Influenza A virus (A/duck/Zhejiang/4812/2013(H3N8)) segment 6 neuraminidase (NA) gene, partial

cds
GenBank: KF357810.1

FASTA Graphics
Go to:
LOCUS KF357810 1362 bp cRNA linear VRL 09-DEC-2015

DEFINITION Influenza A virus (A/duck/Zhejiang/4812/2013 (H3N8)) segment 6
neuraminidase (NA) gene, partial cds.

ACCESSION KF357810

VERSION KF357810.1
KEYWORDS
SOURCE Influenza A virus (A/duck/Zhejiang/4812/2013 (H3N8))

ORGANISM Influenza A virus (A/duck/Zhejiang/4812/2013 (H3N8))

Viruses; Riboviria; Orthornavirae; Negarnaviricota;
Polyploviricotina; Insthoviricetes; Articulavirales;
Orthomyxoviridae; Alphainfluenzavirus.
REFERENCE 1 (bases 1 to 1362)
AUTHORS Wu,H., Wu,N., Peng,X., Jin,C., Lu,X., Cheng,L., Yao,H. and Li,L.
TITLE Molecular characterization and phylogenetic analysis of H3 subtype
avian influenza viruses isolated from domestic ducks in Zhejiang
Province in China
JOURNAL Virus Genes 49 (1), 80-88 (2014)
PUBMED 24748106
REFERENCE 2 (bases 1 to 1362)
AUTHORS Peng,X.R., Wu,H.B., Jin,C.Z., Yao,H.P., Lu,X.Y., Cheng,L.F. and
Wu,N.P.
TITLE Direct Submission
JOURNAL Submitted (03-JUL-2013) State Key Laboratory for Diagnosis and
Treatment of Infectious Diseases, First Affiliated Hospital,
College of Medicine, Zhejiang University, 79 Qingchun Road,
Hangzhou, Zhejiang 310003, China
COMMENT GenBank Accession Numbers KF357797, KF357801, KF357805, KF357809,

KF357810, KF357817, KF357821, KF357857 represent sequences from

the
8 segments of Influenza A virus (A/duck/Zhejiang/4812/2013(H3N8)).
##Assembly-Data-START##
Assembly Method :: Bioedit v. 7.2.0
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##

FEATURES Location/Qualifiers

source 1..1362

/organism="Influenza A virus

(A/duck/Zhejiang/4812/2013 (H3N8) )"


https://www.ncbi.nlm.nih.gov/nuccore/KF357810.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KF357810.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KF357810.1#goto525552323_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1354019
https://www.ncbi.nlm.nih.gov/pubmed/24748106

gene

CDS

ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021

/mol type="viral cRNA"
/strain="A/duck/Zhejiang/4812/2013"
/serotype="H3N8"

/host="duck"
/db_xref="taxon:1354019"
/segment="6"

/country="China"

/collection date="08-Apr-2013"
/note="passage details: E1"
<1..>1362

/gene="NA"

<1..>1362

/gene="NA"

/codon_start=3
/product="neuraminidase"

/protein id="AGR54697.1"

/translation="GSLSLGLVVLNILLHIISITITVLVIPRNGNTGSCNETVIREYN
ETVRIEKITQWHNTNIIEYIEKSENDLFMNNTEPLCDAKGFAPFSKDNGIRIGSKGHV
FVIREPFVSCSPTECRTFFLTQGSLLNDKHSNGTVKDRSPYRTLMSVEIGQSPNVYQA
RFEAVAWSATACHDGRKWMTIGVTGPDAKAVAVVHYGGIPTDVINSWAGDILRTQESS
CTCIQGECYWVMTDGPANRQAQYRAFKAKQGKIIGQTEISFNGGHIEECSCYPNEGKV
ECVCRDNWTGTNRPVLVISSDLSYRVGYLCAGLPSDTPRGEDSQFTGSCTSPMGNQGY
GVKGFGFRQGNDVWMGRTISRTSRSGFEILKIRNGWIQNSKEQIKRQVVVDNSNWSGY
SGSFTLPVELTRRNCLVPCEWVEMIRGRPEEKTIWTSSSSIVMCGVDHETIADWSWHDG

AIL"

ttgggtcact
caataacagt
ttagggaata
tcattgagta
gtgacgctaa
gtcatgtttt
tcttccttac
gaagccccta
caagattcga
caattggagt
caactgatgt
cttgcattca
aatacagggc
atggaggtca
gcagggacaa
acagagtagg
agttcacggg

gattcagaca

atccttaggg
gttagttata
caacgaaaca
tatagagaag
gggttttgca
tgttataagg
tcaaggttcc
tagaacccta
ggcagtagcg
aactggccct
aattaactct
aggtgagtgt
tttcaaggcc
tatagaagaa
ctggactgga
atacttatgt
atcatgcact

aggcaatgat

ctagtagtcc
cctagaaatg
gtaagaattg
tcagagaatg
cccttctceca
gaaccatttg
ctactcaatg
atgagcgtag
tggtcagcta
gatgccaaag
tgggccggag
tattgggtga
aagcagggaa
tgctcatgct
accaacaggc
gcaggtctcc
agtcctatgg
gtgtggatgg

ttaacatcct

gaaacactgg
agaaaataac
atcttttcat
aagacaacgg
tttcttgctc
acaaacattc
aaataggaca
ctgcatgtca
cagtagcagt
atattctaag
tgacagatgg
agataattgg
acccaaatga
cagtattggt
ctagtgacac
gaaaccaggg

ggaggaccat

cttacatata
gagttgcaat
acagtggcac
gaacaacacg
aataaggatt
gccaacagaa
caatggcaca
atcacccaat
tgatgggagg
agtgcattat
gactcaggaa
accagcaaac
gcaaactgag
gggtaaagtg
gatttcttca
tccaagagga
gtatggagtt

tagcaggaca

attagcatta
gaaacagtca
aacaccaaca
gaaccgctgt
gggtcaaagg
tgcaggacgt
gtgaaagacc
gtgtaccagg
aaatggatga
gggggaattc
tcatcatgca
agacaagcac
atcagtttca
gagtgtgttt
gatttgtctt
gaagatagtc
aaggggttcg
tcaaggtcag


https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1354019
https://www.ncbi.nlm.nih.gov/nuccore/KF357810.1?from=1&to=1362
https://www.ncbi.nlm.nih.gov/nuccore/KF357810.1?from=1&to=1362
https://www.ncbi.nlm.nih.gov/protein/525552324

1081
1141
1201
1261
1321

gatttgaaat
ggcaagttgt
tagagttaac
ggccagaaga
atgagattgc

cctgaaaatc
ggtagataac
aagaagaaat
aaagacaata

cgattggtcg

agaaatggct
tcaaattggt
tgtctggttc
tggacctcaa

tggcacgatg

ggatacaaaa
caggatacag
catgtttttg
gtagctccat
gagctattct

tagtaaagag
tggttccttt
ggttgagatg
tgtgatgtgt
tc

cagatcaaaa
acactaccag

ataagaggta
ggagtggacc



	Influenza A virus (A/duck/Zhejiang/4812/2013(H3N8)) segment 6 neuraminidase (NA) gene, partial cds

