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            gene, complete cds. 

ACCESSION   GQ859478 

VERSION     GQ859478.1 

KEYWORDS    . 

SOURCE      Bacillus amyloliquefaciens 

  ORGANISM  Bacillus amyloliquefaciens 

            Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus; 

            Bacillus amyloliquefaciens group. 

REFERENCE   1  (bases 1 to 1083) 

  AUTHORS   Liu,Y., Mao,A., Li,H. and Cheng,C. 

  TITLE     Homology analysis of beta-mannanase gene from Bacillus subtilis 

            group 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1083) 

  AUTHORS   Liu,Y., Mao,A., Li,H. and Cheng,C. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (31-AUG-2009) China Center of Industrial Culture 

            Collection (CICC), China National Research institute of Food and 

            Fermentation Industries, Xiaoyun Road 32 Chaoyang District, 

            Beijing, Beijing 100027, China 

FEATURES             Location/Qualifiers 

     source          1..1083 

                     /organism="Bacillus amyloliquefaciens" 

                     /mol_type="genomic DNA" 

                     /strain="CICC 22383" 

                     /db_xref="taxon:1390" 

     gene            1..1083 

                     /gene="man" 

     CDS             1..1083 

                     /gene="man" 

                     /EC_number="3.2.1.78" 

                     /note="degrades polysaccharide into oligosaccharide" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="beta-mannanase" 

                     /protein_id="ACX94040.1" 

                     /translation="MLKKFAVCLSIILLLISAARPISAHTVYPVNPNAQQTTKDVMNW 

                     LAHLPNRSENRVMSGAFGGYSDVTFSMTEENRLKNATGQSPAIYGCDYGRGWLETSDI 
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                     TDSIDYSCNSSLISYWKSGGLPQVSLHLANPAFPSGHYKTAISNSQYKNILNPSTVEG 

                     RRLEALLSKIADGLTQLKNQGVTVLFRPLHEMNGEWFWWGLTGYNQKDTERISLYKEL 

                     YKKIYRYMTETRGLDNLLWVYSPDANRDFKTDFYPGSSYVDITGLDAYFTDPYAISGY 

                     DEMLSLKKPFAFAETGPSGNIGSFDYAVFINAIRQKYPETTYFLTWDEQLSPAANQGA 

                     QSLYQNSWTLNKGEMWNGVTLTPIAE" 

ORIGIN       

        1 atgctcaaaa agttcgcagt ctgtctgtct atcattttat tactcatctc agccgcccgt 

       61 ccgatatcgg ctcacaccgt ttaccctgtc aatcccaatg cccagcagac gacaaaagac 

      121 gtcatgaact ggctggcgca tttgcccaac cgttcagaaa acagggtcat gtccggtgca 

      181 ttcggcgggt acagcgatgt caccttttca atgacggagg aaaaccgctt gaaaaacgcg 

      241 acgggacagt ctcccgccat ctacggctgt gattatggga gagggtggct ggaaacatcg 

      301 gatatcaccg attctatcga ctacagctgc aacagcagcc tcatttcgta ctggaaaagc 

      361 ggcggcctcc ctcaggtcag cctgcatctc gcaaatccgg cctttccatc aggacactat 

      421 aaaacggcca tttcaaacag ccagtataaa aatatcctga acccttcaac tgttgaagga 

      481 cggcggcttg aggccttgct cagcaaaatc gccgacggcc ttactcagct gaaaaatcaa 

      541 ggcgtcaccg ttctgttcag gccgctgcat gagatgaacg gtgaatggtt ctggtggggg 

      601 ctgacaggct acaaccaaaa agacactgag agaatctcgc tgtacaaaga gctttacaag 

      661 aagatatacc gctatatgac agagacaaga ggattggata atcttttgtg ggtgtattcg 

      721 cctgatgcca acagagactt caaaacagac ttctacccag gctcatctta tgtggatatt 

      781 accggactgg atgcttactt caccgacccg tatgcgatat caggctatga tgaaatgctg 

      841 tctctgaaaa aaccgtttgc ctttgccgag accggtccgt ccggtaatat cggaagcttt 

      901 gattacgctg tttttatcaa tgcgatcagg caaaagtatc ccgagacaac ctactttttg 

      961 acatgggatg aacaattaag cccggcagcc aatcaaggcg cgcaaagcct ttatcaaaac 

     1021 agctggacgc tgaacaaggg cgaaatgtgg aatggcgtaa ccttgacgcc gatcgcggaa 

     1081 taa 
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