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2004
DEFINITION  Mammalian orthoreovirus 3 minor core protein mu2 (M1) mRNA,
complete cds.
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FEATURES Location/Qualifiers
source 1..2304
/organism="Mammalian orthoreovirus 3"
/mol_type="mRNA"
/serotype="3"
/isolate="T3/Human/Washington,DC/1957"
/db_xref="taxon:538123"
/segment="M1"

/clone="12"
/country="USA"
gene 1..2304
/gene="M1"
primer_bind 1.2
CDS 14.2224

/gene="M1"



/note="microtubule-associated protein; RNA-binding
protein; nucleoside triphosphate phosphohydrolase; RNA
5'-triphosphate phosphohydrolase; putative transcriptase
component”

/codon_start=1

/product="minor core protein mu2"
/protein_id="AAS55892.1"

/translation="MAYIAVPAVVDSRSSEAIGLLESFGVDAGADANDVSYQDHDYVL
DOLQYMLDGYEAGDVIDALVHKNWLHHSVYCLLPPKSQLLEYWKSNPSAIPDNVDRRL
RKRLMLKKDLRKDDEYNQLARAFKISDVYAPLISSTTSPMTMIQNLNQGEIVYTTTDR
VIGARILLYAPRKYYASTLSFTMTKCIIPFGKEVGRVPHSRFNVGTFSSIATPKCFVM
SGVDIESIPNEFIKLFYQRVKSVHANILNDISPQIVSDMINRKRLRVHTPSDRRAAQL
MHLPYHVKRGASHVDVYKVDVVDMLFEVVDVADGLRNVSRKLTMHTVPVCILEMLGIE
IADYCIRQEDGMLTDWFLLLTMLSDGLTDRRTHCQYLINPSSVPPDVILNISITGFIN
RHTIDVMPDIYDFVKPIGAVLPKGSFKSTIMRVLDSISILGIQIMPRAHVVDSDEVGE
QMEPTFEQAVMEIYKGIAGVDSLDDLIKWVLNSDLIPHDDRLGQLFQAFLPLAKDLLA
PMARKFYDNSMSEGRLLTFAHADSELLNANYFGHLLRLKIPYITEVNLMIRKNREGGE
LFQLVLSYLYKMYATSAQPKWFGSLLRLLICPWLHMEKLIGEADPASTSAEIGWHIPR
EQLMQDGWCGCEDGFIPYVSIRAPRLVIEELMEKNWGQYHAQVIVTDQLVVGEPRRVS
AKAVIKGNHLPVKLVSRFACFTLTAKYEMRLSCGHSTGRGAAYSARLAFRSDLA"
primer_bind complement(2301..2304)
ORIGIN
1 gctattcgeg gtcatggctt acatcgcagt tcctgeggtg gtggattcac gttcgagtga
61 ggctattgga ctgctagaat cgtttggagt agacgctggg getgacgega atgacgttte
121 atatcaagat catgactatg tgttggatca gttacagtac atgttagatg gatatgaggc
181 tggtgacgtt atcgatgcac tcgtccacaa gaattggtta catcactctg tctattgett
241 gttgccacce aaaagtcaac tattagagta ttggaaaagt aatccttcag cgataccgga
301 caacgttgat cgtcggcttc gtaaacgact aatgctaaag aaagatctca ggaaagatga
361 tgaatacaat cagctagcgc gtgctttcaa gatatcggat gtctacgcac ctctcatctc

421 atccacgacg tcaccgatga caatgataca gaacttgaat caaggcgaga tcgtgtacac
481 cacgacggac agggtaatag gggctagaat cttgttatat gctcctagaa agtactatge



//

541 gtcaactctg tcatttacta tgactaagtg catcattccg tttggtaaag aggtgggtcg
601 tgttcctcac tctcgattta atgttggceac attttcgtca attgctacce cgaaatgttt
661 tgtcatgagt ggggttgata ttgagtccat cccaaatgaa tttatcaagt tgttttacca
721 gcgcegtcaag agtgttcacg ctaacatact aaatgacata tctcctcaga tegtctctga
781 catgataaac agaaagcgtc tgcgcegttca tactccatca gatcgtcgag ccgegeagtt
841 gatgcatttg ccttaccatg ttaaacgagg agcgtctcac gtcgacgttt acaaggtgga
901 tgttgtagac atgttgttcg aggtagtgga tgtggccgat gggttgcgcea acgtatctag
961 gaaactaact atgcataccg ttccggtatg tattcttgaa atgttgggta ttgagattgc
1021 ggactattgc attcgtcaag aggatggaat gctcacagat tggttcctac ttttaaccat
1081 gctatctgat ggcttgactg atagaaggac gcattgtcaa tacttgatta atccgtcaag
1141 tgtgcctect gatgtgatac ttaacatctc aattactgga tttataaata gacatacaat
1201 cgatgtcatg cctgacatat atgactttgt taaacccatt ggcgctgtgce tgectaaggg
1261 atcatttaaa tcaacaatta tgagagttct tgattcaata tcaatattag gaatccaaat
1321 catgcegcegce gegceatgtag ttgactcaga tgaggtgggce gagcaaatgg agcectacgtt
1381 tgagcaggcg gttatggaga tatacaaagg gattgctggc gttgactcgce tggatgatct
1441 catcaagtgg gtgctgaact cggatctcat tccgcatgat gacaggcttg gtcaattatt
1501 tcaagcgttt ttgcectctcg caaaggactt actagcetcca atggcecagaa agttttatga
1561 taactcaatg agtgagggta gattgctaac attcgctcat geccgacagtg agttgctgaa
1621 cgcaaattat tttggtcatt tattgcgact aaaaatacca tatattacag aggttaatct
1681 gatgattcgc aagaatcgtg agggtggaga gctatttcag cttgtgttat cttatctata
1741 taaaatgtat gctactagcg cgcagcctaa atggtttgga tcattattge gattgttaat
1801 atgtccctgg ttacatatgg agaaattaat aggagaagca gacccggcat ctacgtcggce
1861 tgaaattggg tggcatatcc ctegtgaaca getgatgcaa gatggatggt gtggatgtga
1921 agacggattc attccctatg ttagcatacg tgcgccaaga ctggttatag aggagttgat
1981 ggagaagaac tggggccaat atcatgccca agttattgtc actgatcagc ttgtcgtagg
2041 cgaaccgecgg agggtatctg ctaaggcetgt gatcaagggt aaccacttac cagttaagtt
2101 agtttcacga tttgcatgtt tcacattgac ggcgaagtat gagatgaggc tttcgtgegg
2161 ccatagcact ggacgtggag ctgcatacag tgcgagacta gcetttccgat ctgacttgge
2221 gtgatcegtg acatgegtag tgtgacacct getectaggt caatgggggt agggggcggg
2281 ctaagactac gtacgcgctt catc



