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TTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACT

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

TTGTAAAACGACGGCCAGTGAATTGTAATACGACTCACﬂ

40 50 60

70

ATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCG

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

ATAGGGCGAATTGGGCCCGACGTCGCATGCTCCCGGCCY

80 90 100 110

CCATGGCGGCCGCGGGAATTCGATGCCACAAACCATGGA

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.segq(1>208)

abl (1>791)—>
—

CCATGGCGGCCGCGGGAATTCGATGCCACAAACCATGGA
GCCACAAACCATGGA

120 130 140 150

AGCTGTACGCATGGCGTAGTGGACTAGCGGTTAGAGGAG

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.segq(1>208)

abl (1>791)—>
—

AGCTGTACGCATGGCGTAGTGGACTAGCGGTTAGAGGAG
AGCTGTACGCATGGCGTAGTGGACTAGCGGTTAGAGGAG

160 170 180 190

ACCCCTCCCTTACAAATCGCAGCAACAATGGGGGCCCAA

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.seq(1>208)

abl (1>791)—>
—

ACCCCTCCCTTACAAATCGCAGCAACAATGGGGGCCCAA
ACCCCTCCCTTACAAATCGCAGCAACAATGGGGGCCCAN

200 210 220 230

GGTGAGATGAAGCTGTAGTCTCACTGAAAGGACTAGAGG

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.segq(1>208)

abl (1>791)—>
—

GGTGAGATGAAGCTGTAGTCTCACTGAAAGGACTAGAGG
GGTGAGATGAAGCTGTAGTCTCACTGAAAGGACTAGAGG

240 250 260 270

TTAGAGGAGACCCCCCCGAAATAAAAAACAGCATATTGA

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.segq(1>208)

abl (1>791)—>
—

TTAGAGGAGACCCCCCCGAAATAAAAAACAGCATATTGA
TTAGAGGAGACCCCCCCGAAATAAAAAACAGCATATTGA

280 290 300 310

CGCTGGGAAAGACCAGAGATCCTGCTGTCTCCTCAGCAT

Cll1-F46963-G0243974-2 M13-77.
G0243974-2.segq(1>208)

abl (1>791)—>
—

CGCTGGGAAAGACCAGAGATCCTGCTGTCTCCTCAGCAT
CGCTGGGAAAGACCAGAGATCCTGCTGTCTCCTCAGC

320 330 340 350

CACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATG

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

CACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATY

360 370 380 390

GGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATT

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

GGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATT

400 410 420

CTATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCA

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)—> |

CTATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCH
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430 440 450 460

TAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATT

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

TAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATﬂ

470 480 490 500

CCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCC

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

CCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGC(

510 520 530 540

TGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCG

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

TGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCq

550 560 570 580

TTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCG

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

TTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCYH

590 600 610 620

TGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGA

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

TGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGH

630 640 650 660

GGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTC

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

GGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCT(

670 680 690 700

ACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCG

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

ACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCYH

710 720 730 740

GTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACA

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

GTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACH

750 760 770 780

GAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAA

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

GAATCAGGGGATAACGCAGGAaAGAACATGTGAGCAAAH

790

GGCCAGCAAAA

Cl1-F46963-G0243974-2 M13-77.

abl (1>791)— |

GGCCAGCAAAY




