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LOCUS       AB232895                1251 bp    DNA     linear   PLN 26-MAY-2011 

DEFINITION  Coccidioides posadasii gene for 18S rRNA, ITS1, 5.8S rRNA, ITS2, 

            and 28S rRNA, partial and complete sequence, strain: IFM 50993. 

ACCESSION   AB232895 

VERSION     AB232895.1 

KEYWORDS    . 

SOURCE      Coccidioides posadasii 

  ORGANISM  Coccidioides posadasii 

            Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina; 

            Eurotiomycetes; Eurotiomycetidae; Onygenales; Onygenaceae; 

            Coccidioides. 

REFERENCE   1 

  AUTHORS   Sano,A., Miyaji,M., Kamei,K., Mikami,Y. and Nishimura,K. 

  TITLE     Reexamination of Coccidioides spp. reserved in the Research Center 

            for Pathogenic Fungi and Microbial Toxicoses, Chiba University, 

            based on multiple gene analysis 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 1251) 

  AUTHORS   Sano,A., Miyaji,M., Kamei,K., Mikami,Y. and Nishimura,K. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (25-AUG-2005) Contact:Ayako Sano Department of Animal 

            Sciences, Faculty of Agriculture, University of the Ryukyus; 

            Nishihara-cho, Okinawa 903-0213, Japan 

FEATURES             Location/Qualifiers 

     source          1..1251 

                     /organism="Coccidioides posadasii" 

                     /mol_type="genomic DNA" 

                     /strain="IFM 50993" 

                     /isolate="Kanazawa" 

                     /isolation_source="Human" 

                     /db_xref="taxon:199306" 

                     /country="Japan:Ishikawa, Kanazawa" 

     misc_RNA        <1..>1251 

                     /note="contains 18S ribosomal RNA, internal transcribed 

                     spacer 1, 5.8S ribosomal RNA, internal transcribed spacer 

                     2, and 28S ribosomal RNA" 

ORIGIN       

        1 ggaagtaaaa gtcgtaacaa ggtttccgta ggtgaacctg cggaaggatc attaaagtgg 

       61 cgtccggctg cgcacctccc ccgcgggggt tcgcgcggtc cgtacctccc acccgtgttt 
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      121 actgaaccat tgttgccttg gcaggcctgc cgggcctccg gctgccgggg atcgcccgcc 

      181 ttgcgcggcg tcccgggcgc gcgcctgcca gcggatcaat tgaactctta tgtgaagatt 

      241 gtcagtctga gcattatagc aaaaatcaaa caaaactttc aacaacggat ctcttggttc 

      301 cggcatcgat gaagaacgca gcgaaatgcg ataagtaatg tgaattgcag aattccgtga 

      361 atcatcgaat ctttgaacgc acattgcgcc ctctggtatt ccggggggca tgcctgttcg 

      421 agcgtcattg caaacccttc aagcacggct tgtgtgttgg gccaacgtcc ccgcttgtgt 

      481 ggacgggcct gaaatgcagt ggcggcaccg agttcctggt gtctgagtgt atgggaaatc 

      541 acttcatcgc tcaaagaccc gatcggggcc gatctctttt ttttattata tccggtttga 

      601 cctcggatca ggtaggagta cccgctgaac ttaagcatat caataagcgg aggaaaagaa 

      661 accaacaggg attgcctcag taacggcgag tgaagcggca aaagctcaaa tttgaaatct 

      721 ggctccatgc ggagcccgag ttgtaatttg gagaggacac ttcgggtgcg gccacggcat 

      781 aagttccttg gaacaggacg tcatagaggg tgagaatccc gtctttggct gctggaccgc 

      841 gcccatgcga agttccttcg acgagtcgag ttgtttggga atgcagctct aagtgggtgg 

      901 taaatttcat ctaaagctaa atattggccg gagaccgata gcgcacaagt agagtgatcg 

      961 aaaggttaaa agcaccttga aaagggagtt aaatagcacg tgaaattgtt gaaagggaag 

     1021 cgcttgcaac cagactcggt cgtgggggct cagcgggcat gcgtgcccgt gtactccccc 

     1081 atgctccggg ccagcatcag ttctggcggt tggttaaagg cctctggaat gtatcgtcct 

     1141 ccgggacgtc ttatagccag gggcgcaatg cggccagccg ggactgagga acgcgcttcg 

     1201 gcacggatgc tggcataatg gttgtaagcg gcccgtcttg aaacacggac c 
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