Mycobacteroides abscessus strain MabsS-A erythromycin ribosome methyltransferase (erm(41))

gene, partial cds
GenBank: MW147113.1

FASTA Graphics PopSet

Go to:

LOCUS MW147113 500 bp DNA linear BCT 14-MAR-2022

DEFINITION Mycobacteroides abscessus strain MabsS-A erythromycin ribosome
methyltransferase (erm(41)) gene, partial cds.

ACCESSION MW147113

VERSION MW147113.1
KEYWORDS
SOURCE Mycobacteroides abscessus (Mycobacterium abscessus)

ORGANISM Mycobacteroides abscessus

Bacteria; Actinobacteria; Corynebacteriales; Mycobacteriaceae;
Mycobacteroides.
REFERENCE 1 (bases 1 to 500)

AUTHORS Chouhan,D., Pillai,M.R., Nair,G.B., Chattopadhyay,S.,
Retnakumar,R., Devi,T.B., Dharmaseelan,S., Devadas,K. and
Alexander, S.M.

TITLE Direct Submission

JOURNAL  Submitted (19-0CT-2020) Pathogen Biology, Rajiv Gandhi Centre for
Biotechnology, Poojappura, Trivandrum, Kerala 695014, India

COMMENT ##Assembly-Data-STARTH##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers

source 1..500
/organism="Mycobacteroides abscessus"
/mol type="genomic DNA"
/strain="MabsS-A"
/isolation source="gastric biopsy"
/host="Homo sapiens"
/db_xref="taxon:36809"

gene 1..>500
/gene="erm (41)"

CDS 1..>500
/gene="erm (41)"
/codon_start=1
/transl table=11
/product="erythromycin ribosome methyltransferase"
/protein id="UMz08582.1"
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