
Equine rotavirus strain Arg/E706/2008 VP7 (VP7) gene, partial cds 

GenBank: GU373939.1 

FASTA Graphics PopSet 

Go to: 

LOCUS       GU373939                 972 bp    RNA     linear   VRL 25-JUL-2016 

DEFINITION  Equine rotavirus strain Arg/E706/2008 VP7 (VP7) gene, partial 

cds. 

ACCESSION   GU373939 

VERSION     GU373939.1 

KEYWORDS    . 

SOURCE      Equine rotavirus 

  ORGANISM  Equine rotavirus 

            Viruses; Riboviria; Orthornavirae; Duplornaviricota; 

            Resentoviricetes; Reovirales; Sedoreoviridae; Rotavirus. 

REFERENCE   1  (bases 1 to 972) 

  AUTHORS   Garaicoechea,L., Mino,S.O., Barrandeguy,M. and Parreno,V. 

  TITLE     Molecular Characterization of Equine rotavirus Circulating in 

Sport 

            Horses of Argentina During a 17-year Period (1992-2008) 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 972) 

  AUTHORS   Garaicoechea,L., Mino,S.O., Barrandeguy,M. and Parreno,V. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (29-DEC-2009) Virology Institute, INTA, Dr Nicolas 

            Repetto y de Los Reseros s/n, Castelar, Buenos Aires 1712, 

            Argentina 

FEATURES             Location/Qualifiers 

     source          1..972 

                     /organism="Equine rotavirus" 

                     /mol_type="genomic RNA" 

                     /strain="Arg/E706/2008" 

                     /isolation_source="fecal sample" 

                     /host="equine" 

                     /db_xref="taxon:10937" 

                     /country="Argentina: Buenos Aires" 

                     /collection_date="2008" 

                     /note="genotype: G14" 

     gene            7..>972 

                     /gene="VP7" 
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                     /gene="VP7" 

                     /codon_start=1 

                     /product="VP7" 

                     /protein_id="AEF33475.1" 
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                     /translation="MYGIEYTTILTFLISLILLNYILQLLTRIMDFIIYRFLLIIVLL 

                     SPFLNAQNYGINLPITGSMDTAYVNSTQENIFLTSTLCLYYPTEAATQIDDSSWKDTI 

                     SQLFLTKGWPTGSVYLKEYTDIASFSIDPQLYCDYNVVLMKYDEALQLDMSELADLIL 

                     NEWLCNPMDITLYYYQQTDEANKWISMGSSCTIKVCPLNTQTLGIGCLTTNVATFEEV 

                     ATSEKLVITDVVDGVDHKINVTTTTCTIRNCKKLGPRENVAIIQVGGSNILDITADPT 

                     TAPQIGRMMRINWKKWWQVFYTVVDYINQIVQVMSKRSRSLNSAAF" 

ORIGIN       

        1 cttttaatgt atggtattga atataccaca attctaacct ttttgatatc tcttatttta 

       61 ctgaattata tattgcaatt gttgacaaga ataatggatt ttattattta taggtttctc 

      121 cttattatag ttcttttgtc acctttttta aacgctcaaa actatggaat caatctacca 

      181 attactggtt caatggatac tgcatatgtt aattctacac aagaaaacat ttttttaacg 

      241 tctacactat gtttatacta tccaactgaa gctgcaactc aaatagatga tagttcttgg 

      301 aaagatacga tttctcagtt atttttaact aaaggatggc ctacggggtc cgtgtattta 

      361 aaagaatata cagacatcgc ttctttttca attgatccgc aattatattg tgattataat 

      421 gtagtgttaa tgaagtatga tgaagcatta caattagata tgtctgagct ggctgattta 

      481 attcttaatg aatggctttg caatccaatg gatattactt tatactatta tcaacaaact 

      541 gatgaagcta ataaatggat atctatggga tcttcatgta caataaaagt atgtccactt 

      601 aatacacaaa ctttaggaat tggttgtttg actactaatg ttgcaacgtt cgaagaagta 

      661 gctacatctg aaaaattagt aattacggac gtggtagacg gagtggatca taaaattaac 

      721 gtaacaacaa ctacttgtac catcagaaat tgtaaaaaat taggaccaag agaaaacgta 

      781 gcaattatac aagttggagg ttctaacatt cttgatataa cggctgatcc gactacggct 

      841 ccacagattg gacgaatgat gcgtataaat tggaagaaat ggtggcaagt gttttatact 

      901 gtagtcgatt acattaatca aattgttcaa gtaatgtcca aaagatcgcg atcattaaat 

      961 tctgctgcat tc 
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