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LOCUS       CP047299                1386 bp    DNA     linear   BCT 13-MAY-2020 

DEFINITION  Vibrio cholerae O1 biovar El Tor strain P27459 chromosome 1, 

            complete sequence. 

ACCESSION   CP047299 REGION: 2826405..2827790 

VERSION     CP047299.1 

DBLINK      BioProject: PRJNA598947 

            BioSample: SAMN13734999 

KEYWORDS    . 

SOURCE      Vibrio cholerae O1 biovar El Tor 

  ORGANISM  Vibrio cholerae O1 biovar El Tor 

            Bacteria; Proteobacteria; Gammaproteobacteria; Vibrionales; 

            Vibrionaceae; Vibrio. 

REFERENCE   1  (bases 1 to 1386) 

  AUTHORS   Blokesch,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (04-JAN-2020) School of Life Sciences, EPFL, Station 

19, 

            EPFL-SV-UPBLO, Lausanne 1015, Switzerland 

COMMENT     Bacteria and source DNA available from BlokeschLab. 

            The annotation was added by the NCBI Prokaryotic Genome Annotation 

            Pipeline (PGAP). Information about PGAP can be found here: 

            https://www.ncbi.nlm.nih.gov/genome/annotation_prok/ 

             

            ##Genome-Assembly-Data-START## 

            Assembly Date          :: 17-NOV-2017 

            Assembly Method        :: HGAP v. 3 

            Assembly Name          :: P27459-BlokeschLab 

            Genome Representation  :: Full 

            Expected Final Version :: Yes 

            Genome Coverage        :: 375.0x 

            Sequencing Technology  :: PacBio 

            ##Genome-Assembly-Data-END## 

             

            ##Genome-Annotation-Data-START## 

            Annotation Provider               :: NCBI 

            Annotation Date                   :: 03/09/2020 23:33:54 

            Annotation Pipeline               :: NCBI Prokaryotic Genome 

                                                 Annotation Pipeline (PGAP) 

            Annotation Method                 :: Best-placed reference protein 

                                                 set; GeneMarkS-2+ 

https://www.ncbi.nlm.nih.gov/nuccore/CP047299.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/CP047299.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/CP047299.1?from=1&to=1404#goto1841345864_0
https://www.ncbi.nlm.nih.gov/nuccore/CP047299
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA598947
https://www.ncbi.nlm.nih.gov/biosample/SAMN13734999
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=686
https://www.ncbi.nlm.nih.gov/genome/annotation_prok/


            Annotation Software revision      :: 4.11 

            Features Annotated                :: Gene; CDS; rRNA; tRNA; ncRNA; 

                                                 repeat_region 

            Genes (total)                     :: 3,737 

            CDSs (total)                      :: 3,611 

            Genes (coding)                    :: 3,581 

            CDSs (with protein)               :: 3,581 

            Genes (RNA)                       :: 126 

            rRNAs                             :: 9, 8, 8 (5S, 16S, 23S) 

            complete rRNAs                    :: 9, 8, 8 (5S, 16S, 23S) 

            tRNAs                             :: 97 

            ncRNAs                            :: 4 

            Pseudo Genes (total)              :: 30 

            CDSs (without protein)            :: 30 

            Pseudo Genes (ambiguous residues) :: 0 of 30 

            Pseudo Genes (frameshifted)       :: 18 of 30 

            Pseudo Genes (incomplete)         :: 9 of 30 

            Pseudo Genes (internal stop)      :: 9 of 30 

            Pseudo Genes (multiple problems)  :: 4 of 30 

            ##Genome-Annotation-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1386 

                     /organism="Vibrio cholerae O1 biovar El Tor" 

                     /mol_type="genomic DNA" 

                     /strain="P27459" 

                     /serotype="O1" 

                     /serovar="El Tor" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:686" 

                     /chromosome="1" 

                     /country="Bangladesh" 

                     /collection_date="1976" 

     gene            complement(<1..505) 

                     /locus_tag="GTF71_12790" 

     CDS             complement(<1..505) 

                     /locus_tag="GTF71_12790" 

                     /inference="COORDINATES: similar to AA 

                     sequence:RefSeq:WP_001144972.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA reductase" 

                     /protein_id="QJS86253.1" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=686
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/1841348187


                     /translation="MPVNNENLTSVLDARPFELSEEQKSPLFKANLLAELVHHYQCNE 

                     MYRKFCQKNKFDPLVFDGEVADIPPIPVHIFKAIGHKLSSVSDDTIKAKLQSSATSGV 

                     PSTILLDKVTARRQTRAMARVMQEVLGPKRRPFCIMDIDPTSPNATNLGARIAAVKGY 

                     LNFASTSKYFIDADSPSAPLEFLEQKFVEHLNSLASEEPLIIFGFTFVLYHTVFKTLK 

                     DKGISFQLPKGSQVIHIGGWKKLESEKVDKITFNRDIASVLGISPDDVVDIYGFTEQM 

                     GLNYPDCKAGWKHIHAYSDVIIRDESNLEVCGPGKVGLLEFVSPLPHSYPGNVVLTDD 

                     LGVIEESLCECGKAGKRFKVIGRAKKAEVRGCGDVMSEKLTKKPSYKPLSQQEERLTI 

                     YHSPIFLDDTMSASQQLDQIFCSLKRKQKWLANQPLEAILGLINEARKSWSSTPELDP 

                     YRHTGLNFLADWCEPNRLKNLLDSALNGQRAFLDNFLPRKDISHSSQKAMPRGIVSHW 

                     LSGNVPLLGMFALVQSILSKNANILKVSASESQALPVLLATFKGLSYTTPGGYTIHGD 

                     DLLGTLAVVYFDRHQTKIAEKFSANADVRIAWGGREAIESVSGLPKKYNSQDILFGPK 

                     LSMMVVGSDALDSDKAIRKLIRRAATDSSVFDQFACASPHTIFVEKGGLITPKEFAEK 

                     LASAMDKALVRLPTQVPDIGQANKIRSKIAEYAFIGEYWHDKHLRWTVLFDEGIELVE 

                     PTYQRVITVKAVDNVFDVVDSVHEDIQTVGLAMNGEKRLRFANEIMLKGAMRCPDVGY 

                     MTHFDSPWDGVVALDRMVRWVTLGGPL" 

     gene            complement(496..>1386) 

                     /locus_tag="GTF71_12795" 

     CDS             complement(496..>1386) 

                     /locus_tag="GTF71_12795" 

                     /inference="COORDINATES: similar to AA 

                     sequence:RefSeq:WP_000916246.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="iron-containing alcohol dehydrogenase" 

                     /protein_id="QJS86254.1" 

                     /translation="MLKLRFPLPVFRNAREIANGRNARMALKGLVANRAALIISPSFG 

                     SSQYFEQVVRLINAQSVRVIERSWQGEPSVEELSGVIGELEDFKPDYILALGGGSIID 

                     GAKLAWLFYECPTLESELLYRPFALPSLRGRAKFAAIPTTVGAGSEVSSAAVMLDSVT 

                     NSKKAVVTHDFLPDLVILDPDLVSEVPPKVLKTTVADALSHAIEGYVSLIDNPLMNTF 

                     AEQAVSIIYRYRHQFSNDNWSSEMLSELQQAAMFAGWVQNHCIVGLSHAIAHQLGTFN 

                     IGHGLANGLLMPAVINFNYREHTAATKYEQLIYKSGLPNKEALLELFEVLVGEQKTDM 

                     HFSEQQLTTIAENALLDPAAKSNPVRFTENDVKEIVKQCL" 

ORIGIN       

        1 acttcgatgt tgaggcgaag tttaggtaac cttttaccgc cgcaatacga gccccaaggt 

       61 tagtggcatt tgggcttgtc ggatcaatat ccataatgca aaacgggcga cgtttaggcc 

      121 ccaacacctc ctgcataact cttgccattg ctcgagtctg tcgacgagcg gttaccttat 

      181 ctaacaatat ggtactgggt acgccactgg tagcagaaga ttgaagcttc gcttttatcg 

      241 tatcatcgct taccgaagat aatttatgtc ctattgcttt gaagatgtgc acaggtatgg 

      301 gtggaatatc tgcaacctca ccatcaaata ccaaagggtc aaatttgttt ttttgacaaa 

      361 atttgcgata catctcgttg cattgataat gatgtactaa ctctgcaagt aagttcgctt 

      421 taaatagtgg agatttttgc tcttctgata attcaaaagg gcgagcatca agtacactgg 

      481 tcagattttc gttatttaca ggcattgctt cacaatctct ttcacatcgt tttctgtaaa 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/1841348188


      541 tcgaacagga tttgacttag cagcagggtc aagtaaagca ttttcagcga tcgttgtcag 

      601 ctgttgttct gaaaaatgca tatcagtttt ctgttctcct accaatactt caaaaagttc 

      661 taataatgct tctttattag gtaacccgga tttatagatc aattgttcat acttagttgc 

      721 agctgtatgt tcgcggtaat taaagttgat caccgcaggc attaataaac cgttcgccaa 

      781 tccgtggcct atattaaacg tacctagctg gtgagcaatg gcatgtgaaa gaccaactat 

      841 gcaatgattt tgaacccacc ctgcaaacat agcagcttgt tgcagttcag aaagcatttc 

      901 gctgctccaa ttatcattgg aaaattgatg tcgatagcgg tagattattg ataccgcctg 

      961 ctcagcaaaa gtattcatca aagggttatc aatcaaagag acataacctt caatggcgtg 

     1021 agagagagca tcggccacag ttgttttcaa taccttaggt ggaacttctg aaaccaagtc 

     1081 aggatcaagg atcactaagt ctggtaaaaa atcatgagtg acaactgcct ttttgctgtt 

     1141 tgtaacacta tcaagcatga cagcagcgga tgaaacttca gagccagccc ctaccgttgt 

     1201 tggtattgca gcaaattttg cgcgaccacg aagggatggc aatgcaaatg gtcgatatag 

     1261 aagttctgat tcaagagttg ggcattcgta gaataaccaa gcgagcttag ctccatcaat 

     1321 gatagaaccg ccgccaagtg caagaatata gtctggctta aaatcttcaa gctctccaat 

     1381 aactcc 
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