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LOCUS       MW147113                 500 bp    DNA     linear   BCT 14-MAR-2022 

DEFINITION  Mycobacteroides abscessus strain MabsS-A erythromycin ribosome 

            methyltransferase (erm(41)) gene, partial cds. 

ACCESSION   MW147113 

VERSION     MW147113.1 
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SOURCE      Mycobacteroides abscessus (Mycobacterium abscessus) 

  ORGANISM  Mycobacteroides abscessus 

            Bacteria; Actinobacteria; Corynebacteriales; Mycobacteriaceae; 

            Mycobacteroides. 

REFERENCE   1  (bases 1 to 500) 

  AUTHORS   Chouhan,D., Pillai,M.R., Nair,G.B., Chattopadhyay,S., 
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COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..500 

                     /organism="Mycobacteroides abscessus" 

                     /mol_type="genomic DNA" 

                     /strain="MabsS-A" 

                     /isolation_source="gastric biopsy" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:36809" 

     gene            1..>500 

                     /gene="erm(41)" 

     CDS             1..>500 

                     /gene="erm(41)" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="erythromycin ribosome methyltransferase" 

                     /protein_id="UMZ08582.1" 

                     /translation="MSGQRSRRQWGWYPLTDDWAARIVAESGVRSGEFVVDLGAGHGA 

                     LTAHLVAAGARVLAVELHPGRARHLRSRFAEEDVRIAEADLLAFRWPRRPFRVVASPP 

                     YQVTSALIRSLLTPESRLLAADLVLQRGAVHKHAKRAPVRHWTLRAGITLPRSAFHHP 

https://www.ncbi.nlm.nih.gov/nuccore/MW147113.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MW147113.1?report=graph
https://www.ncbi.nlm.nih.gov/popset?DbFrom=nuccore&Cmd=Link&LinkName=nuccore_popset&IdsFromResult=2206267843
https://www.ncbi.nlm.nih.gov/nuccore/MW147113.1#goto2206267843_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=36809
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=36809
https://www.ncbi.nlm.nih.gov/nuccore/MW147113.1?from=1&to=500
https://www.ncbi.nlm.nih.gov/nuccore/MW147113.1?from=1&to=500
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2206267844


                     PQVDSSV" 

ORIGIN       

        1 gtgtccggcc aacggtcgcg acgccagtgg ggctggtatc cgctcactga tgactgggcg 

       61 gcgcggatcg tcgccgaatc cggtgttcgc tcaggggagt tcgttgtgga tctgggcgca 

      121 ggacacggcg cgctgacggc acatctggtt gccgctggtg ccagggtgct agccgtcgag 

      181 ctgcatccgg ggcgggctcg acaccttcgt tcacggtttg ccgaggaaga tgtccggata 

      241 gcggaagcgg acctgctcgc cttccggtgg ccgcgacggc catttcgggt ggtggcgagc 

      301 ccgccctacc aagtcaccag cgcactgata cggagtctct tgacgccgga atcccggctg 

      361 ctggctgccg acctggtgct gcagcgcggg gctgtgcaca aacatgcgaa gcgagcacct 

      421 gttcgccatt ggacgctacg ggccggaatc acattgccgc gaagcgcttt ccatcatcca 

      481 ccgcaggtgg attcgtcggt 
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