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LOCUS       MT895968               11931 bp    cRNA    linear   VRL 17-NOV-2021 

DEFINITION  Lyssavirus rabies isolate ERA-M-LD51, complete genome. 

ACCESSION   MT895968 

VERSION     MT895968.1 

KEYWORDS    . 

SOURCE      Lyssavirus rabies 

  ORGANISM  Lyssavirus rabies 

            Viruses; Riboviria; Orthornavirae; Negarnaviricota; 

            Haploviricotina; Monjiviricetes; Mononegavirales; Rhabdoviridae; 

            Alpharhabdovirinae; Lyssavirus. 

REFERENCE   1  (bases 1 to 11931) 

  AUTHORS   Xu,L. and Zhang,Y. 

  TITLE     Rvv 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 11931) 

  AUTHORS   Xu,L. and Zhang,Y. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (17-AUG-2020) Shanghai Public Health Clinical Center & 

            Institute of Biomedical Sciences, Fudan University, No. 29 Caolang 

            Road, Shanghai 201508, China 

COMMENT     ##Assembly-Data-START## 

            Assembly Method       :: DNASTAR SeqMan Pro v. 7.1.0 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..11931 

                     /organism="Lyssavirus rabies" 

                     /mol_type="viral cRNA" 

                     /isolate="ERA-M-LD51" 

                     /isolation_source="brain" 

                     /host="Mus musculus" 

                     /db_xref="taxon:11292" 

                     /country="China" 

                     /collection_date="2019" 

     5'UTR           1..70 

     CDS             71..1423 

                     /codon_start=1 

                     /product="nucleocapside protein" 

                     /protein_id="UEP53563.1" 

                     /translation="MDADKIVFKVNNQVVSLKPEIIVDQHEYKYPAIKDLKKPCITLG 
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                     KAPDLNKAYKSVLSGMSAAKLDPDDVCSYLAAAMQFFEGTCPEDWTSYGIVIARKGDK 

                     ITPGSLVEIKRTDVEGNWALTGGMELTRDPTVPEHASLVGLLLSLYRLSKISGQNTGN 

                     YKTNIADRIEQIFETAPFVKIVEHHTLMTTHKMCANWSTIPNFRFLAGTYDMFFSRIE 

                     HLYSAIRVGTVVTAYEDCSGLVSFTGFIKQINLTAREAILYFFHKNFEEEIRRMFEPG 

                     QETAVPHSYFIHFRSLGLSGKSPYSSNAVGHVFNLIHFVGCYMGQVRSLNATVIAACA 

                     PHEMSVLGGYLGEEFFGKGTFERRFFRDEKELQEYEAAELTKTDVALADDGTVNSDDE 

                     DYCSGETRSPEAVYTRIMMNGGRLKRSHIRRYVSVSSNHQARPNSFAEFLNKTYSSDS 

                     " 

     CDS             1514..2407 

                     /codon_start=1 

                     /product="phosphoprotein" 

                     /protein_id="UEP53564.1" 

                     /translation="MSKIFVNPSAIRAGLADLEMAEETVDLINRNIEDNQAHLQGEPI 

                     EVDNLPEDMGRLHLDDGKSPNPGEMAKVGEGKYREDFQMDEGEDPSFLFQSYLENVGV 

                     QIVRQMRSGERFLKIWSQTVEEIISYVAVNFPNPPGKSSEDKSTQTTGRELKKETTPT 

                     PSQRESQSSKARMAAQTASGPPALEWSAANEEDDLSVEAEIAHQIAESFSKKYKFPSR 

                     SSGILLYNFEQLKMNLDDIVKEAKNVPGVTRLAHDGSKLPLRCVLGWVALANSKKFQL 

                     LVESDKLSKIMQDDLNRYTSC" 

     CDS             2496..3104 

                     /codon_start=1 

                     /product="matrix protein" 

                     /protein_id="UEP53565.1" 

                     /translation="MNFLRKIVKNCRDEDTQKPSPVSAPLDDDDLWLPPPEYVPLKEL 

                     TSKKNMRNFCINGGVKVCSPNGYSFRILRHILKSFDEIYSGNHRMIGLVKVVIGLALS 

                     GSPVPEGMNWVYKLRRTFIFQWADSRGPLEGEELEYSQEITWDDDTEFVGLQIRVIAK 

                     QCHIQGRIWCINMNPRACQLWSDMSLQTQRSEEDKDSSLLLE" 

     CDS             3317..4891 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="UEP53566.1" 

                     /translation="MVPQALLFVPLLVFPLCFGKFPIYTIPDKLGPWSPIDIHHLSCP 

                     NNLVVEDEGCTNLSGFSYMELKVGYILAIKMNGFTCTGVVTEAETYTNFVGYVTTTFK 

                     RKHFRPTPDACRAAYNWKMAGDPRYEESLHNPYPDYRWLRTVKTTKESLVIISPSVAD 

                     LDPYDRSLHSRVFPSGKCSGVAVSSTYCSTNHDYTIWMPENPRLGMSCDIFTNSRGKR 

                     ASKGSETCGFVDERGLYKSLKGACKLKLCGVLGLRLMDGTWVAMQTSNETKWCPPDQL 

                     VNLHDFRSDEIEHLVVEELVRKREECLDALESIMTTKSVSFRRLSHLRKLVPGFGKAY 

                     TIFNKTLMEADAHYKSVRTWNEILPSKGCLRVGGRCHPHVNGVFFNGIILGPDGNVLI 

                     PEMQSSLLQQHMELLESSVIPLVHPLADPSTVFKDGDEAEDFVEVHLPDVHNQVSGVD 

                     LGLPNWGKYVLLSAGALTALMLIIFLMTCCRRVNRSEPTQHNLRGTGREVSVTPQSGK 

                     IISSWESHKSGGETRL" 

     CDS             5417..11800 

                     /codon_start=1 

                     /product="RNA-dependent RNA polymerase" 

                     /protein_id="UEP53567.1" 
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                     /translation="MLDPGEVYDDPIDPIELEAEPRGTPTVPNILRNSDYNLNSPLIE 

                     DPARLMLEWLKTGNRPYRMTLTDNCSRSFRVLKDYFKKVDLGSLKVGGMAAQSMISLW 

                     LYGAHSESNRSRRCITDLAHFYSKSSPIEKLLNLTLGNRGLRIPPEGVLSCLERVDYD 

                     NAFGRYLANTYSSYLFFHVITLYMNALDWDEEKTILALWKDLTSVDIGKDLVKFKDQI 

                     WGLLIVTKDFVYSQSSNCLFDRNYTLMLKDLFLSRFNSLMVLLSPPEPRYSDDLISQL 

                     CQLYIAGDQVLSMCGNSGYEVIKILEPYVVNSLVQRAEKFRPLIHSLGDFPVFIKDKV 

                     SQLEETFGPCARRFFRALDQFDNIHDLVFVYGCYRHWGHPYIDYRKGLSKLYDQVHIK 

                     KVIDKSYQECLASDLARRILRWGFDKYSKWYLDSRFLARDHPLTPYIKTQTWPPKHIV 

                     DLVGDTWHKLPITQIFEIPESMDPSEILDDKSHSFTRTRLASWLSENRGGPVPSEKVI 

                     ITALSKPPVNPREFLRSIDLGGLPDEDLIIGLKPKERELKIEGRFFALMSWNLRLYFV 

                     ITEKLLANYILPLFDALTMTDNLNKVFKKLIDRVTGQGLLDYSRVTYAFHLDYEKWNN 

                     HQRLESTEDVFSVLDQVFGLKRVFSRTHEFFQKAWIYYSDRSDLIGLREDQIYCLDAS 

                     NGPTCWNGQDGGLEGLRQKGWSLVSLLMIDRESQIRNTRTKILAQGDNQVLCPTYMLS 

                     PGLSQEGLLYELERISRNALSIYRAVEEGASKLGLIIKKEETMCSYDFLIYGKTPLFR 

                     GNILVPESKRWARVSCVSNDQIVNLANIMSTVSTNALTVAQHSQSLIKPMRDFLLMSV 

                     QAVFHYLLFSPILKGRVYKILSAEGESFLLAMSRIIYLDPSLGGVSGMSLGRFHIRQF 

                     SDPVSEGLSFWREIWLSSHESWIHALCQEAGNPDLGERTLESFTRLLEDPTTLNIRGG 

                     ASPTILLKDAIRKALYDEVDKVENSEFREAILLSKTHRDNFILFLTSVEPLFPRFLSE 

                     LFSSSFLGIPESIIGLIQNSRTIRRQFKKSLSKTLEESFYNSEIHGISRMTQTPQRVG 

                     GVWPCSSERADLLREISWGRKVVGTTVPHPSEMLGLLPKSSISCTCGATGGGNPRVSV 

                     SVLPSFDQSFFSRGPLKGYLGSSTSMSTQLFHAWEKVTNVHVVKRALSLKESINWFIT 

                     RDSNLAQALIRNIMSLTGPDFPLEEAPVFKRTGSALHRFKSARYSEGGYSSVCPNLLS 

                     HISVSTDTMSDLTQDGKNYDFMFQPLMLYAQTWTSELVQRDTRLRDSTFHWHLRCNRC 

                     VRPIDDVTLETSQIFEFPDVSKRISRMVSGAVPHFQRLPDIRLRPGDFESLSGREKSH 

                     HIGSAQGLLYSILVAIHDSGYNDGTIFPVNIYGKVSPRDYLRGLARGVLIGSSICFLT 

                     RMTNININRPLELISGVISYILLRLDNHPSLYIMLREPSLRGEIFSIPQKIPAAYPTT 

                     MKEGNRSILCYLQHVLRYEREIITASPENDWLWIFSDFRSAKMTYLTLITYQSHLLLQ 

                     RVERNISKSMRDNLRQLSSLMRQVLGGHGEDTLESDDNIQRLLKDSLRRTRWVDQEVR 

                     HAARTMTGDYSPNKKVSRKVGCSEWVCSAQQVAVSTSANPAPVSELDIRALSKRFQNP 

                     LISGLRVVQWATGAHYKLKPILDDLNVFPSLCLVVGDGSGGISRAVLNMFPDAKLVFN 

                     SLLEVNDLMASGTHPLPPSAIMRGGNDIVSRVIDFDSIWEKPSDLRNLATWKYFQSVQ 

                     KQVNMSYDLIICDAEVTDIASINRITLLMSDFALSIDGPLYLVFKTYGTMLVNPNYKA 

                     IQHLSRAFPSVTGFITQVTSSFSSELYLRFSKRGKFFRDAEYLTSSTLREMSLVLFNC 

                     SSPKSEMQRARSLNCQDLVRGFPEEIISNPYNEMIITXIDSDVESFLVHKMVDDLELQ 

                     RGTLSKVAIIIAIMIVFSNRVFNVSKPLTDPLFYPPSDPKILRHFNICCSTMMYLSTA 

                     LGDVPSFARLHDLYNRPITYYFRKQVIRGNVYLSWSWSNDTSVFKRVACNSSLSLSSH 

                     WIRLIYKIVKTTRLVGSIKDLSREVERHLHRYNRWITLEDIRSRSSLLDYSCL" 

     3'UTR           11801..11931 

ORIGIN       

        1 acgcttaaca accagatcaa agaaaaaaca gacattgtca attgcaaagc aaaactgtaa 

       61 cacccctaca atggatgccg acaagattgt attcaaagtc aataatcagg tggtctcttt 

      121 gaagcctgag attatcgtgg atcaacatga gtacaagtac cctgccatca aagatttgaa 

      181 aaagccctgt ataaccctag gaaaggctcc cgatttaaat aaagcataca agtcagtttt 

      241 gtcaggcatg agcgccgcca aacttgatcc tgacgatgta tgttcctatt tggcagcggc 
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      301 aatgcagttt tttgagggga catgtccgga agactggacc agctatggaa tcgtgattgc 

      361 acgaaaagga gataagatca ccccaggttc tctggtggag ataaaacgta ctgatgtaga 

      421 agggaattgg gctctgacag gaggcatgga actgacaaga gaccccactg tccctgagca 

      481 tgcgtcctta gtcggtcttc tcttgagtct gtataggttg agcaaaatat ccgggcaaaa 

      541 cactggtaac tataagacaa acattgcaga caggatagag cagatttttg agacagcccc 

      601 ttttgttaaa atcgtggaac accatactct aatgacaact cacaaaatgt gtgctaattg 

      661 gagtactata ccaaacttca gatttttggc cggaacctat gacatgtttt tctcccggat 

      721 tgagcatcta tattcagcaa tcagagtggg cacagttgtc actgcttatg aagactgttc 

      781 aggactggta tcatttactg ggttcataaa acaaatcaat ctcaccgcta gagaggcaat 

      841 actatatttc ttccacaaga actttgagga agagataaga agaatgtttg agccagggca 

      901 ggagacagct gttcctcact cttatttcat ccacttccgt tcactaggct tgagtgggaa 

      961 atctccttat tcatcaaatg ctgttggtca cgtgttcaat ctcattcact ttgtaggatg 

     1021 ctatatgggt caagtcagat ccctaaatgc aacggttatt gctgcatgtg ctcctcatga 

     1081 aatgtctgtt ctagggggct atctgggaga ggaattcttc gggaaaggga catttgaaag 

     1141 aagattcttc agagatgaga aagaacttca agaatacgag gcggctgaac tgacaaagac 

     1201 tgacgtagca ctggcagatg atggaactgt caactctgac gacgaggact actgctcagg 

     1261 tgaaaccaga agtccggagg ctgtttatac tcgaatcatg atgaatggag gtcgactaaa 

     1321 gagatctcac atacggagat atgtctcagt cagttccaat catcaagccc gtccaaactc 

     1381 attcgccgag tttctaaaca agacatattc gagtgactca taagaagttg aataacaaaa 

     1441 tgccggaaat ctacggattg tgtatatcca tcatgaaaaa aactaacacc cctcctttcg 

     1501 aaccatccca aacatgagca agatctttgt caatcctagt gctattagag ccggtctggc 

     1561 cgatcttgag atggctgaag aaactgttga tctgatcaat agaaatatcg aagacaatca 

     1621 ggctcatctc caaggggaac ccatagaagt ggacaatctc cctgaggata tggggcgact 

     1681 tcacctggat gatggaaaat cgcccaaccc tggtgagatg gccaaggtgg gagaaggcaa 

     1741 gtatcgagag gactttcaga tggatgaagg agaggatcct agcttcctgt tccagtcata 

     1801 cctggaaaat gttggagtcc aaatagtcag acaaatgagg tcaggagaga gatttctcaa 

     1861 gatatggtca cagaccgtag aagagattat atcctatgtc gcggtcaact ttcccaaccc 

     1921 tccaggaaag tcttcagagg ataaatcaac ccagactact ggccgagagc tcaagaagga 

     1981 gacaacaccc actccttctc agagagaaag ccaatcatcg aaagccagga tggcggctca 

     2041 aactgcttct ggccctccag cccttgaatg gtcggccgcc aatgaagagg atgatctatc 

     2101 agtggaggct gagatcgctc accagattgc agaaagtttc tccaaaaaat ataagtttcc 

     2161 ctctcgatcc tcagggatac tcttgtataa ttttgagcaa ttgaaaatga accttgatga 

     2221 tatagttaaa gaggcaaaaa atgtaccagg tgtgacccgt ttagcccatg acgggtccaa 

     2281 actcccccta agatgtgtac tgggatgggt cgctttggcc aactctaaga aattccagtt 

     2341 gttagtcgaa tccgacaagc tgagtaaaat catgcaagat gacttgaatc gctatacatc 

     2401 ttgctaaccg agcctctcca ctcagtccct ctagacaata aagtccgaga tgtcctaaag 

     2461 tcaacatgaa aaaaacaggc aacaccactg ataaaatgaa ctttctacgt aagatagtga 

     2521 aaaattgcag ggacgaggac actcaaaaac cctctcccgt gtcagcccct ctggatgacg 

     2581 atgacttgtg gcttccaccc cctgaatacg tcccgctgaa agaacttaca agcaagaaga 

     2641 acatgaggaa cttttgtatc aacggagggg ttaaagtgtg tagcccgaat ggttactcgt 

     2701 tcaggatcct gcggcacatt ctgaaatcat tcgacgagat atattctggg aatcatagga 

     2761 tgatcgggtt agtcaaagta gttattggac tggctttgtc aggatctcca gtccctgagg 

     2821 gcatgaactg ggtatacaaa ttgaggagaa cctttatctt tcagtgggct gattccaggg 

     2881 gccctcttga aggggaggag ttggaatact ctcaggagat cacttgggat gatgatactg 



     2941 agttcgtcgg attgcaaata agagtgattg caaaacagtg tcatatccag ggcagaatct 

     3001 ggtgtatcaa catgaacccg agagcatgtc aactatggtc tgacatgtct cttcagacac 

     3061 aaaggtccga agaggacaaa gattcctctc tgcttctaga ataatcagat tatatcccgc 

     3121 aaatttatca cttgtttacc tctggaggag agaacatatg ggctcaactc caacccttgg 

     3181 gagcaatata acaaaaaaca tgttatggtg ccattaaacc gctgcatttc atcaaagtca 

     3241 agttgattac ctttacattt tgatcctctt ggatgtgaaa aaaactatta acatccctca 

     3301 aaagactcaa ggaaagatgg ttcctcaggc tctcctgttt gtaccccttc tggtttttcc 

     3361 attgtgtttt gggaaattcc ctatttacac gataccagac aagcttggtc cctggagccc 

     3421 gattgacata catcacctca gctgcccaaa caatttggta gtggaggacg aaggatgcac 

     3481 caacctgtca gggttctcct acatggaact taaagttgga tacatcttag ccataaaaat 

     3541 gaacgggttc acttgcacag gcgttgtgac ggaggctgaa acctacacta acttcgttgg 

     3601 ttatgtcaca accacgttca aaagaaagca tttccgccca acaccagatg catgtagagc 

     3661 cgcgtacaac tggaagatgg ccggtgaccc cagatatgaa gagtctctac acaatccgta 

     3721 ccctgactac cgctggcttc gaactgtaaa aaccaccaag gagtctctcg ttatcatatc 

     3781 tccaagtgtg gcagatttgg acccatatga cagatccctt cactcgaggg tcttccctag 

     3841 cgggaagtgc tcaggagtag cggtgtcttc tacctactgc tccactaacc acgattacac 

     3901 catttggatg cccgagaatc cgagactagg gatgtcttgt gacattttta ccaatagtag 

     3961 agggaagaga gcatccaaag ggagtgagac ttgcggcttt gtagatgaaa gaggcctata 

     4021 taagtcttta aaaggagcat gcaaactcaa gttatgtgga gttctaggac ttagacttat 

     4081 ggatggaaca tgggtcgcga tgcaaacatc aaatgaaacc aaatggtgcc ctcccgatca 

     4141 gttggtgaac ctgcacgact ttcgctcaga cgaaattgag caccttgttg tagaggagtt 

     4201 ggtcaggaag agagaggagt gtctggatgc actagagtcc atcatgacaa ccaagtcagt 

     4261 gagtttcaga cgtctcagtc atttaagaaa acttgtccct gggtttggaa aagcatatac 

     4321 catattcaac aagaccttga tggaagccga tgctcactac aagtcagtca gaacttggaa 

     4381 tgagatcctc ccttcaaaag ggtgtttaag agttgggggg aggtgtcatc ctcatgtgaa 

     4441 cggggtgttt ttcaatggta taatattagg acctgacggc aatgtcttaa tcccagagat 

     4501 gcaatcatcc ctcctccagc aacatatgga gttgttggaa tcctcggtta tcccccttgt 

     4561 gcaccccctg gcagacccgt ctaccgtttt caaggacggt gacgaggctg aggattttgt 

     4621 tgaagttcac cttcccgatg tgcacaatca ggtctcagga gttgacttgg gtctcccgaa 

     4681 ctgggggaag tatgtattac tgagtgcagg ggccctgact gccttgatgt tgataatttt 

     4741 cctgatgaca tgttgtagaa gagtcaatcg atcagaacct acgcaacaca atctcagagg 

     4801 gacagggagg gaggtgtcag tcactcccca aagcgggaag atcatatctt catgggaatc 

     4861 acacaagagt gggggtgaga ccagactgtg aggactggcc gtcctttcaa cgatccaagt 

     4921 cctgaagatc acctcccctt ggggggttct ttttgaaaaa aaacctgggt tcaatagtcc 

     4981 tccttgaact ccatgcaact gggtagattc aagagtcatg agattttcat taatcctctc 

     5041 agttgatcaa gcaagatcat gtagattctc ataatagggg agatcttcta gcagtttcag 

     5101 tgactaacgg tactttcatt ctccaggaac tgacaccaac agttgtagac aaaccacggg 

     5161 gtgtctcggg tgactctgtg cttgggcaca gacaaaggtc atggtgtgtt ccatgatagc 

     5221 ggactcagga tgagttaatt gagagaggca gtcttcctcc cgtgaaggac ataagcagta 

     5281 gctcacaatc atctcgcgtc tcagcaaagt gtgcataatt ataaagtgct gggtcatcta 

     5341 agcttttcag tcgagaaaaa aacattagat cagaagaaca actggcaaca cttctcaacc 

     5401 tgagacctac ttcaagatgc tcgatcctgg agaggtctat gatgacccta ttgacccaat 

     5461 cgagttagag gctgaaccca gaggaacccc cactgtcccc aacatcttga ggaactctga 

     5521 ctacaatctc aactctcctt tgatagaaga tcctgctaga ctaatgttag aatggttaaa 



     5581 aacagggaat agaccttatc ggatgactct aacagacaat tgctccaggt ctttcagagt 

     5641 tttgaaagat tatttcaaga aggtagattt gggttctctc aaggtgggcg gaatggctgc 

     5701 acagtcaatg atttctctct ggttatatgg tgcccactct gaatccaaca ggagccggag 

     5761 atgtataaca gacttggccc atttctattc caagtcgtcc cccatagaga agctgttgaa 

     5821 tctcacgcta ggaaatagag ggctgagaat ccccccagag ggagtgttaa gttgccttga 

     5881 gagggttgat tatgataatg catttggaag gtatcttgcc aacacgtatt cctcttactt 

     5941 gttcttccat gtaatcacct tatacatgaa cgccctagac tgggatgaag aaaagaccat 

     6001 cctagcatta tggaaagatt taacctcagt ggacatcggg aaggacttgg taaagttcaa 

     6061 agaccaaata tggggactgc tgatcgtgac aaaggacttt gtttactccc aaagttccaa 

     6121 ttgtcttttt gacagaaact acacacttat gctaaaagat cttttcttgt ctcgcttcaa 

     6181 ctccttaatg gtcttgctct ctcccccaga gccccgatac tcagatgact tgatatctca 

     6241 actatgccag ctgtacattg ctggggatca agtcttgtct atgtgtggaa actccggcta 

     6301 tgaagtcatc aaaatattgg agccatatgt cgtgaatagt ttagtccaga gagcagaaaa 

     6361 gtttaggcct ctcattcatt ccttgggaga ctttcctgta tttataaaag acaaggtaag 

     6421 tcaacttgaa gagacgttcg gtccctgtgc aagaaggttc tttagggctc tggatcaatt 

     6481 cgacaacata catgacttgg tttttgtgta tggctgttac aggcattggg ggcacccata 

     6541 tatagattat cgaaagggtc tgtcaaaact atatgatcag gttcacatta aaaaagtgat 

     6601 agataagtcc taccaggagt gcttagcaag cgacctagcc aggaggatcc ttagatgggg 

     6661 ttttgataag tactccaagt ggtatctgga ttcaagattc ctagcccgag accacccctt 

     6721 gactccttat atcaaaaccc aaacatggcc acccaaacat attgtagact tggtggggga 

     6781 tacatggcac aagctcccga tcacgcagat ctttgagatt cctgaatcaa tggatccgtc 

     6841 agaaatattg gatgacaaat cacattcttt caccagaacg agactagctt cttggctgtc 

     6901 agaaaaccga ggggggcctg ttcctagcga aaaagttatt atcacggccc tgtctaagcc 

     6961 gcctgtcaat ccccgagagt ttctgaggtc tatagacctc ggaggattgc cagatgaaga 

     7021 cttgataatt ggcctcaagc caaaggaacg ggaattgaag attgaaggtc gattctttgc 

     7081 tctaatgtca tggaatctaa gattgtattt tgtcatcact gaaaaactct tggccaacta 

     7141 catcttgcca ctttttgacg cgctgactat gacagacaac ctgaacaagg tgtttaaaaa 

     7201 gctgatcgac agggtcaccg ggcaagggct tttggactat tcaagggtca catatgcatt 

     7261 tcacctggac tatgaaaagt ggaacaacca tcaaagatta gagtcaacag aggatgtatt 

     7321 ttctgtccta gatcaagtgt ttggattgaa gagagtgttt tctagaacac acgagttttt 

     7381 tcaaaaggcc tggatctatt attcagacag atcagacctc atcgggttac gggaggatca 

     7441 aatatactgc ttagatgcgt ccaacggccc aacctgttgg aatggccagg atggcgggct 

     7501 agaaggctta cggcagaagg gctggagtct agtcagctta ttgatgatag atagagaatc 

     7561 tcaaatcagg aacacaagaa ccaaaatact agctcaagga gacaaccagg ttttatgtcc 

     7621 gacatatatg ttgtcgccag ggctatctca agaggggctc ctctatgaat tggagagaat 

     7681 atcaaggaat gcactttcga tatacagagc cgtcgaggaa ggggcatcta agctagggct 

     7741 gatcatcaag aaagaagaga ccatgtgtag ttatgacttc ctcatctatg gaaaaacccc 

     7801 tttgtttaga ggtaacatat tggtgcctga gtccaaaaga tgggccagag tctcttgcgt 

     7861 ctctaatgac caaatagtca acctcgccaa tataatgtcg acagtgtcca ccaatgcgct 

     7921 aacagtggca caacactctc aatctttgat caaaccgatg agggattttc tgctcatgtc 

     7981 agtacaggca gtctttcact acctgctatt tagcccaatc ttaaagggaa gagtttacaa 

     8041 gattctgagc gctgaagggg agagctttct cctagccatg tcaaggataa tctatctaga 

     8101 tccttctttg ggaggggtat ctggaatgtc cctcggaaga ttccatatac gacagttctc 

     8161 agaccctgtc tctgaagggt tatccttctg gagagagatc tggttaagct cccacgagtc 



     8221 ctggattcac gcgttgtgtc aagaggctgg aaacccagat cttggagaga gaacactcga 

     8281 gagcttcact cgccttctag aagatcctac caccttaaat atcagaggag gggccagtcc 

     8341 taccattcta ctcaaggatg caatcagaaa ggctttatat gacgaggtgg acaaggtgga 

     8401 gaattcagag tttcgagagg caatcctgtt gtccaagacc catagagata attttatact 

     8461 cttcttaaca tctgttgagc ctctgtttcc tcgatttctc agtgagctat tcagttcgtc 

     8521 ttttttggga atccccgagt caatcattgg attgatacaa aactcccgaa cgataagaag 

     8581 gcagtttaaa aagagtctct caaaaacttt agaagagtcc ttctacaact cagagatcca 

     8641 cgggattagt cggatgaccc agacacctca gagggttggg ggggtgtggc cttgctcttc 

     8701 agagagggca gatctactta gggagatctc ttggggaaga aaagtggtag gcacgacagt 

     8761 tcctcaccct tctgagatgt tggggttact tcccaagtcc tctatttctt gcacttgtgg 

     8821 agcaacagga ggaggcaatc ctagagtttc tgtatcagta ctcccgtcct ttgatcagtc 

     8881 atttttttca cgaggccccc taaaggggta cttgggctcg tccacctcta tgtcgaccca 

     8941 gctattccat gcatgggaaa aagtcactaa tgttcatgtg gtgaagagag ctctatcgtt 

     9001 aaaagaatct ataaactggt tcattactag agattccaac ttggctcaag ctctaattag 

     9061 gaacattatg tctctgacag gccctgattt ccctctagag gaggcccctg tcttcaaaag 

     9121 gacggggtca gccttgcata ggttcaagtc tgccagatac agcgaaggag ggtattcttc 

     9181 tgtctgcccg aacctcctct ctcatatttc tgttagtaca gacaccatgt ctgatttgac 

     9241 ccaagacggg aagaactacg atttcatgtt ccagccattg atgctttatg cacagacatg 

     9301 gacatcagag ctggtacaga gagacacaag gctaagagac tctacgtttc attggcacct 

     9361 ccgatgcaac aggtgtgtga gacccattga cgacgtgacc ctggagacct ctcagatctt 

     9421 cgagtttccg gatgtgtcga aaagaatatc cagaatggtt tctggggctg tgcctcactt 

     9481 ccagaggctt cccgatatcc gtctgagacc aggagatttt gaatctctaa gcggtagaga 

     9541 aaagtctcac catatcggat cagctcaggg gctcttatac tcaatcttag tggcaattca 

     9601 cgactcagga tacaatgatg gaaccatctt ccctgtcaac atatacggca aggtttcccc 

     9661 tagagactat ttgagagggc tcgcaagggg agtattgata ggatcctcga tttgcttctt 

     9721 gacaagaatg acaaatatca atattaatag acctcttgaa ttgatctcag gggtaatctc 

     9781 atatattctc ctgaggctag ataaccatcc ctccttgtac ataatgctca gagaaccgtc 

     9841 tcttagagga gagatatttt ctatccctca gaaaatcccc gccgcttatc caaccactat 

     9901 gaaagaaggc aacagatcaa tcttgtgtta tctccaacat gtgctacgct atgagcgaga 

     9961 gataatcacg gcgtctccag agaatgactg gctatggatc ttttcagact ttagaagtgc 

    10021 caaaatgacg tacctaaccc tcattactta ccagtctcat cttctactcc agagggttga 

    10081 gagaaacata tctaagagta tgagagataa cctgcgacaa ttgagttcct tgatgaggca 

    10141 ggtgctgggc gggcacggag aagatacctt agagtcagac gacaacattc aacgactgct 

    10201 aaaagactct ttacgaagga caagatgggt ggatcaagag gtgcgccatg cagctagaac 

    10261 catgactgga gattacagcc ccaacaagaa ggtgtcccgt aaggtaggat gttcagaatg 

    10321 ggtctgctct gctcaacagg ttgcagtctc tacctcagca aacccggccc ctgtctcgga 

    10381 gcttgacata agggccctct ctaagaggtt ccagaaccct ttgatctcgg gcttgagagt 

    10441 ggttcagtgg gcaaccggtg ctcattataa gcttaagcct attctagatg atctcaatgt 

    10501 tttcccatct ctctgccttg tagttgggga cgggtcaggg gggatatcaa gggcagtcct 

    10561 caacatgttt ccagatgcca agcttgtgtt caacagtctt ttagaggtga atgacctgat 

    10621 ggcttccgga acacatccac tgcctccttc agcaatcatg aggggaggaa atgatatcgt 

    10681 ctccagagtg atagattttg actcaatctg ggaaaaaccg tccgacttga gaaacttggc 

    10741 aacctggaaa tacttccagt cagtccaaaa gcaggtcaac atgtcctatg acctcattat 

    10801 ttgcgatgca gaagttactg acattgcatc tatcaaccgg ataaccctgt taatgtccga 



    10861 ttttgcattg tctatagatg gaccactcta tttggtcttc aaaacttatg ggactatgct 

    10921 agtaaatcca aactacaagg ctattcaaca cctgtcaaga gcgttcccct cggtcacagg 

    10981 gtttatcacc caagtaactt cgtctttttc atctgagctc tacctccgat tctccaaacg 

    11041 agggaagttt ttcagagatg ctgagtactt gacctcttcc acccttcgag aaatgagcct 

    11101 tgtgttattc aattgtagca gccccaagag tgagatgcag agagctcgtt ccttgaactg 

    11161 tcaggatctt gtgagaggat ttcctgaaga aatcatatca aatccttaca atgagatgat 

    11221 cataactntg attgacagtg atgtagaatc ttttctagtc cacaagatgg ttgatgatct 

    11281 tgagttacag aggggaactc tgtctaaagt ggctatcatt atagccatca tgatagtttt 

    11341 ctccaacaga gtcttcaacg tttccaaacc cctaactgac cccttgttct atccaccgtc 

    11401 tgatcccaaa atcctgaggc acttcaacat atgttgcagt actatgatgt atctatctac 

    11461 tgctttaggt gacgtcccta gcttcgcaag acttcacgac ctgtataaca gacctataac 

    11521 ttattacttc agaaagcaag tcattcgagg gaacgtttat ctatcttgga gttggtccaa 

    11581 cgacacctca gtgttcaaaa gggtagcctg taattctagc ctgagtctgt catctcactg 

    11641 gatcaggttg atttacaaga tagtgaagac taccagactc gttggcagca tcaaggatct 

    11701 atccagagaa gtggaaagac accttcatag gtacaacagg tggatcaccc tagaggatat 

    11761 cagatctaga tcatccctac tagactacag ttgcctgtga accggatact cctggaagcc 

    11821 tgcccatgct aagactcttg tgtgatgtat cttgaaaaaa acaagatcct aaatctgaac 

    11881 ctttggttgt ttgattgttt ttctcatttt tgttgtttat ttgttaagcg t 
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