI77084.1?from=17&to=345
https://www.ncbi.nlm.nih.gov/protein/UUI77084.1?from=346&to=566
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accagattaa
tcgaaaagga
acacaaaaat
atacaatcga
taagggaaaa
atgcttgcat
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ttatgtgggc
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