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FEATURES             Location/Qualifiers 

     source          1..508 

                     /organism="Cryptococcus sp. MK1-2020" 

                     /mol_type="genomic DNA" 

                     /strain="BK193" 

                     /isolation_source="Hylesinus varius on Fraxinus excelsior" 

                     /db_xref="taxon:2785397" 

                     /country="Czech Republic" 

     misc_RNA        1..508 

                     /note="sequence contains 18S rRNA gene, ITS1, 5.8S rRNA 

                     gene, ITS2, 28S rRNA gene" 

ORIGIN       

        1 aggaagtaaa agtcgtaaca aggtttccgt aggtgaacct gcggaaggat cagtagagaa 

       61 taatggactt cggtccaaat atctacccat ctacacctgt gaaccgtatc tgtgcttcgg 

      121 cacgctttac acaaacgtct ttgatgtaat gaatgtaaca tattataaca ataataaaac 

      181 tttcaacaac ggatctcttg gcttccacat cgatgaagaa cgcagcgaaa tgcgataagt 

      241 aatgtgaatt gcagaattca gtgaatcatc gagtctttga acgcaacttg cgccctttgg 

      301 tattccgaag ggcatgcctg tttgagagtc atgaacatct caatccttcg ggttttatga 

      361 cctgttggac ttggatttgg gtgtttgccg cgacctgcaa aggacgtcgg ctcgccttaa 
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      421 atgtgttagt gggaaggtga ttacctgtca gcccggcgta ataagtttcg ctgggccttg 

      481 gggtagttgt cggcttgctc ataacaac 
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