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FEATURES             Location/Qualifiers 

     source          1..1089 

                     /organism="Priestia megaterium NBRC 15308 = ATCC 14581" 

                     /mol_type="genomic DNA" 

                     /strain="NBRC 15308" 

                     /type_material="type strain of Bacillus megaterium" 

                     /db_xref="taxon:1348623" 

                     /note="type strain of Bacillus megaterium" 

     gene            1..1089 

                     /gene="phaC" 

     CDS             1..1089 

                     /gene="phaC" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="polyhydroxyalkanoate synthase" 

                     /protein_id="BAI68396.1" 
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                     KLINGELEVRGRKVDLKNIKANILNIAASRDHIAMPHQVAALMDAVSSEDKEYKLLQT 

                     GHVSVVFGPKAVKETYPSIGDWLEKRSK" 

ORIGIN       

        1 gtggcaattc cttacgtgca agagtgggaa aaattaatca aatcaatgcc aagtgaatat 

       61 aaaagttctg caagacgttt taagcgtgca tatgaaatta tgacagcaga agcggaaccg 

      121 gaagttggat taacaccaaa agaggttatt tggaaaaaga acaaagcaaa attataccgc 

      181 tatacgccag taaaagataa cctgcataaa acaccaatct tactcgtata tgcattgatc 

      241 aataaaccgt atattttgga tttaacacct ggaaacagcc ttgttgaata cttattaaac 

      301 cgtggttttg acgtgtattt gcttgactgg ggaactccag ggcttgaaga cagcaatatg 

      361 aagctagatg attatattgt agattatatt ccaaaagcgg cgaaaaaggt gctgcgcact 

      421 tctaaatctc ctgatttgtc tgttcttggt tactgcatgg gcggaactat gacatctatt 

      481 tttgctgcat taaatgaaga cttgccgatt aaaaacttaa tttttatgac aagtccattt 

      541 gatttttcgg atacaggttt atacggagca ttcctagacg atcgctactt taatttagat 

      601 aaagcagtag atacattcgg aaacatccct ccagagatga ttgactttgg aaacaagatg 

      661 ttaaagccaa tcacgaattt ctatggccca tatgtaacgt tggtggaccg ttcggaaaat 

      721 cagcggtttg ttgaaagctg gaagctaatg caaaagtggg ttgctgacgg aatcccattt 

      781 gctggtgaag cttatcgtca gtggattcgt gacttctatc aacaaaataa attaatcaat 

      841 ggtgaacttg aagttcgcgg acgcaaagta gatttgaaaa atattaaagc taatatttta 

      901 aacattgctg ctagccgtga tcatattgcg atgccgcatc aagtggcagc tttaatggac 

      961 gctgtttcaa gtgaagataa agagtacaaa ttgttgcaaa caggtcacgt atctgttgta 

     1021 tttggtccaa aagcagtgaa ggaaacatat ccttcaatcg gcgattggct agaaaaacgc 

     1081 tctaaataa 
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