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LOCUS       KT719412                1416 bp    DNA     linear   BCT 28-NOV-2015 

DEFINITION  Bacillus velezensis strain MER_TA_3.1 16S ribosomal RNA gene, 

            partial sequence. 

ACCESSION   KT719412 

VERSION     KT719412.1 

KEYWORDS    . 

SOURCE      Bacillus velezensis 

  ORGANISM  Bacillus velezensis 

            Bacteria; Firmicutes; Bacilli; Bacillales; Bacillaceae; Bacillus; 

            Bacillus amyloliquefaciens group. 

REFERENCE   1  (bases 1 to 1416) 

  AUTHORS   Schubert,W.W., Benardini,J.N., Blachowicz,A., Engler,D., 

Zerehi,F., 

            Smith,G., Arora-Williams,K., Sanchez,N. and Hendrickson,R. 

  TITLE     Microbes Associated with the Mars Exploration Rover Spacecraft 

            Surfaces 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1416) 

  AUTHORS   Schubert,W., Benardini,J.N., Blachowicz,A., Engler,D., Zerehi,F., 

            Smith,G., Arora-Williams,K., Sanchez,N. and Hendrickson,R. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (09-SEP-2015) Biotechnology and Planetary Protection 

            Group, California Institute of Technology, Jet Propulsion 

            Laboratory, 4800 Oak Grove Dr, Pasadena, CA 91109, USA 

COMMENT     ##Assembly-Data-START## 

            Assembly Method       :: DNAStar v. 12.0.0 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1416 

                     /organism="Bacillus velezensis" 

                     /mol_type="genomic DNA" 

                     /strain="MER_TA_3.1" 

                     /isolation_source="Mars Exploration Rover spacecraft 

                     surfaces" 

                     /db_xref="taxon:492670" 

     rRNA            <1..>1416 

                     /product="16S ribosomal RNA" 

ORIGIN       

        1 tgcagtcgag cggacagatg ggagcttgct ccctgatgtt agcggcggac gggtgagtaa 
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       61 cacgtgggta acctgcctgt aagactggga taactccggg aaaccggggc taataccgga 

      121 tggttgtctg aaccgcatgg ttcagacata aaaggtggct tcggctacca cttacagatg 

      181 gacccgcggc gcattagcta gttggtgagg taacggctca ccaaggcgac gatgcgtagc 

      241 cgacctgaga gggtgatcgg ccacactggg actgagacac ggcccagact cctacgggag 

      301 gcagcagtag ggaatcttcc gcaatggacg aaagtctgac ggagcaacgc cgcgtgagtg 

      361 atgaaggttt tcggatcgta aagctctgtt gttagggaag aacaagtgcc gttcaaatag 

      421 ggcggcacct tgacggtacc taaccagaaa gccacggcta actacgtgcc agcagccgcg 

      481 gtaatacgta ggtggcaagc gttgtccgga attattgggc gtaaagggct cgcaggcggt 

      541 ttcttaagtc tgatgtgaaa gcccccggct caaccgggga gggtcattgg aaactgggga 

      601 acttgagtgc agaagaggag agtggaattc cacgtgtagc ggtgaaatgc gtagagatgt 

      661 ggaggaacac cagtggcgaa ggcgactctc tggtctgtaa ctgacgctga ggagcgaaag 

      721 cgtggggagc gaacaggatt agataccctg gtagtccacg ccgtaaacga tgagtgctaa 

      781 gtgttagggg gtttccgccc cttagtgctg cagctaacgc attaagcact ccgcctgggg 

      841 agtacggtcg caagactgaa actcaaagga attgacgggg gcccgcacaa gcggtggagc 

      901 atgtggttta attcgaagca acgcgaagaa ccttaccagg tcttgacatc ctctgacaat 

      961 cctagagata ggacgtcccc ttcgggggca gagtgacagg tggtgcatgg ttgtcgtcag 

     1021 ctcgtgtcgt gagatgttgg gttaagtccc gcaacgagcg caacccttga tcttagttgc 

     1081 cagcattcag ttgggcactc taaggtgact gccggtgaca aaccggagga aggtggggat 

     1141 gacgtcaaat catcatgccc cttatgacct gggctacaca cgtgctacaa tggacagaac 

     1201 aaagggcagc gaaaccgcga ggttaagcca atcccacaaa tctgttctca gttcggatcg 

     1261 cagtctgcaa ctcgactgcg tgaagctgga atcgctagta atcgcggatc agcatgccgc 

     1321 ggtgaatacg ttcccgggcc ttgtacacac cgcccgtcac accacgagag tttgtaacac 

     1381 ccgaagtcgg tgaggtaacc tttaggagcc agccgc 
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