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SOURCE      Dengue virus type 2 

  ORGANISM  Dengue virus type 2 

            Viruses; Riboviria; Orthornavirae; Kitrinoviricota; 

Flasuviricetes; 

            Amarillovirales; Flaviviridae; Flavivirus. 
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            Assembly Method       :: CLC Genomics Workbench v. 22.0 
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FEATURES             Location/Qualifiers 

     source          1..10672 

                     /organism="Dengue virus type 2" 

                     /mol_type="genomic RNA" 

                     /isolate="D2_19XN15729" 

                     /isolation_source="serum" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:11060" 

                     /country="China" 

                     /collection_date="20-Jun-2019" 

                     /note="genotype: 2" 

     stem_loop       <1..61 

                     /note="stem-loop A (SLA)" 
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     stem_loop       72..86 

                     /note="stem-loop B (SLB)" 

     gene            88..10263 

                     /gene="POLY" 

     CDS             88..10263 

                     /gene="POLY" 

                     /codon_start=1 

                     /product="polyprotein" 

                     /protein_id="USW91941.1" 

                     /translation="MNNQRKKARNTPFNMLKRERNRVSTVQQLTKRFSLGMLQGRGPL 

                     KLFMALVAFLRFLTIPPTAGILKRWGTIKKSKAINVLRGFRKEIGRMLNILNRRRRTA 

                     GIIIMMIPTVMAFHLTTRNGEPHMIVSRQEKGKSLLFKTENGVNMCTLMAMDLGELCE 

                     DTITYNCPLLRQNEPEDIDCWCNSTSTWVTYGTCTATGEHRREKRSVALVPHVGMGLE 

                     TRTETWMSSEGAWKHAQRIETWVLRHPGFTIMAAILAYTIGTTYFQRVLIFILLTAVA 

                     PSMTMRCIGISNRDFVEGVSGGSWVDIVLEHGSCVTTMAKNKPTLDFELIKTEAKHPA 

                     TLRKYCIEAKLTNTTTASRCPTQGEPSLNEEQDKRFVCKHSMVDRGWGNGCGLFGKGG 

                     IVTCAMFTCKKNMEGKIVQPENLEYTIVITPHSGEENAVGNDTGKHGKEIKVTPQSSI 

                     TEAELTGYGTVTMECSPRTGLDFNEMVLLQMENKAWLVHRQWFLDLPLPWLPGADTQG 

                     SNWIQKETLVTFKNPHAKKQDVVVLGSQEGAMHTALTGATEIQMSSGNLLFTGHLKCR 

                     LRMDKLQLKGMSYSMCTGKFKVVKEIAETQHGTIVVRVQYEGDDSPCKIPFEIMDLEK 

                     RHVLGRLITVNPIVTEKDSPVNIEAEPPFGDSYIIIGVEPGQLKLSWFKKGSSIGQMF 

                     ETTMRGAKRMAILGDTAWDFGSLGGVFTSIGKALHQVFGAIYGAAFSGVSWTMKILIG 

                     VVITWIGMNSRSTSLSVSLVLVGVVTLYLGVMVQADSGCVVSWKNKELKCGSGIFITD 

                     NVHTWTEQYKFQPESPSKLASAIQKAHEEGICGIRSVTRLENLMWKQITPELNHILTE 

                     NEVKLTIMTGDIKGIMQAGKRSLRPQPTELKYSWKAWGKAKMLSTELHNHTFLIDGPE 

                     TAECPNTNRAWNSLEVEDYGFGVFTTNIWLKLKERQDVSCDSKLMSAAIKDNRAVHAD 

                     MGYWIESALNDTWKIEKASFIEVKSCHWPKSHTLWSNGVLESEMIIPKNFAGPVSQHN 

                     YRPGYHTQTAGPWHLGRLEMDFDFCEGTTVVVTEDCGNRGPSLRTTTASGKLITEWCC 

                     RSCTLPPLRYRGEDGCWYGMEIRPLKEKEENLVNSLVTAGHGQIDNFSLGILGMALFL 

                     EEMLRTRVGTKHAILLVAVSFVTLITGNMSFRDLGRVMVMVGATMTDDIGMGVTYLAL 

                     LAAFKVRPTFAAGLLLRKLTSKELMMTTIGIVLLSQSTIPETILELTDALALGMMVLK 

                     IVRNMEKYQLAVTIMAILCVPNAVILQNAWKVSCTALAVVSVSPLLLTSSQQKTDWIP 

                     LALTIKGLNPTAIFLTTLSRTSKKRSWPLNEAIMAVGMVSILASSFLKNDIPMTGPLV 

                     AGGLLTVCYVLTGRSADLELERAADIRWEEQAEISGSSPILSITISEDGSMSIKNEEE 

                     EQTLTILIRTGLLVISGLFPVSIPITAAAWYLWEVKKQRAGVLWDVPSPPPVGRAELE 

                     DGAYRIKQKGILGYSQIGAGVYKEGTFHTMWHVTRGAVLMHKGKRIEPSWADVKKDLI 

                     SYGGGWKLEGEWKEGEEVQVLALEPGKNPRAVQTKPGLFKTNTGTIGAVSLDFSPGTS 

                     GSPIVDKKGKVVGLYGNGVVTRSGTYVSAIAQTEKSIEDNPEIEDDIFRKKRLTIMDL 

                     HPGAGKTKRYLPAIVREAIKRGLRTLILAPTRVVAAEMEEALRGLPIRYQTPAIRAEH 

                     TGREIVDLMCHATFTMRLLSPIRVPNYNLIIMDEAHFTDPASIAARGYISTRVEMGEA 

                     AGIFMTATPPGSRDPFPQSNAPIMDEEREIPERSWNSGHEWVTDFKGKTVWFVPSIKA 

                     GNDIAACLRKNGKKVIQLSRKTFDSEYIKTRTNDWDFVVTTDISEMGANFKAERVIDP 

                     RRCMKPVILTDGEERVILAGPMPVTHSSAAQRRGRVGRNPKNENDQYIYMGEPLENDE 

                     DCAHWKEAKMLLDNINTPEGIIPSMFEPEREKVDAIDGEYRLRGEARKTFVDLMRRGD 
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                     LPVWLAYRVAAEGINYADRRWCFDGVKNNQILEENVEVEIWTKEGERKKLKPRWLDAR 

                     VYSDPLALKEFKEFAAGRKSLTLNLITEMGRLPTFMTQKARNALDNLAVLHTAEAGGR 

                     AYNHALSELPETLETLLLLTLLATVTGGIFLFLMSGKGIGKMTLGMCCIVTASILLWY 

                     AQIQPHWIAASIILEFFLIVLLIPEPEKQRTPQDNQLTYVVIAILTVVAATMANEMGF 

                     LEKTKKDFGLGSITTQQPESNILDIDLRPASAWTLYAVATTFITPMLRHSIENSSVNV 

                     SLTAIANQATVLMGLGKGWPLSKMDIGVPLLAIGCYSQVNPITLTAALLLLVAHYAII 

                     GPGLQAKATREAQKRAAAGIMKNPTVDGITVIDLDPIPYDPKFEKQLGQVMLLVLCVT 

                     QVLMMRTTWALCEALTLATGPISTLWEGSPGRFWNTTIAVSMANIFRGSYLAGAGLLF 

                     SIMKNTANTRRGTGNTGETLGEKWKNRLNALGKSEFQIYKKSGIQEVDRTLAKEGIKR 

                     GETDHHAVSRGSAKLRWFVERNLVTPEGKVVDLGCGRGGWSYYCGGLKNVKEVKGLTK 

                     GGPGHEEPIPMSTYGWNLVRLQSGVDVFFTPPEKCDTLLCDIGESSPNPTVEAGRTLR 

                     VLNLVENWLNNNTQFCIKVLNPYMPSVIEKMEALQRKYGGALVRNPLSRNSTHEMYWV 

                     SNASGNIVSSVNMISRMLINRFTMRYKKATYEPDVDLGSGTRNIGIESEEPNLDIIGK 

                     RIEKIKQEHETSWHYDQDHPYKTWAYHGSYETKQTGSASSMVNGVVRLLTKPWDVIPM 

                     VTQMAMTDTTPFGQQRVFKEKVDTRTQEPKEGTKKLMKITAEWLWKELGKKKTPRMCT 

                     REEFTRKVRSNAALGAIFTDENKWKSAREAVEDSGFWELVDKERNLHLEGKCETCVYN 

                     MMGKREKKLGEFGKAKGSRAIWYMWLGARFLEFEALGFLNEDHWFSRENSLSGVEGEG 

                     LHKLGYILRDVSKKEGGAMYADDTAGWDTRITLEDLKNEEMVTNHMEGEHKKLAEAIF 

                     RLTYQNKVVRVQRPTPRGTVMDIISRRDQRGSGQVVTYGLNTFTNMEAQLIRQMEGEG 

                     VFKSIQHLTATEEIAVKNWLVRVGRERLSRMAISGDDCVVKPLDDRFASALTALNDMG 

                     KVRKDIQQWEPSRGWNDWTQVPFCSHHFHELIMKDGRVLVVPCRNQDELIGRARISQG 

                     AGWSLRETACLGKSYAQMWSLMYFHRRDLRLAANAICSAVPSHWVPTSRTTWSIHATH 

                     EWMTTEDMLTVWNRVWIQENPWMEEKTPVESWEEIPYLGKREDQWCGSLIGLTSRATW 

                     AKNIQTAINQVRSLIGNEEYTDYMPSMKRFRREEEEAGVLW" 

     mat_peptide     88..429 

                     /gene="POLY" 

                     /product="anchored capsid protein ancC" 

     mat_peptide     88..387 

                     /gene="POLY" 

                     /product="capsid protein C" 

     mat_peptide     430..927 

                     /gene="POLY" 

                     /product="membrane glycoprotein precursor prM" 

     mat_peptide     430..702 

                     /gene="POLY" 

                     /product="protein pr" 

     mat_peptide     703..927 

                     /gene="POLY" 

                     /product="membrane glycoprotein M" 

     mat_peptide     928..2412 

                     /gene="POLY" 

                     /product="envelope protein E" 

     mat_peptide     2413..3468 

                     /gene="POLY" 
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                     /product="nonstructural protein NS1" 

     mat_peptide     3469..4122 

                     /gene="POLY" 

                     /product="nonstructural protein NS2A" 

     mat_peptide     4123..4512 

                     /gene="POLY" 

                     /product="nonstructural protein NS2B" 

     mat_peptide     4513..6366 

                     /gene="POLY" 

                     /product="nonstructural protein NS3" 

     mat_peptide     6367..6747 

                     /gene="POLY" 

                     /product="nonstructural protein NS4A" 

     mat_peptide     6748..6816 

                     /gene="POLY" 

                     /product="protein 2K" 

     mat_peptide     6817..7560 

                     /gene="POLY" 

                     /product="nonstructural protein NS4B" 

     mat_peptide     7561..10260 

                     /gene="POLY" 

                     /product="RNA-dependent RNA polymerase NS5" 

     stem_loop       107..123 

                     /gene="POLY" 

                     /note="capsid region hairpin (cHP)" 

     ncRNA           10290..>10672 

                     /ncRNA_class="lncRNA" 

                     /product="sfRNA1" 

                     /note="subgenomic flavivirus RNA" 

     stem_loop       10294..10359 

                     /note="flaviviral nuclease-resistant RNA 1 (fNR1); also 

                     called stem-loop 1 or xrRNA1" 

     stem_loop       10367..10432 

                     /note="flaviviral nuclease-resistant RNA 2 (fNR2); also 

                     called stem-loop 2 or xrRNA2" 

     stem_loop       10444..10525 

                     /note="dumbbell 1 (DBI); also called xrRNA3" 

     stem_loop       10531..10612 

                     /note="dumbbell 2 (DBII); also called xrRNA4" 

     stem_loop       10622..10635 

                     /note="short hairpin (sHP)" 

     stem_loop       10636..>10672 

                     /note="3' stem-loop (3'SL)" 

ORIGIN       
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        1 tctacgtgga ccgacaaaga cagattcttt gaggaagcta agcttaacgt agttctaaca 

       61 gttttttaat tagagagcag atctctgatg aataaccaac ggaaaaaggc gagaaatacg 

      121 cctttcaata tgctgaaacg cgagagaaac cgcgtgtcaa ctgtgcagca gctgacaaag 

      181 agattctcac ttggaatgct acagggacga ggaccactga aactgttcat ggccctggtg 

      241 gcattccttc gtttcctaac aatcccgcca acagcaggga tattaaaaag atggggaaca 

      301 atcaaaaaat caaaggctat caatgtcttg agagggttca ggaaagagat tggaaggatg 

      361 ctgaacatct tgaacaggag acgcagaact gcaggtataa ttattatgat gatcccaaca 

      421 gtgatggcgt tccatttaac cacacgcaat ggagaaccac acatgatcgt cagtagacaa 

      481 gagaaaggga aaagtcttct gtttaaaaca gagaacggtg tgaacatgtg caccctcatg 

      541 gccatggatc ttggtgaact gtgtgaagac acaatcactt acaattgtcc tcttctcagg 

      601 cagaatgaac cagaagacat agactgttgg tgcaactcta cgtctacatg ggtaacttat 

      661 gggacatgca ccgctacagg agaacacaga agggaaaaaa gatcagtggc actcgttcca 

      721 catgtgggaa tgggactgga gacacgaact gaaacatgga tgtcatcaga aggggcctgg 

      781 aaacatgcac agagaattga aacttgggtc ttgagacatc caggcttcac cataatggca 

      841 gcaatcctgg catacaccat aggaacgaca tattttcaaa gagtcctgat tttcatctta 

      901 ctgacagctg ttgctccttc aatgacaatg cgttgtatag gaatatcaaa tagagacttt 

      961 gtggaagggg tttcaggagg aagttgggtt gacatagtcc tggaacatgg aagctgtgtg 

     1021 acgacgatgg caaaaaataa accaacattg gattttgaac tgataaagac agaagcgaaa 

     1081 catcccgcca ctctaaggaa gtattgcata gaagcaaagc tgaccaacac aacaacagca 

     1141 tctcgctgcc caacacaagg agaacctagc ctaaatgaag aacaggacaa aagatttgtc 

     1201 tgcaaacact ccatggtaga tagaggatgg ggaaatggat gcggattatt tggaaaggga 

     1261 ggtatcgtga cctgtgcaat gttcacatgc aagaaaaaca tggaagggaa aatcgtgcaa 

     1321 ccagaaaact tggagtacac cattgtgata acacctcact caggggaaga gaatgcagtc 

     1381 ggaaatgaca caggaaaaca cggtaaggaa attaaagtaa caccacagag ttccatcaca 

     1441 gaagcagaac taacaggcta tggcactgtc acgatggaat gctctccgag aacgggactc 

     1501 gacttcaatg agatggtgtt gctgcaaatg gaaaacaagg cttggctggt gcacaggcaa 

     1561 tggttcctag acctgccatt accatggctg cccggagcag acacacaagg atcaaattgg 

     1621 atacaaaagg agacactggt cactttcaaa aatccccatg caaagaaaca ggatgttgtt 

     1681 gttctaggat cccaagaagg ggctatgcac acagcactta caggggctac ggaaatccag 

     1741 atgtcatcag gaaacttact gttcacagga catcttaaat gtaggctgag aatggacaaa 

     1801 ctacagctca aaggaatgtc atattccatg tgtacaggaa agttcaaagt tgtgaaggaa 

     1861 atagcagaaa cacaacatgg aacaatagtt gtcagagtac aatatgaagg ggacgattct 

     1921 ccgtgcaaga tcccttttga aataatggat ttggaaaaaa gacatgtctt aggccgcttg 

     1981 atcacagtca acccaattgt cacagagaaa gacagcccag tcaacataga agcagaacct 

     2041 ccattcggag acagctatat cattatagga gtggaaccgg gacaactgaa gctcagctgg 

     2101 tttaagaaag gaagctctat tggccaaatg tttgagacaa caatgagagg agcgaagaga 

     2161 atggccattc taggtgacac agcttgggat tttggatccc tgggaggagt gttcacatct 

     2221 ataggaaagg ccctccacca agtctttgga gcaatctatg gggctgcctt cagtggggtt 

     2281 tcatggacta tgaaaatcct cataggagtc gtcatcacat ggataggaat gaattcacgt 

     2341 agcacttcac tgtctgtgtc actagtatta gtgggagtcg tgacactgta tttgggagtt 

     2401 atggtgcagg ccgatagtgg ttgcgttgtg agctggaaaa acaaagaact gaaatgtggc 

     2461 agtgggattt ttatcacaga caacgtgcat acatggacag aacaatacaa attccaacca 

     2521 gaatcccctt caaagctggc ttcagctatc cagaaggctc atgaagaagg catttgtgga 

     2581 attcgctcag taacaagact agagaatctg atgtggaaac aaataacacc agaactgaat 



     2641 cacattctaa cagaaaatga ggtaaagttg actatcatga caggagacat taaaggaatc 

     2701 atgcaggcag gaaaacgatc cctgcggcct caacccactg agctgaagta ctcttggaaa 

     2761 gcatggggca aagcgaaaat gctctccaca gagcttcata accacacctt tctcattgat 

     2821 ggccccgaaa cagcagaatg tcccaacaca aatagagcct ggaactcact agaggttgaa 

     2881 gactatggct ttggagtatt caccactaac atatggctga aattgaaaga aaggcaggat 

     2941 gtatcttgtg actcaaaact catgtcagca gccataaaag acaacagagc cgtccacgcc 

     3001 gacatgggtt attggataga aagcgcactc aatgacacat ggaagattga gaaagcctcc 

     3061 tttattgaag ttaaaagctg ccactggcca aagtcacaca ctctctggag taatggagtg 

     3121 ctagaaagtg agatgataat tccaaagaat tttgcaggac cagtgtcaca acacaattac 

     3181 agaccaggct atcatacaca aacggcagga ccttggcatc taggcaggct tgagatggac 

     3241 tttgatttct gcgaaggaac tacagtggtg gtgactgaag actgtggaaa tagaggaccc 

     3301 tccttaagaa caactactgc ttctggaaaa ctcataacag aatggtgctg ccgatcttgc 

     3361 acattaccac cgctaaggta cagaggtgag gatggatgct ggtatggaat ggaaatcaga 

     3421 ccattgaaag agaaagaaga gaacttggtc aactctttgg tcacagccgg acacggacag 

     3481 attgacaact tctcactggg aatcttggga atggcattgt ttctggaaga gatgcttaga 

     3541 acccgagtag ggacgaaaca tgcaatatta ctagttgcag tctctttcgt gacattgatc 

     3601 acagggaaca tgtcctttcg agatttgggg agagtgatgg tcatggtggg cgctactatg 

     3661 acggatgaca taggcatggg cgtgacctat cttgccctat tagcagcctt caaggtcaga 

     3721 ccaacttttg cagctggact actcttaaga aagctgacct ccaaggaatt gatgatgacc 

     3781 accataggaa tcgtactcct ctctcagagc accataccag agaccatact tgaactgact 

     3841 gacgcgttgg ctttggggat gatggtcctc aaaatagtaa gaaacatgga aaagtatcaa 

     3901 ctagcagtga ctatcatggc tatcttgtgc gttccaaatg cagtgatatt acaaaacgca 

     3961 tggaaagtga gctgcacagc actggcagtg gtgtccgttt ccccactgct tttaacatct 

     4021 tcacagcaga aaacggattg gataccactg gcgttgacga tcaaaggcct taatccaaca 

     4081 gccattttct taacaaccct ctcaagaact agcaagaaaa ggagctggcc actaaatgag 

     4141 gctattatgg cagtcgggat ggtgagcatt ttagccagtt ctttcttaaa gaatgacatt 

     4201 cccatgacag gaccactagt ggctggaggg cttctcactg tgtgttacgt gctcactgga 

     4261 agatcggctg atttggaact ggagagagct gctgacataa gatgggaaga acaggcagag 

     4321 atatcaggaa gcagtccaat tctgtcgata acaatatcgg aagatggcag catgtcgata 

     4381 aaaaatgaag aagaagaaca aacactgacc atactgatta gaacaggact gctggtgata 

     4441 tcaggacttt ttcccgtgtc aataccaatc acggcagctg catggtacct gtgggaagtg 

     4501 aaaaaacaac gagccggagt attgtgggat gtcccttcac ctccacctgt gggaagggcc 

     4561 gaactggaag atggagccta tagaatcaag cagaaaggga ttttgggata ctcgcagata 

     4621 ggagccggag tctacaaaga aggaactttc cacacaatgt ggcatgtcac acgtggtgct 

     4681 gttctaatgc ataaagggaa gagaattgaa ccatcatggg cggacgtcaa gaaggaccta 

     4741 atatcgtatg gaggaggttg gaagctagaa ggagaatgga aggaaggaga agaagtccag 

     4801 gtcctggcat tagagcctgg aaagaatcca agagccgtcc aaacaaaacc cggtcttttt 

     4861 aaaactaaca ccggaaccat aggcgccgta tctctggact tttctcctgg aacgtcagga 

     4921 tctccaattg tcgacaaaaa aggaaaagtt gtgggccttt atggcaacgg tgtcgtcaca 

     4981 aggagtggaa catacgtgag tgccatagcc cagactgaaa aaagcattga agacaaccca 

     5041 gagattgaag atgacatctt tcgaaagaaa agactgacca tcatggacct ccatccagga 

     5101 gcaggaaaaa cgaagagata ccttccagca atagtcagag aagccataaa acgaggcttg 

     5161 agaacactaa tcctggcccc cactagagtt gtggcggctg aaatggaaga agctctcaga 

     5221 ggacttccaa taagatacca aaccccagct atcagagctg agcatactgg acgggagatt 



     5281 gtggatctga tgtgccacgc cacatttacc atgaggctac tatcaccaat tagagtgcca 

     5341 aattacaacc tgattatcat ggatgaagcc catttcacag acccagcaag catagcggct 

     5401 agaggataca tctcaactcg agtagagatg ggtgaagcag ctgggatttt catgacagct 

     5461 acccctcctg gaagcagaga cccatttcct cagagcaacg caccaatcat ggatgaagaa 

     5521 agggaaattc ctgagcgttc gtggaactct ggacatgagt gggttacgga ttttaaaggg 

     5581 aagactgttt ggtttgttcc aagtataaaa gcaggaaatg atatagcagc ttgcctgaga 

     5641 aagaatggga agaaagtgat acaactcagc agaaagacct ttgattctga atatatcaag 

     5701 actaggacca atgattggga ctttgtggtt acgacagaca tttcagaaat gggtgctaac 

     5761 ttcaaggctg agagggttat agaccccaga cgctgtatga aaccagtcat actaacagac 

     5821 ggtgaagagc gggttatcct ggcaggaccc atgccagtga cccactctag tgcagcacaa 

     5881 agaagaggga gagtaggaag aaatccaaaa aatgaaaatg accagtatat atacatgggg 

     5941 gaacctctgg aaaatgatga agactgcgca cactggaaag aagctaagat gcttctagat 

     6001 aacatcaaca cgcctgaagg aatcattccc agcatgtttg aaccagagcg tgagaaggtc 

     6061 gacgccattg atggtgaata ccgcttgaga ggagaagcga ggaaaacatt tgtggaccta 

     6121 atgagaagag gagacctacc agtttggcta gcctacagag tggcagctga aggtatcaac 

     6181 tacgcagaca gaagatggtg ctttgatgga gtcaagaaca accaaatctt ggaagaaaat 

     6241 gtggaagtgg aaatttggac aaaagaagga gaaaggaaga aattaaaacc tagatggttg 

     6301 gatgctaggg tctactctga cccactggca cttaaagaat tcaaggaatt cgcagctgga 

     6361 agaaaatccc tgaccctgaa tctaatcacc gagatgggta ggctcccaac cttcatgacc 

     6421 cagaaagcaa ggaatgcatt ggacaactta gcagtcctac acacggctga agcaggcgga 

     6481 agggcgtaca atcatgctct tagtgaactg ccggagactc tggagacatt gcttttactg 

     6541 acacttttgg ccacagtcac aggcggaatc ttcctgttct tgatgagcgg aaagggtata 

     6601 gggaagatga ccctgggaat gtgctgcata gtcacagcta gtattcttct atggtatgca 

     6661 caaatacagc cacattggat agcagcttca ataatactgg agttttttct catagtcctg 

     6721 ctcatcccag aaccagaaaa gcagagaaca ccccaagata accaattaac ttatgttgtc 

     6781 atagccatcc ttacagtggt ggccgcaacc atggcaaacg agatgggttt cctggaaaaa 

     6841 acaaagaaag atttcggact gggaagcatc acaacccagc aacctgagag caacatcctg 

     6901 gacatagatc tacgtcctgc atcagcttgg actctatatg ctgtggcaac aactttcatc 

     6961 acaccaatgt tgagacatag cattgaaaat tcctcagtga atgtgtctct aacagccatt 

     7021 gccaaccaag ccacagtgtt aatgggtctt gggaaaggat ggccattgtc gaaaatggac 

     7081 atcggagttc cccttctcgc tatcggatgc tattcacaag tcaaccccat aaccctcaca 

     7141 gcagcccttc tcttattggt agcacattat gctatcatag ggccaggact ccaagcgaaa 

     7201 gcaaccagag aggctcagaa aagagcagca gcgggcatca tgaaaaaccc aactgtggat 

     7261 ggaataacag tgattgacct agatccaata ccatatgatc caaagtttga aaagcagttg 

     7321 ggacaagtaa tgctcttagt cctctgcgtg actcaagtat tgatgatgag gactacatgg 

     7381 gctttatgtg aagctctaac tttagcgacc gggcccatct ccacactgtg ggaaggaagt 

     7441 ccagggagat tttggaatac aactattgca gtgtcaatgg ccaacatttt tagagggagt 

     7501 tacctggccg gagccggact tctcttttct atcatgaaga acacggccaa cacaagaagg 

     7561 ggaactggca acacaggaga aacgcttgga gagaaatgga aaaaccggtt gaatgcattg 

     7621 gggaagagtg aattccagat ctataagaaa agtggaatcc aggaagtgga tagaacgtta 

     7681 gcaaaagaag gcatcaagag aggagaaacg gaccatcacg ctgtgtcgcg aggctcagcg 

     7741 aaactgagat ggttcgttga gagaaacctt gtcacaccag aagggaaagt agtggacctt 

     7801 ggctgcggca gggggggctg gtcatactat tgtgggggac taaagaatgt aaaggaagtc 

     7861 aaaggcctaa caaaaggagg accaggacac gaagaaccca ttcccatgtc aacatatggt 



     7921 tggaatctag tgcgtctgca aagtggagtc gatgtctttt ttactccgcc agaaaagtgt 

     7981 gacacattgc tgtgtgacat aggggagtcg tcaccaaacc ccacggttga ggcaggacga 

     8041 acactcagag ttctaaactt agtggaaaac tggctgaata ataataccca attttgcata 

     8101 aaggttctta atccatatat gccttcagtt atagaaaaga tggaagcgct acaaaggaaa 

     8161 tacggaggag ctttggtgag gaatccactc tcacgaaatt ccacacacga gatgtactgg 

     8221 gtatccaatg cttccgggaa catagtgtca tcagtgaaca tgatttcaag aatgttgatt 

     8281 aacagattca caatgagata caagaaggcc acatacgagc cggatgttga tctcggaagt 

     8341 ggaacccgca acatcggaat tgaaagtgaa gaaccaaatc tagacataat tgggaaaaga 

     8401 atagaaaaaa taaaacaaga gcatgaaaca tcatggcact atgatcaaga ccacccatac 

     8461 aaaacgtggg cctaccatgg cagctacgaa acaaaacaga ctggatcagc atcatccatg 

     8521 gtgaacggag tggttaggct gctaacaaaa ccttgggacg tcatccccat ggtgacacag 

     8581 atggcaatga cagacacgac tccatttgga caacagcgcg tcttcaaaga gaaagtggac 

     8641 acgagaaccc aggaaccaaa agaaggcacg aaaaaactaa tgaaaatcac agcagaatgg 

     8701 ctctggaaag aactaggaaa gaaaaagaca cctaggatgt gcaccagaga agaattcaca 

     8761 agaaaggtga gaagcaatgc agccttgggt gccatattca ctgatgagaa caagtggaag 

     8821 tcggcacgtg aagctgttga agacagtgga ttttgggaat tggttgacaa ggaaaggaat 

     8881 ctccatcttg aaggaaagtg tgagacatgt gtgtataaca tgatgggaaa gagagagaag 

     8941 aagctagggg agttcggcaa agcaaaaggc agcagagcca tatggtacat gtggcttgga 

     9001 gcacgcttct tagagtttga agccctggga ttcttgaatg aagatcactg gttttccaga 

     9061 gagaactccc tgagtggagt agaaggagaa gggctgcaca aactgggcta cattctaaga 

     9121 gacgtgagta agaaagaagg aggagcaatg tacgccgatg acaccgcagg atgggacaca 

     9181 agaatcacgc tagaggactt gaaaaatgaa gaaatggtga caaaccacat ggaaggagaa 

     9241 cacaagaaac ttgctgaagc cattttcaga ttaacgtacc aaaacaaagt ggtgcgtgtg 

     9301 caaagaccga caccaagagg cacagtaatg gacattatat cgagaagaga ccaaagaggt 

     9361 agtggacaag ttgtcaccta cggcctcaac actttcacca atatggaagc ccaactgatc 

     9421 agacagatgg agggagaagg agtcttcaaa agcatccagc acctgacagc cacagaagaa 

     9481 attgcagtga agaactggtt agtaagagtg gggcgtgaga ggttatcaag aatggccatc 

     9541 agcggagatg attgtgttgt gaaaccctta gatgacaggt tcgcaagcgc tctaacagct 

     9601 ttaaatgaca tgggaaaggt caggaaagac atacaacaat gggaaccttc aagaggatgg 

     9661 aacgattgga cacaagtgcc cttttgttca caccatttcc atgagttaat catgaaggac 

     9721 ggtcgtgtac ttgtggttcc atgtagaaac caagatgaac tgattggtag ggcccgaatt 

     9781 tcccagggag ccgggtggtc cttgcgggaa acagcttgtt tggggaagtc ttacgcccaa 

     9841 atgtggagcc taatgtactt ccacagacgt gaccttaggc tggcggcaaa cgctatttgc 

     9901 tcggcagtcc cttcacattg ggttccaaca agtcggacaa cctggtccat acacgccaca 

     9961 catgagtgga tgacaacaga agacatgctg acagtctgga acagggtgtg gattcaagaa 

    10021 aacccatgga tggaagaaaa aactccagta gaatcatggg aggaaatccc atatttgggg 

    10081 aagagagaag accagtggtg cggctcattg attgggctaa caagcagggc cacctgggca 

    10141 aagaacatcc aaacagcaat aaaccaagtt agatccctaa taggcaatga ggaatacaca 

    10201 gactacatgc catccatgaa aagattcaga agagaagagg aagaggcagg agtcttgtgg 

    10261 tagaaagcag gaacatcgtg agacaaagtc agaagtcagg tcggattaag ccatagtacg 

    10321 gaaaaaacta tgctacctgt gagccccgtc caaggacgtt aaaagaagtc aggccactac 

    10381 aagtgccata gcttgagtaa actatgcagc ctgtagctcc acctgagaag gtgtaaaaaa 

    10441 tctgggaggc cacaaaccat ggaagctgta cgcatggcgt agtggactag cggttagagg 

    10501 agacccctcc cttacaaatc gcagcaacaa tgggggccca aggtgagatg aagctgtagt 



    10561 ctcactgaaa ggactagagg ttagaggaga cccccccgaa ataaaaaaca gcatattgac 

    10621 gctgggaaag accagagatc ctgctgtctc ctcagcatca ttccaggcac ag 

// 

 


	Dengue virus 2 isolate D2_19XN15729 polyprotein (POLY) gene, complete cds; and sfRNA1 lncRNA gene, partial sequence

