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LOCUS       AF322387                 609 bp    DNA     linear   PLN 28-JAN-2001 

DEFINITION  Ajellomyces capsulatus var. farciminosus 18S ribosomal RNA gene, 

            partial sequence; internal transcribed spacer 1, 5.8S ribosomal 

RNA 

            gene and internal transcribed spacer 2, complete sequence; and 28S 

            ribosomal RNA gene, partial sequence. 

ACCESSION   AF322387 

VERSION     AF322387.1 

KEYWORDS    . 

SOURCE      Histoplasma capsulatum var. farciminosum 

  ORGANISM  Histoplasma capsulatum var. farciminosum 

            Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina; 

            Eurotiomycetes; Eurotiomycetidae; Onygenales; Ajellomycetaceae; 

            Histoplasma. 

REFERENCE   1  (bases 1 to 609) 

  AUTHORS   Kasuga,T., White,T.J. and Taylor,J.W. 

  TITLE     Ajellomyces ITS 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 609) 

  AUTHORS   Kasuga,T., White,T.J. and Taylor,J.W. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (20-NOV-2000) Roche Molecular Systems, 1145 Atlantic 

Ave, 

            Alameda, CA 94501, USA 

FEATURES             Location/Qualifiers 

     source          1..609 

                     /organism="Histoplasma capsulatum var. farciminosum" 

                     /mol_type="genomic DNA" 

                     /strain="ATCC 58332" 

                     /variety="farciminosum" 

                     /isolate="H90" 

                     /db_xref="ATCC:58332" 

                     /db_xref="taxon:149547" 

                     /country="Egypt" 

     rRNA            <1..32 

                     /product="18S ribosomal RNA" 

     misc_RNA        33..241 

                     /product="internal transcribed spacer 1" 

https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?report=graph
https://www.ncbi.nlm.nih.gov/popset?DbFrom=nuccore&Cmd=Link&LinkName=nuccore_popset&IdsFromResult=12584196
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1#goto12584196_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=149547
https://www.atcc.org/Products/All/58332.aspx
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=149547
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?from=1&to=32
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?from=33&to=241


     rRNA            242..398 

                     /product="5.8S ribosomal RNA" 

     misc_RNA        399..573 

                     /product="internal transcribed spacer 2" 

     rRNA            574..>609 

                     /product="28S ribosomal RNA" 

ORIGIN       

        1 ttccgtaggt gaacctgcgg aaggatcatt accacgccgt ggggggctgg gagcctctga 

       61 ccgggaaccc ccccaccccc ctacccggcc acccttgtct accggacctg ttgcctcggc 

      121 gggcctgcag cgatgctgcc gggggagctt ctcctccccg ggcccgtgtc cgccggggac 

      181 accgcaagaa ccgtcggtga acgattggcg tctgagcatg agagcgataa taatccagtc 

      241 aaaactttca acaacggatc tcttggttcc gacatcgatg aagaacgcag cgaaatgcga 

      301 taagtaatgt gaattgcaga attccgtgaa tcatcgaatc tttgaacgca cattgcgccc 

      361 cctggtattc cggggggcat gcctgtccga gcgtcattgc aaccctcaag cgcggcttgt 

      421 gtgttgggcc gtcgtccccc ctcgaccggc gggacgtgcc cgaaatgcag tggcggtgtc 

      481 gagttccggt gcccgagcgt atggggcttt gccacccgct ctggaggccc ggccggctcc 

      541 ggcccaccat gtcaaccccc ctctcacacc aggttgacct cggatcaggt agggataccc 

      601 gctgaactt 

// 

 

https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?from=242&to=398
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?from=399&to=573
https://www.ncbi.nlm.nih.gov/nuccore/AF322387.1?from=574&to=609
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