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LOCUS       AF213153                1276 bp    DNA     linear   BCT 02-AUG-2001 

DEFINITION  Mycobacterium marinum Erp precursor (erp) gene, complete cds. 

ACCESSION   AF213153 

VERSION     AF213153.1 
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SOURCE      Mycobacterium marinum 

  ORGANISM  Mycobacterium marinum 
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FEATURES             Location/Qualifiers 

     source          1..1276 

                     /organism="Mycobacterium marinum" 

                     /mol_type="genomic DNA" 

                     /db_xref="taxon:1781" 

     gene            274..1203 

                     /gene="erp" 

     CDS             274..1203 

                     /gene="erp" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Erp precursor" 

                     /protein_id="AAK82954.1" 

                     /translation="MPNRRRRKLSTAMSAVAALAVASPCAYFLVYESTTETKPTEHHE 

                     FVRAASVADLPTELMTALSQGLSSFGINLPPVPSLTGGTGTGMSPGLTSPGLTSPGLT 

                     SPGLTSPGLTSPGLTSPGLTTPGLTPGMPGDLALPGTTLPPTPGAAVNPALTNPALTS 

                     PTGLAPGLTSPTGLDPALGGTNEIPITTPVGLDPGMDGTYPILGDPSLGYGPGTSSLG 
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                     GSGLGSSTGGGGILNDVMQAANQLGAGQAIDLLKGVLMPSIMQAVQNGGAAAPAAAAA 

                     VPELPAAAAAPAAAAPAAVAPAAAAAAAAVPPI" 

     sig_peptide     274..339 

                     /gene="erp" 

     mat_peptide     340..1200 

                     /gene="erp" 

                     /product="Erp" 

ORIGIN       

        1 tgcgaaaacc cgatttggca ggacgacaag gtcagggttg caccgggttt cgacaaccca 

       61 agcaggccct aagcaggtct aaagcgggtc taaagcgggt ccgatgaccc cgatgggccg 

      121 aagatgccac cttaggtagc gattgcctca cgattcgata taaccacact agtctcacca 

      181 acctcactcg taccatcgag cgtgtgggtt cgagccgccg aggacagccg gcgcgaaccg 

      241 acgcaacaca tagtccagat tgaggagact tccgtgccga atcgacgccg acgcaagctc 

      301 tcgacagcca tgagcgcggt cgccgccctg gcagttgcga gtccatgtgc atactttctt 

      361 gtctacgaat cgaccaccga gaccaagccg accgagcacc acgagtttgt gcgggcggcc 

      421 agcgtggccg acctgcccac cgagttgatg accgcgctgt cgcagggttt gtcctcgttc 

      481 gggatcaatc tgcctccagt gcccagcctc accggcggta ccggcaccgg catgagcccg 

      541 ggcctgacca gcccggggtt gaccagcccg gggttgacca gccccggctt gaccagccca 

      601 gggctgacca gcccgggtct caccagccca ggcctgacca ccccgggtct gacgccggga 

      661 atgccgggag acttggccct gccgggcacg acgctgcccc cgacaccggg cgccgccgtc 

      721 aaccccgcac tcaccaatcc ggcgttgacc agcccgaccg gcttggcacc cggcttgacc 

      781 agtccgactg gcctggaccc ggcacttggt ggcaccaacg agattcccat cacgacgccg 

      841 gtcggcctgg accccgggat ggacggcacc tatccgatcc tgggtgaccc cagcctggga 

      901 tacgggccgg ggacctcctc cctgggcggc agcggcctgg gcagcagcac cggcggcggc 

      961 ggaatcctca acgacgtgat gcaggccgcc aaccagctgg gcgcaggcca ggccatcgac 

     1021 ctgctcaagg gcgtgctgat gccttcgatc atgcaggccg tccaaaacgg cggcgcagcc 

     1081 gcgccggcgg ccgcagcggc ggttcccgaa ctacccgccg cggcagcggc acccgcggcg 

     1141 gccgcacctg cggcagtcgc accggccgcg gcggctgccg cagccgcggt accgccgatc 

     1201 taatcggcac ctagcgaaag gcctcagaac ctgtcacctg acgacaccgc agagtcacgc 

     1261 tggacccgaa cccacc 
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