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On Jul 2, 2013 this sequence version replaced M75136.1.

1. Data were derived from shotgun sequencing of genome DNA. 2.

Predicted coding regions generally start at the first in-frame ATG

codon. Where there is supporting evidence, subsequent ATG codons

are used instead. Such evidence emerged from alignment with

proteins, codon preference or bias, presence of a predicted signal

peptide or location of a potential TATA signal. 3. Predicted polyA

signals are annotated for each coding region. Alternative


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2#goto519868059_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10401
https://www.ncbi.nlm.nih.gov/pubmed/1727613
https://www.ncbi.nlm.nih.gov/nuccore/M75136.1

predictions are possible in some cases.
predicted for a few ORFs where no good candidates are available.

4. The location of the 5'-nucleotide at each genome terminus was

determined.
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1..134226
/organism="Ictalurid herpesvirus 1"
/mol type="genomic DNA"
/strain="Auburn 1"
/host="Ictalurus punctatus"
/db_xref="ATCC:VR-665"
/db_xref="taxon:10401"
/clone="A"

/tissue 1ib="ATCC VR-665"

/note="isolated from virus passaged in the ATCC CCL-159

(BB brown bullhead) cell line"
1..18556
/note="TR"
/rpt_type=direct
63..273
/rpt_type=direct
complement (467..3330)
/gene="ORF1L"
complement (467..472)
/regulatory class="polyA signal sequence"
/gene="ORF1L"
complement (583..588)
/regulatory class="polyA signal sequence"
/gene="ORF1L"
609..748
/rpt_type=direct
complement (742..3330)
/gene="ORF1L"
/codon_start=1
/product="0ORF1"
/protein id="AAA88104.1"

/translation="MDGLKEITAAVASLGGTTDLSTYMVNFDLGDMMDQSAGVVIDDV
HPPVEGASVDSAMDVDAESEDEKDEEPGTGRDEPEVESEADEDPDEVEDAIPAAVPST
IPLSTTIRGFGADLGLGKNLTPADLAGNGLGKYAATLFSKTLPTLAAVVEQKGAIDPG
SSVAKSIVTLLSSELGNALGIFSRLPTREQNKMAAVMILMKVLGRTALPPLTKTDEGV
LSAINLVEFSGAKRKVLVSTHSDITKFIIFNDDGTIPTLGVDTVAPLMKYYDPRLKLTT
LVLIKNLGNNGTVEVKRRSKGKTLVMRERIPVECFLFRAFPVTESSDNIYATLDEVKR
LLKGVSTQSSYVYVKNPKSIGDDFLNTKNTSLTLGDAPLTVKLSFRKPTNATSQSGFK
RWLLICKWLARGGRIELGPKSTLRSGHEEESLEEEVNTGCIRSMASLTRLASRAWSPK

PolyA signals are not


https://www.atcc.org/Products/All/VR-665.aspx
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10401
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=1&to=18556
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=63&to=273
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=467&to=3330
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=467&to=472
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=583&to=588
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=609&to=748
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=742&to=3330
https://www.ncbi.nlm.nih.gov/protein/331211

gene

CDS

gene

CDS

repeat region

repeat region

regulatory

regulatory

NILKVNDRPVMTPSILNEIPDEVHRGNTLPIWLLFAASLRLDIVAVKEWLSTEGGDPR
SIDVAKLTYHQYLFLRLLSDAGIAKKGLSKLLTATNNWLITEMSFIVMYKGSYGVNPT
VLSTISDNNVPNLPIFSWIGEIPLWSTSGIVEKVKIVHTNSSLVSRMMLLSDVTEVAK
VHATIKAKVRAEQKASKESAKGEDAAKKAPKRKREAEAGTETPKKKQKEEKSEKPKKTG
KAEKSTGTAKVTKKEKTEKKTPQTKSTNKKNVKSVSAEAGTAVTPDEANGKKKSTQVK
KKESAGQHTTEKKKRTAAKKKTVDRPSGHRPSSKKEYRSQEFVSSDDSSDEEVISKPR
VITTENMKSTKKATLASNMDDDGDDDGEFMTCAGQFDIGGGSGFLTSTAGRNRKSNKQS
KTLLLS"
3502..6272
/gene="ORF2L"
3502..4725
/gene="ORF2L"
/codon_start=1
/product="0ORF2"
/protein id="AAA88105.1"
/translation="MTGRHSPHRQTSPSPRPVEKMPRFQREHGASHRYTPMGKRPAAP
ANTGSHRGALLGRLNGDPERKGEFTAVSKLLKSRGYIPEARTALIEWVEKEGARRGGE
EVMCGSILLPGHDESGRAIDDIFRDMSRSVRGEVASPIDELLFRVGNLLEVYVETTTG
KPVPAKGLWGVVQVESTVTGIPKMIHVCLDRSLGVGYKCSFAKLWKKTIEELLGTGVG
TTNPHCWFTRTIHSDAIQASFDGLNMIFELFGGRVRTGRVSPEGERRVFHTRCLGDDS
FNALFAATVHDPTVSRAVFEARVRTVQTSYPAWYTEFGDMWTPAPNNVGWVTTPEGSWC
YDIRVRDLYNDPNKMSVTPAAAAPPGVPKPEHGEELEADPWKPSSTIGSPAPNLCALY
TSGDSVELHAPLLPL"
4886..6272
/gene="ORF3L"
4886..5794
/gene="ORF3L"
/codon_start=1
/product="0ORF3"
/protein id="AAA88106.1"
/translation="MAFSTSDEKRIAELLGMSPATLSVRVFGVDLPHDPIPWDSDDEG
DDTMPTGSWSERALGVETVARPHVYIGPVGIGAVDDETSDWDSPASPPVTGAERAAGG
LPROAPLLVRRVSGNEWRVVSESERRIEEIGRELARICEIQWDEDVAGAPVGTVTGNS
PWSPVRGSLLPPKSGSPTYWNPPPPSPSDDTTCEIPSLPSSLVSSPVNPAPMYSPVSD
APLNTPSPNMMITPTHPGLARLLDTPPTPLDADLGDWAVDWLYAPQLGDQLRIESGSS
PGKRPLDDPDEVPSSKRGPSRRALLN"

5668..5956
/rpt_type=direct

6084..6241
/rpt_type=direct

6118..6123
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

6158..6163


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=3502&to=6272
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=3502&to=4725
https://www.ncbi.nlm.nih.gov/protein/331212
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=4886&to=6272
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=4886&to=5794
https://www.ncbi.nlm.nih.gov/protein/331213
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=5668&to=5956
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6084&to=6241
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6118&to=6123
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6158&to=6163
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/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"
6194..6199
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"
6234..6239
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"
6267..6272
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"
6513..7286
/rpt_type=direct
7960..8647
/gene="ORF4L"
7960..8499
/gene="ORF4L"
/codon_start=1
/product="0ORF4"
/protein id="AAA88107.1"
/translation="MASIDVGETIGIEQVEPVKFRFVCHCGFCPPSFVTARGAGSVSL
RVVVHYVPSPEREDPESPTRGVDEVDGACSEPPTPRPEPRFRAIEEMGKIVVLVSVCP
LRPALQHRWVGAPARRHRSDSVARRARFEPWRGRASRPTVLTPASGDSDDVDTRTEGC
GCGPGHPPVDCMCDRQDWL"
8557..8562
/regulatory class="polyA signal sequence"
/gene="ORF4L"
8642..8647
/regulatory class="polyA signal sequence"
/gene="ORF4L"
8785..10048
/gene="ORF5L"
8785..9471
/gene="ORF5L"
/note="deoxyribonucleoside kinase; counterpart in CyHV-3
perhaps acquired independently"
/codon_start=1
/product="ORF5"
/protein id="AAA88108.1"
/translation="MALREGPTPARFLPEGLVFCVEGNIGCGKSTLVKALMERVAGSG
VNVVEEPVDQWVNHNGKNYLELSYTDPTGYAVPFONLVEFDSYVNVOQRLONPDIMERSP
MSATRVFCAVNGSRGVIPATALPGMAARGEAVMRTIATRPVEVYLELPPEECLRRMRR
RDRTGEAGVGLDYLRLLHERYEAWLSSAEDVERVDASRSREEIVDRVIEILCRRHPRL
RAPLTRKSQL"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6194&to=6199
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6234&to=6239
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6267&to=6272
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=6513&to=7286
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=7960&to=8647
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=7960&to=8499
https://www.ncbi.nlm.nih.gov/protein/331214
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=8557&to=8562
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=8642&to=8647
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=8785&to=10048
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=8785&to=9471
https://www.ncbi.nlm.nih.gov/protein/331215

gene 9535..10048
/gene="ORF6L"
CDs 9535..9951
/gene="ORF6L"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF6"
/protein id="AAA88109.1"
/translation="MNSLTIIFLLSGLTAYHAVLADGTGSSESVTAGDSGVVVLVMIG
ALLTLLMTIPIIGLFGIYVRTRASIEEMRGILMQIHLRLITGDQRSNRGDVELGAGAS
LLTISSQPPSYAEALLMEPVEPQQOQEGVPLEAEIRV"
regulatory 10043..10048
/regulatory class="polyA signal sequence"
/note="ORF5, ORF6"
repeat region 10248..10267
/rpt_type=direct
repeat region 10298..10326
/rpt_type=direct
repeat region 10420..10614
/rpt_type=direct
gene 10863..11504
/gene="ORF7L"
CDS 10863..11285
/gene="ORF7L"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF7"
/protein id="AAA88110.1"
/translation="MAAVILERAAEFVAPGEARVGYPILAEVYRALTSDHEMRAFYET
CAVSFFALFMLIIWVLHASRHPEGSTTRGTDAHTQTEGSTTRGTDAHTQTEGSRDQGS
MTPEADDLTRPPLGHGRQIPVLRRRMVLDRDLRIDYSL"
repeat region 11059..11152
/gene="ORF7L"
/rpt_type=direct
regulatory 11499..11504
/regulatory class="polyA signal sequence"
/gene="ORFT7L"
repeat region 11658..11751
/rpt_type=direct
repeat region 11767..11898
/rpt_type=direct
gene 12462..13781
/gene="ORF8L"
CDS 12462..13160


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=9535&to=10048
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=9535&to=9951
https://www.ncbi.nlm.nih.gov/protein/331216
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10043&to=10048
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10248&to=10267
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10298&to=10326
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10420&to=10614
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10863&to=11504
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=10863&to=11285
https://www.ncbi.nlm.nih.gov/protein/331217
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=11059&to=11152
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=11499&to=11504
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=11658&to=11751
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=11767&to=11898
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=12462&to=13781
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=12462&to=13160

/gene="ORF8L"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF8"
/protein id="AAA88111.1"
/translation="MKCPRARVDIFKREIKTRELEPTEKNVYHGLTGPISLPPHNPVS
IRFQEMVSWRLRSAVIGFFLLVSSTSGSSAASIPSAPTPDATRESPTGEPHRDRALST
ETPTPEPSRDGGSTPEVLHVVTGPVRPRDRDPILERLAEILAETHSLHQLLTPGTGPR
EDEDEVFARALAAAEIAIGSVADRVMWKATLSCMLVVTSLVFAGVALWVIVARHGHEFR
VIPHERSRDWSPGL"
gene 13197..13781
/gene="ORFIL"
CDs 13197..13673
/gene="ORFIL"
/note="RING-finger protein; member of RING gene family"
/codon_start=1
/product="0ORF9"
/protein id="AAA88112.1"
/translation="MATRPKVRRPDRALYVPPKVDRIKRVIFACGHRKRCEIGYRPLG
DSGNCGPCGARRDVFAPDLYGSGPLPPCPVCGRAVVGPTVREACGHVTCNACETEACA
VDRLCIGGGRRLVAICDPYPPYPGPRWRGPRPTRPEAHEAVQRSRGSSEDACTCAP"
repeat region 13714..13733
/gene="ORFIL"
/rpt_type=direct
regulatory 13776..13781
/regulatory class="polyA signal sequence"
/note="ORF8, ORF9"
gene 14076..16334
/gene="ORF10L"
CDS 14076..14531
/gene="ORF10L"
/note="membrane glycoprotein"
/codon_start=1
/product="0ORF10"
/protein id="AAA88113.1"
/translation="MTVKGCLCLAFGVTLIVIVGVVVAMGVALSKGRAPGDDLVTLAL
NELAGDEDVVGRLSDAGAANLTGLLRGLILDHLSRNSSGLVAADALYERVLTRLRLDI
FVENGLVAAENGFWLSFIIMYTCARTVRSGKKVAPAPIHSPPTMMSPYI"
gene 14539..16334
/gene="ORF11L"
CDS 14539..15384
/gene="ORF11L"
/note="RING-finger protein; tegument protein; member of

RING gene family"


https://www.ncbi.nlm.nih.gov/protein/331218
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=13197&to=13781
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=13197&to=13673
https://www.ncbi.nlm.nih.gov/protein/331219
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=13714&to=13733
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=13776&to=13781
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=14076&to=16334
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=14076&to=14531
https://www.ncbi.nlm.nih.gov/protein/331220
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=14539&to=16334
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=14539&to=15384

/codon_start=1
/product="ORF11"
/protein id="AAA88114.1"
/translation="MRCIRAAPADDGPYTPIIMSPVFPCCFCQGEAVFPSNRASCKHV
FCFFCTPRECPECGSGGGRKLIPNEYLYALTAKPFPPAPMGRTAGFWLMGPNGGWHVE
PRVVVLEDLLTAVIITVGALVETRGAPEGAVRVRARGKWEGAIALPLPLLDDLVELGG
ATEAAGGKVAVGGFLVRTLYELVVRYHDTLAKTFPVMAPRFGSLGALKELLSREFRIPG
YFGSGTPRYDGLLGHIACEIRKCCDPPGIGFPNPFRAFLNRKNRHKRTGGATGSPETD
PPTGH"

gene 15391..16334
/gene="ORF12L"

CDs 15391..16290
/gene="ORF12L"
/note="RING-finger protein; tegument protein; member of
RING gene family"
/codon_start=1
/product="0ORF12"
/protein id="AAA88115.1"
/translation="MTSPREEITVRLSCGHPLRVPDGEFCFGDGAYCCDCDERAVFFA
PDHLTTVLSKVAPEGLDALTEKSWKLAKAIVTCGTCGDVLYQPVIHERCGHVCCRFECEF
RDKCAECGLMRTAVRPLPDLERLIQESLFGHDTRGLEYSDKFTAELMGPQGKEVILLY
DGALGNVEFVDLVTGISAVIADRAEKPIDLVDIVLNPDWSPVPCTIPYRLFRLLVKANA
EMGVHDWSDLVTLGAWNILVEYGAVPGLDRSRLLEFLRYLVIPGEFDGAETFPALTETFE
LSILAECTWVGDSRCGYRDACSR"

regulatory 16329..16334
/regulatory class="polyA signal sequence"
/note="ORF10, ORF11l, ORF12"

gene 16354..16749
/gene="ORF13L"

CDS 16354..16602
/gene="ORF13L"
/note="contains predicted signal peptide"
/codon_start=1
/product="0ORF13"
/protein id="AAA88116.1"
/translation="MAFLLPFLCNCCNPMSLLCGGGCDLISCCCRGGGWQPMARQPIY
PYGSPMGAHVYYPPPVAQPPVRGPVRVPQGERPVDGLR"

repeat region 16665..16716
/gene="ORF13L"
/rpt_type=direct

regulatory 16740..16745
/regulatory class="polyA signal sequence"
/gene="ORF13L"

regulatory 16744..16749


https://www.ncbi.nlm.nih.gov/protein/331221
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=15391&to=16334
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=15391&to=16290
https://www.ncbi.nlm.nih.gov/protein/331222
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16329&to=16334
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16354&to=16749
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16354&to=16602
https://www.ncbi.nlm.nih.gov/protein/331223
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16665&to=16716
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16740&to=16745
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=16744&to=16749

/regulatory class="polyA signal sequence"
/gene="ORF13L"
repeat region 17047..17356
/rpt_type=direct
gene complement (17076..18521)
/gene="ORF14L"
regulatory complement (17076..17081)
/regulatory class="polyA signal sequence"
/gene="ORF14L"
regulatory complement (17128..17133)
/regulatory class="polyA signal sequence"
/gene="ORF14L"
regulatory complement (17179..17184)
/regulatory class="polyA signal sequence"
/gene="ORF14L"
regulatory complement (17231..17236)
/regulatory class="polyA signal sequence"
/gene="ORF14L"
regulatory complement (17298..17303)
/regulatory class="polyA signal sequence"
/gene="ORF14L"
CDS complement (17346..18521)
/gene="ORF14L"
/note="protein kinase; member of PKl gene family"
/codon_start=1
/product="0ORF14"
/protein id="AAA88117.1"
/translation="MAEKLIPSCRGQWFLPARVLREGFLRARPVAVDGGFKLTIGPLT
VATRVWDWVYVHYNENATDWLRGMNPPFWEEPCDVLDFLPGVACVNEATFLTLKKKYG
SYLHLFVPLRHTRGNIFFGFSPLSATGMAVLKIKTFHGGTQAPDRPGVPMEVYAWETA
HFLDAAPKLIEWEVSGTRENRKSAQMVTFSECGLYGSMEGYFYRERATVDICATILAD
LTGKLLALIRKGIYHGDLKSENIIMMSRSGPGKLIDFEHSHGPGETMTSEWYPDRTFEF
WNPIGTEAYAPPERSRGRGRNAGVPGIVFQIGLIALNIMVERMERVEVNHTWIKGDGY
RAHVLKVIKARGTLDLRGGARTLARVDELIGLVARCLERDPAMRPSLETLVDEFSKI"
misc feature 18557..115670
/note="unique region"
gene complement (18768..20008)
/gene="ORF15"
regulatory complement (18768..18773)
/regulatory class="polyA signal sequence"
/gene="ORF15"
regulatory complement (18773..18778)
/regulatory class="polyA signal sequence"

/gene="ORF15"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17047&to=17356
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17076&to=18521
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17076&to=17081
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17128&to=17133
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17179&to=17184
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17231&to=17236
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17298&to=17303
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=17346&to=18521
https://www.ncbi.nlm.nih.gov/protein/331224
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18557&to=115670
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18768&to=20008
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18768&to=18773
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18773&to=18778

regulatory complement (18837..18842)
/regulatory class="polyA signal sequence"
/gene="ORF15"

regulatory complement (18854..18859)
/regulatory class="polyA signal sequence"
/gene="ORF15"

CDS complement (18866..20008)
/gene="ORF15"
/note="protein kinase; member of PKl gene family"
/codon_start=1
/product="0ORF15"
/protein id="AAA88118.1"
/translation="MAAVNWLKDEPYPEKPTRRNHLSFGPARLPTGDWDWIMTYYKPE
AREWLRTMNNPLWSGPEDVLGLLPAGVPVTEKIFVKEVYPGLKGFLOMFIPVKVAGCL
LFGFSPLSRTGMATLKTAPVFRGGYAPAAPGIPMQVYAWEMACKIDAAPRLFKWELIV
GEYFVRLATLSECSAGGDVGAYIRGGRPISIEAAAVKTRELASTLYLLAQNNVYHGDV
KIANTVITEPHGRLGLIDFEMAHPLDMTMSGLREGLEVPIKWDMVCTDEYRAPEGHGP
FPDILSAEAQLVWQVGLFMLDVIGIEITENRNQGLWEQPDFPGLAAREVGIGRSLLAC
EHRAFLDYLTIARGCLRTNPRERPRLTLLIAQLTKFIREVATQPEH"

gene complement (20123..21334)
/gene="ORF1l6"

regulatory complement (20123..20128)
/regulatory class="polyA signal sequence"
/gene="ORF16"

repeat region 20139..20161
/rpt_type=direct

CDS complement (20171..21334)
/gene="ORF16"
/note="protein kinase; member of PKl gene family"
/codon_start=1
/product="0ORF16"
/protein id="AAA88119.1"
/translation="MTSSGFLRAHPGVVRRCGFTRGGGLKVGPCALTDPGLAWVHAYY
TDEALNWLAGLDNPLWKSGADVMDLLPGDMYVSEHVFKKILSRVGPEFFDSFIPIREV
EECILFGFSPLSSTGMAALKAIDLVYGGYAPAAPGIPMEVYAWEMAYKIGAAPRLLRW
VLIEGEGIEQFATLAESGLRGSLRDYIGTHPSGCKTPMDLGLVVKNVHGLVAALGMLM
DSNIYHGDLKIDNLTVTEPGGPYKLIDFEFAHPFEARMRPMIEARGPITWLMPGTPAC
NPPEHDEETPCRDRRMKELGVTWQLGLIMLETIVLDEALVRDENMEWKRPDFKRLVSA
VMEENGSLAPHDPRLLEGYLDLIGECLKRDTAVRMDLVTLMTELSLLIEKFKL"

gene complement (22737..23728)
/gene="QORF17"

regulatory complement (22737..22742)
/regulatory class="polyA signal sequence"

/gene="ORF17"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18837&to=18842
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18854&to=18859
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=18866&to=20008
https://www.ncbi.nlm.nih.gov/protein/331225
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=20123&to=21334
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=20123&to=20128
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=20139&to=20161
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=20171&to=21334
https://www.ncbi.nlm.nih.gov/protein/331226
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=22737&to=23728
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=22737&to=22742

CDSs complement (22832..23728)
/gene="ORF17"
/codon_start=1
/product="ORF17"
/protein id="AAA88120.1"
/translation="MIPPGIPVVQLSFPIGSRIRSISVPTGTHNALDRILSRPSPKMK
FTDYLNGALACGVAGAAYKALDNEFGWGRVSAVIGGVTVGLCAAFGPKKITELNALSDQ
MLAEATEDIKRERLTKALSTFTILAASRAPINTWTITRPRERFDALTGIPARWDDALCE
MEFDRTCGSGERGLHALHALSGVIVGELERLLVEGHVSTDLAQVYLTMLIVTLEFRDDE
FGRALLKVDSIILALESRIDTVRLEEIQRVMCASVTRFHGVRPGFETEAFAKMHDAIN
RCGLYGTARGEPSEVEEPGSTV"

gene 23762..24753
/gene="ORF18"

CDS 23762..24718
/gene="ORF18"
/codon_start=1
/product="0ORF18"
/protein id="AAA88121.1"
/translation="MKASQERSEARRTAHSVKEKKYMVMASPRKRPRDLEAEKAALWL
EPSARLCLLNPPEMVTILLHHYAAEVSTSRQYRGGDFKGEPAFRESPHLDPTVNREIH
PVSVLENPLAVSHTLLLHHGGLAMCPREVAFTENRSKFPAAQYELFTVIFNEARVPIP
QORVTEWLATLSPEEKTTVRILNWSGTTFEDQLELTERVLRSWADESEYQLPSRHLSEF
VTLKDSLRGYTDSSGHQYYHAKMDSVDETGVVYRVNLTRASIPRRFTLIVCHGTVAVT
AVPVELTEDTFYKWLADDGDDGDGDDDGDDDGDDDGGDDDDE"

repeat region 24638..24712
/gene="ORF18"
/rpt_type=direct

regulatory 24748..24753
/regulatory class="polyA signal sequence"
/gene="ORF18"

gene 24842..25457
/gene="ORF19"

CDS 24842..25456
/gene="ORF19"
/note="membrane protein"
/codon_start=1
/product="ORF19"
/protein id="AAA88122.1"
/translation="METMGPMVKSIWFWVIVLLVSGEGTDAVEIYWLELHESAVPCYG
SKNTTMGDCLLAGGILGLCGFEMLHRDTPLRRGVINKVSYRAVPRFMVFLSVMVTILH
VLIITACLTIYIIAKVRSRCRRPIERTPDKPDPERVRLYLDSVRRRYWPCSGTEGDED
RTRLMPPGDRVEYDGREKLVRFSDVVTTHLLTDPGDGTYTIANE"

regulatory 25452..25457

/regulatory class="polyA signal sequence"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=22832&to=23728
https://www.ncbi.nlm.nih.gov/protein/331227
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=23762&to=24753
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=23762&to=24718
https://www.ncbi.nlm.nih.gov/protein/331228
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=24638&to=24712
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=24748&to=24753
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=24842&to=25457
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=24842&to=25456
https://www.ncbi.nlm.nih.gov/protein/331229
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=25452&to=25457

/gene="ORF19"
gene complement (25562..25884)
/gene="ORF20"
regulatory complement (25562..25567)
/regulatory class="polyA signal sequence"
/gene="ORF20"
CDS complement (25576..25884)
/gene="ORF20"
/codon_start=1
/product="0ORF20"
/protein id="AAA88123.1"
/translation="MASSDRFPLFCCVRNCIFRVSVDRVQPFIAHLRDHFGEKPGTSI
REFRCPRCETILWRFPLGETVPDEMNIRRAWNHVALIQNECRSPETQIMCIHFLVDPES
gene 26089..27104
/gene="ORF21"
CDS 26089..26979
/gene="ORF21"
/codon_start=1
/product="ORF21"
/protein id="AAA88124.1"
/translation="MSATQGPLTEAANGCDDTGLGKTKNHWDGAVPRTTGEPRSLLGE
NRASSVLTTGLGPKPGPVWVDPRIRFHGVSESLPLTDTPWGPPPSPMDALGHGVMTPS
GLKWCPPPPPKTESRSFLELLAMHQKAQADRDDTVTGETETTAREEDDVIFVEETNVN
NPDVIEVIELKDVTETGHGTLKRRYPMRVRRAPKRLVLDEQVVDDYPADSDDDTDAES
DDAMSVLSDTCRTDDDASSVSSCGSFITDGSGSEESEDSASDETDDSDEFDTDELTSES
EEEESESESESESESESESE"
repeat region 26926..26977
/gene="ORF21"
/rpt_type=direct
regulatory 27099..27104
/regulatory class="polyA signal sequence"
/gene="ORF21"
gene complement (27145..32537)
/gene="ORF23"
gene complement (27145..31357)
/gene="ORF22"
regulatory complement (27145..27150)
/regulatory class="polyA signal sequence"
/note="0ORF22, ORF23"
CDs complement (27146..31357)
/gene="QRF22"
/note="contains myosin-like domain; probably conserved in

RaHV-1, RaHV-2 and CyHV-3"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=25562&to=25884
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=25562&to=25567
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=25576&to=25884
https://www.ncbi.nlm.nih.gov/protein/331230
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=26089&to=27104
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=26089&to=26979
https://www.ncbi.nlm.nih.gov/protein/331231
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=26926&to=26977
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=27099&to=27104
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=27145&to=32537
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=27145&to=31357
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=27145&to=27150
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=27146&to=31357

CDS

gene

/codon_start=1

/product="0ORF22"

/protein id="AAA88125.1"
/translation="MGPIRKPVNQWELSENVKRNLGTFGEMYVQYSTSPSQTAAAAVF
KMFGQYLRTLFQTHLEILQSDGAGDPSVRMDVLOQRIEELLGTTVSDDSVFEVIEAHLS
KVKDIFGNCSVIWIADVKAADRAVTAAVTGTVHAVTGGMGAMWGTLDRAMIDLKLDLV
LPPTTGPSTNFVGVALPATPLVPYTAGSAQGSPLDPTLDRFGALFGLFGLTIPTATKK
VFLEQNDILNKAVQAISVSYTAMNSNFQAGLAKYKPPRVPTADGALTARGIAPDRPRQ
AKYETVKTYATNMGEFDVLIGGKVPGSKGDIESLVSGILLAGKSLDELGALVGGIGSDG
ATVSRDOMDQVRSLIDSLVKIIYDTDRDRFIAMTGVHVITEYANDLLRVLDLIAQKYG
EFQRTISGLEPSWATIVSNTEGLIPLYAERAAYAAERAVIIDEFQKMAMDHANNVKEV
EHIRERAAATQKQTEERRAVDIQKLAVETTAKMTDMKNGYEKTIADLRAQLSVANLSL
ESLKGTLKGETTLGTTVMDLSKANRQLESRVAELQGKLGIQENEAKLRDEQHKAQAEQ
IANLHRDLRVATERLHKKDTKILETGINTGVSTARVRELEQRVKELVAEKKSIRHENR
MARRKMDPTEAAAKGGPRQSERPRSQTAVHAHCALIRKNLHDTNKRLLTRNTRLEKST
SSKEELISSLTIKGNALSSQLADAREQHAVLKREYDALRAERGGTARTKKDALEALQS
KLTQSESQLAIEKLKVMELEAAAKRLGKSSVTKSEVETVEVRVNLLTEELARTKKTVD
ELRKLNNAYLTAKDRLQARVEALTTDNQSMKLLVGNGGTLDEANKRITTLTQRLATVS
GELVTATETLAFVRGSLKRVNHQRDELAKESAATKKSCEAQIRALTDRHATEMRTAAG
ARDGLEAELGRVKRTLVDTETKLAGVERDRVVLRDELTRMOKASHIGADRQLTHAEKV
AHDMGVLNAGLTLARTELREIQRELVHEKNKSRDAEQRHVASEAALREQIRTLTDERD
RLLATGVADLQRENAELHAAITEAANTCADTKIQLENITADYNGLLAEYERRLGRRPP
GPVDPPATTEEPIAGYGGGNWDTGSGAARAPIDHHDMFGISSLLGESQGGLSDYHGSY
AGGRELSSEESGDDESVDPVPDSNGTRGDGVCREEDEEDRQGGETESGGEEEESEEES
EESEDEDPPSAGGPLELIGVPAGGIGADPEPARVPSRRPVTLLERRGAHVAEPKPTPR
VRGKRPAARHSHKRVHLSITRETLRLALAAGPEMSAEEIFQRLNTDMETSSLINSLTV
TAADIPRGQLAVLNRDTAVEYATPGTPVSDRDHQRVELSMKAILLIMICAKHGIMNHE
EFTDGDLSWFKSYDNNLSVTGSDSE"

complement (31281..32537)

/gene="ORF23"

/note="positional counterpart in RaHV-1, RaHV-2 and
CyHV-3"

/codon_start=1

/product="0ORF23"

/protein id="AAA88126.1"
/translation="MYIRINESRGESTSLDNRLISASRVPSVSSSARFLSTCAESSRL
RVSTSLRSSSRSLFASVNSREIAAVPFVYTIAGMEDVIITLGIDDTVYFLEWAILSIN
DVLSLIKRPGVKFTTVDTSNTSTVTIAVPATMDPMERLFVWTEGYHGVFMDDLRKGAT
YEWLCVLASTAGVLSPMDPPMPSLLDREFTDSDELEIFVHLGRNIEINGATALWDRTVR
YAFVPPSIELRFKNVWNAILKGGGDPRSVMDRDAVTVCSTVGADALVVLPRGDGDDEV
PVVAVRNADRYLEELSERSTNRTVTEILAAPTPPFPIPNFGIGVLTDRVKGLCEVFIT
IKDSDRWMEFDRYTFALNTCMIGNVISNGLGIYETTLAGLERTLQPPAPTSRPREVCVV
RDGSHTEAGQPVGALGKCQAKPRNLW"

32293..36040


https://www.ncbi.nlm.nih.gov/protein/331232
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=31281&to=32537
https://www.ncbi.nlm.nih.gov/protein/331233
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=32293&to=36040

CDS

gene

CDS

gene

CDS

gene

CDS

/gene="ORF24"

32293..33294

/gene="ORF24"

/note="probably conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1

/product="0ORF24"

/protein id="AAAB88127.1"
/translation="MTSSIPAIVYTNGTAAISRELTLAKRERDELRREVETLNLELSA
QVDKNRALEETLGTRDAEISRLSKLVDSPRDSLIRMYITKNQTLAQRVKTLEHRLARE
TKKGSRAGPVATGTGVYGPGPYPRVPIPVADYPIMYSRVGFPEYVLTMYAAYGKCQKN
ILDTYVRGGVVTPEFYTVLFSASAIFPVGWFDRQEFSVSTGHDLDYFCWKLVALRVTTQ
YLTLLNTEFSDSAQLALKTHVNQRQLEFQTTQFLRVQQOQQFVDLVNIRSAELGEVYTSAP
PLDEYTKKRANLIAEAGDEDLDKLLILADDPITRVPAEKNRKRRAIGGSEELTACVE"
33342..36040

/gene="ORF25"

33342..34838

/gene="ORF25"

/note="helicase; conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1

/product="0ORF25"

/protein id="AAA88128.1"
/translation="MDVEIKEYAGFVQNEWVRGVASLWMTHPGDGAIVLSGDAGCGKS
HAVGQLIEAFSRMGFAECVNITATTHKAVGVLKQPSCTTYQSSLMASIDMCQANFEEF
KCLFDARHRQATEMWDRIVSNRTGLAAVKKGHSCVTLNMRCPVCVATIHESIRCTDKP
YPYFIARTMFIIDEYGILSELSLKKILYALSKFKLPGQGYILVEFTGSVSQLPSPEHPQ
IWQTPLLRDMIINTYSLEFINFRVEDAAYAEAINLEQFNVITRPAVEMLNARVIGANAV
DAEYCDSVTRIFNGNRERDAYNTRHTMVMEGRGAGRVDLTPVIEHVGGSASCREGALT
EYMCSTVPKIFNKATKGKRTVYEGGYVEVLPTQERYTFFGLDDVNTAVVGREDGRLYL
ERQITKYKGWTVSFEFPIFPVAAINTYSAQGETLDRVIYAPPEKNYSMSSIRASAYVAC
TRVRTRTAIELSCNSFAKSVGRTNMFPEKLLNHKKSVEMGYVPRECPY"
34727..36040

/gene="ORF26"

34727..35146

/gene="ORF26"

/note="positional counterpart in RaHV-1 and RaHV-2"
/codon_start=1

/product="ORF26"

/protein id="AAA88129.1"
/translation="MQLVREKRGAHQHVPRKTTEPQKVRGDGICPERMSLLMMINWPF
VDSTVHLETVDALMRYEGVQPPPFDPVNDSSRKYIMDRWIPWEVTNCERPSNTELYTL
VSKIREDAIVFGASIVTTLTHLVPQREVRNKCRLKII"

35148..36040

/gene="QORF27"

35148..36014


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=32293&to=33294
https://www.ncbi.nlm.nih.gov/protein/331234
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=33342&to=36040
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=33342&to=34838
https://www.ncbi.nlm.nih.gov/protein/331235
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=34727&to=36040
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=34727&to=35146
https://www.ncbi.nlm.nih.gov/protein/331236
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=35148&to=36040
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=35148&to=36014

regulatory

regulatory

gene

gene

regulatory

CDS

CDS

/gene="ORF27"
/note="capsid triplex protein 2; conserved in RaHV-1,
RaHV-2 and CyHV-3"
/codon_start=1
/product="ORF27"
/protein id="AAA88130.1"
/translation="MASITGQLSPMYINNVNTRSAYQPYIPVLERFDPRDLEVPKGVF
VPLSGAMYFPTVHGMSLPQRRPLGLVQTGGLMSEPMTVDVVPGKLYTVLNTGCDTLRV
GDHFMVQFPQPEDTDAQLRASKKPGTRRICNAASEFNRMLPLWGGFMAVKKIDPIVPRE
LMHQLTRDVVTARSSELLYGLAGVYDLVEKTSAAARGVFKDIAEKKAVTKEEVVAAMT
ADQVDIFRKIVDEFSTMLNCVNFATIGMYHSSTLANPTPSLSONQVWCNTDGVTEPGL
QFHAFIKQFSGV"

35991..35996
/regulatory class="polyA signal sequence"
/note="ORF24, ORF25, ORF26, ORF27"

36035..36040
/regulatory class="polyA signal sequence"
/note="ORF24, ORF25, ORF26, ORF27"

complement (36075..38499)
/gene="ORF29"

complement (36075..37874)
/gene="ORF28"

complement (36075..36080)
/regulatory class="polyA signal sequence"
/note="ORF28, ORF29"
complement (36102..37874)
/gene="ORF28"
/note="putative capsid maturational protease; conserved in
RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="0ORF28"
/protein id="AAA88131.1"
/translation="MSLPGGRGTVKIETRERIWVRRVNGETGVYDTRAGSFETVSCQE
FEAAADTVPSVPVECDRCFGTSLYEVPLTGFGTEVVGTCCIFSPGDPVDDPSIPAHMR
KYQQPIEAHQTMVQVAPGTLKYSHQIPMGKVLGYWHVHMEDRVYLNMIGGIDESEDTG
KRCVETFTEADIPCALSLGTLDVGLNEVILECSVVVIPARRGCHAKLFTRDTVSDGLE
KEFCFQSHATLPPTLLASFGSTSESPERKTFYEAHVDALNNYIKLLRTIYSHKGETEIE
QYLIEGSKLYSELIGEPSRVLDATMKAAQIAEPQTHTGGADRQRPOQRPDGIPYSVPDR
FPMTGYPFAPQFCGDPGLVSHYNPEFVPPQSFGOGYGPERVGGYYPQPPNPYVLPISYG
QOPYPGHPQPHGHHQQORSGGGDLKAELIETLGLAPKTNAVQESLKSFISEILESELKN
CGIKRAAGNIERNCDVDEEPPRTKRARPEPKTAVEAIVRAPYGDEFDSTALTTKIGQVS
DTVEKLNKVIETLLTQSSAQPAPLSTPAQAAPVQPSLPQPVPEPLAPQEPPPPGTSAP
TLEASLPQQOKPVVSKGAFETLMNL"
complement (37738..38499)


https://www.ncbi.nlm.nih.gov/protein/331237
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=35991&to=35996
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=36035&to=36040
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=36075&to=38499
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=36075&to=37874
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=36075&to=36080
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=36102&to=37874
https://www.ncbi.nlm.nih.gov/protein/331238
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=37738&to=38499

gene

CDS

regulatory

gene

regulatory

CDS

gene

CDS

/gene="ORF29"
/note="contains predicted signal peptide"
/codon_start=1
/product="ORF29"
/protein id="AAA88132.1"
/translation="MTRKIDAPWLIGWRAFVLLPVVHGSHAVIEDVNALAHRIENIHH
RSQESREMQLNGDIFDGVQLTILLDGLEVGDKCLSLVPGVRGLLLHDRKKCGICTRTK
PDRGLFTAYFGGLPEEDHIRSRHFQFENDYGYLLRSMDLDAYTAPITIAPIVPGVVDCV
VIYNKVHHIPIPALKPLLALNVQYEWNTVTQQLRIRTPKIRSNSYVSRDVTTRRKRYR
EDRDSGEDLGAESKRGNGSVRYTGRELRDSIMSRI"
38368..39015
/gene="ORF30"
38368..38994
/gene="ORF30"
/codon_start=1
/product="0ORF30"
/protein id="AAA88133.1"
/translation="MMDIFNSVSESINILNNSVAPMDHREEHEGAPSDKPWGVNFEFSGH
DFLVNSTSRSDIITSVEQVDRTGSCPICASKNDQGTSLAEAMESMVATRQLDSAMSEL
SMVRPDLANWDVINYHEFSHGIKDPIEKLEYQIDTMIDVHYRAGMAIGRDFAMMVTANG
SQFVSPNEKNIKCLSSLTTGLTKLIQVRGDIRKMTTSKKNKRGTAAPL"
39010..39015
/regulatory class="polyA signal sequence"
/gene="ORF30"
complement (39052..39301)
/gene="ORF31"
complement (39052..39057)
/regulatory class="polyA signal sequence"
/gene="ORF31"
complement (39053..39301)
/gene="ORF31"
/codon_start=1
/product="ORF31"
/protein id="AAA88134.1"
/translation="MYLQMNFFPCPSPSFHLGESVMVVVVDRGTGRCTHRHGRRCITV
IQSAGNPVHATDYEAYWLRERLMGMRIGRLVILYTSGK"
39359..42955
/gene="0QRF32"
39359..39763
/gene="0QRF32"
/codon_start=1
/product="ORF32"
/protein id="AAA88135.1"
/translation="MRGATTDDSITSSVRALPAVVPGSGLFLPMVLHVSSLLSLDQLM


https://www.ncbi.nlm.nih.gov/protein/331239
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=38368&to=39015
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=38368&to=38994
https://www.ncbi.nlm.nih.gov/protein/331240
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39010&to=39015
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39052&to=39301
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39052&to=39057
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39053&to=39301
https://www.ncbi.nlm.nih.gov/protein/331241
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39359&to=42955
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39359&to=39763
https://www.ncbi.nlm.nih.gov/protein/331242

gene

CDS

gene

CDS

gene

CDS

GSKSDDRPRLIGIGVSVTRVTPDPTRPAMAHTPSVEFLGTRSDLIMESPHNLKNSSVLQ
PGNDLSSFLLSFSSSVPRNPDPNFSASIAIVS"

39821..42955

/gene="ORF33"

39821..40693

/gene="ORF33"

/codon_start=1

/product="ORF33"

/protein id="AAA88136.1"
/translation="MEPISYVTITDYTAFANWLLSTTTVTDVRFWDRIGGFFNLTASN
GRLLDLSRRAYVHWNLRVHGHFSELCTVGGGVERTPLFRALTLRAWNSEPERVLRTIR
ELRTEKLHERGDYWGRNLEYMCTNILAETPEPIFRTLCHTRIIPELKRLVTTWKVYIT
AMYAGRHDDLVLQVTYFIRRSIEVDRPLLEFIGELKHSCSLPISRKMTTDKTFHVSGE
ITTTCTKELDRDDTARLVHRNGTGFETVVDRIVWGATMWWYRRTYRAVESYDEFWYKY
CGWMDTPTGELPDE"

40536..42955

/gene="ORF34"

40536..41861

/gene="ORF34"

/note="conserved in RaHV-1 and RaHV-2"

/codon_start=1

/product="0ORF34"

/protein id="AAA88137.1"
/translation="MERVLRQLSTGSYGGRRCGGIEERIERWSRTTNSGTNTAGGWIP
PPASFLMSNTVLRVHGSDPGFFIHVKHVNTVTNRQHMVRTVRVMPHKTIQSNVVKRAT
AKFVTDKKRISNVEFGVKSTRIEFTTREHRSANYTANCKPLVQPTYKSYFNLIMQSHGE
CTIGTHRDVINNLNYTTYLYGVCNPMSTMVDSMKQKNFLTPFFEFSSINLAGPIETTNQ
LEFISMTINTOQKLTHETIYDLGKTLYPIYSLLEVDTKFNWECNMIALFLECFINTPNKI
GMIWMNERYYLENPTENATRSTETWNEYRKYMLEKCAPLLNGESMAFAQRTGQEFVYKN
CEMVHIAPFFVAAALEEAVLSYGSFLLNTRKIKSFKELVMMLSVTPTDPRLTVTQTDD
RTDVYRTGDRVLTWSHGADFKVGASERLVLGKKINQYIKCKTGDHGDQD"
41707..42955

/gene="ORF35"

41707..42423

/gene="ORF35"

/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1

/product="ORF35"

/protein id="AAAB88138.1"
/translation="MTAPMSIEPETGSSPGLTELISKWGRLSDSFLERRLTNISSARQ
EITAIKTENEARAKALRQSLEEDRAFWTNKITALGYKVAKRRMAMVTTEPGESTAPHL
EVVHSDKGLLGLFEISAGDQLLCPSAITPFIRDRGGPGTCPLCLRTFDOKLEGHIYTE
LISSGHGVSRGSDGAWRAHFTGDTPPVLFPRKTLGKERAATLSAAIKQFKCLQVDHCT
LEGIIESLAIKAHKILDLCE"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39821&to=42955
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=39821&to=40693
https://www.ncbi.nlm.nih.gov/protein/331243
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=40536&to=42955
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=40536&to=41861
https://www.ncbi.nlm.nih.gov/protein/331244
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=41707&to=42955
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=41707&to=42423
https://www.ncbi.nlm.nih.gov/protein/331245

gene

CDS

gene

regulatory

regulatory

regulatory

CDS

gene

CDS

42425..42955
/gene="ORF36"
42425..42868
/gene="ORF36"
/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF36"
/protein id="AAA88139.1"
/translation="MDGIFPSTDKMLYENVTIWREASGEYQTATTLSHYNHALPDSGS
PCDEFRASLKKNGISSLLTTRGPVTCIKFQIPEDKVISLETLACLEGTIKVVGDYCYTI
TVITGDTVLEPPTPSQPAPTPEPAVKPQPIATRKRSGLSALLWPE"

complement (42925..45027)
/gene="ORF37"

complement (42925..42930)
/regulatory class="polyA signal sequence"
/gene="ORF37"

42950..42995
/regulatory class="polyA signal sequence"
/note="ORF32, ORF33, ORF34, ORF35, ORF36"

complement (42990..42995)
/regulatory class="polyA signal sequence"
/gene="ORF37"
complement (43015..45027)
/gene="ORF37"
/note="conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="ORF37"
/protein id="AAA88140.1"
/translation="MSGVKLGSFALSISYTCVEFVNLRRKKPIMAMYRLGHQQQHVPNT
DISIFRDKVPYTPTVDDAALNKLIMIIRETYGLPKYTIRLISGTTFWAVIKNIYDNDR
VEFGNTTSEMMNGLDLVYAIDDFCTKQLLEMFPEHVTDMOQHLAGAMSKSLGRTGEYRHL
TETFKRHMLWSVLTNEFSPVAYYPAADIARADEACDLVTRATVDRLRKTEETVLADERF
RGLLGPEMVARLLKVIPGIPPDTARSIGLVFDNIRPKLSTEAARTLGGMLIETLRRQY
SGYLPVAPLVDLTETVMVYVHEVDTCLLMDKRGRVFRALGEPISRSQPLSSPVARTSE
STMKFQALFDDYMRAASMNAKRTVVTAPQTVAAQESRNPFTRELDSGQLSRATFENLT
QLTGQLNYHQRTAIAESSGLVANPTMVSPTNTALAHMLRTNGAAIQESMLDDLNSRIN
DLTDQSRRFTDLKRVIGLLOQSRDFETLAVHVGELHPDDRELVLHALGPSTRSAAQIDP
PEIHRLPENTKLLCSFTTSINLPEIEELLHLWTITWETVEFCGRNLFTRRKHALQYTTT
GRHDNEPSQSIQFMFVDSLNAPGVLMDRLYPSKVTKLTFTELMVLSEKVETVTLPEIF
AAQIGLNPSEVRLKNRDACEPPREIVTGVNHELGVDGRFRVAMEDV"
44891..48750
/gene="0ORF38"
44891..45256
/gene="0ORF38"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42425&to=42955
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42425&to=42868
https://www.ncbi.nlm.nih.gov/protein/331246
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42925&to=45027
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42925&to=42930
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42950&to=42995
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=42990&to=42995
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=43015&to=45027
https://www.ncbi.nlm.nih.gov/protein/331247
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=44891&to=48750
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=44891&to=45256

gene

CDS

regulatory

gene

regulatory

/note="positional counterpart in RaHV-1, RaHV-2 and
CyHV-3"
/codon_start=1
/product="ORF38"
/protein id="AAA88141.1"
/translation="MSVLGTCCCWCPNLYIAMMGFFRRRFTKTQVYDILSANDPNLTP
DISMRAVDHYRQAARLTSICAQHPAVMGTRDICALEKRAATNIAAGNALMDQLNKWTM
DRAENSTTNLVGIINDINS"
45306..48750
/gene="ORF39"
45306..48677
/gene="ORF39"
/note="major capsid protein; conserved in RaHV-1, RaHV-2
and CyHV-3"
/codon_start=1
/product="ORF39"
/protein id="AAA88142.1"
/translation="MEAIARLDSNALAKIGSGGTPFDSGLHSGVKWFIDNALRLREQF
TGPNVRMETYGLSGPGLNMRDFGQKVIVPLLKISIGRYLNRAQAGNLAAFFRLISSTFE
KPASLPQAQTEFHMLEFDITEQRVAQTGNLQTVGGGSTTTTYDIVMSLERKIVTTEIDS
LELFYTNDPLVIAESITRELESMQTALDLSVILEHAKFCARQPLLGEMCGLREAARQN
DLTDGAITRACQLENIVCGSLNRSPKNLVSLLHTALKILDISPKDAAVVTTNTVEFQNS
SLDRRLVESQVGGSDEVYIYSVNGAVGMQPIAKFGKTVPPGEGLRAEFNAPVPEVSPGV
ARSAYGGLKSVDDVMAIHLGNNETIPVIPLDSTKEFSVYGNTSVETAMTQECIKRLEFET
VGTCPNIYDSLEPGSFFGPSSGTGEEITPAMVAMRSPRSTYIMDLDRGDRVQEITLRQ
LHRVFLDGNKDAFDTSGFARKIARLTEALEKFNEAEVANLFLEPEWERKMADPGSIFE
FDPROMLIEIPDAEADDVLVVGVDTMNDRAYAAVPRTCMYNSSSLSMKHNEMIGVLSS
MLQLVGQSSAITNYCQLVQTALSDTSAEGVEAVNNIRHMDLTGATPPLTRVMVDKITL
RGGRYLPLSDPYCQLAIIKYFDDPAAITDVGNRVDVVQTVVNTIRAGEFDAIVNVEKTI
FDEPDFSIFSVNNMPKSICVTQALTATENLFMNIAYAAILPIFTDTLASMGGGMTVDT
ETNFNGMVEFPVYRNACFIGSGATLPNQVKLWELTGVTKPLLVRAVWKCRTREIMKTFEG
GONPFMGFLYHLHLSTLIDKTVILKHFDVKYYSGFSYLCVRTTRFTGHGLSVLPRKSA
REITGNMYAGMPISEGTGKHAWTQCMELAVGPAGLDRLGLYIPNIFCTDIHGMGVDEN
PRDMYAIAIFDAYNGFTPETKTTASPITNILALSGRYRVEGLGAPDPVTGLYSQCPTL
VAGLGAGFDRLRSLVHRLNLPCDHAYAMILAAVDRGNVFETLPVIFSNVEYMRDLELL
KRTVDATPADRNLYRETMGLIFADNYVIGKNGEHVFRANTKTVPPTIAALSPKVLGES
LYNGAIYGDLEYGFSLKLAKYTGVTTSLRIDLNAV"

48745..48750
/regulatory class="polyA signal sequence"
/note="0ORF38, ORF39"

complement (48788..49290)
/gene="0ORF40"

complement (48788..48793)

/regulatory class="polyA signal sequence"


https://www.ncbi.nlm.nih.gov/protein/331248
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=45306&to=48750
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=45306&to=48677
https://www.ncbi.nlm.nih.gov/protein/331249
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=48745&to=48750
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=48788&to=49290
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=48788&to=48793

CDS

gene

CDS

gene

CDS

regulatory

gene

regulatory

CDS

/note="ORF40, ORF41"
complement (48880..49290)
/gene="ORF40"
/codon_start=1
/product="ORF40"
/protein id="AAA88143.1"
/translation="MTPVPPSSLRSIAPLSTVFLFTDNVRSNSWEVCKIVYRCLSPRR
IISPSICTAFSCWANHGLRLSSTAAMRRSSSSTFLFMASTRMSSSTEFVCEFIEFVECVSR
TAMVFWSFSESTSLLWCIISSSMRLCESITSGST"
complement (49423..50325)
/gene="ORF41"
complement (49423..50325)
/gene="ORF41"
/codon_start=1
/product="ORF41"
/protein id="AAA88144.1"
/translation="MYLRDFHELAPSQTGKGYEVFFVVGFTKAGLKLGRLVLVNKRYL
IQKKGCVTIPNKWMYWDPFQAFVVHDREYLOQIFFRSLPEVIVNQLCLTHRFPQVSGSFE
TREICGFATDWIRNLVVSLDPRSEARLGLOQRLSLVDHLKTTEFPDDYLDLRQLPPSTG
GLYTTVSTAEMEFNPTGTPDFLAAFDALFEEGGGTHKPPIQFPTVREFDKCEGTCEAADH
IHELTRRIIGEVRRVYISNATGKVIPLLVVLTAVITAENRGVEVPERVGARPIHATGN
IHFDTVLSYVVQMMYLGKVRVCAP"
50324..50752
/gene="ORF42"
50324..50713
/gene="ORF42"
/codon_start=1
/product="0ORF42"
/protein id="AAA88145.1"
/translation="MASFGERMSRAYWTMSMGMECYKASTSSESCQRRGVRDDTGTQP
HGLVRPIPPEMPTTAHHRPVVVEGDRGPPRRPEKEPSTTTTKKKGPPTAATRTTSKKI
VKNKASMDLAGTEKELEDECSFLFLEM"
50747..50752
/regulatory class="polyA signal sequence"
/gene="ORF42"
complement (50977..53707)
/gene="ORF43"
complement (50977..50982)
/regulatory class="polyA signal sequence"
/gene="0QRF43"
complement (51032..53707)
/gene="0QRF43"
/note="conserved in RaHV-1 and RaHV-2"

/codon_start=1


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=48880&to=49290
https://www.ncbi.nlm.nih.gov/protein/331250
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=49423&to=50325
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=49423&to=50325
https://www.ncbi.nlm.nih.gov/protein/331251
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=50324&to=50752
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=50324&to=50713
https://www.ncbi.nlm.nih.gov/protein/331252
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=50747&to=50752
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=50977&to=53707
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=50977&to=50982
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=51032&to=53707

gene

CDS

gene

CDS

/product="ORF43"

/protein id="AAA88146.1"
/translation="MDALRKNIGMDLIGGAHDMDRFDSLHETAAFLPIIQGPENKMIC
AFINPETKGILKVYPEHLGFFLEKIGTEAELRAMVGIATAVMDSVDSEVVYTPDDSVA
VSQLPTPELLVEARRLLDVLAASVEKKRVKIGGGSTGVSYAVVLARLETRVSWVPHNA
FLELAQLYTTVYRNFYGLGDFLALVATSLHLDNIWPLAVTRKITTPLEVDTVKQEEVE
MEVNGEQMVLSQKYVTFKAFKGFVLETDSEGGLSESDAADDPFLAESITLKLEKNQMT
KMMDRDLMLKTAILSIRDENPRIKRAKNNIKLVDEFFMGIDRMAQPAFVKLAKKLMGS
AHMVAILQSTLRSSILSWGLNDVAGTNTTMSDPELLNKLRRQTYVRMLADLSLLKVSR
TPMGMFEFSVKDVSVKLDDRYWQGKKDATADQDKILQFYNQOGPTTFIEWLNKIGIESLE
IPEKREPGKVFPVNCLWSVYNSTEFTEFGTLTVNSTGKGATQSGTKHNSCSDLSDLGK
FRYVVRATPGTPPASILGLMHLIRTALFGVVCVSIHMAGEFFAEENLDLELNSNNKAA
TTVMRKMGDQFFRGYFEFNLGNDDKKVKSSEFDMIFRVFGAKGRALLSRKDGNGPNLRRS
NAFNGLEWLRKKVKARPELANNMRRAIRNLLERYDVQAMILDQAETRSLYYLRPMEMT
PFKTELQASTIISKKADENNAPTLLHVNLTSVTISPTNTHFTLPLAPIFNKWDQHKVY
GIILEMNTNVYSQATRGTWTATGGGQFFGADVGIDSLMSSLLSQVSEDEPVTSELINM
FSLDKVRYDTVVERLKALSRYEETEPPVYGEDLVLSRELEQSDELDCGTENNEPLVLQ
PFEKDCSRKRAATTLSELWAGPSTKISRIEGDDED"

53657..55365

/gene="ORF44"

53657..54664

/gene="ORF44"

/note="conserved in RaHV-1 and RaHV-2"

/codon_start=1

/product="0ORF44"

/protein id="AAA88147.1"
/translation="MGTADEIHPDVLAECIHFAHKKINGLITQNEKKRAVFKSLLKSE
FSETDLSIELPDYVSSVSFRKVYGLAADAPISWRHFRLITLLSFARFLAREPEASQYT
TOQRASTAVDCSGFLETGATPRWKLYLPRVMKIGRQGVLRKFFQICKKTPSLTPEYNLK
LOVVVDIMRRYTVEDPLDLLVTIYPEFTETLEELAKVKRGAANLEHMGLIYHVLNAHI
NWEFAFNRHQFLNPGITLPSSELSQEALGMAYDLRCSGCWRLLSIRSLRKTGNPKNMKI
YYSTDSHGLISSCCKASVLKAPLSIGKTALVINTPFKQQYHICACGCEAIVYNDLPVS
En

54642..55365

/gene="ORF45"

54642..55364

/gene="ORF45"

/codon_start=1

/product="ORF45"

/protein id="AAAB8148.1"
/translation="MTFQFQNEWNPILSDISDSIVDRTAAQWTPATYWGLLEADARAT
RPVQQYVCNGPCCSTLWAGPVPGYVITQFVPPVTYPNPYRVVAAPGCAPGSEWCEPPT
VSAPPPPSQFSDEPTSPELAPAVPKIDIHEAPVATVSSPTSPRPITTESSRVSPTKEK
WGRKRVHKKTHAEATWIPQILKRGMSLSSLLPAAARGQRSAVRRRVTEFTNSKDVLYYD


https://www.ncbi.nlm.nih.gov/protein/331253
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=53657&to=55365
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=53657&to=54664
https://www.ncbi.nlm.nih.gov/protein/331254
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=54642&to=55365
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=54642&to=55364
https://www.ncbi.nlm.nih.gov/protein/331255

regulatory

gene

regulatory

CDS

gene

CDS

KYSAPVMIQGNTVYVEKTFSDK"

55360..55365
/regulatory class="polyA signal sequence"
/note="ORF44, ORF45"

complement (55397..59494)
/gene="ORF46"

complement (55397..55402)
/regulatory class="polyA signal sequence"
/gene="ORF46"
complement (55427..59494)
/gene="ORF46"
/note="membrane glycoprotein; conserved in RaHV-1, RaHV-2
and CyHV-3"
/codon_start=1
/product="ORF46"
/protein id="AAA88149.1"
/translation="MKKTMLAIILIPLVYAVAGETVADDEVFFLSAPQLDGTLIDSWG
TDAVITGSTLMNRLWKTFTVSATHTLREYGRVAKSVNSTAATKCTHLCVPGTVLKLSV
QATRSNANNNASWREFARPVITNMHELNETCIPMEYDCEEVISEKTSLNTLSITIYGSN
DLKKALGENSTCNKTWTQGCAIATALTALYENKSVDARKLNILRGTSYTCLLGYLGIG
ELEPNSPCWTQLGPMCYGPLAEQVCVTAGRNPFGVVPRADRPVSTGVDCRVGSRADLQ
FSGLTKGLFAERGCDRVEFVRCDLIDPYDPPATAAEFELHVECRSSFRVSGFPGEGEDM
GLELAFNNFGLEGLIRTKQDRLTIITGIFDIRNNKYNALVINWIPTPELLDTFHMEMA
ELDTFRKIHRPTVRLGVVITGASPEVEQYNFKLLSGVVDMVYIHPQIQPMTSTPTLTC
PMPIRSDSLECGEPHRQCPGFDGYRHLTYATRFLLGHISPEKLTLGLDVSCQLWGRRV
ROYDTNWYFQODNLEFSEVQGGWVSRGYITDVIQPNMTQATIQLNGCHGVFGPELDILLPS
ADATPYVGLLWSQPSDLEDAVDFSMALGITRFSIEGALGDVYMDSSENLKTVSTVHEA
VTVRMRAHAMMEEMLGEGGLAAFDESMIWANVTRSTGTATTGARKRRALTTQGPDGVN
RTIPFSASVQSGTSIVRIGTGPKMVCPGITIASVRGLLEFSRTSYQGFYRLTFEFQONLYVT
QLONLTGCTAVKPEDLPVITQATKVPSVFAIDINTFGVVNGSEYYVVGLEGTDLVQYS
POVKQSCAFINTNETEFNQTFITIDERFFFTGPRPVADGFVIPAGINFFGSDNIMTVDY
IDENVTCMNYSNPSVQSCIATVCAANVTECTPRATLLCNQTAAILLDFQRSNELLKNS
LVDLDLEHEKVKMFAPASGGSVPTSDKFGLSVAAITMSSAALVASTAALAVATLAASK
IDGLQAQLDKTADVITELGDSIALISAKLDRNIRAVNGRVDDLONQINLOMLAMDTNE
KRLATGLKELGTTTNERLGEVMAYQOWYQQIMSLTNQVTQGAIQIGYKVGMIRTCVKS
LLAGTMAGCPTDASSFRDHPGLTFRKTVRALLYRDOQKLEFIVNEVPQTLTARSVQVEIP
SPTITEKKVCWPDYKLMHVDGKVVAPLECTGKYCSEPIEATDYQECLTNPSTCRYVCG
DCYRGICYNRTTEDISIKFENVTHALSVSDLTSPLENSIPQIVSMEMEIQDLKLELIQ
LOKINTSVHMENITGDIDAMKATIEEYRAEMAKLRVTGFGEWLKYFIYATLGVIAIGA
LIAIIFMAVKCYQARALLSMTAYQPVPTRPMGMMY"

59469..60776
/gene="QRF47"
59469..60584
/gene="QORF47"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=55360&to=55365
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=55397&to=59494
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=55397&to=55402
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=55427&to=59494
https://www.ncbi.nlm.nih.gov/protein/331256
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=59469&to=60776
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=59469&to=60584

gene

gene

gene

gene

regulatory

regulatory

regulatory

regulatory

CDS

CDS

/note="subtilisin-like proprotein convertase; contains
predicted signal peptide"
/codon_start=1
/product="ORF47"
/protein id="AAA88150.2"
/translation="MIASIVFFIVLVDGVATGSPNALVTDFDCRPGMKHCGVCQQLIS
GSTGANALCSYKGVGDFIVNNFSMGPVDWLWPSTAPSYAVVSESWGCVDDGAAFCDTT
GNFRDHRGRVAREGRDGLGTVLIRPAGNGGPIDDCGADGEFTQAIGTVVTTVTDYTRSE
RCAAVLVTVPPPNETVWYDGKCGFIPSSSSAAPPILGNMLLALIRAHPTLTLRMIQRI
LVRAAKPVTVTGWRGRGWWLNRVTDRWTHRNFGFGEVSPSRLEIEARRELSTSRAPVA
WSTLDTCDLSEVEWVRVRLGIAPAVFRGGVIVEISSPSGTIIEILGKRPLDESRDEFE
GEFVTPLFWGEPGRGKWIVSCTGGVILTTEGTCHGIR"
complement (60645..65038)
/gene="ORF51"
complement (60645..64448)
/gene="ORF50"
complement (60645..62244)
/gene="ORF49"

complement (60645..61681)
/gene="ORF48"

complement (60645..60650)
/regulatory class="polyA signal sequence"
/note="ORF48, ORF49, ORF50, ORF51"

60753..60758
/regulatory class="polyA signal sequence"
/gene="ORF47"

60771..60776
/regulatory class="polyA signal sequence"
/gene="ORF47"

complement (60812..60817)
/regulatory class="polyA signal sequence"
/note="ORF48, ORF49, ORF50, ORF51"
complement (60845..61681)
/gene="ORF48"
/codon_start=1
/product="0ORF48"
/protein id="AAA88151.1"
/translation="MNNGWDVSDSDEEPEMARPVSNKTELMRWMTDDFSFESILDTPA
EQPRAISPEPVTPKKPKQPKKRPALKQPTLPFAAPAKRGMDWVAGLRANLPRIIDGLD
VAIATESDSHIPAWVHGSWVPALKCLMGDSMALAFWNKISNACSMGDIFWWLAHPAPH
LKCIFATPTEWTTEEIKLIVGAVQKTAGGSMTSLESRERVLENVGVLFTAIYFQIGKF
KCMGGWDDEFWKRFQKACADSGLGIHMCFCGKSYAKRKNTHFLPQLNALNIYAIDQLPI
Iw"
complement (61678..62244)


https://www.ncbi.nlm.nih.gov/protein/94449346
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60645&to=65038
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60645&to=64448
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60645&to=62244
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60645&to=61681
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60645&to=60650
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60753&to=60758
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60771&to=60776
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60812&to=60817
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=60845&to=61681
https://www.ncbi.nlm.nih.gov/protein/331258
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=61678&to=62244

CDS

repeat region

CDS

gene

CDS

/gene="ORF49"

/EC_number="3.6.1.23"

/note="dUTP diphosphatase; dUTPase; counterparts in RaHV-2

and CyHV-3 perhaps acquired independently"

/codon_start=1

/product="ORF49"

/protein id="AAA88152.1"

/translation="MGEMTSGVDGHGSTKRTTSEAQKMDFNTDRGSAIPTGDDRGYQC

GVIGDSVRFEFSVFTGYDAADVSIPKISSPGSAGEFDLSVLEDREFIRGCHYRLPTGLATIA

VPRGYVGIITPRSSQAKNFVSTGIIDSDFRGHIHIMVSAIADEFSVKKNQRIAQLVVTP

CLTQSEVVPYETLERTRRGTGGFGSSGQ"

complement (62436..64448)

/gene="ORF50"

/note="contains predicted signal peptide"

/codon_start=1

/product="0ORF50"

/protein id="AAA88153.2"

/translation="MELLVVTLTCLGMSLLASNLALVGVVRSYTNETPTPGPETELIT

TTVARMTDPTAKPSDEFPGDAVTGTQPVPREPSSLPRTTPSLAHTTISKMISLGTRPRP

TIPGVPTTIPNTDAPVDPGSVHTTARVVTDITTKQTPTTPATPAGANDTANITTATPA

GANDTANITTATPAGANDTANITTATPAGANDTAVITTSATPAGANDTAVTTTPATPA

GANDTANGTVVTTTPAMPAGANDTANGTAVTTTPAMPAGANDTANITTATPTGANDTA

NVTMPAGATDTVVTTTPAMPTGANDTANITTATPAGANDTANVTMPAGATDTVVTTTP

AMPAGANDTANVTKPAGSTDTVVTTTPAMPTGATDTVVTTTPAMPTGATDTVVTTTPA

MPTGATDTVVTTTPAKPAGANGTVVTTTPAMPAGANDTVVTTAPATPAGANDTANVTK

PTGATDTVVTTATVKPTGATGTVITTTAKPTGANDTANVTKPTGATGTVTTTTAKPTG

ATGTVTVATAKPTGATGTVTTTTAKPTGANGTVTTTTAKPTGATGTVTTTTAKPTGAN

GTVITTTAKPAGANGTVTTTTAKPAGANGTVTTTTAKPAGANGTVTTTTAKPAGANGT

VITTTAKPAGAGHGHGHGHGHGHGHGHGHGGRGPPGGHKPKSGARR"
62488..64024

/rpt_type=direct

complement (64574..65038)

/gene="ORF51"

/note="membrane protein"

/codon_start=1

/product="ORF51"

/protein id="AAA88154.1"

/translation="MAQYIVTIFSIIACTVYYAVSVVDFYLDPNLIAFIALSTHTISI

IYSIILTAATSAITGVRRVIVQRATLNGANGPVAMNGPDPFWKLIYITNLILNSAGIV

RVLILQRASVLHISFLYINSALGAGLLARLYLSTLRCLLPHKTYLQLSIWGV"

65102..66058

/gene="0QRF52"

65102..66058

/gene="ORF52"


https://enzyme.expasy.org/EC/3.6.1.23
https://www.ncbi.nlm.nih.gov/protein/331259
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=62436&to=64448
https://www.ncbi.nlm.nih.gov/protein/519868060
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=62488&to=64024
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=64574&to=65038
https://www.ncbi.nlm.nih.gov/protein/331261
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=65102&to=66058
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=65102&to=66058

gene

regulatory

CDS

gene

CDS

/codon_start=1
/product="0ORF52"
/protein id="AAA88155.1"
/translation="MEQQNPIPIITSITVTINISSVAAPHCTHLCQKTRINKYIDRHPA
IARANGTPRLSAKKSPSSNIVPNSPAATRESVTRAAAIRTRNVTERVIITIAPVTNVER
FRIAWTRFRSLTSNGVMLIINQESVLYNIRDIFRACTIDEEWNYLIRGNITIYSPLLDW
DISTENEQHSSVLLLATPAREKSEVRLLEKASDHNPEIRNRLGRLRAFTESCVSQPIF
NIFTLEFNAMIPLESCKKLVLFLRQLOILORYFVIKKSTVGFESVSLEPDAAGVPLPPE
FIDAAVAVQIPPHKTTPWEFFGVVPIGMCRWKEGVSKREVVSE"

complement (65812..66959)
/gene="ORF53"

complement (65812..65817)
/regulatory class="polyA signal sequence"
/gene="ORF53"
complement (66033..66959)
/gene="ORF53"
/note="capsid triplex protein 1; conserved in RaHV-1,
RaHV-2 and CyHV-3"
/codon_start=1
/product="0ORF53"
/protein id="AAA88156.1"
/translation="MPMMNTNVGFTRNTCFDDDFRSGRFVVRFEPLIEENAADQGAEI
VNONFLTGDERLLKLLESSKTNLSHKYTTMKELVMKWNHFRDRFQREIVGRNSRGAAL
SRAEILQILLDIAQEKTGSTITRAYPRDVSWEFFAQLVLGDVDTEVRAVKPAGLITSLT
ELPGLTTGTVGEGGONDLYDLVDPSSYICDVHLRRDRSCEGKSIFLIAVPKQDPPLAL
ENFRGLELKVIITDSSLQQVVRQTVADVPIESPRFAVAHLGQCFSRTLAHASFGGWKL
YDARLLSRSIEALLPHVPDERPTPLKRIRLLV"

66952..68827
/gene="ORF54"

66952..68775
/gene="ORF54"
/note="conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="0ORF54"
/protein id="AAA88157.1"
/translation="MGIRKKLVQSLLFNSISQNNFGLILQNNLFGKADAVIFDHMLVM
HSMCFVPISPGMDAREHIITNTLNFYTRYSKTIATASTLFILCEDGLQSVKPAVRDKR
NEHVPTPALVYFKHHKAELAKALVEKMOMEGICTLFITGYNGRSMSYQYMNGTGKRPA
VPVELVMDREFVADCKEVEADMMMYAMAAHYSRRYPGHLVVITTRDTDVVPSGLALLAD
KGPEYLGNTVIEFKTPMENGLKDHDRAVSDFLHVSNPTNSHKLILNRFAQFTPQREFFK
ADGFGGGTIEGGLENLLEDSTNISPFAALIDKFVQTTASLDAEELLGIIRFFIACLRA
GFRGTIFRRIFMRYLDDDPSTRETVTKFMGAMDTAADKYALLGDFLSQTNSYIANRTI
KOLSPDYDWDIIDDADQSDGLGNCTLGQPYMVTTTSLSNRCIKGLVSLAKMYNEHRLP
LDSYGSYIRMQTTHGHCYVRFAPVKASTAAVVACTLAGADYNLTIPKLGSVQIMNLLL


https://www.ncbi.nlm.nih.gov/protein/331262
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=65812&to=66959
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=65812&to=65817
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=66033&to=66959
https://www.ncbi.nlm.nih.gov/protein/331263
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=66952&to=68827
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=66952&to=68775
https://www.ncbi.nlm.nih.gov/protein/331264

regulatory

gene

CDS

regulatory

gene

regulatory

CDS

NPDFIEMCEKTREFSVEEHGAEFIWKMISMTKLRKKTPVDPGLDGYIDCVWRTLCYTIQ
TWQLKTPVAGPDYGFNVRDSMVYFVIDDPSAFKNVETLGRK"
68822..68827
/regulatory class="polyA signal sequence"
/gene="ORF54"
68890..70087
/gene="ORF55"
68890..70056
/gene="ORF55"
/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF55"
/protein id="AAA88158.1"
/translation="MSLTNKPSFGTLVNFYGTPQVPVEKNGYHVMELTLNIPKKLQTG
GLLIVEKITVNVADVAYGARNNGFFTLGTAEAPNIYVIPPTVLLSNPVTDRALENPQY
SEDGVRLGWGSGLLGTEHELSAADLSVIKKLINGCTGKPEPVTRNIGKIEEAHLRLKT
SESEAGAPVQCTRCNAMGKARAIPLGDSYVYRIPVHAADAQCKGAKGVAALVTEYDSG
LCDLGRIMSLIRTEFSTTAPTPIKRLVRESQKVFLEGGLCRGLGSFAIGDTSREPIPVT
FTGSKHRETIIPSELIDYIVQYYQYVDHVGDYVIDPARTQALRLTVYAHMARLGREIQ
CSVVTKVTFRQFPVNNHTELASWLKELSVYVKDAPVSDTVGLLSMENILALHDS"
70082..70087
/regulatory class="polyA signal sequence"
/gene="ORF55"
complement (70212..73804)
/gene="ORF56"
complement (70212..70217)
/regulatory class="polyA signal sequence"
/gene="ORF56"
complement (70265..73804)
/gene="ORF56"
/note="conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="ORF56"
/protein id="AAA88159.1"
/translation="MSSEVFRWNFITEKLTHAKEYVPLFLFFSKKDFLDPKTGDFSFK
SLKPFQONLMKLMLWLTRAFKGSVYMCYMEQLFIGNQTTAVPPALRCTLSSDVVFEFIFT
LDKADLWGNDGSRDGSLLDLLFKDDLDNNLRYKDRMVHAVKKLICHHLLLISKEVLYT
SSNDLERERDLTDMVDWETSNYKMGAVDRKVVSAYGGMLFRLPAGNHEKFSLLTVESA
VARYFMGCEKEVDGSQVDPDFSIWISLSKFFEPSNSPVFRKFADSCGRAPVIDEFLQRV
HRGELSTIPAHELLLFRYDPDELENVHNFRAFENVSLYGYPHLDQSGKKCVSLDDHVRA
SVALGVITNCSPPSILDGVATTVIYPHLTPIIGISAAVDKSIGORNKLFTLDLKIELF
KNILLKNASKIPVEPISSIYGKLQKLLTRDRSPGLSLRHRFPMGEVCSMKSPDMAPRE
MDTEFMMKELEFVNHMGCTRCGQAVTEFGYILYNTAPRWKQTRIMLVNYTRPGQGKTFTN
SVIMGLLGPVSEIFDEISNFTATSFKYMPMTIGKVMEMDDVGFTSDOQOKTIAREDNIT


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=68822&to=68827
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=68890&to=70087
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=68890&to=70056
https://www.ncbi.nlm.nih.gov/protein/331265
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=70082&to=70087
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=70212&to=73804
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=70212&to=70217
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=70265&to=73804
https://www.ncbi.nlm.nih.gov/protein/331266

gene

CDS

ONHFKCMLDKGYTNNNVTQWDATANKYGTNKIISIQONTGEVWNTNTLDPEFGNALRDRS
ITILGPEPSTRKITAKGEGQVKAILNGKGLTELATTLFLRQQLIQTMIYTLTGEGGITS
RHNEFLTDVLSVLGAHYPTFHTGSHSLARDHFKILDLAYADTIRVAITAVLDMWLPPW
TVPPDEVDDETVEEYLMRLNRARLEALGEMELSSIIVEVLAQISVFLPSSIVQTATVA
FNQETGAVLARVCEFLGLAMNNRQLEMVAGPHGTITINRPHMLDPHFEVDARGVEKMA
KSVMILRGGERVKLIQGLKTRDGGGGEITMDGALILDLCKLVNPKIFTELWNDLIGAF
EASGELTVWFLPONVHTINILKLFHLLGTKGVYSEGDGPGFQVHRDFAGLSTELEFRRG
LDRDSAVNGVIPVDTSECVINLEPYAREVGGLDPSVITPDGVSMEFMTASFHATTIKK
FGPGFINIPGIGTRFTHSRAAMYALGDEIKLCKARAGIPADHTEWEYKHAESVYREYM
RTPITDVKGHLGRYLCATNSSDSLARDDSYLVALHESLGSVTYEDVYTRSTMEYAAQP
EMPAPVEAPVQRKRRISADDLDLATKIQRLMNR"

73958..78608

/gene="ORF57"

join (73958..76759,76872..78608)

/gene="ORF57"

/EC_number="2.7.7.7"

/note="DNA polymerase catalytic subunit; conserved in
RaHV-1, RaHV-2 and CyHV-3"

/codon_start=1

/product="ORF57"

/protein id="AAA88160.2"
/translation="MDRNAVLYGVLEHRLPKWVELSDDTDLEPFFFSSVRYITAGSED
AIMIQALNLNTDEIVVEFLVTNLNEFMALIPTVYIENPGIRQLIASTPISYRSPITVENG
DLKKWMDCDLEFVFGTMAAQKAFIKAGNSVLGSLGGNVYTYGDHVSNEDGNTPVLONNL
MCSHVYYTRYKTDVYAPWEFYYDOKRDOQGYLMSLPAITIPRCKREGAFDIETIVHENAM
DODLNCQKFFKSEFRSMEESQVLIQRFREAGVTGLPPSPEVGITQKLHEIVSISLVVC
NYHKTGPKKKEYYVYYNTKKMENPMEMIPVEHLHLDASRIKFEACKNEFYMLLAFINR
LRKSVNVLYVYNAQFDIQVIQQRLRYYAFKQRAPRCCKGHDDIPHEWGKALMEKWEAF
LSVKPQLFKAQILMGQODILKANYLKLLEGIGSVLAQAKSTMAKMCTIKERIDSYRKMK
DTVONFKSHGFGCDIIDMMYVCKRKEFEAKDGSLNTVAQLI IKKFKPHKATPKIHKMD
DITYDKLDGYYRAGGTKIAECLIYNLIDSLLVIRIAKNLKPMEEYIYRQLACYNIDTA
AHTRGVMNFCGFIQSTKVVEVSRNKARLDAGIVMATDY IRNSLETPETIPRRGGEFVMA
PLTGLFFARPTQCFELCLDFTSMYPSMMCDLNISPETIVDSDKTNRVGDYMGYDWSKT
DOGFEKFTLVLRVDRTDPENPKLVRHTSDTSLSLKRYLRLRTEHKRALKQSSGSVAEY
HNRLONEMKICTNTHYGVSEHTCSLMITTQGQHKIKLVNEFIKTLNRTGHSLEPNYGD
TDSTMLYHPSDESETQLEDMVTLEDEMRAELREYMLKKLSAELVNRVKEKTKRTDTEV
QSFLSDVETVLEDDMVEKLRLESQGEVIEPFKDGGTWWVVDPLTGIWMDCSTPEFSSEL
ICKLEYENASSIGCHVAKKMYLSLVHELNNGEI INTKIKKRGMTGFKSSRFGATESIT
NDFMDLIFNGGALVKTGHLEALKPVTWAKLSAPADILHFSEPPVYENGICLNMNSITL
IPHRVTAVTRLPCPDIKGGELVYVDLHESTSGKSSVLVLVLADGCALNHIFSSANVLH
RELSFETIAMFRAFEFVGAGFLDPNSIVEFYERIPRLKPEFLSKITNYELFTGKKLKIPE
VTLHKRKTTIQAIVKEDKKQIDYPEEWIKQDPAMAMEFRRYPIDLRLERMIMDYFGSGL
KCTLATFTPPKYTVSGERSRHSIVIKNHVDKHYLNDNSKFLAHVVMDRAMPTTCYIHD
DIDVKAMIQSVISRVVRMIQDTQVRLOELSAAGNKLEFHMFENQLPPEMNNLDISEFKYN


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=73958&to=78608
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?location=73958:76759,76872:78608
https://enzyme.expasy.org/EC/2.7.7.7
https://www.ncbi.nlm.nih.gov/protein/94449347

regulatory

gene

regulatory

CDS

gene

CDS

gene

PLVDHALQGQKGVPGLQYGNPEQIYTDMITEMTALLPRIGHMVEFMEWSQELSSSKTL
CLLLPKIARDLNVPPLVTSLNDDTGNAMLIAFAHKIYIATAMLHILHGENLETHDLGP
QTGTGVVGEPPKHCTGAQLREWFIDLOKTLALDAPSTHCAGCADEWLTHGSDPNEIEK
MYRVNGGVFVRKIKKICL"

78587..78592
/regulatory class="polyA signal sequence"
/gene="ORF57"

complement (78633..79740)
/gene="ORF59"

complement (78633..78638)
/regulatory class="polyA signal sequence"
/gene="ORF59"
complement (78703..79740)
/gene="ORF59"
/note="major envelope protein; multiple transmembrane
protein (4 transits); positional counterpart in RaHV-1,
RaHV-2 and IcHV-3"
/codon_start=1
/product="0ORF59"
/protein id="AAA88162.1"
/translation="MVGKGLPVLKNALKQLEGLSKAASVGTAEVIQKAYHQLTKLQAA
RLVFAYVTLVLLYVIMMLILTSSVIDLVGFSTPHRLPPEFVDQAQLKHENTAQDTLMIV
FVALGVNFLLVILVFLIYLLIKLKHIEAPLSGSMSYFAHPVLKYIFGIMSFIFVEFIIT
VFSILRITCADANTLVOQDLELLSNTSFADTNFTNAAHAAVSGLLTNCTAPHTDIAKCG
YSGVHLLMSLESRTRRLWTGSTSGGLTEAGIPRMLTAVGSCWMTKEVVPVILLVMEIL
YMFLHLWMVIRALRRRRLGTIIEDEHLPLTSYEDGELDEEGGADNLLYAIPPGSTIPG
MRKWNYTPARA"

79779..81078
/gene="ORF60"
79779..80960
/gene="ORF60"
/note="conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="0ORF60"
/protein id="AAA88163.1"
/translation="MMILSKARCVELLEMPIETINGDWRFKASPHVTTRGVTEGVALL
HMNSVRVVPGKGVVSRVDRANDFLSFLYHDISRISAGTCEPRESMLAVILPIDKVEEY
VAKFRRVEPFTMGGFREACRALKEFSAAVGTIFDRIMKDIFNRSPTLAMDGIPPLAKGL
CFVLKSRGITPIRGGLLVGEIPKACGDHCPKCGAQYATRKSREVTEIDLVGEDSTDNT
CVLIEVKTYKNSVLPIAVLKKYNTQTWINWFLEGLMYPHLRQYTKSLIAVVSPAGRVV
QLEFNVRSPPITRRMISAFPFLGEYCPOMRRMMTAAAMTYVIKAPEVAAHVTGTDNVSI
EVFSQSNKLPPNKWATDDAARREMERTRKARYRAKNRAVADPEDSPPGKRLRRGPKSS
S

complement (80525..81891)


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=78587&to=78592
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=78633&to=79740
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=78633&to=78638
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=78703&to=79740
https://www.ncbi.nlm.nih.gov/protein/331269
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=79779&to=81078
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=79779&to=80960
https://www.ncbi.nlm.nih.gov/protein/331270
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=80525&to=81891

regulatory

CDS

regulatory

gene

CDS

gene
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/gene="ORF61"

complement (80525..80530)
/regulatory class="polyA signal sequence"
/gene="ORF61"
complement (80932..81891)
/gene="ORF61"
/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF61"
/protein id="AAA88164.1"
/translation="MISVARAMTDSDSLVVSTVDRNSDMKFIWPEKVYFRGCTHRSIP
LLDDAAFNERMLCODDLTLLKEFGLDFFMRSTPFLKSFWLTEFGLVMVTDALTEYAMRI
WRAINRVHLGDTDAPTVAEITRHINHLSGRTMMIPSIYSGPKNGQYPILNKMHELFTL
FATGKISILNHEILPEAALLHEQTHDLLDRLTRDLPLFLEYEDGPRSDPFTHVDRLGK
LRARGEVVMYACVEPTPVPRSVDLWEHMSEMYAESCYWLLOQRETPRNMIALMDEIHVK
TGYSTTTNELMGYMRDRTSTIDILAFLFELTAGDFTWNEWALV"

81073..81078
/regulatory class="polyA signal sequence"
/gene="ORF60"

81869..99858
/gene="ORF62"
join (81869..82717,97459..98016,98746..99543)
/gene="ORF62"
/note="putative terminase ATPase subunit; conserved in
RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="0ORF62"
/protein id="AAA88166.2"
/translation="MARATEIITGAESTNKLGYQCLQHELVDGFFNRINLLVASQAIK
DRVARAEKTLDELRDPVKRAMKLWGIGSDAVSRMETECERVCRDPGERKLRRFCDMIT
SVENLMRDRGGMRLEVEFQVELMRGFFIGIAANQFRDDLFKYKHITILDLLGLATPDIVA
FNPFCPSMDTGREINRIFDEYGKNYTLALAPRQCGKTTIMVILLAAMISYLDIEIVVQ
AQHKTMCETLYDRVELVLHEIQHSPWYPEENRIVTIKGTTETREFIYDPAYKGTTRVH
FLSSSPNAARGQIPDFVLIDEAAFVNPASLLSLLPLLAVKNRKQIHISSHIAKSWVTR
VETIMGSDGKRAFHVINQRFKCDGHAHLPGMMCPCSAVFCPTHIDLNESIQELINNIT
PGGCELELTGGDGAGVLKRDVATPFSEELVRQFMTNAVPDLSGVKRVEFIAVDPTYANG
TQSSFGVCTFAELNNGMFLVVALEEVAIGEMRSILMHFYTTVLMAHVDYILGIINRKD
IPITIFLPEQONTFMEFDNETLWSHLSGAAERKFGIKLLVYRQFNKSGTTEIGKLVSGNKA
SMVIKVHNMMEADMLGRVMTVASEFGEIVKGLYLHNKHVISKYYRADTVKTITDARDAT
ANPRDIEDFKKLPPADSAEYIFRYLGGTEVSVAHGDDGIFKAGTELVTRLGCELMNVS
LKSVGRTVKVITGGKRYQGGSYSRDDLFSAFLLGTSMMGRPDDATDGLEFIVT"
82758..86411
/gene="0ORF63"
82758..84746


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=80525&to=80530
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=80932&to=81891
https://www.ncbi.nlm.nih.gov/protein/331271
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=81073&to=81078
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=81869&to=99858
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?location=81869:82717,97459:98016,98746:99543
https://www.ncbi.nlm.nih.gov/protein/94449348
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=82758&to=86411
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=82758&to=84746
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gene

gene
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/gene="ORF63"
/note="putative primase; conserved in RaHV-1, RaHV-2 and
CyHV-3"
/codon_start=1
/product="ORF63"
/protein id="AAAB88167.1"
/translation="MYVVVSVEPLLAWCVVADARDDAVIKHAIRGWICATVDLQPVTL
GAVFFTRIPSVGSRLVENSDFHWIVKLPIDGAQQIDTVDRWIALAGCTGGGEANVPSL
LENMLFLGFEPEKTATWSAIYTMESATYNHLLRKGVDIAFHHITIFRRFCDQLDHLGPV
PIDVFEKWIPDALLNLEREYGLSIYNLDDKRNFTKFSRPRLGKVLLKRWLADNMIKTN
EVSDAELLAICDPDVTPAEPATGAMDLSSLEELIMTLNSRVNIPKAGSFHRVTLRRVT
FHQLIKYCLNDDPDDLSVVSLPPRNALPHVPILLMDDSMSHEGVEFQYVITDYKSMETV
PPGAYSEVFLEGQIVTVLNFDIDRKEFSGLLDPMGAIDNICEIFVAFLHRAVEKEFENEN
RVDKNRIGEVAVFVRRAALPGKFSARFTWFPAYELCFONIREAADFTGVFQELLMEED
SFFVYTVTNDGVSTRVCAIDAQPFCRNKSCRLPNSTKMEAGEFRGAFEYIKSYNALVK
SNRGYSKMNIGISRSPVAFDRPSLGPQYIFGALARFASAEVTYNSSHASENITVEKDH
IDNAYKLLSTIWGDLKISPTTSGSVRLTPWMTRDRFCLVHNRIHHKAGVSVIVTNRRI
YPKCFHPDPPAHVIPEGGFLDVVEVAGKPRARVGECGQ"

84664..86411
/gene="ORF64"
84664..86208
/gene="ORF64"
/note="conserved in RaHV-1, RaHV-2 and CyHV-3"
/codon_start=1
/product="ORF64"
/protein id="AAA88168.1"
/translation="MSSPRGASSMSSRSPVNLEPESDSVDSEWVFGKYRLLGALRSAT
LEGEDLEGGIPQELLNVLVLYEKMKSTKSELSGFVTYLALMTLGIFDFDRSLKRLVDE
GVLGMFRFNRMLTRVEFFGYATGDDALIEGLLDTWFAFMVLLARFPVIPAQLIDSNECV
LCMYESDHSLATADTRFKTILCDHFTEASVTAGGDPCDSAEVTAVVKKTTQIDLSLDD
FHERVARGDNVRELAVKRDTTLTTRKNGS INNFTKALNRARETCAMDRMESSLVEFQK
KLREVNNMINRLTNPKNLNIFAAELEFNVEFVHAHHRRKTIRERLSDGLGDWKGRAAHML
FLTTKLRTAVDKNLLTTIITEFYAAAVPPVYRYNHKYNMHAHRVIFFKHMESIGEFTNE
GITAFQYQLNQVDLREVVGODYRSDITPITTNAENENRLTELEWVIANICTEFIFIHNK
TIKLHHGDAPDLNIDELPDGLYLENGSVGFKHDNGETRSGVWSSERTLDLLDTYDQLL
STGVIG"

complement (86254..91897)
/gene="0ORF66"

complement (86254..90671)
/gene="0ORF65"

complement (86254..86259)
/regulatory class="polyA signal sequence"
/note="0ORF65, ORF66"
complement (86367..90671)


https://www.ncbi.nlm.nih.gov/protein/331273
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=84664&to=86411
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=84664&to=86208
https://www.ncbi.nlm.nih.gov/protein/331274
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=86254&to=91897
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=86254&to=90671
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=86254&to=86259
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=86367&to=90671

regulatory
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/gene="ORF65"
/note="tegument protein; contains OTU-like cysteine
protease domain; probably conserved in CyHV-3"
/codon_start=1
/product="ORF65"
/protein id="AAA88169.1"
/translation="MEINAAIESLTSITDLDPTAVCDDHPNIYLRATMDGALGVMSHI
KPVLSETVTTALEDDTVVSSRYAIVTAPPRYKIVEQPYTDADKGYLRGLRTPEACIMY
MHYINKIISHAPANPLVRDAVQSMNLNLGLHRDMILGSYSVDDIYTRLDPVAPQIVLG
GALYRILHSRNALYPKCAIGVVGPENQWVDTAQPAGPCATPEVNDILNVAREYELPQR
VVADLLIEWVLETSVPIPRGTRNRITLELQKALATHLPAGLFHDIVIVGLGIGLPPRA
VSGLEEKMGIDLFWKTONSYHGRDSVSFRGALENAAVRDCSVITSATGKTAPVTTFEGL
VIVRTNPPFPKLSKLVTYAPHPPITRSPFLCARVRDVYDQEIEVPHGRASGPRHEFSPR
MVVLRERAASVPVLTNTLHEHSFSRGYFIPIFLREYKSIYAFWSTLGLPSRSHPLYIF
HVLSRSNIRTLETIPDPVPFHPKERVFMGQCLAFYVRETGEELYALKIFRLVMERGVL
PMYARGDSAPVQILGFIVNICAALLAFDDTDGLDSLDMDTYDELSALGRVVWYVWLLT
TLEPLYMTTATEPEFLDPMFEGTYRLGEWNYVTTTGALYPGDNIERLSVSVDYGALDE
KTKGFGETLNIPVHVIGIVNQFIFPILSAQLPYAFRRLPNKSVVRHPIDMIEAVRRKL
SERFGSCVNPPYVGPITPSASVPTGKYIHVMKHPEAYPEYTVEASNGTDGDSLSDDSD
DESAEPTSTPASWIGDRDEKVRLEARLREMEATVRNDLLIGGREFTHTGPPVIRQPVPR
AFPKVDVSLMAEAEKRSGDMLKRLDDVYDLVAKTTHMVETGGMEFPVTDLETLPPPPAD
LLOTSVDSESRSIAPGADPVSHDLDKLDLPPAAYEEPDLPLDLPPAAYEELDLPLDLP
PGAYEEPDLPRDLPPGAYEEPDLPPDLPRDLPPAAYEEPDLPPDLPRDLPPAAYEEPA
PRAESSEDSTGTTGADGSLPVVSPPEPMSAPGGEPATGTTGVRGFKSERLILPRKIMS
SIPRPSDALKERLSTRRTQMYDSGSDSESDSSEYDNSDSDDGRTERATSSTLDDEVER
MTHSENEWVRISTNPVATISDIPPALDPPSDSIGSPGEGAAEEVQLGADPGGDHTRAP
PVADLRGAELDRYLYKESESLISVIDELFTEYVTTPAAPPSGPVVTPPVADNGGTRET
HPREKCPYTVAEKYRILYTYGEQDELAALVESTGAGTDVERRVSARVLANVPVSSAVI
INESLEEDQFTRLENTLYSMGLKRVYIPGDGNCLYNTLRFIAGADGESAIDFKKELLD
DIRKYVRNQDPAERDLILTEIDNLAGPNVYGSGDLISFFQLLRGVGVTVVSWDKIGGR
LVKLVATNQEGIPPEYIILFTNSHYEPLVTEDTMIPDSYLKDFIEWKRSLFLSAII"
86406..86411
/regulatory class="polyA signal sequence"
/note="ORF63, ORF64"
87758..88025
/gene="ORF62"
/rpt_type=direct
complement (90662..91897)
/gene="0ORF66"
/codon_start=1
/product="ORF66"
/protein id="AAA88170.1"
/translation="MDSITLNAFDVSSAYTGEFVYDLDLNLENKMLGGDPAPKPTTQP
EERPTGRPIPVPRRRVRPRPAEDQLEEPLEELVKDPIGGPRGEQVEEPVEEPVEPEHP


https://www.ncbi.nlm.nih.gov/protein/331275
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=86406&to=86411
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=87758&to=88025
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=90662&to=91897
https://www.ncbi.nlm.nih.gov/protein/331276

repeat region

repeat region

gene

CDS

RRIPIPRNRSTRHRFLSADSSPPSHDGAVEDFRDRPTVFQKRGRPVRDMGPVRVSYDI
STDVDRLMHNLQSMVKESRAVKVSEKDVDSCHEACERKYVGALMTVSSALRTLMVMVP
DIKRIDHPQIKLLVNASRNDEFVNVCLTESQKQRSLGVTNVYIDGTDQPLTVNLGLDRN
DRLKSTLYKMAQLWKYETKMWEREFSAAAKGGYDMKDLIEARRLRVERPFEQTSQLVDY
LLDSIDDLTITGVERAKLSDWEFTLISRYLKLDHQLLVNELTEGYILKEENKVLKERLD
SLOVQVRKLONRDLLDKWK"
91604..91634
/gene="ORF62"
/rpt_type=direct
91672..91693

/gene="0ORF62"
/rpt_type=direct

91887..96758
/gene="ORF67"

91887..96557
/gene="ORF67"
/codon_start=1
/product="ORF67"
/protein id="AAA88171.1"
/translation="MESIVYDSDFSDDEVSALTLDNLPYTRKRIISDRRLLRHFGGLT
DVTPGITLSVPEPNSVVKPWLIFPVEKGVLSVEIITAGTVVNKDLVDGRGWIHETTCV
TEPSLPSVNTITLGIVDFVSRSIVASGSEIFLLLTTDPGEGIGFKRMPCINTAGVTGA
KISREVITDAPVVLYDDIYSLFHLTASLPRDVFLDCTGMTQAELERFAGLHLGSVPDW
RYTPRKILISPPHYLTMNLTTLETWDSSDLLPPEPGFLODVFIAAPSPKLRYTDDCMS
ATIKRTDTGVVIHGEPDVFFSFAENRVETLEFCAVDAPYPNPPOMSLVEDMTRKVVRTE
AAIGTLTVELAPPDGVPEPLYSAEYVTVTHDRELRAYACVTSPALRTIVIGALGRNGV
LHLLOHMELMVTMGFRDFRWKFREGNRELMYFVEAFIAATPAPCAERMHVRIVLSRGH
GSFRLWESGSHFRFRLMADPWSMSPNPRASNVVIRRPROGVSLPPRRNPPRIIYEWTA
MVRVTARTGALVSTRELTAEYRRALSITYNMIGDMLYIPVEPVLDGGGERLLDLPLLFE
TGFAFQWAEPPVVDSDAVSAGSRRAVIALHRLDYLEDAHVAVICSNVEFMGTTACGAAL
QVAPADLPPGPFTVDLSVKPTDNPDVKLOQLTHRRNGFCGAYYDEAVTTGWEFLGLLSG
ERMSIKDPSACLMSEYEKLHPIFLHGAKIGKCYVAHTFHPCTVDEVGCIVATSHMIQV
ADNVIIMARNPSSATCDTKFTIDSFNESVVRAIFKPENWIERYAQLFGPAYVMENTGH
VVRENGTGREVVKLTGIYPDTRTPGVQLVVTIDGREFVIIPLGFSPMLVIDGRIAWYD
LTAPGILVTSTTNNWVVIAENSRKMIERPSYGMSYECYRIEDRSDDLPSCPPQGREWR
TGPRDILRDPIFEHMVQRAVDGHTTLRNTVGAVELFREIPGIINTWTSYRVVPDRGYV
PVGATGAMAVSDAPMREQLMALTSDTELSFKYPRANWYSENILSLGHGAITKWQTVIT
TRKPDDPPIAHGGVKITVLKEPLGLLNDTELRPGIYERRQIPWAHHLVVTDFRLLEGT
LLIATTLHRYVHVIVDAHGAGEQILKMALEQAPLFNEPKRVVITGLPSSALPATIYLG
AMDPRNIRVAVTGGQELKNSVRDKLAGVMRYVSGDDEFDVGITDREFEFYAITGTGRAVE
SFMLRDPARYIVELAPEGSLPVYRDPENPIGEVTGREFWFDEVPNPIAILTDSETNVYM
MSRGDIITPGERRVVDLPEYSAWTPERLQEEPPPTTFLGSGDVAIVTLRRRPPVGTRT
KSLRLTIRNGVTMVLQRRDIVKVRLVDREAVKTSGLLVTSHSIGHTDDVYVPVAGGPL
DYYAKIWSFHGLGGEEPCLDVVTPADCLAVAGAVRLEFLVSLTHPVTEFGCVNIVIPRAL


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=91604&to=91634
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=91672&to=91693
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=91887&to=96758
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=91887&to=96557
https://www.ncbi.nlm.nih.gov/protein/331277

gene

regulatory

CDS

regulatory

gene

regulatory

CDS

regulatory

gene

RPRFIRYFGTPIVMDRVLYDISIDRILTVGERDGDRRGVIHETRVNSDEWSRKLYFLK
QRLISSGRHRKYWTERLTGTRLATHDNRWLGAAWLTVGDGTTRRLLSRENFIRCGRST
POGQ"

complement (96355..97428)
/gene="ORF68"

complement (96355..96360)
/regulatory class="polyA signal sequence"
/gene="ORF68"
complement (96520..97428)
/gene="ORF68"
/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF68"
/protein id="AAA88172.2"
/translation="MLRTIGSHLDFSDSGIIKCIQQGCTFSAISAGINQCPIHFTVHV
CHAVRNGTCEQLKRKIAVLLGESSPQFCFFDNGRADPEVEPVRGITGKITAGLDQKFEFK
EATIVFGHGGDYNPTPNLTHKITKYHMLRKRFVIDALAPLVSFHNVIDITIQRSNGVTRQ
DRTKYRQIWETIEEGALSHNVEQEVCRYVKILSSFLYHADLRVLLMTYNKIKNSRHAS
DDLRDFYLVPFLCIHKLITDKYRTTDLLINFLFKKSESVNQRMEFTQENKVLHRIYDAK
LVKDICYVAWGSEIITALEALNVHIG"

96753..96758
/regulatory class="polyA signal sequence"
/gene="ORF67"

complement (98034..98721)
/gene="ORF70"

complement (98034..98039)
/regulatory class="polyA signal sequence"
/gene="ORF70"
complement (98038..98721)
/gene="ORF70"
/note="conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF70"
/protein id="AAA88173.1"
/translation="MDGYFKNITCEHEIICNDIRRAILDSAVEAEYSDYRLKSTMITF
YSYYQHYLAIDPHCNTDVLNQTLGSNPVKLLLLTKLPCDDEMYDYISLTLGIPPHITG
IWIRSWTPKTVYAAVCATEMCLAHMAPLKRIMEENPELFFEFYCVYNRIWKMNKEGEQ
TEQCCRGGRIMYNILLQCAQHGDPESTIFYGLRGVIAFVRSTLGVHSRQLPVDIPNIDM
SLLFKHFCV"

99853..99858
/regulatory class="polyA signal sequence"
/gene="0ORF62"

100000..104536
/gene="QORF72"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=96355&to=97428
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=96355&to=96360
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=96520&to=97428
https://www.ncbi.nlm.nih.gov/protein/94449349
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=96753&to=96758
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=98034&to=98721
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=98034&to=98039
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=98038&to=98721
https://www.ncbi.nlm.nih.gov/protein/331279
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=99853&to=99858
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=100000&to=104536

CDS 100000..104052
/gene="ORF72"
/note="tegument-associated protein"
/codon_start=1
/product="ORF72"
/protein id="AAAB88174.1"
/translation="MDGGMTVSDKGNWSFFGMASENKRPKWAAILSKAMGIQASFMTD
QLRTAGPNPEGLISIHNSPDEALAVYSAHHTDGLNTCKICGHNVRDLKAHARQVHLGR
LCKIENLAELGLAQTLRIDRDVEFAYIDGCYFWIGARAAPGLSRFFKPDATRCHRCPT
VEWPDIENGESLEAVRLTGESPRLTDRARHLLAFHPGDFMASITTLISPKKSMNCEAT
YSARGELQRFQLMWRGYGYKGERATAFPTKAVNEGFGTAVHEFLKMYDARTKALSVLP
SDTKIYTVRFMEGEEPTTAVIPPGTHSVVPATTPAPEAPGKLNMSSPDLELIRRKGGK
RVIEMVSGVAPSGSLVGAPSPSERVMKRKSERPLDDSSAVKRVSKKVTSVTDQECTAW
ESSIPGVSIERAPTIYTGKSAQTIAGVLTEGGVAPYPLIMDVDGERDLPIDLPNQIIT
GRVIESLGDLEGDIAARKEVIKKAVEALRVYSYRPLMQLSVIGIFFDEGWIYSVLEKP
TGDLKTMSQTLRVLSTTGTFPWGGKSPAGTWKMAIVHHIFRDVVKLVALONRLKVTPV
FGKODVYVWEHGLTIAPNSVEPRVDITGAQNLIISLLSQYTMFQHTTKLPIKPEVRAT
LSPDVLKLLDWPPRPPSSEVTEMAGRLGVMGDIGHPTIQFPLDFKIHMGSERVLRPDV
LLIKPPKAAPSFYPSMEEVLRVLETPGPRSDESDEMVPASALISHATLAASQRGLVAA
HASVGRAQAALSTRGGAFGATPSGEDATSALMKMIQELSNTSIPTSRSLLCELGLSSM
RGPAVATPRPAEAPPSTSEGELFDVDAFLEKWTGPAPVEGTAPVPVEIPIVGDDIIRQ
SMALAGGECWELTETPSGNVVATGFTTPATPTIINPPSPHVFAVPMPPPANPGKRTKS
VKRRIEAASKMEGGERDATGSSMDTVRGTGGLVTVKPQSLIRGDELGLMDKWVFEFEPAL
DTRTSSYLRGVHRTIVQRWLONHGSMKPKMCRDPPTFAITDADVPILTTTPDATRRPI
CVDNNLPSTPMVETWGDPNGSEPVPTEHRTSYELYRGDIQAAHQCNLYLGPSMEIYAY
SPRVWIAQHTFDGANQIWGGFPPVIRYVYLNMMKIRPSKHIPYIYTVIEPHSVKGYKM
NMYALITPMGHPVLTTGVAGYSKYLIKALVRTLHAVHSAGLKIGYMHPKNVWVKTDAL
GSDLQTYYIFDVVTQILENVFMPGSVGGRNAPVIPPEWTSKMTDNGPPLNLITEASDI
FCLGRLLTVFCAQQODLTSEQVALIQLMCAAKPEERPCVTDLLVNENVSPEEPFYPVDT
GEMPVKITNTKKAERSNTAYVRFPVQGAQE"

repeat region 104100..104302
/gene="ORF72"
/rpt_type=direct

regulatory 104113..104118
/regulatory class="polyA signal sequence"
/gene="ORF72"

regulatory 104179..104184
/regulatory class="polyA signal sequence"
/gene="QORF72"

regulatory 104246..104251
/regulatory class="polyA signal sequence"
/gene="QORF72"

regulatory 104322..104327

/regulatory class="polyA signal sequence"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=100000&to=104052
https://www.ncbi.nlm.nih.gov/protein/331280
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104100&to=104302
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104113&to=104118
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104179&to=104184
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104246&to=104251
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104322&to=104327

regulatory

regulatory

gene

gene

regulatory

CDS

CDS

/gene="ORF72"

104486..104491
/regulatory class="polyA signal sequence"
/gene="ORF72"

104531..104536
/regulatory class="polyA signal sequence"
/gene="ORF72"

complement (105022..110164)
/gene="ORF74"

complement (105022..108077)
/gene="ORF73"

complement (105022..105027)
/regulatory class="polyA signal sequence"
/note="ORF73, ORF74"
complement (105189..108077)
/gene="ORF73"
/note="protein kinase; tegument-associated protein; member
of PK2 gene family"
/codon_start=1
/product="ORF73"
/protein id="AAA88175.1"
/translation="MADRTPKRSADGLIHDAKPSKVTKNDRPPVIDFKRILAAKIAEK
RGGPPVSAVSLIAASTVSTPAPVTYGSVGLPTRQLSDSDDDDEEDNATAKTHSVPIPV
FKPPDQLTAPHTVKRKPTQPPTPTRPVHQAQATQRRPVVSYDTTGRRATTQDEITDAF
GELDNELRRLAALTPVPGGWPESTRGERNQMVNPVGVKELPIVVQSITDRAIQIENRL
EAQFHGATEMVKTVVPTVSVRGGVEFTRHVITDTKRQPFLIEACEFIPSMIQEAPIPFR
AVASKPFAAGTKLLTPKAGAPAVDLRAAPVLGKGYFGTVYKVGNLACKVQHGRVMPGV
SNAISDVVEESLLGSRLOHPNIITFVKGFLYHGAVNTEAVCVSLWELGLMDLLSEFTQQ
SFWOPGKDACDPLVKRYLARRFEKHTLLGLEHLHERGLMHRDIKSONIFIFTNRGRLV
AKLGDLGCCSKGAFCDAGGTRAYFPPETLAINVQCCASDMWAWGVTMWEVHTGRTPEW
GGTDISMQKVFRYTGGFDNRAYNQLAVARHAMAAADSAVKPVPDLEGLMERGKVSLSP
SFTDIMKSVLRLNPNDRATASDLLKSPRYTDESLTEGCECTDRKSLEKNAPEMIRLLE
HNHLPPQKVIMTTDPHERDQLAEKERWGQVPMEVTGDFRPAPLYMPWLARADMGDDHT
AKKLITLTPRDLVSVYPVVATKEYGVKEIRVYRPPEFSPTYDIVYLELKPTIDFEAIQ
SLMEGIQAIQKSIPYVVPVFHYTLGAHGTKRYMIYVTPAKRSITELNFDGETDDGTLL
GAVILKQLISLAVAFRDNGINFITNMYNTHILYHDPRGVDIGPLKLDMVIYMLLHQTN
NLNVYKLSSTDRTLRDPGDPVLKTCLAAYTYVKLLMSAPRALERLVPKTTISACKRFED
DFFMIPTVKKISIPPDTKIKVPKLFSFIKIEPPODISGGTVYASGTLS"
complement (108143..110164)
/gene="0QORF74"
/note="protein kinase; tegument-associated protein; member
of PK2 gene family"
/codon_start=1

/product="ORF74"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104486&to=104491
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=104531&to=104536
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=105022&to=110164
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=105022&to=108077
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=105022&to=105027
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=105189&to=108077
https://www.ncbi.nlm.nih.gov/protein/331281
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=108143&to=110164

gene

regulatory

CDS

gene

gene

regulatory

regulatory

CDS

/protein id="AAAB88176.1"
/translation="MSGKVEINEPLIVATSAPLRCNCTGGSHFHGKTIANRALGSSQL
MKCYSGLLKRCVRREKYIPVSDRGFLDAYTPQTAPGIVFTGSSLVTDSTLMMAPENFEFH
ROHVLPLEENFGLERARGDVTVDIRTDTDEAVARGLRSDMYERDAVGHIVSKPQKRTT
GEMLDELMMTARLSHGNLVRFLGGVACEETRGGKITVKMVELGLCNLDEFIAEPHWIA
PKFAIVRQYTLCKLERDTLSGLEYLHMHGVVHGDFRGAKVIVFPTADDFTFKVNLGES
TSLGIAPALSRAPYHRAPETEFTGLIGREADMWAWALTMYRAHTCKDFFKKGDPSEPY
RVLGPMDNDALDSRRTGRDGDPVNPEGFGTRLEKNATAVDGGEFIGLMGKCLALYPQFR
PTARELLVYPRYATLHRISGPGPAPPPVIGAAPAVRVVSNAVEFRSRWGVRPSPAMDP
RLEARTSWGKNAVRAVGDFTPSFLYREGGLGDTRPGNKRAITLSRGTLRSYVGTENRL
TTETIHRSGGADIVLHKVVGRRPDISRANLEYVMKVSNGFPEWYITIDHYTVGVTNVHL
YVGYITDDIVYASAIGLSCPLRVDILKGFEKSTLRVDLMGILVTRGLAYTLRVIRHLK
SASIYEAGPHAVGLVFVNPSSRNRFGTVSCDSVKLELGDEPSQLITGSR"
complement (110249..111542)
/gene="ORF75"

complement (110249..110254)
/regulatory class="polyA signal sequence"
/gene="ORF75"
complement (110271..111542)
/gene="ORF75"
/note="probably conserved in RaHV-1 and RaHV-2"
/codon_start=1
/product="ORF75"
/protein id="AAA88177.1"
/translation="MVNTLKSSQCVHCILEAYPPGAGPVSAIDERWIRIFMPGGETLM
IDRRLVYEPGSPCTYHTGLDLVGAHIVPNNSFDFRDVETGRDLSDFRSCDFMEDVHPW
FRVLLEITTDRLDGPHRGGETVVINFGRRGVPCGVYLCSHGVTASCITMGPPVQGMPE
TISITINPFGGWESWLVLKPAGTGSRKPFANDLTRYLIRTSGESTAGIDRFETRSPII
LYGGGRWVLECVPHLHPTLTVAKESIECALDPGSIVVIWPGPALPVVRHVLETVLVDR
VRDLVGTLAANFEDIFVHRVDDRRVTHRWVEIPKNAPRKKLSFTVTGHRPEVLAAMCG
GGWRLGHTMPGMGEFDTDLKVEPAPGVKLDGPPRQLHPEFLRAAMAKIEPLVAPIESEL
RGNTSLHAWTITVVALVGRFGILITALESLS"

complement (111526..113183)
/gene="ORF77"

complement (111526..112322)
/gene="ORF76"

complement (111526..111531)
/regulatory class="polyA signal sequence"
/note="ORF76, ORF77"

complement (111560..111565)
/regulatory class="polyA signal sequence"
/note="ORF76, ORF77"
complement (111597..112322)
/gene="0ORF76"


https://www.ncbi.nlm.nih.gov/protein/331282
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=110249&to=111542
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=110249&to=110254
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=110271&to=111542
https://www.ncbi.nlm.nih.gov/protein/331283
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=111526&to=113183
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=111526&to=112322
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=111526&to=111531
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=111560&to=111565
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=111597&to=112322

CDS

gene

CDS

gene

CDS

/EC_number="2.7.4.13"

/note=" (deoxy)nucleoside-phosphate kinase; member of dNMPK
gene family"

/codon_start=1

/product="ORF76"

/protein id="AAAB88178.1"
/translation="MDRHRYLSILTPELVAGVVPAAYELFMTERRGSIAIIPPVDRSD
ESRVESIIRAHGRPITIAFAGRMGSGKDHACDYFCERFGAIKLHIFESGLRRIGLEYGR
ATIDKSIDRSVLQAVGELGRRLRPQFWLOMTFEEDLLRILDRDRPVVITGVRYKTDVRY
LATLGVRTFIIRRPGLVLAGTPEESDPSERDLDDYHECAELINRGTVGDFDALLAETA
RDISLSELVPVTDTGRECPRIFP"

complement (112497..113183)

/gene="ORF77"

/EC_number="2.7.4.13"

/note=" (deoxy)nucleoside-phosphate kinase; member of dNMPK
gene family"

/codon_start=1

/product="ORF77"

/protein id="AAA88179.1"
/translation="MARKGEPPSYIKALTPEIVSAVIPEAYPLFVYESKHWSSGFPIP
ENSNRSTGRYDDWVYDLARTKKGTTLAFAGRMGSGKDHACDYCISKIGGEKVHVEDAG
LMRATKFLGRPIEKPRDRPFLOQAIGDLGRRLDANFWVRDAIEKIVAPMWSRGVNVEIT
GVRFPTEIEALAGLGVRTVLIRRPRILTGSPMERHRSETALDEYRDCPEILNDSTIAA
FEDRVSTFLP"

113341..115572

/gene="ORF78"

113341..114543

/gene="ORF78"

/note="putative Zn-binding protein; conserved in RaHV-1
and RaHV-2"

/codon_start=1

/product="0ORF78"

/protein id="AAA88180.1"
/translation="MELSLYRELPRKRRAVAQPRTRQPPPKVHREDTGIVPGLRVESS
VRPDSITNFRRLAAVKFKNPEVMECGGKGGCEECKTRPALMLNCDCDTAKVPICLGCK
PRAVRDHPCFRNRTCVSCGTIGVVAVVKLGCCGATLCDSCLGADWYPKSRTRGTCGYC
GAQTLGVHYRPMKIIKNTRPYIPAETPIPKVQRHISARLLEEIRRCQLSRSEIVSLEG
DHGSMMEYPTAVPAHLLAPKMIGYSDISKAFADDTLPRCSRAMCAANGVPGWRCGEQA
PVLFPGMDMCLLCVVRAQEQTITQLVLNGTIWEDAPIAGTYHMSVWLDPTTVSVTPVD
ISAIDTFAVEFCGNLGSHHPEKFYRLSDLTCRIRWTAGGFLDPESLMVPEKERLKNTA
SAHSNNSH"

114588..115572

/gene="0QORF79"

114588..115133


https://enzyme.expasy.org/EC/2.7.4.13
https://www.ncbi.nlm.nih.gov/protein/331284
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=112497&to=113183
https://enzyme.expasy.org/EC/2.7.4.13
https://www.ncbi.nlm.nih.gov/protein/331285
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=113341&to=115572
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=113341&to=114543
https://www.ncbi.nlm.nih.gov/protein/331286
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=114588&to=115572
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=114588&to=115133

/gene="ORF79"
/codon_start=1
/product="ORF79"
/protein id="AAA88181.1"
/translation="MDFECGSLVTDGERVSNPTDRGFRWSAAPRGMLKPSGWRADGGV
WECDVTLDYDTIVAHGTLODDNLVFMTRLYFGPKGGLIPDDVKSDRHVCPDCGVKVIR
FTLVDDFLDEHVYHSRGGCPRIRQFLGQRVLSEYYELTQFLKGDRPYPARRKWDLSRD
SAVLKAYAVYASPKDNSVQTG"
repeat region 115168..115242
/gene="ORF79"
/rpt_type=direct
regulatory 115246..115251
/regulatory class="polyA signal sequence"
/note="ORF78, ORF79"
repeat region 115291..115447
/gene="ORF79"
/rpt_type=direct
regulatory 115567..115572
/regulatory class="polyA signal sequence"
/note="ORF78, ORF79"
repeat region 115671..134226
/note="TR"
/rpt_type=direct
repeat region 115733..115943
/rpt_type=direct
gene complement (116137..119000)
/gene="ORF1R"
regulatory complement (116137..116142)
/regulatory class="polyA signal sequence"
/gene="ORF1R"
regulatory complement (116253..116258)
/regulatory class="polyA signal sequence"
/gene="ORF1R"
repeat region 116279..116418
/rpt_type=direct
CDS complement (116412..119000)
/gene="ORF1R"
/codon_start=1
/product="ORF1"
/protein id="AAA88182.1"
/translation="MDGLKEITAAVASLGGTTDLSTYMVNFDLGDMMDQSAGVVIDDV
HPPVEGASVDSAMDVDAESEDEKDEEPGTGRDEPEVESEADEDPDEVEDAIPAAVPST
IPLSTTIRGFGADLGLGKNLTPADLAGNGLGKYAATLEFSKTLPTLAAVVEQKGAIDPG
SSVAKSIVTLLSSELGNALGIFSRLPTREQNKMAAVMILMKVLGRTALPPLTKTDEGV


https://www.ncbi.nlm.nih.gov/protein/331287
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115168&to=115242
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115246&to=115251
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115291&to=115447
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115567&to=115572
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115671&to=134226
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=115733&to=115943
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=116137&to=119000
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=116137&to=116142
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=116253&to=116258
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=116279&to=116418
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=116412&to=119000
https://www.ncbi.nlm.nih.gov/protein/331288

gene

CDS

gene

CDS

repeat region

repeat region

LSAINLVEFSGAKRKVLVSTHSDITKEFIIFNDDGTIPTLGVDTVAPLMKYYDPRLKLTT
LVLIKNLGNNGTVEVKRRSKGKTLVMRERIPVECFLFRAFPVTESSDNIYATLDEVKR
LLKGVSTQSSYVYVKNPKSIGDDEFLNTKNTSLTLGDAPLTVKLSFRKPTNATSQSGEFK
RWLLICKWLARGGRIELGPKSTLRSGHEEESLEEEVNTGCIRSMASLTRLASRAWSPK
NILKVNDRPVMTPSILNEIPDEVHRGNTLPIWLLFAASLRLDIVAVKEWLSTEGGDPR
SIDVAKLTYHQYLFLRLLSDAGIAKKGLSKLLTATNNWLITEMSFIVMYKGSYGVNPT
VLSTISDNNVPNLPIFSWIGEIPLWSTSGIVEKVKIVHTNSSLVSRMMLLSDVTEVAK
VHATIKAKVRAEQKASKESAKGEDAAKKAPKRKREAEAGTETPKKKQKEEKSEKPKKTG
KAEKSTGTAKVTKKEKTEKKTPQTKSTNKKNVKSVSAEAGTAVTPDEANGKKKSTQVK
KKESAGQHTTEKKKRTAAKKKTVDRPSGHRPSSKKEYRSQEFVSSDDSSDEEVISKPR
VITTENMKSTKKATLASNMDDDGDDDGFMTCAGQFDIGGGSGFLTSTAGRNRKSNKQS
KTLLLS"
119172..121942
/gene="ORF2R"
119172..120395
/gene="ORF2R"
/codon_start=1
/product="0ORF2"
/protein id="AAA88183.1"
/translation="MTGRHSPHRQTSPSPRPVEKMPRFQREHGASHRYTPMGKRPAAP
ANTGSHRGALLGRLNGDPERKGEFTAVSKLLKSRGYIPEARTALIEWVEKEGARRGGE
EVMCGSILLPGHDESGRAIDDIFRDMSRSVRGEVASPIDELLFRVGNLLEVYVETTTG
KPVPAKGLWGVVQVESTVTGIPKMIHVCLDRSLGVGYKCSFAKLWKKTIEELLGTGVG
TTNPHCWFTRTIHSDAIQASFDGLNMIFELFGGRVRTGRVSPEGERRVFHTRCLGDDS
FNALFAATVHDPTVSRAVFEARVRTVQTSYPAWYTEFGDMWTPAPNNVGWVTTPEGSWC
YDIRVRDLYNDPNKMSVTPAAAAPPGVPKPEHGEELEADPWKPSSTIGSPAPNLCALY
TSGDSVELHAPLLPL"
120556..121942
/gene="ORF3R"
120556..121464
/gene="ORF3R"
/codon_start=1
/product="0ORF3"
/protein id="AAA88184.1"
/translation="MAFSTSDEKRIAELLGMSPATLSVRVFGVDLPHDPIPWDSDDEG
DDTMPTGSWSERALGVETVARPHVYIGPVGIGAVDDETSDWDSPASPPVTGAERAAGG
LPROAPLLVRRVSGNEWRVVSESERRIEEIGRELARICEIQWDEDVAGAPVGTVTGNS
PWSPVRGSLLPPKSGSPTYWNPPPPSPSDDTTCEIPSLPSSLVSSPVNPAPMYSPVSD
APLNTPSPNMMITPTHPGLARLLDTPPTPLDADLGDWAVDWLYAPQLGDQLRIESGSS
PGKRPLDDPDEVPSSKRGPSRRALLN"

121338..121626
/gene="ORF3R"
/rpt_type=direct

121754..121911


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=119172&to=121942
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=119172&to=120395
https://www.ncbi.nlm.nih.gov/protein/331289
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=120556&to=121942
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=120556&to=121464
https://www.ncbi.nlm.nih.gov/protein/331290
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121338&to=121626
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121754&to=121911

/gene="ORF3R"
/rpt_type=direct

regulatory 121788..121793
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

regulatory 121828..121833
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

regulatory 121864..121869
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

regulatory 121904..121909
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

regulatory 121937..121942
/regulatory class="polyA signal sequence"
/note="ORF2, ORF3"

repeat region 122183..122956
/rpt_type=direct

gene 123630..124317
/gene="ORF4R"

CDS 123630..124169
/gene="ORF4R"
/codon_start=1
/product="0ORF4"
/protein id="AAA88185.1"
/translation="MASIDVGETIGIEQVEPVKFRFVCHCGFCPPSFVTARGAGSVSL
RVVVHYVPSPEREDPESPTRGVDEVDGACSEPPTPRPEPRFRAIEEMGKIVVLVSVCP
LRPALQHRWVGAPARRHRSDSVARRARFEPWRGRASRPTVLTPASGDSDDVDTRTEGC
GCGPGHPPVDCMCDRQDWL"

regulatory 124227..124232
/regulatory class="polyA signal sequence"
/gene="ORF4R"

regulatory 124312..124317
/regulatory class="polyA signal sequence"
/gene="ORF4R"

gene 124455..125718
/gene="ORF5R"

CDS 124455..125141
/gene="ORF5R"
/note="deoxyribonucleoside kinase; counterpart in CyHV-3
perhaps acquired independently"
/codon_start=1

/product="ORF5"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121788&to=121793
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121828&to=121833
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121864&to=121869
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121904&to=121909
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=121937&to=121942
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=122183&to=122956
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=123630&to=124317
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=123630&to=124169
https://www.ncbi.nlm.nih.gov/protein/331291
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=124227&to=124232
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=124312&to=124317
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=124455&to=125718
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=124455&to=125141

/protein id="AAAB88186.1"
/translation="MALREGPTPARFLPEGLVFCVEGNIGCGKSTLVKALMERVAGSG
VNVVEEPVDQWVNHNGKNYLELSYTDPTGYAVPFONLVEFDSYVNVOQRLONPDIMERSP
MSATRVEFCAVNGSRGVIPATALPGMAARGEAVMRTIATRPVEVYLELPPEECLRRMRR
RDRTGEAGVGLDYLRLLHERYEAWLSSAEDVERVDASRSREEIVDRVIEILCRRHPRL
RAPLTRKSQL"

gene 125205..125718
/gene="ORF6R"

CDs 125205..125621
/gene="ORF6R"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF6"
/protein id="AAA88187.1"
/translation="MNSLTIIFLLSGLTAYHAVLADGTGSSESVTAGDSGVVVLVMIG
ALLTLLMTIPIIGLFGIYVRTRASIEEMRGILMQIHLRLITGDQRSNRGDVELGAGAS
LLTISSQPPSYAEALLMEPVEPQQQEGVPLEAEIRV"

regulatory 125713..125718
/regulatory class="polyA signal sequence"
/note="ORF5, ORF6"

repeat region 125918..125937
/rpt_type=direct

repeat region 125968..125996
/rpt_type=direct

repeat region 126090..126284
/rpt_type=direct

gene 126533..127174
/gene="ORF7R"

CDS 126533..126955
/gene="ORF7R"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF7"
/protein id="AAA88188.1"
/translation="MAAVILERAAEFVAPGEARVGYPILAEVYRALTSDHEMRAFYET
CAVSFFALFMLIIWVLHASRHPEGSTTRGTDAHTQTEGSTTRGTDAHTQTEGSRDQGS
MTPEADDLTRPPLGHGRQIPVLRRRMVLDRDLRIDYSL"

repeat region 126729..126822
/gene="ORF7R"
/rpt_type=direct

regulatory 127169..127174
/regulatory class="polyA signal sequence"
/gene="ORF7R"

repeat region 127328..127421


https://www.ncbi.nlm.nih.gov/protein/331292
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=125205&to=125718
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=125205&to=125621
https://www.ncbi.nlm.nih.gov/protein/331293
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=125713&to=125718
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=125918&to=125937
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=125968&to=125996
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=126090&to=126284
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=126533&to=127174
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=126533&to=126955
https://www.ncbi.nlm.nih.gov/protein/331294
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=126729&to=126822
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=127169&to=127174
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=127328&to=127421

/rpt_type=direct
repeat region 127437..127568
/rpt_type=direct
gene 128132..129451
/gene="ORF8R"
CDs 128132..128830
/gene="ORF8R"
/note="contains hydrophobic region"
/codon_start=1
/product="0ORF8"
/protein id="AAA88189.1"
/translation="MKCPRARVDIFKREIKTRELEPTEKNVYHGLTGPISLPPHNPVS
IRFQEMVSWRLRSAVIGFFLLVSSTSGSSAASIPSAPTPDATRESPTGEPHRDRALST
ETPTPEPSRDGGSTPEVLHVVTGPVRPRDRDPILERLAEILAETHSLHQLLTPGTGPR
EDEDEVFARALAAAEIAIGSVADRVMWKATLSCMLVVTSLVFAGVALWVIVARHGHFR
VIPHERSRDWSPGL"
gene 128867..129451
/gene="ORFIR"
CDS 128867..129343
/gene="ORFI9R"
/note="RING-finger protein; member of RING gene family"
/codon_start=1
/product="0ORF9"
/protein id="AAA88190.1"
/translation="MATRPKVRRPDRALYVPPKVDRIKRVIFACGHRKRCEIGYRPLG
DSGNCGPCGARRDVFAPDLYGSGPLPPCPVCGRAVVGPTVREACGHVTCNACETEACA
VDRLCIGGGRRLVAICDPYPPYPGPRWRGPRPTRPEAHEAVQRSRGSSEDACTCAP"
repeat region 129384..129403
/gene="ORFIR"
/rpt_type=direct
regulatory 129446..129451
/regulatory class="polyA signal sequence"
/note="ORF8, ORFI"
gene 129746..132004
/gene="ORF10R"
CDS 129746..130201
/gene="ORF10R"
/note="membrane glycoprotein"
/codon_start=1
/product="ORF10"
/protein id="AAA88191.1"
/translation="MTVKGCLCLAFGVTLIVIVGVVVAMGVALSKGRAPGDDLVTLAL
NELAGDEDVVGRLSDAGAANLTGLLRGLILDHLSRNSSGLVAADALYERVLTRLRLDT
FVENGLVAAFNGFWLSFIIMYTCARTVRSGKKVAPAPIHSPPTMMSPYI"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=127437&to=127568
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=128132&to=129451
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=128132&to=128830
https://www.ncbi.nlm.nih.gov/protein/331295
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=128867&to=129451
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=128867&to=129343
https://www.ncbi.nlm.nih.gov/protein/331296
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=129384&to=129403
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=129446&to=129451
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=129746&to=132004
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=129746&to=130201
https://www.ncbi.nlm.nih.gov/protein/331297

gene

CDS

gene

CDS

regulatory

gene

CDS

repeat region

130209..132004
/gene="ORF11R"
130209..131054
/gene="ORF11R"
/note="RING-finger protein; member of RING gene family"
/codon_start=1
/product="ORF11"
/protein id="AAA88192.1"
/translation="MRCIRAAPADDGPYTPIIMSPVFPCCFCQGEAVFPSNRASCKHV
FCFFCTPRECPECGSGGGRKLIPNEYLYALTAKPFPPAPMGRTAGFWLMGPNGGWHVE
PRVVVLEDLLTAVIITVGALVETRGAPEGAVRVRARGKWEGAIALPLPLLDDLVELGG
ATEAAGGKVAVGGFLVRTLYELVVRYHDTLAKTFPVMAPRFGSLGALKELLSREFRIPG
YFGSGTPRYDGLLGHIACEIRKCCDPPGIGFPNPFRAFLNRKNRHKRTGGATGSPETD
PPTGH"
131061..132004
/gene="ORF12R"
131061..131960
/gene="ORF12R"
/note="RING-finger protein; tegument protein; member of
RING gene family"
/codon_start=1
/product="0ORF12"
/protein id="AAA88193.1"
/translation="MTSPREEITVRLSCGHPLRVPDGEFCFGDGAYCCDCDERAVFFA
PDHLTTVLSKVAPEGLDALTEKSWKLAKAIVTCGTCGDVLYQPVIHERCGHVCCRFECEF
RDKCAECGLMRTAVRPLPDLERLIQESLFGHDTRGLEYSDKFTAELMGPQGKEVILLY
DGALGNVEFVDLVTGISAVIADRAEKPIDLVDIVLNPDWSPVPCTIPYRLFRLLVKANA
EMGVHDWSDLVTLGAWNILVEYGAVPGLDRSRLLEFLRYLVIPGEFDGAETFPALTETFE
LSILAECTWVGDSRCGYRDACSR"

131999..132004
/regulatory class="polyA signal sequence"
/note="ORF10, ORF11l, ORF12"
132024..132419
/gene="ORF13R"
132024..132272
/gene="ORF13R"
/note="contains predicted signal peptide"
/codon_start=1
/product="ORF13"
/protein id="AAA88194.1"
/translation="MAFLLPFLCNCCNPMSLLCGGGCDLISCCCRGGGWQPMARQPIY
PYGSPMGAHVYYPPPVAQPPVRGPVRVPQGERPVDGLR"

132335..132386
/gene="ORF13R"


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=130209&to=132004
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=130209&to=131054
https://www.ncbi.nlm.nih.gov/protein/331298
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=131061&to=132004
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=131061&to=131960
https://www.ncbi.nlm.nih.gov/protein/331299
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=131999&to=132004
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132024&to=132419
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132024&to=132272
https://www.ncbi.nlm.nih.gov/protein/331300
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132335&to=132386

regulatory

regulatory

/rpt_type=direct
132410..132415
/regulatory class="polyA signal sequence"
/gene="ORF13R"
132414..132419
/regulatory class="polyA signal sequence"

/gene="ORF13R"

repeat region 132717..133026

gene

regulatory

regulatory

regulatory

regulatory

regulatory

CDS

ORIGIN

/rpt_type=direct

complement (132746..134191)
/gene="ORF14R"

complement (132746..132751)
/regulatory class="polyA signal sequence"
/gene="ORF14R"

complement (132798..132803)
/regulatory class="polyA signal sequence"
/gene="ORF14R"

complement (132849..132854)
/regulatory class="polyA signal sequence"
/gene="ORF14R"

complement (132901..132906)
/regulatory class="polyA signal sequence"
/gene="ORF14R"

complement (132968..132973)
/regulatory class="polyA signal sequence"
/gene="ORF14R"

complement (133016..134191)
/gene="ORF14R"
/note="protein kinase; member of PKl gene family"
/codon_start=1
/product="0ORF14"
/protein id="AAA88195.1"
/translation="MAEKLIPSCRGQWFLPARVLREGFLRARPVAVDGGFKLTIGPLT
VATRVWDWVYVHYNENATDWLRGMNPPFWEEPCDVLDFLPGVACVNEATFLTLKKKYG
SYLHLFVPLRHTRGNIFFGFSPLSATGMAVLKIKTFHGGTQAPDRPGVPMEVYAWETA
HFLDAAPKLIEWEVSGTRENRKSAQMVTFSECGLYGSMEGYFYRERATVDICATILAD
LTGKLLALIRKGIYHGDLKSENIIMMSRSGPGKLIDFEHSHGPGETMTSEFWYPDRTEF
WNPIGTEAYAPPERSRGRGRNAGVPGIVFQIGLIALNIMVERMERVEVNHTWIKGDGY
RAHVLKVIKARGTLDLRGGARTLARVDELIGLVARCLERDPAMRPSLETLVDEFSKI"

1 ccccacgece ccttggggtce tcgccaaagg gggcggggcc caatttaaaa ccacaccccec

61 ttacttccgg ggcgtaaccc gaaagttctc accacaccca cttccagggc gtaacccgaa

121 agttctcacc acacccactt ccggggcgta acccgaaagt tctcaccaca cccacttcca

181 gggcgtaacc cgaaagttct caccacaccc acttccaggg cgtaacccga aagttctcac


https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132410&to=132415
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132414&to=132419
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132717&to=133026
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132746&to=134191
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132746&to=132751
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132798&to=132803
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132849&to=132854
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132901&to=132906
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=132968&to=132973
https://www.ncbi.nlm.nih.gov/nuccore/M75136.2?from=133016&to=134191
https://www.ncbi.nlm.nih.gov/protein/331301

241

301

361

421

481

541

601

661

721

781

841

901

961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821

cacacccact
atgtttcgac
tggtcaatta
accaaaactc
acctatacac
gaaaaaacac
atgaactctg
agtcaatgtt
tcaatacaac
cctgtttcta
ggcgcacgtc
ctttttggtg
gtcactggag
tctgtgacca
ggtggtatgt
ggcttcatcc
gttagttgat
agtcccggtg
ctgtttcttt
tttcgccgeg
agcctttatc
gaccaggcta
caaggggatc
ggtactgagt
ctcggtgatc
gccggcgtca
gatcgacctt
tctcaaggag
cggtatttca
ctttggagac
ggtgttcacc
gccgagctct
tccagattgt
atctccgagt
attcttgacg
gtccagtgtg
acattcgaca
ctcgacggta
tggatcatag
gtcgtcgttg
cttggcgccg
gggtgggagg
ctgctccctg
gagtgtcacg

tccagggcgt
aaatcaaacc
ggttatcagt
tcccggttca
tctgttacaa
acacaagtga
caagtgcgtt
ctcaggattg
agtcaatgtt
cctgcagtgg
atgaagccat
gatttcatgt
tcgtcagagg
gagggtcgat
tgaccggcac
ggagtcaccg
ttggtctggg
gacttttcag

tttggggtct
tcctececect
gcgtgcacct
ctgtttgtat
tcaccgatcc
acggtagggt
agccaattgt
gagaggagtc
gggtcaccgc
gccgcaaaga
ttcaagatgg
caggccctac
tcttcctcceca
atcctcccge
gatgtggcgt
gtgagagacg
tagacgtacg
gcatagatat
ggaattctct
ccgttattgce
tatttcatca
aagatgatga
gagaagacca
gccgttctcee
gttgggagtc
atagacttgg

aacccgaaag
tttgtcacca
gtttgtgttt
cctatcacgt
aaaaaacatt
ataacattca
tttaagaaaa
caagtgcgtt
ctcaggatag
aggttagaaa
catcatcgcc
tctctgtggt
atacgaactc
cgacagtctt
tctcettttt
cggtgcccgce
gcgtcttcett
cctttccagt
ctgtaccggce
tcgcggattc
ttgcgacctc
gcacaatctt
aagagaagat
tcacgccgta
tggtcgcggt
tcaggaagag
cttccgtaga
gtagccagat
acggggtcat
tggccaacct
gagactcctc
ccctcgeccag
ttgttggttt
tgtttttcgt
aagactgtgt
tatcgctact
ctctcatcac
ccaagttttt
ggggcgcegac
actttgtgat
ggttgatggc
caaggacctt
gagagaagat

cgaccgatga

ttcgaaccgg
ccggcccgat
ttttttgtgt
gtttttttta
gaaaaataga
atctttatga
agaaatatga
tttaagaaaa
cagaagggtt
ccccgatccg
gtcgtcgtcce
agttacccgg
ctgtgagcga
ctttttagcg
cttcacctga
ttccgcggag
ctcagtcttt
ctttttaggt
ctcggcecctcect
tttggaggcc
ggtcacgtca
gaccttctcg
gggtaggttg
gctacccttg
cagtaatttg
gtactggtga
cagccactcc
aggtagggtg
gaccgggcgyg
agtgaggctg
ctcgtggcca
ccatttgcaa
cctgaaagat
gttgaggaaa
agatactccc
ttccgtcacg
gagcgtcttc
gatcaagacg
cgtgtctacg
gtcggagtgg
gctgagcacg
catcaagatc
cccgagggcea

cccegggteg

gaggtcaacc
aatcccgaga
ttcctatctg
agttatttta
tatgttcaaa
tttttattgt
tgaagatatg
agaaatatga
tttgattgtt
cccccaatgt
atgttggatg
ggcttggaaa
tactctttct
gccgttcectcet
gtagatttct
acgctcttta
tctttcttgg
ttttcactct
cgcttcctct
ttctgttcgg
ctcagtagca
acaattccac
ggcacgttat
tacatgacaa
gacagtccct
tacgtcagct
ttgacggcca
ttcccectgt
tcgttcacct
gccatggacc
ctcctcaggg
atgagcaacc
aactttacag
tcgtctccga
ttcaacaatc
ggaaaagctc
cctttagatc
agtgtcgtca
cccagcgttg
gtggagacca
ccctcgtecg
atgacggcgg
tttccgagtt

atcgcgccecct

atgggaaccg
atggaccgct
gtcagaatga
ctattgagcc
gacacgatag
acatcaacaa
tcaatacaac
tgaagatata
tgttcgactt
caaactgacc
cgagggttgc
tgacctcttc
ttgacgacgg
ttttctttte
ttttccegtt
catttttctt
tcactttcgce
tttcctettt
tcggtgeccectt
ccctcacttt
tcatcctgct
tggtgctcca
tatcactgat
tgaatgacat
tcttcgctat
ttgccacgtc
caatgtcgag
ggacaaagtc
tgagtatgtt
tgatgcaacc
tgctctttgg
atcttttgaa
tcagaggagc
tcgacttggg
ttttcacaaa
tgaagaggaa
tcctcttecac
gtttgaggcg
ggatggtacc
gcaccttcct
tcttcgtgag
ccatcttgtt
cactggagag
tctgttcgac



2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461

cacggcggcce
gttaccagcc
gcggatggtce
ctcgtccggg
ttcctcatcce
tccctccacce
gcccaggtceg
ggcagcggtg
acgttaggta
gcgagagccc
ccccacggat
tctccacgac
tacacgccga
ctcctcggge
ctcctgaagt
aaggaggggg
catgacgaga
ggtgaggtgg
tacgtggaga
gtggagagca
ggcgtcggcet
gggaccgggyg
gcgatccagg
agaacgggac
gacgactctt
gtctttgaag
gacatgtgga
tgttacgaca
gccgctgcecg
ccgtggaaac
tctggagact
ctgaaactct
gtctttgagc
ctacaagcga
tgaactcctg
ccacgacccg
ctggtctgag
ggtcggtatc
ggtcaccggg
gcgegtecteg
agggagggaa
cgtgggcacc
caagtccggg
atgtgagatc

agagtgggca
aggtcggcgg
gtgctcaacg
tcctcecgtceceg
ttctcgtcct
ggagggtgta
aagttgacca
atttccttca
aatggctact
acgggaggct
cctccccata
cggtcgagaa
tggggaaaag
gactcaacgg
cccgagggta
¢gaggcgcgg
gcggacgggce
catcgcctat
caaccaccgg
cggtgaccgg
acaagtgctc
tgggaacaac
cgagtttcga
gcgtgtctcce
tcaacgccct
ctcgggtgag
caccggctcc
tacgcgtcag
cgccceccggyg
cgagctcgac
cagttgagct
tgagtctagt
ctttttttcc
cttagctcga
gggatgagcc
atcccttggg
cgagccctcg
ggtgcggttg
gccgagegtg
gggaacgaat
ctggcgagga
gtgaccggaa
agccccacct

ccatcccttce

gagtcttcga
gggtgaggtt
ggatggtgga
cctctgactc
cggactcggce
catcgtcgat
tgtaggtaga
gaccgtccat
gagacgttct
cttaaccatc
aatgacaggt
gatgccgaga
acccgcecgcec
ggatcccgaa
catacccgag
cggtttcgag
catcgatgat
cgacgagcta
aaaacccgtt
catcccgaaa
tttcgcaaag
gaacccccac
tggcctgaac
ggaaggggag
gttcgccgcece
aaccgtccag
gaacaatgtg
ggacctgtac
tgtgcccaaa
gatcggctct
tcatgctcca
tactccgtgt
acatcgttaa
tcgagatggc
ctgccactct
atagcgacga
gggtcgagac
acgatgagac
cagccggtgg
ggcgggtcgt
tctgtgagat
actctccctg
actggaatcc

cctcctceect

gaagagggtg
cttcccgagt
tgggacggcc
cacctcgggc
gtccacatcc
caccaccccg
cagatcggtc
gatcagatcg
ctgtacagcg
aaaacttcgt
aggcactcgc
ttccagcgag
cccgcgaata
¢ggaaggggg
gcgcgtaccg
gtgatgtgceg
atatttcggg
ctctttcggg
cccgcgaaag
atgatccacg
ctctggaaaa
tgctggttta
atgatcttcg
cgtcgcgtat
accgttcacg
acgtcgtacc
gggtgggtca
aacgacccga
cccgaacacg
cccgcaccga
ctcttacctc
cattttattt
aaaagacttt
attctccacg
gagcgtgagg
tgagggcgac
cgtcgcacga
ttccgactgg
acttcctcgt
ctctgagtct
ccagtgggat
gtcaccggtc
tcectectect

ggtctcctcce

gcggcgtatt
ccgaggtccg
gcggggatgg
tcgtcacggce
atcgcagagt
gcgctctggt
gtgccaccga
aatgatatca
ctcaagaatg
gactggcgtc
cgcacagaca
aacacggagc
ccggttcgcea
agttcaccgc
ctctgatcga
ggtccatcct
acatgagccg
ttgggaacct
gactatgggg
tgtgcctgga
aaaccatcga
cccggacgat
agttattcgg
tccacacccg
acccgaccgt
cggcctggta
cgaccccgga
ataagatgtc
gagaagagct
atttgtgcgce
tctgagtcga
cactcgcgta
gaactttttc
tctgacgaaa
gtttttggtg
gacactatgc
ccacacgtgt
gactcacccg
caggcgccte
gagcggagga
gaggacgtgg
cgcggctege
tctccgageg

ccggtgaacc

taccgaggcc
caccgaaccc
catcctcgac
cggtgcccgg
cgacactcgc
ccatcatgtc
gactcgcaac
gagttacgag
agactagaga
ccgaggagcyg
aacgagtcca
gagtcatcgc
caggggcgcyg
cgtctcgaaa
gtgggtggag
cctccececggg
gtccgtcecgg
cctcgaggtg
tgtggtgcag
ccggagtctce
ggaactcctc
ccattccgat
ggggcgggte
ctgtctaggc
atcccgggca
cactttcggg
aggctcatgg
ggtgaccccc
ggaggcggac
cctatatacc
gacgcgagct
gtacgaggtt
aatacttaat
aacgtatcgc
tcgacctccc
ccacgggaag
acatcggtcc
ccagcccccce
ttctcgtgag
tcgaggagat
¢gggggcacc
tcctcecececgec
atgacaccac

cggctccgat



5521
5581
5641
5701
5761
5821
5881
5941
6001
6061
6121
6181
6241
6301
6361
6421
6481
6541
6601
6661
6721
6781
6841
6901
6961
7021
7081
7141
7201
7261
7321
7381
7441
7501
7561
7621
7681
7741
7801
7861
7921
7981
8041
8101

gtactctccc
tactcacccc
cggggattgg
gagtggcagc
gagaggacct
tagctccccce
tgacccagct
acgaggttcc
tccggagaac
atgtcctcta
aaagagatca
acatgtgttt
gatatttttt
gactctattt
cataaacaat
ttataagagc
tgagtgtcac
atgaaggcct
tcttattatt
gaaggcctca
ttcttattcce
tcacgagagt
tcttatttca
catgagagta
tatgagctag
catctatgag
agagcctgaa
gtctgtgaga
taggctcgtc
gagagtgtga
gatcacgggc
atatgccgtt
ttattttttt
gttcgcggtt
cccgggatgce
tgtacgcggg
ccccgattaa
ggtcgccccg
tcggcaccgg
cccgtgatcg
ccegggagga
gaaactatcg
ttctgcccge

gtccactacg

gtctccgacg
gggctggcgce
gccgtcgact
tccceccggga
tctcgacgtg
gggaaacgtc
ccgcatcgag
tagttcgaag
acggggtaat
tttgatgatt
ttcacgtgtg
tttattaaag
ggattgttgg
tctgggttat
gaatggtata
acacacgatg
gacagaggcc
cacgaggtta
cttattatca
cgaggttata
acgagagtat
atgagctcgt
tgagagtatg
taggctcatc
tctgtgagag
agcctgaacg
cggtgatcat
gcctgaacgg
tatgagagcc
gctcgtctgt
aacgggtgac
taagatcatt
cccgatgcga
tcgggeccececgg
actttcggga
gagaggagtc
ccctccecece
tgacccgaaa
tgtgaatcgg
atcccctceccce
aaaaatgcac
ggatagaaca
cctccttegt

ttccectecce

ctcctctgaa
gcctgctgga
ggctgtacgce
aacgccctct
cgctcctcaa
ctctcgatga
agtggcagct
agagggcctt
cacccccggg
gtacatttga
gtttttattg
agatcattta
tcttgaaata
caatcacgaa
acggaggctc
atgttgttta
ttctcgatgt
taagctcatc
ttccacgaga
agctcatcta
gagctcgtct
ctgtaagagc
agctcgtctg
tatgagagcc
cctgaacggt
gtgattattc
tcttattatc
tgatcattct
tgaacggtga
gagagcacgg
acgacagggt
atctcatcga
ccgtatgcececg
tggatcggga
ccgctcggat
cgtccgtgcet
ggggaacccg
attggagaaa
gagtcgaggc
gccecggtgge
ggaaacacta
ggtcgaaccg
caccgctcgg

cgagagagag

cacaccttca
cacccctccece
tcctcaacta
cgatgatccg
ctaggtgacc
tccggacgag
cccccgggaa
ctcgatgtgg
actgaacgat
tcatttgatc
aaaagaaatt
cgtgtgtttt
aaaaaaatag
actcggtgac
tgaccccgcect
ctctcgagtc
gtgaccttta
tataagagcg
gacctctatg
taagagcgtg
gtaagagcct
ctgaacgatg
tgagagcctg
tgaacggtga
gattattctt
ttatttcatg
attattctta
tattatcatt
tcattcttat
actatgaatg
cgatcgggga
gagtcatttt
cggacgcaca
gggcggactce
agacgcaccg
tatcccgaag
atcgtcgaga
ctcgggacce
ctagcgatcc
cccgaaacga
ctcatcacca
gtgaagttca
ggtgcgggcet

gacccggaga

ccaaatatga
acaccgctgg
ggtgaccagc
gacgaggttc
cagctccgca
gttcctagtt
acgtcctctc
tctctcececgg
atagactcat
atttacatgt
aaatgtacat
ttattgaaaa
aaattgtatt
tctcgaatca
ccatgagagt
tctcatgagt
tgagatcaca
tgaattatta
agatcacagg
aattattatt
gaacgatgat
attattctta
aacgatgatt
ttattcttat
atttcatgag
agagtatgag
tttcatgaga
attcttattt
tatcattatt
tcattctgac
gaaaagagaa
tcgcttccaa
cgagccccat
gtcctatcgt
cggctctccc
atcgagtctc
ctcggtgagg
gccacgctcc
ccttcecttcece
gggtcgattt
tggcgtccat
ggttcgtgtg
cggtctcgcet

gcccgacceg

tgatcacacc
atgccgacct
tccgcatcga
ctagttcgaa
tcgagagtgg
ctcaactagg
gatgatccgg
tgaactcttc
gccatgttcce
gttttttatt
ttgattattt
gaaattaaat
catgactctt
cttataagat
ataagctcgt
tggtaaacac
ggggcctacc
ttcttattat
ggcctaccat
attcttatta
tattcttatt
ttatcattat
attcttattt
ttcatgagag
agtataggct
ctagtctgtg
gtatgagcta
catgagagta
cttatttcac
tcttctataa
aaatacatgt
gcgtcatatt
cacccgttcg
gcagggctca
tgtgcggtca
ccggtgacct
gatggacacc
tctegegggg
gaaagttcaa
caacggacgc
cgatgtgggt
ccactgtggt
cagggtggtt
cggcgtggac



8161
8221
8281
8341
8401
8461
8521
8581
8641
8701
8761
8821
8881
8941
9001
9061
9121
9181
9241
9301
9361
9421
9481
9541
9601
9661
9721
9781
9841
9901
9961
10021
10081
10141
10201
10261
10321
10381
10441
10501
10561
10621
10681
10741

gaagtggacg
atcgaggaga
cagcaccgat
gcccgcetteg
ggggactctg
cccgtcgact
ctcttgtatg
ccccgaatgt
taataaacgc
tgccgaaaat
gtcgcccecceceg
ctccccgaag
gtaaaagctc
gatcagtggg
gggtacgccg
cagaatcccg
aacgggagcc
gccgtgatgce
gagtgtctgc
tacctgcgtc
cgcgtggacg
cgccgecacce
cctcgcecccect
tctctcacta
gggacgggat
atcggcgcgce
gtgcggaccc
ctaatcacgg
ctgctcacca
gagccgcage
cgcgaccatc
tttttttcga
ggtgtttttc
cgacctcacg
tgggggggga
agagagcaac
atcatctcca
gctcagtcac
tgtgggcaca
ttttcgggat
gggtcgagac
cacgcggcte
gctccececggg

ccgaaataca

gcgcctgttce
tgggaaagat
gggtgggagc
aaccgtggag
atgacgtgga
gcatgtgcga
acatgtgtta
ctactctctg
cccctcgceca
ataaacaccg
gggctgttat
ggctagtgtt
tgatggagceg
tgaatcacaa
tcccgtttca
acatcatgga
gcggggtcat
gaaccatcgc
gcaggatgcg
tcctccacga
cgtcccgcete
cacgactccg
cttcgacagc
tcatcttcct
cctccgagtce
tcctgaccct
gcgcgtccat
gagaccagcg
tatcgtccca
agcaggaggyg
acaaaccacc
gagagaaaaa
catggttgtc
gggccataca
ataatatgtg
ccgcacttct
tgtaccattc
ggactcgagc
gcccecggtece
ctgaccatgt
ttagagattt
gatccgggtc
ttcgacaccc

gcgtggtaaa

cgagcctccg
tgtggtcctc
cceggegegyg
gggccgegeg
cacccggacc
tcgacaggac
tccgctgttg
attctttcac
atgacgaggg
cccgtcacgg
agacatggcg
ctgtgtcgag
cgtggcgggyg
tgggaagaac
gaacctggtg
gcgctccceceg
ccccgcgace
cacccgtccc
tcgtcgggac
aagatacgag
ccgagaggag
cgcccccecta
aatcacggcg
cctctcecggg
ggtgacggcg
actgatgacc
cgaggagatg
ctcgaaccgc
gccaccgagc
ggtaccgcta
gcgtatatct
aaaataaaat
tcctcatgaa
gagggagaga
gggggggatg
ttttttttta
gttctggtaa
gggcaccctc
gagacttaga
gggcacagcc
tcgggatctg
ctccgcggte
ggagagtccc
aggagtggat

accccccggce
gtctcggtgt
cgccacagga
tctcgececcga
ttcggctgcg
tggctctgaa
atcaataata
attcagtgac
gtgcggacac
gtaccgggaa
ctcagggaag
ggtaacatag
tccggggtca
tatctcgaac
ttcgacagtt
atgagcgcga
gcgctccecgg
gtcttcgtgt
aggaccgggg
gcgtggctat
attgtcgatc
acacgaaaaa
accactcaac
ctcacggcct
ggtgactccg
atccccatca
cggggtatcc
ggggacgtcg
tacgcggagg
gaagcggaga
gtatatcacc
catatcattg
cccgaaaatc
gtgagcggga
tggaagaggg
ctcgacttca
cccgagcccg
cgagaaattg
gattttcggg
ccggtccgag
gtcgagaccc
gagactctcg
ggatcgcgaa
ggccgtgteg

ccgaaccgcg
gtcccctgag
gtgactccgt
ccgtcctcac
gctgtggacc
gagagcgcgce
aaaatttgtt
gcgcggtgte
ggacgggcca
aaattgggtt
gtcccacacc
gatgcgggaa
acgtggtcga
tgtcgtacac
acgtgaacgt
cccgggtcett
ggatggcggce
acctggagct
aggcgggcgt
cctcecgegga
gcgtgataga
gtcagttata
tgccgcacgce
accacgcggt
gggtcgtcgt
taggtctctt
tgatgcagat
agctcggcgce
ccctattgat
tccgggtcectg
catctgtctc
tatccacacg
tagatgaggc
aataacgggg
agggagggag
tcatcatcat
gtgaatagaa
agattttcgg
atcgggtcga
acttggagat
ggagattttc
ggacgcgccc
ccggecgegg
tgggcatcgg

cttcagggcg
acccgcgcte
ggcgegecegt
gcccgcgage
cgggcacccce
gagaccgaga
tatgaactat
ccctcgggaa
cgcgccgtceg
aagaacacgg
cgccaggttt
gagcaccctg
agagccggta
ggatcccacg
gcagcgcctg
ttgcgcggtce
gaggggggag
accccccgag
ggggctggac
ggacgtggag
gatactgtgc
acccacgggc
gatcatgaac
gctcgccgac
cctggtgatg
cggtatctac
acacctgagg
gggcgcatcc
ggagccggtc
aagggagcgc
cacatgtata
tatctcctct
tcgcgattcg
ggagagggaa
agagcgagag
catcatcatc
cccgtgtceccce
gatcagaccg
gacccggaga
tttcgggatc
gggacctgac
gatcgcgcga
tcaccgatcg

cgatcggcca



10801
10861
10921
10981
11041
11101
11161
11221
11281
11341
11401
11461
11521
11581
11641
11701
11761
11821
11881
11941
12001
12061
12121
12181
12241
12301
12361
12421
12481
12541
12601
12661
12721
12781
12841
12901
12961
13021
13081
13141
13201
13261
13321
13381

cagctgtcag
ccatggccgce
tcgggtatcc
ccttctacga
ttcacgccag
ccgagggctc
agggctcgat
aaatccccgt
tgtgagcgcg
cgtgcacacg
tgtgttcata
ccgacatgat
tcgaagcact
catatcgata
ctcactcacc
ctcgtgtgta
gtcggtctct
ctctctctcect
cacacacaca
ctcgtccatg
gatacggaca
cctgataccg
cgggactttg
ggaggcggga
gcgtagtccc
gggaggaaag
tacgagcacc
ggtgtactcg
gagtggatat
tgtatcacgg
tccaggagat
cttccacgtc
gggagtctcc
ccgaaccttc
tccggecceg
actcgctcca
tcgcgecgggce
ggaaggcgac
tctgggtgat
actggagccc
caaccagacc
ggatcaagag
ccctgggaga
acctgtacgg

agaaagacac
cgtcatatta
gatcctcgcecce
gacgtgcgcc
ccgtcatccc
gacgacccgt
gacccccgag
gctgaggcgg
accgccggac
gaaaaagacc
tggtccgcta
gtcggtcctg
atcctcttgt
caaagataaa
catcccctct
tacgcacaca
ctctctctct
ctctctctct
cacacacagg
atagggtttt
ggggttgtga
agcgaacccg
gagacgagcg
atagatggtg
tatccccatg
aggaaataac
tcgtcagtgg
aagccgatcg
tttcaagagg
tctcactggce
ggtatcgtgg
cggttcgagc
cacgggggag
ccgggacgga
tgacagagac
ccagctgttg
gctggccgcece
actgagctgc
cgtggcacgg
cggtctataa
caaggtcagg
ggtgatcttc
ctcggggaac
ttccggaccg

gatatctttc
gagcgagccg
gaggtctaca
gtctcgttct
gagggctcga
gggacggacg
gcggacgatc
cgcatggtgce
cgcgtacaca
gtgtggtgtg
tcgatcttgt
tataattgtg
tttccttcat
gagtcatcac
cacgggtatt
ctttctcacg
ctctctctcet
cacacacaca
tggtctctct
ttttttaaga
gcgttggtac
ggatgggttg
aatttttttt
gaccgggacyg
atgagcgatc
gataacaaaa
aatcgatggt
actcccaccg
gaaattaaaa
ccaatctctc
cgactccgat
gccgcgagta
cctcaccggg
ggctctactc
ccgattctcg
accccgggga
gccgagatcg
atgctcgtgg
cacggacact
gaccggagcg
agacccgaca
gcgtgcgggce
tgcgggecegt

ctccccecett

agaaaagaga
ccgagtttgt
gggcgctcac
tcgccctgtt
cgacccgtgg
ctcacactca
tgaccagacc
tggacaggga
tgtatatgtg
tg99999999
gtattgtgac
actctgagaa
gatctctctt
tcgatggctc
ctcacacatt
ggtattctca
ctctctctct
cacacacaca
cgctcacaca
agagaaaaaa
cgactcaacc
tgaaacctca
tgtcgcgggt
aggtgcggtg
gcgggcgcgg
atttataacg
acaccatccg
aagaacccct
cccgggagcet
tcccecectcea
cggccgtgat
tcccgagcege
atcgggcgcet
ccgaggttct
aacggctcgc
cgggaccccg
ccatcggttc
tgacctccct
ttcgggtcat
agaccggagc
gggccctcta
acagaaagag
gcggtgctceg
gccecegtgtg

gcagacgcta
cgcacccggg
ttcagaccac
catgttgatc
gacggacgct
gaccgagggc
accactgggc
tctccgeatce
tctgtgtata
agagaagggg
tctttgagtg
taaaaaaaac
aaaaaaaaag
taccggtgta
cattctcacg
cacactcatt
ctctctctcet
cacacacaca
tatacatccc
ccgcgactceg
gatcgtacaa
ccgggcagga
tgcaaaaccg
tttacaagtc
tccatatcaa
agggctcgag
aacccgtcge
gatgaaatgt
cgaacccact
caaccccgta
cggcttctte
cccgacccecg
ctccaccgag
ccacgtggtg
cgagatactg
ggaggacgag
ggtcgcggac
ggtgttcgcce
tccccacgag
gccgacagga
cgtaccgccc
atgcgagatc
gcgggacgtg
cggcegegeg

aatacccgaa
gaggcccgtg
gagatgcgcg
atctgggtgc
cacacccaga
tcccgggacc
cacggccgtce
gattactccc
tacgtgtatc
cctgtgttac
ttcatgtgtt
cattttgatc
catattgata
tctccctaca
ggtattctct
ctcacggatg
ctctctctct
cacacacaca
gaggaacccc
cgcggggtte
acggggactc
tgaaaatttt
atgcgtcgag
atcgcgcecccc
tgtgaggtcg
cgggcttcga
accactcgtc
ccgcgegeac
gaaaagaacg
tcgatacgct
ctcctcgtcet
gacgcgaccc
acccccactc
accggacccg
gccgagacgc
gatgaggtat
agggtcatgt
ggggtcgccce
agatcccgag
gacgacatgg
aaggtggata
ggctaccggc
ttcgcgcececcg
gtcgtgggge



13441
13501
13561
13621
13681
13741
13801
13861
13921
13981
14041
14101
14161
14221
14281
14341
14401
14461
14521
14581
14641
14701
14761
14821
14881
14941
15001
15061
15121
15181
15241
15301
15361
15421
15481
15541
15601
15661
15721
15781
15841
15901
15961
16021

ccacggtgag
ccgtcgatcg
ccccttaccce
cggtgcaacg
tcgataacgt
atgtcgtatc
ttacgtctct
cggggtcgta
gtcaacccac
caaccttcgg
cgtgtgaatt
tcgcgttcgg
tctcgaaggg
gggacgagga
tcecgggggtt
cgctctacga
tggccgecectt
tgaggtccgg
cgtacatcta
acgccgatca
ccctccaacc
cccgagtgcecg
acggcgaagc
cccaacgggg
gtcatcatca
gtgcgggccece
ctcgtcgagce
ctggtccgga
cccgtgatgg
cgcattcccg
gcgtgtgaga
gcttttctaa
accgatccac
cgtctctecct
gcctactgcet
gtgctatcga
gcgaaggcca
gagcgatgcg
ttgatgcgca
ttcggtcacg
ccgcaaggca
ctggtgaccg
gatatcgtgc
aggctgttgg

ggaggcgtgce
cctctgcatc
cggaccgcgg
atcgcgcgga
gtcttaaaaa
atccttgtac
ctcgttgtcc
gaaccgcgcg
gactttctct
gttacgggca
cacgggaaac
cgtcacgttg
acgcgccccg
cgtcgtcggg
gatcctcgat
gcgggtgttg
caacggcttc
gaagaaagtg
acccgaaaat
tcatgtctcc
gggcatcgtg
gctccggggg

ccttcceccce
gctggcacgt
ccgtgggtgce
gagggaaatg
tcgggggtge

ccctctacga
cgcccecggtt
gatatttcgg
ttcgaaagtg
accgaaagaa
caacaggcca
gcggtcaccc
gcgactgcga
aggtggcccc
tcgtgacatg
ggcacgtgtg
cggccgtgeg
ataccagagg
aggaggtgat
ggatcagcgc
tcaacccgga

tcaaggccaa

ggacatgtga
9999999992
tggagaggcc
tcgtcggaag
aaaaagaaaa
tcgttcatct
atatgtgaaa
atgatcaaaa
¢ggggaaagg
cccatccggg
gctcggtgag
atcgtgatcg
ggtgacgacc
cgactgagcg
cacctgtcca
acgagactca
tggttgtcgt
gcacccgcgce
gaggtgtatt
agtctttccg
taaacacgtg
cggacggaag
tgcccccatg
ggagccccge
tctcgtcgag
ggagggtgcec
gatcgaggcc
gctcgtggtg
cgggagtctc
ctccgggacg
ttgcgacccg
tcggcataaa
ctgagtcgag
cttgcgggtt
cgaacgcgcg
ggagggtctc
cgggacatgc
ctgccgcettce
accgctccce
cctggagtac
cctcctctac
ggtgatcgcg
ttggagcceg
cgccgagatg

cttgtaacgc
ggaggctcgt
cgagaccgac
atgcgtgcac
tcctgttgtce
gtgacaataa
aggcgtgtgt
aattttaaag
agaggggggyg
cagcggtatt
acacgatgac
tgggggtggt
tcgtgaccct
acgcgggggce
ggaattcttc
gactcgacat
tcatcatcat
ccatccactc
cgagcagcgce
tgttgtttct
ttctgtttct
ctgataccca
gggcggaccg
gtggtcgtgce
acgcgagggg
atagcgctcc
gcgggtggaa
cgttaccacg
ggggcgctca
cccecgctacg
cccgggatcg
cggaccggcg
atgacaagcc
ccggacgggg
gtcttctttg
gatgcgctca
ggagacgtcc
tgttttcgag
gacctggaac
tctgataagt
gacggagccc
gacagggcgg
gtgccctgta
ggcgtccatg

gtgcgagacg
ggccatctgt
ccgtcccgag
ctgcgcgceccg
ttgtcttgtc
aaatcaccga
ggtccagggg
acgggctccg

ggggaaacgg
aacccgggtg

cgtcaagggt
ggtggcgatg
ggccctcaac
cgctaacctc
gggactggtg
attcgtgttc
gtacacgtgc
gcccecccgaca
cggcggacga
gccaggggga
tctgcacccce
acgagtacct
ccgggttetg
tggaagacct
ccccggaggg
cgctaccgcect
aggtcgccgt
acaccctcgce
aggagctcct
acggactact
gcttcccgaa
gggccaccgg
cccgcgagga
agttctgctt
ctccggacca
ccgagaagag
tctaccaacc
acaagtgtgc
ggctgatcca
ttaccgcgga
tgggtaacgt
aaaaacccat
cgatccccta

actggagcga

gaggcgtgcg
gacccgtacc
gctcacgaag
tgactacgag
ttgacttatc
aaagaaaaat
ggtgaatgag
cgaaagtcgt
caacccggtt
cgggcccaca
tgcctgtgtce
ggggtggcgce
gagctcgcgg
acggggttgce
gcggcagacg
aatgggttgg
gcgaggaccg
atgatgtctc
cggaccgtat
ggccgtgttt
ccgggagtgt
ctacgcgcectce
gctgatgggt
gctcacggcc
agcggtgcgg
cctggacgac
cggcgggtte
gaagacgttc
ctcgcgcettt
ggggcacatc
tccectttege
gtctccattc
aatcactgtc
¢ggggacggc
tctcaccacg
ctggaaactg
cgtgatccac
ggagtgtgga
ggagtccctc
gctgatgggc
gttcgttgat
cgacctcgtc
cagactcttc

cctggtcacc



16081
16141
16201
16261
16321
16381
16441
16501
16561
16621
16681
16741
16801
16861
16921
16981
17041
17101
17161
17221
17281
17341
17401
17461
17521
17581
17641
17701
17761
17821
17881
17941
18001
18061
18121
18181
18241
18301
18361
18421
18481
18541
18601
18661

ctcggtgect
ctcctcgagt
gcactcaccg
tgtggctacc
acgtatcaaa
aactgttgta
tgtcggggcg
atgggggcac
agggtgcccc
ccttcgggcecg
gtgtatctgt
ataaataaaa
catctcgatg
cccgagagtc
acacacacac
tggctatacg
aagacgcgga
gggttatatc
cttggatgat
ataaatctct
ttgggtaata
gggggttata
tctcgectcecga
gcaccccectce
tacccgtccce
atgttgagcg
cgaccccggg
gtgcgatcgg
tcgatgagct
ccgtgatata
gtcgcgcaaa
aggccgcecatt
acctcccact
acctccatgg
ttgagcacgg
gtgtggcgca
aacgtggcct
tcccagaacg
tacacccagt
ccgtccacgg
aaccattgtc
gacgacgtcc
gatttactca
cgcgtcgage

ggaacatcct
tcctgaggta
agaccttcct
gcgatgcctg
taaaaatcaa
atcccatgag
gaggttggca
acgtctatta
agggcgagag
aacggcggtt
gtatctgtgt
aaaccattga
tgaccccgag
cccagacgcec
gcacgcacgg
gagagacaca
caaaccacga
ttgggtgata
aaatctcttt
tttattatat
aatctctttt
tcttggagaa
gacatctcgc
tgaggtcgag
ccttgatcca
ctatcaggcc
atcgctcggg
ggtaccagaa
tcccecggacce
tgcccttceeg
tgtccaccgt
cgctgaacgt
cgatcagttt
gcacgcccgg
ccattcccgt
gggggacgaa
cattcacgca
gcgggttcat
cccacacccg
ccacggggcg
ccctgcaact
gaatcgaaaa
ctgccegeca

gacccgagtc

ggtcgagtac
cctggtcatt
gtccatcctc
ttcgcgctga
ttaatcgaat
tctactgtgce
accaatggcg
tccgccacce
gcccgtggac
tgccacaccg
atctgtgtat
taaaccgagc
ggctttgtgt
tcgcgagtga
agccacgcgc
cacaccctca
gtctgataaa
gatctctttt
tattatattt
tttttacaac
attatatttt
ttcgtccacg
cacgaggccg
ggtcccacgg
ggtgtggttce
gatctggaac
tggcgcgtag
cgaggtcatc
gctccgggac
aatgagcgcc
ggcccgctcece
caccatctgc
cggggccgceg
gcggtcgggg
ggcggacagce
gaggtggagg
cgccaccccg
ccctctgage
cgtggccacc
agccctgagg
cgggatcaac
aaaactactt
caccccgtat

tcaccccceg

ggggccgtcecce
ccggggtttg
gccgagtgca
ataagcggat
gatatggcgt
ggtggtggtt
agacagccca
gtggcacaac
ggtctcaggt
gcatctatgg
ctgtgtggtc
cgttgaaccg
ataaataatg
acgcacaagc
gtggataaac
cctatccgat
tctcttttat
attatatttt
tttacaacat
attgggaaaa
ttttacaaca
agggtctcga
atcaactcgt
gccttgataa
acgaataccc
acgatcccgg
gcctcecgtge
gtctcgcceceg
atcatgatga
aggagcttcc
cggtaaaaat
gcgctcttcec
tccaggaaat
gcctgggtgce
ggggagaacc
taggacccgt
gggagaaagt
caatccgtcg
gtgaggggcce
aacccttccc
ttctccgcecca
attgtgcaac
aacaccggaa

ctcgcaccac

cggggctcga
atggcgcgga
cctgggtcgg
tgttgtacta
ttctattgcc
gtgatctgat
tctaccccta
ccccggtgag
gaatcccgag
acccgtgtat
tacatcgacc
cgtgtctctc
agaggtctca
acgcacacag
cgaacgcgca
cgactcatta
tatatttttt
tttacaacac
tcggacaaac
agacacatgg
ttgggaaaaa
gactcggtct
ccacgcgcegce
ccttgaggac
gctccatgcg
gcacgcccgce
cgatggggtt
gtccgtgcga
tgttttccga
ccgtgaggtc
aaccctccat
tattctcacg
gggccgtctc
cgccgtgaaa
cgaaaaatat
acttcttectt
ccagcacgtc
cgttctcgtt
cgatggtcag
ggaggaccct
tgtaaaatat
accgggaacc
cgggccccga

acccggaacg

ccgctcgaga
gaccttcccc
ggattccagg
atgtaaatac
cttcttgtgt
ttcctgttgt
cggctccccce
aggaccggtg
agggtcgaac
ctgtgtatct
cttttctcga
cccggtggge
cttcatcatg
ggaggaacat
tatacatgag
tggaagatag
tacaacacgg
ggggttatat
cacgagtctg
gggttatatc
aaagacacgt
catcgcaggg
cagggtgcgg
gtgggcccgg
ttccaccatg
gttgcggccc
ccagaagaag
gtgttcgaag
ctttaggtcc
ggcgaggatg
gctaccgtag
ggtccccgag
ccaagcgtac
ggtcttgatc
attgccccga
cagggtcagg
gcacggctct
ataatgtacg
tttgaaaccc
cgcgggtagg
ttcacaaccg
cccecttttt
gtacgacggc

cacaccggtc



18721
18781
18841
18901
18961
19021
19081
19141
19201
19261
19321
19381
19441
19501
19561
19621
19681
19741
19801
19861
19921
19981
20041
20101
20161
20221
20281
20341
20401
20461
20521
20581
20641
20701
20761
20821
20881
20941
21001
21061
21121
21181
21241
21301

gggcacgacc
tttttcctte

tttcaacaac
actttgtgag
ggcacccgcg
agcgaccgat
cctggttacg
gccacacgag
cgcgatactc
gcccggacat
cgtgtggttce
gggccaagag
agatgggcct
gcgtcgecag
cggcgtcgat
cgggagcgta
agaggggcga
ggaacccctt
cggcgggtag
gcaaccactc
ggagtcgcgce
catctttcag
atacggttaa
atgaagctgt
agtcatacat
ccaagtccat
cctcgagcaa
cgagcctctt
ctagcactat
tgcgcecggtce
cgggcatgag
acggatgggc
ggttgtcgat
ccaccagtcc
acgggtgggt
cgaattgctc
cgatcttgta
cgtacccgcece
gcgagaaccc
actcggggcec
ccgggagceag
accagttcag
gtgcacaagg
cggggtgagce

cctcactctc
agcgcaatga
acatttaata
ttgggcgatc
cgcgatggtc
ccccacctcece
gttctcgatg
ctgcgccteg
gtccgtacac
cgtcatgtcg
cgtgatcacg
gtagagcgtg
cccacccctg
tctgacaaaa
cttacaggcc
ccctcececgega
gaacccgaaa
gagtccggga
cagccccaga
tctcgectcee
cggcccgaag
ccaattaacc
cataccatat
attctcattt
tcacaattta
tctaacggcc
tctcgggtcg
gaaatcggga
cgtctcgagce
gcgacacggt
ccatgtgata
gaactcaaag
cttgagatcc
gtgcacgttt
tccgatgtaa
gataccctct
ggccatctcc
gtagaccaag
gaagaggata
cacacgagag
gtccatgaca
ggcctcgteg
cccgaccttce

tctgaggaat

cgggaggggt

ccagtcagac
cagtctcaat
aagagtgtca
agatagtcca
cgcgccgcega
atctcgatgce
gccgagagaa
accatgtccc
agcgggtgcg
gtgttggcta
ctggccagct
atataggccc
tactccccga
atctcccagg
aataccgggg
agcaggcaac
tagacctcct
acatcttcgg
ggtttgtagt
gagaggtgat
gctgccatct
atatcggaat
tttttatttg
aacttttcga
gtgtccctct
tgcggcgcca
cgtttccatt
atgatgagcc
gtctcctcgt
ggcccecggyg
tcgatcagcet
ccgtggtaga
ttaacaacga
tccctgagac
ccctcgatca
caggcgtaca
tcgatggcct
cactcctcga
aggatcttct
tcggcaccgce
gtgtaatagg
aggccgccgce

cccgaagatg

ggtcatatat
acatggatta
gttcgggttg
accggggtct
ggaaggcccg
gcccgggaaa
cgatgacgtc
tatcgggaaa
acttgatcgg
ccatctcaaa
tcttcacatc
ctctcgtctt
ccacgtcacc
ctatcagctc
cgtacacctg
ccgtcttgag
ccgccacctt
tcacaaatat
gaccggacca
aggtcatgat
tccgectegt
caacgtacac
actatactcg
tattcaaaac
taagcagaga
tcaggcattc
gtgacccgtt
ccatgttttc
cgagctgcca
cgtgttcggg
cctcgatcat
tgtatggccc
tgttcgagtc
ggcccaggtc
ttcccctcecag
ggacccatct
cctccatggg
tgagcgcegce
cttccctaat
tgaagacgtg
ttttccagag
cgtgaaccca
ccctggtgaa
tcatgttgtg

aatttttttt
tcgaaaaatc
ggttgcgacc
ctcccggggg
gtgttcgcac
gtcgggttgt
taacatgaag
cggaccgtgt
tacctcgagce
gtcgatgagc
accgtgatac
cacggcggcce
ccccgcacta
ccacttgaag
catggggatc
cgtcgccata
cacggggatg
cttctcecgtce
gagcgggttg
ccagtcccag
gggcttctcg
gatctaccca
gtataagaaa
acatacacac
gagttcggtc
tccgatcagg
ctcctccatc
atcgcgcact
ggtgaccccg
agggttgcag
gggccgcatc
gccgggtteg
catcaacatc
catgggtgtc
gccgctcecteg
gaggaggcgce
gatccccggt
catccccgtg
ggggatgaag
ctcgctcacg
ggggttatca
cgccagtccc
gccgcatcgce

gaggaaacct

aatttatttt
ggttttttta
tccctgatga
ttggtcctca
gcgagtaggg
tcccacagcec
agaccgacct
ccctccgggg
ccctctctga
ccgagtctcc
acattgttct
gcctctatgg
cactcggaga
aggcgcgggyg
cccggtgecg
cccgttcectgg
aacatctgga
accgggacac
ttcatggtgc
tcccecegteg
ggatagggtt
tgggcaccac
ttcgcgagac
atacacacat
atcaacgtaa
tctagataac
accgccgaca
agcgcctegt
agttccttca
gcgggggtte
ctagcctcga
gtcacggtca
ccgagagccg
ttgcatcccg
gcgagagtcg
ggcgcggegce
gcecgegggag
gaagacaggg
ctgtcgaaga
tacatgtctc
agccccgceta
ggatcggtta
cgcacgaccce

tttttttgcc



21361
21421
21481
21541
21601
21661
21721
21781
21841
21901
21961
22021
22081
22141
22201
22261
22321
22381
22441
22501
22561
22621
22681
22741
22801
22861
22921
22981
23041
23101
23161
23221
23281
23341
23401
23461
23521
23581
23641
23701
23761
23821
23881
23941

gtcgtgtcaa
tttctcecegt
tagatgccac
ctctcggtac
agaaaagcga
ccgcatcaca
acgtcctcgt
aatctcctcc
aatccccgta
acacgataga
ggtacgtccc
tcagagagcc
gcgaaagacc
cccactgtgce
ttgactctgg
ccagtgtggce
cggacacgag
ttcagaccct
accggcggcc
atcacctctt
ttgacacaca
tgtctatcgt
ggaagagact
ttcgggaaga
tataacatcg
ctgagggttc
tggcgaacgc
acatgacacg
tgatcgagtc
tgagcatggt
tctccagcectc
cgcttccaca
ttccggtgag
tcgatgccge
cttcggtggce
gaccgaaggc
atccgaaatt
tgagatagtc
tatgggttcc
ggaccactgg
tatgaaagcg
aaaatatatg
ggctctatgg
gatcctcctt

tctcaggttg
catcactcgg
atcccccgga
atgattatcc
tgaacatagt
tttccattac
ggcagaactc
tccgcttect
actccacggg
ccttcccgag
gatcgcgacc
tatggtatcc
aaacgggagc
tcacctttcg
ggcacctgct
gtctgaacat
gaaacccgaa
gtcagcaccc
cgcgtgatga
cacataacat
ttattcgact
gacaatgtgc
gacggtgtag
aaacacatac
accactggag
ccccecctegece
ctcggtctcg
ttgaatctcc
caccttcagt
gagatacacc
cccaacgata
tgtccgatca
ggcatcgaat
caggatggtg
ctcggccagce
cgcgcacaac
atccagtgcc
agtgaatttc
agtgggaacg
gatcccgggce
tcccaagagce
gtaatggcat
ctcgaaccat

catcattacg

gagagtcacc
tctccgagge
gaacgatcac
cgaagaatat
taccagtgat
atcctcgatg
tctcggtagg
cgtgagtctc
gccgatgaac
gggctctaat
ctgtccgatc
ggaggcacca
ctccgggtcg
attagcgcga
aacccgatcc
tgtgcggttt
cacacaaccc
acttcacaat
gtgctcgacc
ctctaaaccg
atctgccgtg
gatatcgggg
agatgactca
acatgtgaaa
cccgactecgg
gttccataga
aagccgggte
tccagtctca
agagcccggce
tgggcgagat
acaccggaga
aactccattt
ctctccctgg
aaggttgata
atctggtccg
ccgaccgtca
ttgtacgcgg
attttcgggce
ctgatcgacc
gggatcatga
gctccgaggce
ccccccegtaa
ctgcgcgect
cggcggaggt

atcgagtgcc
gtcccggtaa
tgcaacaacc
gataagggcg
catcgaaggc
gggatcaaca
accacgggat
cgcgccagceg
gcctccaccg
atcgctgttc
ccgtgtatct
cgccgtgtcecg
agtttttctc
ttacaccccg
gatcccgtta
tttttaaggg
ccgtgcggge
agtgagcaca
ctctccatga
agtatcgagt
tggtgtgggg
ccaagtgaac
gaaacagaca
aattcatata
tctacacggt
gaccgcatct
gtaccccgtg
cagtgtcgat
caaactcgtc
cggtcgatac
gggcgtgtaa
cgcacagcgce
ggcgtgtggt
gcgccttegt
agagcgcgtt
caccgccgat
cacccgccac
tgggccgtga
ttatcctgga
ccgaccagta
acgtagaacc
acgcccceccegt
ctgtctcctt

gagcacatcc

cgttgttcac
tccccatccece
catcctatca
ccgtgcatct
gccgcaccgg
tgtcactcac
ccgatctggg
ccctgaccct
acctcaagaa
gattcaggtt
cgtcggctca
agggaggatg
gagcgacatt
cccactcatc
tccatttgag
aaggaggaaa
cctgtgatga
acatctagac
cgcgcggtge
atcggttaaa
atgatctcca
cctcatctat
tgtatcattt
cgcgtaagcg
agacccgggt
gttgatagcg
gaacctggtc
ccgactctcce
gtcccgaaac
gtgaccctcc
cgcgtgtagce
atcatcccac
ccaggtgttg
gagtcgctcc
caactcggtt
gaccgcagag
accacaggcg
aaggatacga
acctatcggg
tccecgggcega
gcacactctg
gatctagagg
aacccgcccg

cgacaatacc

gcgcacgtta
gatcggttaa
gcgggggaac
gggaggtggg

aaaaaccata
cagagcgtcc
cgagccccct
cttcgtactc
ccccatceccg
tcccgacceg
acggtgattg
tggaaaaacc
cgggaaaccg
ggtccgacta
gtcggaaccg
aaaaaaagat
gacccgaaaa
ttccggacct
catcggaact
cggcacctca
tcgtgttacg
atcttggggg
tgttttttta
gtgttacata
tcttccacct
tcgtgcatct
acggacgcac
agggcgagta
aatgttacga
accaacaacc
cccctcectecce
ctggccggga
atcggcgccc
ctcttgatgt
atttttttcg
acccggcccc
agcgcgccgt
tctagagcgt
aaagataatt
aaaagatcaa
tgaaggaaaa
ccgagaaggc
agatggtcac
gtggtggaga



24001
24061
24121
24181
24241
24301
24361
24421
24481
24541
24601
24661
24721
24781
24841
24901
24961
25021
25081
25141
25201
25261
25321
25381
25441
25501
25561
25621
25681
25741
25801
25861
25921
25981
26041
26101
26161
26221
26281
26341
26401
26461
26521
26581

ctttaagggc
cattcacccc
ccacgggggg
cccagccgcet
acagcgcgtce
cctgaactgg
aagctgggcg
tctcaaggat
gatggactcg
ccccaggcga
ggaactgacc
tgatgatgat
tgttgtgttc
cgtttgcatc
aatggaaaca
gtccggggaa
tccctgttac
gggactctgt
taaggtgtca
ccttcatgtg
caggtgcagg
gtacctggat
tcgcacgcgg
gagattcagc
tatcgcgaac
cgcctgagtt
gtttattcat
ctcgggtgac
catctcgtcc
acacctgaac
aaagggttga
ggggaaccta
taaattcctt
gaatctcaat
gaatattcat
caaggtccac
aatcactggg
aaccgtgcct
gacccgagaa
ggtccacccc
aagtggtgcc
atgcaccaga
gceecgegagg

atcgaagtca

gaacccgcgt
gtgtctgtcc
ctggcgatgt
cagtacgagc
accgagtggt
tcgggtacca
gactttagtg
tcccteecggg
gtggacgaaa
ttcacgttga
gaggacacgt
ggtgatgatg
actgtttcat
caatccatcg
atggggccca

gggacggacg
gggtcgaaaa

ggatttgaga
tatcgcgcag
ttgatcatca
agaccgatcg
tccgtgegtce
ttgatgcccc
gatgtggtca
gagtaaaccc
ggtgacggtg
ggctctcacg
cgacactcgt
ggcacggttt
cggatcgagg
actcggtcta
tccgaggacg
ttcgggcceg
attaaaaaac
tccaattcca
tcaccgaagc
acggcgecggt
cgtccgtttt
ttagatttca
cctctcccat
ccectectece
aagcacaggc
aagacgacgt

ttgaactgaa

ttcggttcte
tcgagaaccc
gtccgagatt
tcttcacggt
tggcgaccct
ccttcgaaga
agtatcagct
ggtacaccga
ccggggtggt
tcgtgtgtca
tttacaagtg
atggtgatga
gatatacaat
gtgtgaaaga
tggtcaaaag
cggttgagat
ataccaccat
tgttacaccg
ttccgcgatt
ccgcatgttt
aacgcacacc
gccgctactg
ccggagaccyg
caacgcattt
acggtggacc
aagaaaaaac
attcaggatc
tctgtatcaa
cccccagtgg
ttcccggttt
ccgagaccct
ccatgttcga
ggactccttc
ccgagaatgc
ccatctgaac
ggctaatggg
gccgagaacc
aacgaccggg
tggcgtcagt
ggacgctctc
tcccaagacc
tgaccgtgat
gatattcgtc
ggacgtgacc

gccccacctg
attggccgtg
cgtcgcgttce
catcttcaac
gagtcccgaa
ccaactggag
accgtcgaga
ctcatcgggt
gtaccgcgta
cggcaccgta
gctcgccgat
tgatggtggt
aaactatttt
atattaactg
tatctggttc
atactggttg
gggcgactgt
agacacaccg
catggtattc
aacaatatat
cgacaagccce
gccctgtteg
tgttgagtac
gctcaccgac
ccccgaacct
aatggctaga
aacaagaaaa
cgcgacgtga
gaacctccac
ttccccgaag
gaagatacaa
acagaatacc
ttatcaacac
caccattaaa
caatcgcttg
tgcgacgata
accggtgagc
ctggggccga
gagtcgctac
ggacacgggg
gaatcccgga
gacacggtca
gaagaaacca

gaaacgggtc

gaccccaccg
agtcacacac
acggagaatc
gaggcccggyg
gaaaagacca
ctcaccgagc
cacctgagcg
caccaatact
aacctcacga
gcggtcacgg
gatggtgatg
gatgatgatg
aaaaaaaccg
tgtacctatg
tgggtgatcg
gaactccatg
ctgctcgecgg
ctcagacgcg
ctatccgtta
attatagcca
gatcccgagce
ggaaccgagg
gacggccgtg
cccggggatg
cctgtcccga
catcgaagat
tgaatacaca
ttccacgcgce
aatatcgtct
tgatccctga
ttccggacac
cgcccgtcga
cggcagtgat
agacactggt
tcttgaagat
cggggctcgg
ctcgctctct
aacccgggcce
ccctgacgga
taatgacacc
gtttcctcga
ccggtgaaac
acgtgaacaa

atgggactct

tcaaccggtt
tcctgttaca
gctctaaatt
taccaatccc
ccgtcaggat
gcgtcttgeg
agttcgtgac
accacgccaa
gggcctcgat
ccgttcecegt
atggtgatgg
atgaataatg
attcccgact
gtaccagtat
tgttactggt
agagcgccgt
gggggatact
gggtcatcaa
tggtcacaat
aagtgcggtc
gtgtacggtt
gcgacgagga
aaaaactcgt
gaacgtacac
aaaagacggg
tcattcattc
tgatctgggt
gacgaatgtt
cgcaccgcgg
ggtgtgcgat
agcagaagag
atcacagaaa
cctcgggctg
gaatatacgc
gtctgcgaca
aaagacgaag
tctcggagag
cgtctgggte
taccccctgg
atccggcectg
gctactcgcecce
agagacgact
ccccgatgtg

gaagcgcaga



26641
26701
26761
26821
26881
26941
27001
27061
27121
27181
27241
27301
27361
27421
27481
27541
27601
27661
27721
27781
27841
27901
27961
28021
28081
28141
28201
28261
28321
28381
28441
28501
28561
28621
28681
28741
28801
28861
28921
28981
29041
29101
29161
29221

tatcccatgce
gattaccctg
ctgagcgaca
atcacggacg
tccgacttceg
tccgagtccg
ggaatggcac
ctgttgaaca
tgtttttgtt
tatcatatga
cgtgcttgge
ggtctctgtc
agacggcgag
aactggtctc
ccgctgctaa
tatgccgggce
gcgcgecccyg
gatcggcccc
gtgggtcttc
tctccgtcecte
gggtgccgtt
tgagctcacg
cgagcagact
aacccgtatc
gatcgaccgg
tgtaatccgce
cggtgatcgce
gcagacgatc
caacgtggcg
tctccecgcecaa
cgaccttctc
gcgtgagttc
tgtcgaccag
cggccgtgceg
atttcttcgt
ggcttccceg
cgagtcgctg
ccaccaatag
ggtccttcge
ttctggcgag
tggtaaccga
tctcgatcge
cctttttggt
ggaccgcgtg

gggtgaggag
ccgactcaga
cgtgccggac
ggagcgggtce
atactgatga
agtccgagtc
gcacccgaat
gtttatgtat
cccgtctcta
tttaaaccat
acatatcatt
actcaccggc
ttggcctctg
catgtcagtg
tgcgagcctc
ggccggcctce
gcgttccagt
gataccaccg
gtcctcgcetce
gcccecttgt
cgagtccggc
accaccggcg
ggatatcccg
ccagttaccg
accgggcggce
cgtgatattc
ggcgtgtagt
cctttcatct
ctgctccgeg
ttctgtgcge
agcatgtgtg
atcgcgcagg
ggtgcgcttc
catctcggtc
ggccgccgac
cacaaaggca
cgtcagggtc
cttcatgctc
cgtcagatac
ctccteggtg
gctcttaccg
cagctgggat
ccgggceccgtg
ttgctctcgg

ggcccccaag
tgatgatacc
ggatgatgat
cgaggagagt
actgacgtct
cgagtccgag
gcgcagccga
ataggtgtgt
tatctttatt
gataggtcac
atcagaagga
gtgcccgggg

gggatatcgg
tttagtctct

agggtttcac
tttcctecgta
aacgtaaccg
gccgggacac
tcttcgectcect
ctatcctcct
accggatcga
tacgatccgt
aacatatcgt
ccgccataac
cgtctaccca
tccagttgta
tccgegtttt
gtcagagtcc
tcccgggatt
gcgagagtga
agctgtctat
accacccgat
acacgcccga
gcgtgcctgt
tctttggcca
agcgtttcgg
gttatgcgct
tggttatcgg
gcgttgttga
agtagattta
agccgcttgg
tccgactggg
ccccegegtt

gcatcggcca

cgactggtgce
gatgctgaga
gcgtccagtg
gaagattcgg
gaatccgagg
tccgagtagt
tggtcaactt
ggaaatgaaa
cagagtctga
catctgtaaa
tggccttcat
tcgcgtattc
ccgccgtgac
ggaagatttc
gggtaatcga
cacgcggggt
gacgcctcga
cgatcagttc
cctccteget
cgtcctceccte
cactctcatc
ggtagtccga
ggtgatcgat
ccgcgatcgg
gtcgtctctc
tcttcgtgtc
cacgctgtag
gtatctgctc
tgtttttctc
gacccgcgtt
ccgcgccgat
cccgttcgac
gttccgectce
cggtgagcgce
gctcgtccct
tggccgtcac
tgtttgecctc
tggtcagcgc
gcttacgcaa
cccgaaccte
cggcggcttce
tgagtttcga
cggcccgtag
actgggagga

tcgacgagca
gcgatgatgc
tctcatcatg
cctccgatga
aggaagagtc
ctggattgac
tgtatactct
taaaaaccag
accagtgaca
ttcctcatgg
cgacagctcc
caccgccgtg
ggtcagggag
ctcagcggac
tagatgcacc
tggtttgggt
ggggacccgce
cagtggcccg
ctcctcctee
tcggcacact
gtcacccgat
tagtcctccc
¢ggggcacgce
ctcctcggtg
gtactccgeg
cgcacacgtg
atcggccacc
gcggagcgcec
gtgcacgagc
taacacaccc
gtgcgaggcec
accggccagt
gagtccatcc
acggatctgce
ctggtgattg
gagttcccca
gtcgagcgtc
ttcaacgcga
ctcgtccacc
aactgtctcc
cagctccatc
ctggagcgcece
agcatcgtac

cagggcgttg

ggtggtcgac
gatgtccgtt
cggatccttc
gactgatgac
cgagtccgag
taccgaaccc
accagtagat
tgaaacttga
cttagattgt
ttcatgatcc
actctctggt
tctctgttca
ttgatgagag
atctcgggtc
cgcttgtggce
tcggccacgt
gcgggctcgg
cccgcagacg
tcgcctccac
ccatctccgce
tcctcactge
tgtgactccc
gcggcacccg
gttgcgggtg
agcagaccgt
ttcgccgect
ccggtcgecga
gcctcgeteg
tctcgcectgga
atatcatggg
ttctgcatgc
ttggtttccg
cgcgctccag
gcctcgecatg
actcgcttga
ctcacggtgg
cccccegttac
gcctgcaacc
gtcttcttgg
acctcggact
accttcagct
tcgagcgcegt
tcgcgcttca
ccctttatcg



29281
29341
29401
29461
29521
29581
29641
29701
29761
29821
29881
29941
30001
30061
30121
30181
30241
30301
30361
30421
30481
30541
30601
30661
30721
30781
30841
30901
30961
31021
31081
31141
31201
31261
31321
31381
31441
31501
31561
31621
31681
31741
31801
31861

tgaggctgct
tcaagagtcg
cagcggtttg
ttgggtccat
cgagctcctt
tccecegtcete
cacggtgcag
cttcgttctc
ggttcgecctt
ccttcaggct
tcttctcgta
ggatatccac
tatgttcaac
tgatcacggc
cggtgttgct
caccgtactt
tcacgtggac
ccagcgagtc
ccgacccgat
tcccactcac
cgtcgaaccc
tgtccggggce
tgtatttggc
cctgtacggce
gtatggttaa
gactcccttg
cgacgaagtt
tcatcgccecg
tcccggtgac
cggaacagtt
cggaatcatc
tcacggacgg
tccggaggta
tggagtactg
gctcccactg
ggccgagagg
tatatcccga
tatctgtcga
ttcacacgat
gccgccagta
cgatccgcegt
acaacgagcg
gagcgcgggt
atcgaggggg

gatcaactcc
cttgttggtg
tgaccgcggg
cttccgtctce
cacccgttgce
cagtattttc
gttcgcgatc
ttggattccc
cgagaggtcc
ctccagtgac
gccgttcette
ggcccgtctce
ctctttcacg
tcgctcecgece
cacgatcgtc
ctgcgcgatg
cccggtcatg
aatgagggac
cceccccgacce
caacgactcg
catattggtc
gatccccctt
aagccccgcec
cttgttcagg
cccgaaaagt
cgcggaaccc
tgtcgacggg
atccagagtc
ggccgeggtyg
cccgaagata
ggagaccgtg
gtcceccggceg
ctgaccgaac
gacatacatc
gttgaccggc
tgggcgcggg
gaccgttcga
acatccacct
ccgtcaagac
tctctgtcac
tcctcaccge
catcggcacc
ctccaccccc

ggacaaacgc

tccttactac
tcgtgtaggt
cgctcggact
gccatgcggt
tccagctcge
gtatccttct
tgctccgect
agcttcccecct
atcacggtgg
aagttggcca
atatcggtca
tcctectgttt
ttgttcgcgt
gcgtaagegg
gcccacgatg
agatccaata
gcgatgaacc
ctcacctgat
agggccccga
atgtccccect
gcgtatgtct
gccgtcaacg
tgaaagttac
atgtcgttct
ccgaaaagcg
gcggtgtacg
ccggtggteg
ccccacatcg
acggcgcggt
tccttgactt
gtccccagga
ccatccgact
atcttgaata
tcaccaaagg
ttccgtatgg
cggttgcagc
aatcacgttc
gtccgaatct
accaattcca
cgtgcgattt
gaccaccggc
gaccgtggaa
cttgagtatc

atatcgcacg

ttatcgattt
tctttcgtat
gtcgcggacc
tctcgtgcecceg
ggaccctggc
tgtggagtcg
gcgccttgtg
ggagctccgce
tcccgagggt
ccgataattg
ttttggccgt
gcttctgcgt
ggtccatcgce
cccgctecge
gctcgagccc
cccggaggag
gatcccggtce
ccatctgatc
gttcgtcgag
tggacccggg
tcaccgtctc
cccecgtecge
tgttcatcgce
gttccagaaa
ccccgaatcg
gcacgagggg
gggggagcac

cccccatgcece
cggcggcectt
tggagagatg
gctcttcgat
ggagaatctc
ccgcecgeggce
ttccgaggtt
gacccatccc
gtccgttcga
ccgatcatac
ttaataataa
aaattcggga
gtggatctct
acctcatcgt
cacacggtca
gcgttccaca

gtcctatccc

ttccagccgg
cagggcgcag
acccttcgca
gatgctcttt
tgtcgacaca
ttcggtcgcg
ctgctcgtcg
aacgcgactc
cgtctcgcce
ggccctgaga
cgtctcaacg
tgctgctgce
catcttctga
gtacagggga
ggaaatggtc
atcattcgca
ggtgtcgtaa
ccgcgacacyg
agatttccca
cacctttcct
gtatttcgcce
ggtcgggacc
ggtgtaactc
cactttttte
atccagcgtg
cgttgccggg
caggtccagc
accggtcacg
cacgtccgcg
ggcctcgatg
ccgctgtaac
caggtgggtc
cgcggtctgt
tcgcttgaca
gcacgacaca
gtcccgecgag
acgtattgag
taaagacctc
tcgggaaggg
ccgataactc
cceccgtctee
ccgcgtcteg
cgttcttaaa
agagcgcggt

gtgttgcgag
tgcgcgtgaa
gcggcctceg
ttctcggcca
cccgtgttga
accctgaggt
cggagcttcg
tcgagctggce
ttcagcgttc
tccgcgatceg
gccagcttct
cgttcccgaa
aactcatcga
atgagcccct
ctctgaaact
tattccgtta
atgatcttga
atcgccccgt
gcgagtaaaa
ccgatcaata
tgtctcggtc
ctgggaggtt
acggagatcg
gtcgcggtcg
gggtccaagg
agcgccaccc
ttcaggtcga
gcgtggaccg
atccaggtga
acttcgaaca
acgtccatcc
tgaaacaggg
gacggactgg
ttttccgaga
tacgaacctg
tgtggtttcg
cgcgaaagtg
acatagcccc
aggggttggce
ttcgaggtac
cctcgggagce
atccatcacg
cctgagctcg
ggcaccgttg



31921
31981
32041
32101
32161
32221
32281
32341
32401
32461
32521
32581
32641
32701
32761
32821
32881
32941
33001
33061
33121
33181
33241
33301
33361
33421
33481
33541
33601
33661
33721
33781
33841
33901
33961
34021
34081
34141
34201
34261
34321
34381
34441
34501

atctctatgt
tccaggagag
acgcacagcc
cccteccgtcece
accgtcgatg
gatagcacat
cccagggtaa
atctcccgeg
accctcaacc
ggtacgcgag
ttaatacgga
cacaggctgg
ggcgtttacg
atgtactcca
tgccagaaaa
accgtcttat
gtcagcaccg
acccagtatc
catgtgaacc
ttcgtcgacc
ccgttggacg
ttggacaagc
cggaagcgac
tcgaaccgga
agtatgcagg
acccgggtga
tgggtcagtt
ccaccaccca
ccctgatgge
acgcgcggca
tggcagccgt
tggccaccat
ggaccatgtt
tctacgcgcet
gcgtgtccca
acatgatcat
cggaggcgat
acgcgcgtgt
tcttcaacgg
gccgeggtgce
gctgccggtt
aggccacgaa
aggagcgcta
acggccgtct

ttcgaccgag
acggcatggg
attcgtacgt
acacgaagag
tgttgctggt
cgtttattga
taatgacgtc
agttgacgct
tagaactttc
acgcggagat
tgtacatcac
cccgggagac
gtccggggcec
gagtggggtt
acatcctgga
tttcggcgtc
ggcacgatct
tcacactcct
agcgacagct
tggtcaacat
agtacacgaa
tactgatcct
gcgccatagg
ccgtcceccge
gttcgttcaa
cggtgcgatc
gatagaagcg
caaggcagtt
ctccatcgac
cagacaggcg
gaaaaaggga
tcatgagtcc
catcatcgac
ctccaagttt
actcccgagce
caacacgtac
taaccttttt
cataggtgcg
caacagggaa
cggccgcegtt
cggtgcgctc
ggggaagcgg
cacgtttttc

atatctggag

gtggacgaaa
ggggtccatg
ggcccceccecttt
cctctccatt
gtcgacggtc
cagtatagcc
ctccataccc
cgcgaagagg
cgcgcaggtg
cagccgattg
aaagaaccag
gaagaagggg
atatccgcgce
cccggagtac
cacatacgtg
tgccatcttc
cgattatttc
caatacattt
tttccagacc
ccgcagcgcec
gaagcgagcg
ggccgacgac
tggatccgaa
accgaaccga
aatgagtggg
gtcctctcgg
ttttcacgaa
ggggtcttga
atgtgccagg
atagagatgt
cattcatgtg
atcaggtgca
gagtatggaa
aaattacccg
cccgagcatc
tcactcttta
cagttcaatg
aacgcggtcg
agagacgcgt
gatctgacgc
atcgagtaca
accgtctacg
ggactggacg

cgacagatca

atctcgagct
ggtgaaagca
ctgagatcgt
ggatccatgg
gtgaacttga
cattccagaa
gcgatcgtgt
gagcgggacyg
gacaagaatc
tccaaactcg
acgctcgcgce
tctcgggecg
gtgccgatcc
gtgctgacca
€gcggggggyg
ccggtcggat
tgttggaaac
tcggattcgg
acgcagtttc
gagctcgggg
aacctgatcg
ccgatcatca
gaattaaccg
gagctcgagc
tcaggggcgt
gcgatgcggg
tgggcttcge
agcagccgtc
ccaactttga
gggaccggat
tgacgctgaa
cggataaacc
tactctccga
ggcaggggta
cccaaatatg
taaattttcg
taatcaccag
acgccgagta
acaacacccg
ccgtgatcga
tgtgctcgac
agggggggta
atgtgaatac

ccaagtacaa

cgtcactatc
cgcccgecegt
ccatgaatac
tcgccgggac

caccgggccg
agtaaacggt

acacgaacgg
agctccgaag
gcgcactgga
tggattcccce
agagggtgaa
gaccggtcgce
cggtcgcgga
tgtacgcggce
tcgtgacccce
ggttcgatcg
tagtggccct
cgcagctcgce
tccgcgtaca
aggtctacac
ccgaggcggg
gggtccccgce
cgtgcgtcga
catggacgtt
cgcgagcctce
ttgtgggaag
cgagtgtgtg
gtgcaccaca
agaatttaaa
cgtctccaac
catgagatgc
atacccatat
gctatccctg
catcttggtc
gcagactcct
ggttgaggac
gcccgeggtg
ctgtgactcc
acacacgatg
gcacgtgggt
ggtcccgaaa
tgtcttcgtt
tgccgttgtg
gggatggacc

ggtgaaccga
agatgcgaga
cccgtggtat
cgcgattgtc
ttttattaaa
gtcgtctatc
caccgccgct
ggaggtcgag
ggaaacactc
ccgggactca
gacgctggaa
gaccgggacg
ctaccctatc
gtatgggaag
cgagttctac
gcagttctcc
gagggtgacg
actcaagacg
acaacagcag
gagcgcaccc
agatgaggac
cgagaaaaac
gtgaaaaagc
gagatcaaag
tggatgaccc
agtcacgccg
aacatcaccg
taccaatcat
tgcctgttcg
aggacggggt
cccgtgtgceg
ttcatcgccc
aagaagatac
ttcacgggga
ctgttacggg
gcggcctatg
gagatgttaa
gtgacgagaa
gtgatggagg
gggtccgcecca
atcttcaaca
cttccgacac
ggtcgcgagg
gtgtcctttt



34561
34621
34681
34741
34801
34861
34921
34981
35041
35101
35161
35221
35281
35341
35401
35461
35521
35581
35641
35701
35761
35821
35881
35941
36001
36061
36121
36181
36241
36301
36361
36421
36481
36541
36601
36661
36721
36781
36841
36901
36961
37021
37081
37141

tcccgatatt
gggtcatcta
acgtcgcatg
cgaaaagcgt
tggagatggg
ggactcgacc
accccegtte
gtggtttgtc
gatcagggag
cccacagagg
ccggtcaatt
atatccctgt
taccgttgag
gaccgctcgg
tcccggggaa
acttcatggt
aacccgggac
gtgggttcat
tcacgcgaga
acgacctcgt
aaaaggccgt
tcagaaagat
ggatgtacca
ggtgtaacac
tttcaggtgt
tctcatatca
tcgaaagccc
gcggatgttc
agcgagggtt
gattgggtca
ccgatcttgg
tcgaccgcgg
tcgcagtttc
tcgagaatct
aggcccaatg
tggccgtggg
tatgggtttg
aacgactgcg
tggggggcga
tcgggecegtt
tgtgcggctt
aatttcgatc
gtgcgcagta
cgctcecgggyg

tccggtgget
cgctccaccc
tactcgecgtce
ggggcgcacc
atatgtcccg
gtacacctcg
gacccggtga
accaactgcg
gacgcgatcg
gaagtgagaa
atcgcccatg
actggagcgc
tggagcaatg
gttggtgcag
actctacact
ccagtttcct
gcgccgtata
ggccgtcaag
cgtggtcacc
ggagaagacg
gacgaaagag
cgtcgacgag
ttccagcaca
agatggtgtc
ttgagcaatg
tttctttatt
ctttcgagac
cgggtggagg
gtaccggggc
ggagtgtctc
tggtgagcgc
tcttaggctc
tctcgatgtt
ccgagatgaa
tctcgatcag
gctgtgggtg
ggggttgtgg
ggggtacgaa
acgggtagcc
gtggtcgctg
tcattgttgc
cttcgatgag
gtttaatata

actcgcttgt

gctatcaaca
gaaaagaatt
aggactagaa
aacatgttcc
agagaatgtc
agacggtgga
acgattcttc
aaagacccag
ttttcggggce
acaagtgtcg
tacatcaaca
ttcgacccga
tatttcccca
accggtgggce
gtgttgaaca
caacccgagg
tgcaacgcgg
aagattgacc
gcacgcagct
agcgccgcag
gaggtcgtgg
ttttccacca
ctggccaatc
accgagcccg
tacagtgaaa
catggtttca
gacgggtttt
gggctcctgt
ggcctgegeg
tatgaccttg
agtggagtca
ggggcgggcece
gccggeggece
gctcttgaga
ctccgcectte
tccagggtat
gtaataaccc
tgggttgtaa
cgtcatgggg
gcggtccgcec
gtccaatact
gtactgttct
attattcagt

gcttccgaag

catactctgc
acagtatgtc
ccgctatcga
ccgaaaaact
cttattgatg
cgcactcatg
ccgaaagtat
taataccgag
gagtatagtc
acttaaaatc
acgtgaacac
gggacctgga
cggttcacgg
tgatgagcga
ctggctgtga
atacggacgc
cctctttcaa
ccatcgtgcc
ccgaactact
cgagaggggt
cggccatgac
tgctcaactg
ccaccccgag
ggctgcagtt
gaataataaa
tattatatac
tgttggggaa
ggagcgaggg
ggggtgctca
ttcagcttct
aaatcaccgt
ctcttggttce
cgcttgatge
ctctcctgcea
aggtcaccgc
ggctgctgac
ccgaccctcet
tgactgacga
aaccgatcgg
ccgccggtgt
ctcgagggct
atctcagtct
gcatccacgt

ctggccagta

ccagggcgag
gtctataagg
actatcatgc
actgaaccac
atgatcaact
cgttacgagg
atcatggacc
ctctacacgc
acaacattaa
atatgagatg
acgctctgcg
ggtcccaaag
tatgtcgctg
gcccatgacc
cacactgcgt
acagctgcgc
ccgaatgtta
tcgtgaactc
ctacggtctc
cttcaaggac
ggctgaccag
tgtgaacttc
cctctcacag
tcatgcattc
aacccgataa
attacagatt
gtgacgcttc
gttcgggaac
gtggggcggg
cgaccgtatc
acggggcgceg
gagggggctc
cgcagttttt
cggcgttegt
ctccactgcg
cgtagctgat
ccggtccgta
gcccaggatc
gtaccgagta
gcgtctgtgg
ctccaattaa
cgcccttatg
gtgcttcgta
gtgtcggtgg

acactcgatc
gcgagtgcgt
aactcgttcg
aaaaagtccg
ggccgttcecgt
gcgtacaacc
gatggatccc
tggtgtcgaa
cacatttggt
gcgtccataa
tatcaaccgt
ggggtatttg
ccccagcgga
gtggacgtcg
gtcggggatc
gcgtccaaga
cccctgtggg
atgcaccagc
gccggggtgt
atcgccgaga
gtggacatct
gccacgatcg
aaccaggtgt
attaaacaat
atcgactctc
catgagcgtc
gagcgtcggt
gggctgtggce
ttgcgcggac
gctcacctga
cacgatggcc
ctcatcaaca
cagctcggat
cttgggtgcc
ctgctggtgg
gggtaggacg
accctggccg
cccacaaaac
cgggatgcca
ttcggcaatc
ctcggagtat
tgagtatatc
gaatgttttt

gagagttgcg



37201
37261
37321
37381
37441
37501
37561
37621
37681
37741
37801
37861
37921
37981
38041
38101
38161
38221
38281
38341
38401
38461
38521
38581
38641
38701
38761
38821
38881
38941
39001
39061
39121
39181
39241
39301
39361
39421
39481
39541
39601
39661
39721
39781

tgtgactgga
gcgtggcagce
aggcccacat
tccacgcatc
actcggtctt
gagtacttga
tggtacttgc
atgcaacatg
gtcccgaaac
aattcttgac
ccgtttactc
cctggtagtg
aagttgttgc
ggcggggatc
tacgatgggg
cccgtagtcg
gccgaagtag
cttcctatca
gacctcgagg
ctgcatctcg
attaacatcc
ccatccgata
agccggtcgg
tgtgccagca
accagacagc
tgggacgtca
taccagatag
tttgcgatga
aagtgcctca
cggaagatga
atgattgtca
cactcgtgta
aatatgcttc
atcgccgacc
ctgactcacc
tttaatggca
gaggggggcyg
tcccgggteg
ccagttgatg
cacccgcegte
aggtaccagg
acaacccggg
ccccgacccg

accagtctcc

aacagaactt
ccctcececgegce
cgagggttcc
tcttgcecggt
ccatgtggac
gcgtgceccgg
gcatgtgcgc
tcccaacgac
agcggtcaca
atgatactgt
tccgcaccca
acatccctgce
gttacagtgt
gggatgtggt
gcgatgatcg
ttgaaaaatt
gcggtgaaga
tgtagcaaca
ccatcgagta
cgactctctt
tcaataacag
agccatgggg
acatcatcac
agaacgatca
tggattctgc
tcaactacca
acaccatgat
tggtcaccgc
gcagcctgac
cgacgtccaa
ataaacggtt
taaaatgacc
ataatcggtc
atgacggtga
caggtggaac
gcaagatcaa
accacggacg
ggtctctttc
ggctcgaaga
acgccggatce
tcggacctga
aacgacctct
aatttttccg

cggagcgcga

ctcgaggcca
gggaatgacc
gaggctcagt
gtcctcggac
atgccagtaa
agcgacctgt
ggggatggag
aaaggttccg
gaagaccggg
ctcgaagctc
gatcctctcc
tcacgtacga
tccattcgta
gaaccttgtt
gggccgtgta
gaaagtggcg
gaccgcgatc
accctctaac
agatcgtcaa
gtgatcgatg
cgtggctccc
cgtcaatttt
ctccgttgaa
aggaacgagt
gatgtcgttt
cttcagtcac
cgacgtgcac
gaacggctcg
gaccgggctc
gaaaaacaag
cattgtatct
aaacggccga
gcgtgtacgg
gtgcagcgac
gagggagagyg
tggtataaac
actcgatcac
tccccatggt
gcgacgatcg
ccaccagacc
tcatgttctc
ctagtttcct
cttcgatagc
cgagggaagc

tccgagacgg
acgacgctgc
gcacatggta
tcatctatcc
ccgaggacct
accattgttt
gggtcgtcga
aaccccgtga
acggatggca
cctgccegtg
cgagtctcga
gttcgatcta
ctgtacgttg
gtagatgacc
cgcgtcgagg
gctccgtatg
gggcttcgtc
accgggcact
ctgcaccccg
atggatattt
atggaccacc
tcgggtcatg
caggtggata
ctcgccgagg
ctctcgatgg
gggatcaagg
tacagagcgg
cagtttgtct
accaagctca
cggggtaccyg
taccacgcac
ttcgcatgcecc
ggttaccggc
cggtaccgcg
gacacggaaa
ctcttgtaaa
gagctccgtc
gctccacgtce
gccccgactg
cgcgatggca
cccgcataac
tctcagtttt
gattgtctcg
gatcatctcg

tgtcgcgggt
actccagtat
tgtccgectte
ctcctatcat
tgcccatggg
ggtgggcectce

ccgggtcgcece
gtggaacctc

ccgtgtcgge
tatcgtacac
tcttcacggt
atcttcgggg
agcgctaata
acacagtcca
tccatggacc
tgatcctcct
cgggtgcata
agtgagaggc
tcgaaaatat
tcaattcggt
gggaggagca
actttttagt
gaaccgggag
ccatggagtc
tgagacccga
acccgataga
gcatggcgat
ccccgaacga
tacaggtgcg
ctgcaccgtt
actctgtact
catgagtcgc
ggattgaatc
gtcaacgact
aaaattcatt
agttcattgt
cgcgctctac
agttcgcttt
atcgggatcg
catacgccct
ttaaaaaact
tcctcgagceg
tgaagttgtt

atggagccca

gaagagtttc
cacctcgttg
cgtgaacgtc
gttcaggtag
gatctggtgc
gatcggctgce
cggggagaag
gtatagcgaa
ggccgcctca
tccegtttece
acctcttccg
tgcgtatgcg
ggggcttcag
cgaccccggg
gcaggaggta
ccggtaaccc
tcccgeattt
atttatcacc
caccattaag
gagcgagagc
cgaaggcgcg
gaattcgacc
ctgtcccatc
gatggtcgcg
cctggcgaac
gaaactggag
cgggagagac
gaagaacatc
gggggacatc
gtaaatgttt
ttttatttcc
tcgcgtaacc
accgtgatac
acgaccatga
tgtaaataca
acaataacat
cggcggtcgt
tgagtttgga
gcgtcagcgt
cggtcttctt
cttcggtgtt
ttcctagaaa
gacactcgta

tatcgtatgt



39841
39901
39961
40021
40081
40141
40201
40261
40321
40381
40441
40501
40561
40621
40681
40741
40801
40861
40921
40981
41041
41101
41161
41221
41281
41341
41401
41461
41521
41581
41641
41701
41761
41821
41881
41941
42001
42061
42121
42181
42241
42301
42361
42421

cactatcacc
cgtcaggttce
actggacctg
ggaactctgt
acgcgcttgg
aaagttacac
actggcggag
gctgaagaga
cgatgacctc
gctattggaa
gacgacggat
ggaccgcgac
cgacaggatc
gtcgtacgac
tcctgatgag
tcaaacacgt
cgcacaagac
agaaaaggat
agcatcggtc
cctacttcaa
tcatcaataa
tggtggattc
tcgcgggtcecc
agctcacgca
tggaggtcga
tcatcaacac
accccaccga
tcgagaaatg
agtttgtgta
tggaggaagc
ttaaggaact
agacagatga
gagctgattt
atatcaagtg
gcccttegece
ggttataagg
gcgccgcact
gcgggtgatc
cccgggacgt
acggagctca
cacttcaccg
gcggcgaccc
ctggagggaa
taagatggac

gactacaccg
tgggatcgga
tccagacgcg
actgtggggg
aactcggaac
gagcggggtyg
accccggaac
ctcgtgacca
gtgctccagg
tttatcggtg
aaaacgtttc
gataccgcac
gtatgggggg
gaattctggt
taacaccgtg
gaacacggtc
catacagagt
cagtaacgtc
tgccaattac
tctgatcatg
tctgaactac
aatgaagcag
catcgagacc
cgagaccata
cacgaagttc
cccgaacaag
gaatgcgacc
cgcccecgtta
caagaactgc
cgtccttteg
cgtgatgatg
ccgcaccgat
caaagtgggg
caagacagga
agtccctgga
tggccaagcg
tggaggtggt
aactgctgtg
gccecectgtg
tctcgagtgg
gggatacacc
tgtccgceccge
taatcgaatc

ggaatcttcc

cgtttgccaa
tcggggggtt
catatgtaca
gtggtgtgga
ccgagcgggt
attactgggg
cgatattccg
cctggaaggt
taacgtactt
aactgaagca
acgtctccgg
gcctggtgceca
cgacgatgtg
acaaatactg
ctacgcgtcc
accaataggc
aacgtcgtca
tttggcgtga
accgccaact
cagagccacg
accacgtatc
aaaaactttt
acgaatcaac
tacgatctgg
aattggttct
atcgggatga
aggtcgaccg
ctcaatgggt
gagatggtgc
tacgggtcgt
ctctcagtca
gtctatagaa
gcgtctgagc
gatcacggcg
agaggatcgg
acggatggcc
ccatagtgat
cccgagtgcg
tctccggacc
tcacggtgtc
ccccgttetg
tattaaacag
gctcgcgatc

ccagtacaga

ctggttgtta
tttcaacctc
ctggaacctg
gcggaccccc
cctgcgcacg
caggaacctg
gacgctatgt
ctacatcacc
catcaggcga
ttcgtgctceg
gttcatcacg
ccgtaatgga
gtggtatcga
cgggtggatg
acggctcgga
aacacatggt
agcgggctac
agagcactcg
gtaagcccct
gggagtgtac
tctacggggt
tgaccccgtt
tcttcatctc
gcaagacgct
gtaacatgat
tctggatgaa
agacatggaa
tttcgatggc
acatcgcgcecc
ttttattgaa
caccgaccga
ccggagaccg
gactcgttct
atcaagactg
gcgttctgga
atggtcacga
aaggggctcc
atcaccccgt
ttcgaccaga
tctcggggat
ttcccgagga
tttaaatgtc
aaggctcata

caagatgctc

tctacgacta
accgcctcga
cgggttcacg
ctgttccgtg
attcgcgagce
gagtacatgt
cacacgcgga
gccatgtacg
tccatcgagg
ctccccattt
accacgtgca
acgggttttg
agaacgtatc
gataccccca
cccggggttt
gcgcaccgtg
cgcgaagttc
gatcgagttc
cgtccaaccc
gatcgggact
gtgtaacccc
cttcttttcce
gatgacgatc
ttacccgatc
cgcactgttt
cgagcggtac
tgagtaccgg
tttcgcgcaa
gttctttgta
cacccgaaaa
tcccecgectg
ggtcctcacc
tggaaagaag
agaatgaggc
cgaacaagat
ccgagcecggg
tgggtctgtt
tcattcgtga
agctcgaagg
cggacggcgc
agacattggg
tacaggtgga
agatcctcga

tatgagaacg

ccgttaccga
atggaagatt
ggcatttttc
cgctcacgtt
tcaggacaga
gtacgaacat
tcatccccga
ccggtcggcea
tggatcgccc
cccgaaagat
ccaaggagct
agacagttgt
gagcggtgga
ccggcgagct
ttcatccacg
agggtcatgc
gtgacggata
acgaccagag
acatacaaat
catagagacg
atgagcacca
agtatcaatc
aacacacaga
tactccctgt
ctggagtgct
tatctggaga
aaatacatgc
cgcacggggc
gcggceggecce
ataaaatcat
accgttacac
tggtctcacg
attaaccaat
acgcgccaag
caccgccttg
cgagtccacg
cgaaatctcc
taggggcggce
tcacatttac
gtggcgcgcea
taaagaacgc
tcactgcaca
cctctgtgaa
tgaccatctg



42481
42541
42601
42661
42721
42781
42841
42901
42961
43021
43081
43141
43201
43261
43321
43381
43441
43501
43561
43621
43681
43741
43801
43861
43921
43981
44041
44101
44161
44221
44281
44341
44401
44461
44521
44581
44641
44701
44761
44821
44881
44941
45001
45061

gcgagaggcce
ccccgactcecg
ttccctectg
ggttatcagt
ctgttatatc
ggcaccaaca
gttatcggcg
actaagtcaa
gaaatacatc
gtcttccatc
gatttctctc
tccgatctgt
catgagttcc
cccgggtgcea
atggcgcccc
acagaatacg
gttgatggat
cggggggtcg
cctatcgtcc
gaggagtccg
tatcctggag
catgtgcgcg
tgactccgeg
ttcgaacgtc
ctcctgggcece
ggcgcgcatg
caccggtgag
gcccctettg
cgtcagatca
tatcaacata
aaacaccaac
ccgtgccacc
ctccgtctta
ccgcgcgatg
caacatgtgc
cttactcatc
tagttgcttc
cgatgtcgtg
cgtcgtcccg
cattattaat
gaatatcgat
catgatgggc
gaatgacccc

cgcgceggetce

tccggtgaat
ggtagtccat
accacgagag
ctcgagacgc
accgtcacga
cccgageccg
ctcctatggce
ggtgtcatga
aagtcggttt
gccacgcgaa
ggtggctcac
gcagcgaata
gtgaaggtga
ttgaggctgt
gtggtcgtgt
gtctcccatg
gtcgtgaaag
atctgcgecgg
gggtgtagct
atgactcgtt
ttgagatcgt
agggcggtgt
atggccgttc
gccctcgaaa
gcgacggtct
taatcgtcaa
ctcagcggct
tccatgagca
accaagggtg
ccgcccagceg
ccgatggatc
atctccggcece
cgcaggcgat
tccgecggegg
cgtttgaacg
gcaccggcga
gtgcagaaat
ttcccgaaga
gagatgagcc
ttattcagtg
atgtcggtat
tttttccgee
aatttaacac

acctcgatat

accagactgc
gtgatgaatt
gacccgtgac
tggcgtgtcect
cgggagacac
ccgtgaagcc
ccttttgagce
tttgtttaat
atcgggtttt
agcgaccgtc
acgcgtctceg
tttccggtag
gtttggtcac
ccacgaacat
actgcagggc
tgatggtcca
aacacaggag
ccgatctegt
ccccaacgtg
tcaggtcggt
ccagcatcga
ttgtgggaga
gttggtggta
gctggccgct
gaggggccgt
agagcgcttg
gactgcggct
ggcacgtgtc
ccaccggtag
tacgcgcggce
gcgccgtatce
cgagcaggcc
ccacggtggc
ggtagtatgc
tctccgtgag
ggtgctgcat
cgtctattgce
ctcgatcgtt
ggatggtgta
ccgcatcgtce
tgggaacgtg
gaagattcac
ctgacatttc

gcgcgcagcea

gacgacgctc
cagggcgtca
gtgcatcaag
agaggggacc
ggtgctcgaa
acaaccgatc
ccaacggtta
tgaatgtggt
ttattattat
taccccgagce
gttcttgagt
ggtcaccgtc
cttcgatggg
gaactggatc
gtgctttctg
caggtgcaac
cttggtattc
agacggaccc
caccgccagt
gaatcttcgg
ctcttggatc
gaccatggtg
gttcaattgg
gtcgagctcc
caccacggtg
gaacttcatc
gatcggctcc
aacctcgtgt
atatcccgaa
ctcggtcgat
gggggggata
ccggaaccgce
tctggtcacg
gaccggggag
gtgtcgatag
gtcggtcaca
atacacgagg
gtcgtaaatg
tttcggaagt
gacggttggt
ttgttgctgg
gaagacacag
gatgcgggcc
ccecggeggte

agccattaca
ctgaaaaaga
tttcagatac
atcaaggtag
cccccgacce
gccaccagga
aaaaacacac
tcatgtgaca
ttaaaaaccg
tcgtggttga
ctcacctcgg
tcgacctttt
tataggcgat
gattggctgg
cgggtgaaga
agctcttcta
tcgggaagtc
agggcgtgta
gtttcaaagt
gattggtccg
gcggcaccgt
gggttggcca
cccgtgaget
cgagtgaagg
cgcttcgegt
gtcgactcac
cccagggcecce
acgtacacca
tattgtcggce
agcttgggtc
ccgggtatta
tcgtccgega
aggtcacacg
aaattggtca
aacccggtgce
tgttcgggaa
tcgaggcegt
ttcttgatga
ccgtatgttt
gtgtagggga
tgccccaatc
gtatacgata
gtcgatcact
atggggacgc

atcatgcact
acgggatcag
ccgaagacaa
tcggagacta
cctcacaacc
agcgatcggg
acacatgtat
ataaaaaaaa
tgtttcacac
ctccagtgac
acgggttcag
cgctcaggac
ccatcaacac
gctcattatc
ggttcctacc
tctcggggag
tgtggatctc
gcaccaactc
ccctggactg
tgagatcgtt
tggttctcaa
cgagccccga
ggatcagatt
gatttctgga
tcatggacgc
tcgtcctgge
gaaatacccg
tgacggtctc
ggagggtctc
gtatgttgtc
ccttcaatag
gcacggtctc
cctcgtccge
ggacggacca
gacccagcga
acatttccag
tcatcatctc
cagcccaaaa
ctcgaatgat
ccttatcacg
tatacattgc
tactaagtgc
atcggcaggc
gagatatttg



45121
45181
45241
45301
45361
45421
45481
45541
45601
45661
45721
45781
45841
45901
45961
46021
46081
46141
46201
46261
46321
46381
46441
46501
46561
46621
46681
46741
46801
46861
46921
46981
47041
47101
47161
47221
47281
47341
47401
47461
47521
47581
47641
47701

cgccctggag
gaataaatgg
tgatataaat
gcataatgga
ggacaccctt
gccttcggga
cgggcttgaa
tcgggagata
caagcacgtt
acatcaccga
ccaccaccac
actccctgga
agctggagtc
gtgcgcgaca
acctgactga
tgaacaggag
tctcacccaa
acaggcgcct
acggcgccgt
ggctccgcge
acgggggcct
tcccggtcecat
cggccatgac
tttacgacag
tcacgcccge
ggggcgacag
acaaggacgc
tggagaagtt
aaatggccga
cggatgcgga
acgccgceccgt
agatgatcgg
attactgcca
tgaacaacat
tggacaagat
tggccataat
atgtcgtgca
tcaaaacgat
ccatatgcgt
ccgcgatcct
acaccgagac
ggtccggggce
cgctgctcegt

gccagaaccce

aaacgggcag

accatggaca
tcttgagttc
agccatcgca
cgactccgga
gcaattcacc
catgagggac
cctgaacagg
caagcccgcg
acagcgcgtg
ctacgacatc
gctcttttac
catgcagacc
gcctctcecctce
cggggccatc
cccgaaaaat
ggatgccgeg
cgtggagagt
tgggatgcag
gttcaatgcg
gaagtcagtg
cccgctegac
ccaagagtgc
tctcgaaccc
gatggtggcc
ggtccaggag
tttcgacacc
caatgaggcc
tccecggatcce
ggccgatgat
accccgtacc
tgttctatcc
gctggtccag
ccggcacatg
cacgctgcgg
caaatacttc
gacggtcgtc
cttcgatgag
gacccaggcg
ccccatctte
caacttcaac
caccctaccc
gcgcgceggte
attcatgggg

ccaccaacat
gagcggaaaa
tcaacatacc
cgtctcgaca
ctacacagtg
gggcccaacg
tttggtcaaa
gcacaggcgyg
tccctaccce
gcacagaccg
gtcatgagtc
accaacgacc
gcactggacc
ggcgagatgt
atccgcgcect
ctggtctcgce
gtggtgacca
caggtcgggg
cccatcgcaa
ccggtgcceccg
gacgatgtga
tccaccaaat
atcaagaggc
gggtccttct
atgcgctctce
atcaccctgce
agcgggttcg
gaggtggcga
atcttcgagt
gtgctggtceg
tgtatgtaca
tccatgctce
accgcgctga
gacctgaccg
ggaggccgat
gatgaccccg
aacaccatca
cccgacttca
ttgacggcca
accgatacac
gggatggtct
aatcaggtga
tggaaatgca
ttcttgtacc

cgcggcceggg
tagtactact
caacgaaaat
gtaacgcact
gtgtcaagtg
tgcgcatgga
aggtcatagt
gcaatctcgc
aagcgcagac
ggaacctaca
tcgagcgcaa
cgctcgtgat
tatccgtgat
gcgggctgcg
gtcagttgga
tgctccatac
cgaacactgt
gttctgacga
aattcgggaa
aggtctcacc
tggccatcca
tttcggtata
tcttcttcac
tcggaccatc
cgcgatccac
gccagctaca
ccaggaagat
atctcttcct
tcgacccceg
tgggggtcga
attcgagctc
agctcgtggg
gcgataccag
gtgccacccc
acctccceccect
ctgcgatcac
gggcggggtt
gtatattctc
ccgagaacct
tcgcgtcgat
tccecegtceta
agctctggga
ggactcgaga

acctccacct

aatgctctga
aatttagtag
cactcggacc
cgccaagatc
gttcatcgac
gacctacggg
acccctcttg
cgcgttctte
agagttccac
gacggtgggt
aatcgtcacc
tgcggagagce
cctcgagcac
c¢gaggcggcece
gaacatcgtg
cgcactgaag
gttccagaac
ggtttacatt
gacggtccca
cggggttgcce
cctggggaac
cggaaatacg
tgtcgggaca
gtcgggaacg
gtacatcatg
cagggtcttc
agcccgtcecte
ggagcctgaa
ccagatgctg
caccatgaac
gctcagtatg
acagagcagt
tgcggaggga
gccgctcacg
ctccgaccca
ggatgtgggce
cgacgccatc
cgtgaacaac
gttcatgaac
ggggggaggce
caggaacgcc
gctaacgggc
gatcatgaag

ctccaccctg

tggaccagct
gtatcatcaa
gaaacgactc
ggatccggag
aatgcgctcc
ttgtccggac
aagatcagta
aggctgatct
atgttattcg
ggggggtcga
accgagatcg
atcacccggg
gcgaagttct
agacaaaatg
tgtggttcct
atcctggaca
agttcgctgg
tactccgtga
cccggagaag
agatccgcgt
aacgagacca
agcgtcgaga
tgcccgaaca
ggagaggaga
gacctcgaca
ctcgacggga
accgaggccc
tgggaacgga
atcgagatcc
gacagggcgt
aagcacaacg
gccataacaa
gtcgaggccg
cgggtgatgg
tactgtcagc
aaccgcgtgg
gtgaacgtgt
atgcccaagt
atcgcgtacg
atgaccgtgg
tgtttcatcg
gtcacaaagc
acctttggtg

atcgacaaga



47761
47821
47881
47941
48001
48061
48121
48181
48241
48301
48361
48421
48481
48541
48601
48661
48721
48781
48841
48901
48961
49021
49081
49141
49201
49261
49321
49381
49441
49501
49561
49621
49681
49741
49801
49861
49921
49981
50041
50101
50161
50221
50281
50341

ccgtcatcct
ggaccacgag
tcacgggtaa
cccagtgcat
cgaacatctt
acgccattgce
cccccatcac
ccgaccccgt
ggttcgacag
cgatgatcct
ccaatgtgga
cggacagaaa
ggaagaacgg
cgctatcccce
agtacgggtt
acctgaacgc
gttaacctta
gggtttgttt
ccgtctatte
cgaaaaacag
gaagctccag
cgtcgaagat
catggcggcece
gatagaggga
ccaggaattg
tctgagacta
cgtgaaggcg
catgcccatc
gactttaccc
cccagtggcea
cgctgttatg
tatatacacc
agcctcgcag
gtgcgtgcct
cgtggggttg
aagctgtctc
caggcgctgt
cctgatccag
aaacctgtgc
ctgtagatat
attcgggatc
ccggcccaac
accggtctgce
gcgaatgagc

gaagcacttc
gttcacgggg
tatgtacgcc
ggagctcgeg
ctgtaccgac
cattttcgac
caacatcctg
aactggactc
gctgcgctceg
cgccgctgte
gtacatgcgg
cctctaccgg
agagcacgtc
caaggtactg
ctcgctcaag
cgtctgatca
tcgcgatacg
actgtaggaa
aatttcatga
agacgcatcg
aagaccatgg
gacatgcgcg
gtcgatgaaa
gagataatac
ctgcgcacgt
ctcggtggta
agaaatttac
accccatcaa
agatacatca
tggatcggtc
acagccgtca
ctcctcacct
gtcccctege
ccaccctect
aacatctcgg
aggtccaggt
tggagtccga
tcggtggcga
gtcaaacata
tcacgatcgt
gtcacacagc
ttgaggcccg
gaaggggcca
cgtgcctatt

gacgtcaagt
cacgggctcect
gggatgccga
gtcggacccg
atccacggga
gcgtacaatg
gccctatcgg
tactcccagt
ctcgtgcaca
gatcgcggga
gatctcgaac
gagaccatgg
ttccgggceca
ggtgaatccc
ctggcgaaat
cgcgatcgtg
catcaataaa
aaaaaaggat
cgagtttcta
aggaagagat
ccgtcctcga
tggaggccat
ggcgcaaacc
gccgegggcet
tatcagtgaa
ctggtgtcat
acgatacggc
caaccacaca
tttgcacaac
tcgcaccgac
ggaccaccaa
caccgatgat
atttatcgaa
cgaagagcgc
ccgtgctgac
agtcgtccgg
gtctggcctc
acccacaaat
gttgattaac
ggaccacgaa
cctttttctg
ctttcgtgaa
actcgtgaaa

ggaccatgag

actactccgg
ccgtgttacc
tttccgaggg
cgggtctgga
tgggtgtcga
ggttcacgcc
gtcggtaccg
gcccgacgcet
ggctcaacct
atgtgttcga
tcctgaaacg
gtctcatctt
acaccaagac
tctacaacgg
acaccggtgt
acgcggcgca
cacgaatggt
ggttgtcgat
cgaggtattt
gatacaccac
gacacagaac
aaacaggaag
gtggttggcce
caggcagcgg
gaggaacaca
agatgatttt
cacagtctat
attcgacatt
ataactcaat
cctctcecggg
gaggggtatc
tctacgecgtg
ccggacggtce
gtcgaacgcg
ggtggtgtac
gaatgtggtc
ggatctgggg
ctcccgtgtg
gatgacctcg
cgcctgaaag
tatcaggtat
gccaacgacg
atccctgaga

catggggatg

gttctcgtac
caggaagtcc
taccggaaaa
tcgtctgggg
cttcaacccg
cgagaccaag
cgtggagggc
cgtggccggg
cccctgtgat
gaccctcccc
cacggtggac
cgccgataac
cgtgccaccc
cgcgatctac
gaccacatca
taatgtatca
aactgaactc
gtattggttc
tacgtgcttce
aacagggagg
acgaagataa
gtggaggaac
caacaactga
tatacgatct
gtggaaagtg
attgatacag
gccgatctca
gtttaaggcg
acggtgtcaa
acttcaacgc
acctttcccg
agttcatgaa
gggaactgga
gcgaggaaat
aacccccctg
ttgagatggt
tccagagaga
aaggaccccg
gggagactcc
ggatcccagt
cgtttattga
aaaaacacct
tacatggcgt
gagtgctata

ctatgcgtgce
gcacggttca
cacgcgtgga
ttgtacatcc
agagacatgt
actacggcgt
ctcggcgcecac
ttgggggccg
cacgcgtacg
gtgatattct
gcgacgccgg
tacgtgatcg
acgatcgccg
ggagacctgg
ctgcgaatcg
gtgtttgttt
aaagtctccc
agacggcttt
cggacgtgat
tgctctccga
agcagacgaa
tggagcggcg
acgcggtgca
tacacacgaa
gtgcaattga
tgacaacggc
aattacatga
cacacaccct
agtggatgtt
cgcgattctc
ttgcgttaga
tgtgatccgce
ttggcggttt
cgggtgtccc
tgctgggggg
ccacgagaga
ctaccaggtt
agacctgagg
tgaaaaagat
acatccactt
cgaggaccag
cataaccctt
ccttcggaga

aggcatcaac



50401
50461
50521
50581
50641
50701
50761
50821
50881
50941
51001
51061
51121
51181
51241
51301
51361
51421
51481
51541
51601
51661
51721
51781
51841
51901
51961
52021
52081
52141
52201
52261
52321
52381
52441
52501
52561
52621
52681
52741
52801
52861
52921
52981

atcttcggaa
gctcgtccge
tgaaggggac
aaagaaaggt
ggcgagtatg
cctggaaatg
ttcaccagag
tcatcaacga
tgtcacatac
aaccatgaaa
aacaaacagt
tgatctttgt
aacagtcctt
gctcgtcgcet
ccgtctcecttce
tgtccagaga
acaggagaga
ccgtggceggt
tgatcccgta
aatgagtgtt
cattgttgaa
gggtcatgaa
tggcctgaac
gctcgggacg
gcctgaggtt
acactctgaa
aaaagtagcc
tgttactgtt
tgctgacaca
tcgcgggggg
ggtcgctgca
cagtcagcgt
cagggaagac
tgttcaacca
cctgatcagce
cgtccttcac
ccagcatgcg
tagtgttggt
tctgcaggat
cgggttgagc
ttgctcgcett
gatcccgatc
ccaggaaagg

ggacgaaccc

agttgccaga
ccaatccccc
cgcggacctc
ccacccacgg
gatctagcag
taataatccg
accgtatcaa
ccaccaacta
ctgggaatat
caataacatg
ggtaataaca
actgggtccg
ctcgaagggt
ctgctcaagc
gtaccgggag
gaacatgttg
gctcatcaag
ccaggtcccc
aaccttgtgt
cgtcggggag
gtcggeccecttt
catgggtctc
atcgtagcgt
ggccttgacc
tggaccattc
aatcatgtcg
cctgaagaac
caattccagg
caccaccccg
tgttccgggt
gctgttgtgc
tccgaactcg
cttcccgggt
ctcgatgaag
ggttgcatcc
actgaacata
aacgtacgtc
tcccgecgaca
ggccaccatg
catgcggtcg
gatacggggg
catcatcttt
gtcgtcecgece
cttgaaggcc

ggcggggagt
cagagatgcc
cccggagacce
ccgcgactcg
gcacagaaaa
ttgatgtatt
tgtctgttcc
tcagatcatg
atctcattca
tgcagttgaa
actcaaacac
gcccacagcect
tgcagtacca
tcccgtgaga
agggccttca
atcagttccg
gagtcgatcc
ctcgtcgect
tgatcccatt
atggtcaccg
ttagaaatga
agatagtaca
tcaagtaggt
ttcttcctga
ccatccttcce
aagctggact
tggtctccca
tcgagattct
aacaaggctg
gtagctctca
ttggtgccgg
gtgaattcgg
tctctetttt
gtggtgggtce
ttcttgccect
cccatgggtg
tgtcggcgceca
tcgtttaatc
tgggcgctcc
atgcccatga
ttctcgtcac
gtcatctggt
gcgtcactct
ttaaacgtga

ccgggatgat
cacgaccgca
cgagaaggag
taccacatcc
ggagctcgag
gtgtccatgt
ttatcaccaa
acccggcacc
cttccattcg
acatatttta
attaatcctc
cgctcaaggt
ggggttcgtt
gcaccaagtc
ggcgctccac
atgtcacggg
caacgtccgce
ggctgtagac
tgttgaagat
atgttagatt
tggtggatgc
ggctccgggt
tgcggattgce
gccattccag
tggaaaggag
tgaccttctt
tttttcgcat
cctccgecgaa
tacgtatcag
ctacataccg
attgtgtggc
tactgttgta
cgggtatctc
cctgttggtt
gccaatacct
tccttgacac
atttgttcag
cccaactcag
ccatcagttt
aaaattcatc
ggatcgatag
tcttctccag
cgctcaagcc

catacttctg

accgggaccc
caccatcggce
cccagcacca
aaaaagatcg
gacgagtgct
gtatcaaata
cacctcgaga
cccaccaacc
tgtaataacc
ttgatacgtt
atcatcacct
ggtggcagcet
gttctcagtg
ctcaccgtaa
tacagtgtcg
ctcatcttca
tccaaagaat
attcgtgttc
¢ggggcgagce
cacgtgcagg
ttgaagttcg
ctccgcttga
gcgacgcatg
accattgaag
cgcgcgaccce
atcgtcgttg
caccgttgtc
aaactccccce
gtgcatcaaa
aaattttccg
ccccttaccg
cacagaccac
tagggattca
gtagaactgg
gtcgtccagce
cttgagaagg
gagctcaggg
gatgctgctc
ctttgccagce
cactagcttg
gatcgccgtc
tttcaacgtg
accctcggag

ggatagcacc

agccacacgg
cagtggtcgt
ccaccacaaa
ttaaaaacaa
cgttcctcectt
aactttttgg
gccacgcggyg
gcgacccaca
cagaacaaaa
ggaaacgatt
tcgatacgac
ctttttcgag
ccacagtcga
acggggggct
tatctcacct
gagacctgag
tgaccccctce
atctcgagta
gggagcgtga
agggtgggcg
gtcttgaacg
tccagtatca
ttattggcga
gcgttactgce
ttggcaccaa
cccaggttga
gcggccttgt
gccatgtgaa
cccaggatac
aggtcggaga
gtactgttga
aggcagttga
atcccaatct
aggatcttat
ttcacactga
gagagatcag
tcgctcatcg
cggagggtgce
ttgacaaacg
atgttgtttt
ttgagcatca
atggactcgg
tcagtctcga
atctgttctc



53041
53101
53161
53221
53281
53341
53401
53461
53521
53581
53641
53701
53761
53821
53881
53941
54001
54061
54121
54181
54241
54301
54361
54421
54481
54541
54601
54661
54721
54781
54841
54901
54961
55021
55081
55141
55201
55261
55321
55381
55441
55501
55561
55621

cgtttacctc
tcttcecgegt
ccaaaaagtc
ccagaaaggc
cgtaagatac
ccagtacatc
cagccacgga
tggcgatccc
caaggtgttc
tcatcttgtt
cgaaacgatc
catccatttc
tgtcttcaag
ggactacgtg
aagttggcgg
gcecgaggceg
cctggagacg
gcgacagggt
ggagtacaac
cccecctggat
gaaggtgaag
cgcccacatc
cccatcgagce
ttgctggagg
aatctactac
gaaagcaccg
gtatcacatc
atgagtggaa
aatggactcc
ttcaacagta
ggtacgtgat
cagcgccagg
cgccaccatc
aaattgacat
tcaccacaga
acaagaagac
tgagcagcct
ccttcacgaa
agggtaacac
ttattgtatt
ccatcgggcg
aacacttgac
tggcgtagat

ccgccctgta

catctcgacc
aaccgccagg
acccaatcca
attgtgcggg
ccccgtacte
caagaggcgt
atcatcgggg
gaccatcgca
cgggtatacc
ctcgggtcct
catatcatgg
gctcacaaga
agtcttctca
tcttcggtat
cattttcggc
agccagtaca
ggtgcgacgc
gtgctacgga
ctcaagttac
ctactggtca
cgaggggccg
aactggttcg
gaactctccc
ctcctctcta
agtaccgata
ctcagtattg
tgtgcttgtg
ccccatcectce
tgccacgtac
tgtctgcaat
cacgcagttc
ctgtgccceg
acagttctcg
tcacgaggcg
gagcagtcgt
tcacgcggaa
ccttcecggcece
ctctaaagat
agtgtatgtt
tgggtcttta
cgttggtact
ggccatgaag
gaaatatttc
ctcctctatg

tcctectgcet
ggccagatat
tagaagtttc
acccacgaga
ccgccteccga
ctcgcctcga
gtgtacacaa
cggagttcgg
tttagaattc
tgtatgatag
gcaccgccga
agataaacgg
agagcgagtt
cgttcaggaa
ttatcacatt
tcacacagag
cccggtggaa
agtttttcca
aggtcgtggt
cgatataccc
cgaacctgga
cattcaatcg
aggaggcact
tccgcectcact
gtcacggtct
ggaagacagc
gctgtgaggce
tcggacattt
tggggtctac
ggaccttgtt
gttccgececgg
gggagcgagt
gatgagccga
cccgttgega
gtgagcccta
gcgacctgga
gcagcaaggg
gttctttact
gagaaaacgt
ttgaatcgca
ggttggtagg
atgatcgcga
aaccattccc

gtggccttca

tgacggtatc
tgtcgaggtg
tgtagaccgt
ctcgagtctc
ttttcacccg
ccaggagttc
cttccgaatc
cctcggtceccce
ccttegtttce
gcaggaacgc
tgagatccat
cttgataaca
ctcagagaca
agtgtacgga
attgagcttt
ggcctccacc
gctgtatctc
gatctgtaag
cgacatcatg
ggagttcacg
gcacatgggt
gcaccaattt
gggtatggcg
ccgaaagact
catatcatca
attggtgatc
gatcgtatac
cggactcgat
tcgaagccga
gctctactct
tgacctatcc
ggtgcgagcc
ccagcccgga
cggtctcatc
caaaggagaa
tcccgcagat
gtcaacgatc
atgataaata
tttctgataa
cgaacacatg
cggtcattga
tcagagcccc
cgaaacccgt

tggcatctat

cacaaagagg
aagactggtg
cgtgtacaat
gagacgagcg
cttcttctcg
gggagtcggce
cacggagtcc
gatcttctca
cgggttgatg
ggccgtcteg
cccgatgtte
caaaatgaaa
gatctttcga
ttggccgegg
gctcggtttc
gcggttgatt
ccccgggtceca
aagaccccat
cgccggtaca
gagactctgg
ctgatctacc
ctcaatcccg
tacgatctga
ggcaatccga
tgttgcaagg
aacacaccat
aatgaccttc
cgtggataga
tgcgcgcgcec
ctgggcgggg
gaatccatac
gcccacggtc
gctcgctcce
accgacctca
gtgggggagg
tctcaagagg
cgcggtgaga
ttcagcccct
ataaatgttt
tcattttcaa
caggagggct
gatcgctatg
cacccgtagt

atcaccggtg

ggggtggtga
gccacgagag
tgggccaact
agcacaaccg
accgaagcgg
agttgactga
atcaccgcgg
aggaaaaaac
aacgcgcaga
tgcaagctat
ttgcggagtg
aaaagagagc
ttgagcttcc
acgccccaat
tagctcggga
gttcgggatt
tgaagatcgg
ccctgacccce
cagtggaaga
aggaactggc
acgtgttgaa
ggatcacgct
gatgttcggg
agaacatgaa
ccagcgtact
ttaaacaaca
cagtttcaga
accgccgcgce
atccgtccgg
cccgttececcg
cgggtcgtgg
agcgccccge
gcggtcccga
cccagaccga
aagcgcgtgce
gggatgtcgt
cgccgcgtga
gttatgatcc
gaaacaccga
tacatcatcc
ctcgcctggt
actcccagta
ttcgccatct
atgttctcca



55681
55741
55801
55861
55921
55981
56041
56101
56161
56221
56281
56341
56401
56461
56521
56581
56641
56701
56761
56821
56881
56941
57001
57061
57121
57181
57241
57301
57361
57421
57481
57541
57601
57661
57721
57781
57841
57901
57961
58021
58081
58141
58201
58261

tgtgcacgga
ccatttccat
cggagagcgc
aacatatgcc
attcctgata
gtgcgaccac
ccgtgatggt
cttcgttcac
atgtgagacc
cggccaagag
ccceccectgtgt
tcacttcccce
gcttgaagtt
ccctecegtt
ctcccagttce
tggaggctgc
acatggttat
aggcgggcegce
tcaatagttc
gtgtggcccg
gtacgcttgg
tgatgttatc
gtcggggccece
cgttcgtgtt
tgccctcgag
cgatcgcgaa
tcaccgcggt
tgagcctgta
tgatgcccgg
ggacactggc
cccttegttt
tcatcgattc
gtgcccgcecat
tcgaatccat
ccatagagaa
atggggtcgce
aaccgttcaa
tcgagaccca
cgtattggcg
tctcgggtga
caaatcccgg
tcgggcatgt
tgtccaccac

tgatgaccac

cgtgttgatc
cgacacgatc
gtgggttacg
ccgatagcag
atcggtcgcece
ctttccgtcce
cggtgatggg
gatgaacaat
ggggtggtcet
ggacttgaca
gacctggttg
gaggcgctcg
tgtatccatg
cactgccctg
cgtgatcaca
caatgtggcg
cgcggcecacc
gaacatctta
gttactccgc
aggtgtgcac
attgctgtaa
cgaaccaaaa
agtgaagaag
gatgaaagca
ccccaccacg
cacggacggg
gcacccggtg
gaacccctgg
acataccatt
cgaaaatggg
ccgggcaccc
atcgaacgcg
ccgcacggtc
gtagacgtca
atcgacggcg
atcagcggac
ttggatcgcc
cccaccttga
cacccttcgg
gatatgtccg
gcattgtcgg
gagcgtcggg
accgctcagt

cccgagtcetce

ttctggagct
tgaggaatgc
ttttcaaact
tctccacata
tcgatcggcet
acgtgcatta
atgaaaacct
ttttggtcce
cggaaggacyg
caggtgcgga
gtcaggctca
ttggtcgtcg
gccagcatct
atgttgcggt
tccgecggtcet
accgccagtg
gataacccga
accttttcgt
tggaagtcca
tcagtcacgt
ttcatacatg
aaatttatgc
aaccgttcat
cacgattgtt
tagtattcac
accttcgtcg
aggttttgta
taggatgtcc
ttcggaccgg
atcgtgcggt
gtcgtcgccg
gccagcccge
acggcctcgt
cccaacgcecc
tcctccagat
gggagcaata
tgtgtcatat
acctccgaga
ccccataget
agtagaaacc
tgaggttcac
gtgctggtca
agtttgaagt
acggtcggge

ggatcagttc
tattgaatag
ttatcgaaat
cgtatctaca
cggagcagta
atttataatc
ggacggaccg
tgtagaggag
acgcgtcagt
tcattcccac
tgatctgttg
tacccagctc
ggaggtttat
ctaacttggc
tgtccaattg
ctgccgtcga
atttatcgct
gttcgaggtc
ggagtatcgc
tcgcagcgceca
tcacgttgaa
ccgccggtat
caatcgttat
taacctgggg
taccgttgac
cctgtgtgat
actgtgtcac
ttgagaacag
tcccgatcect
tcacaccgtc
tgccggtaga
cctcgccgag
gcacggtcga
cctcgatact
cactgggctg
tgtccaattc
tgggttgtat
agagattgtc
gacaagacac
tcgtcgecgta
cacactcgag
taggttggat
tgtactgctc
gatgtatttt

taacttcaga
ggggctggtg
gtcttctgtg
ggtgcttggg
cttcccegtg
gggccagcac
agcggtgagce
ggcccgaacc
cgggcaaccc
cttgtatccg
gtaccactgc
cttcaggcca
ctggttttgt
cgatatcagg
tgcctgtaaa
cgcgacgagt
cgtgggcacc
caggtcaacg
cgccgtctga
tactgtcgct
atctatgtaa
aacaaagcca
aaacgtctgg
gctgtactgt
gaccccgaaa
cacgggtaag
gtacagattc
gagtcctctc
gacgatcgag
cgggccctgt
ccgtgtcaca
catctcctcce
taccgttttg
gaaccgggtg
tgaccataag
gggcccgaac
cacgtcagtg
ttggaaatac
gtcgagaccg
tgttaagtgg
gctgtcggat
ctgtgggtgt
gacaaaaggg

ccggaacgtg

tcttgtattt
aggtcgctaa
gttctattgt
ttggtgaggc
cattcgaggg
accttcttct
gtctgtggta
gtcttcctaa
gccatcgtac
atctggatcg
tggtacgcca
gtagctaaac
aggtcgtcca
gcgatactgt
ccgtctattt
gccgcgcetgg
gatccgcccg
aggctatttt
ttacacaaca
atgcacgact
tccactgtca
tccgccacgg
ttgaacgtct
acgagatcag
gtgttgatat
tcctcgggcet
tggaaaaagg
actgaggcga
gttcccgatt
gtcgtcagcg
ttggcccata
atcatggcat
aggttttcgce
atcccgaggg
agtcccacat
acgccatgac
atgtaacccc
cagttagtgt
agggtcagtt
cggtacccgt
cgtatcggca
atgtagacca
gacgctccgg
tccagttcgg



58321
58381
58441
58501
58561
58621
58681
58741
58801
58861
58921
58981
59041
59101
59161
59221
59281
59341
59401
59461
59521
59581
59641
59701
59761
59821
59881
59941
60001
60061
60121
60181
60241
60301
60361
60421
60481
60541
60601
60661
60721
60781
60841
60901

ccatgaacat
cgttgtactt
tcgtgcggat
caccctctcce
actctgcggce
ggtcacaacc
gtgagcccac
cgaaggggtt
gccctaactg
ggagacacgt
tctcgtagag
acgtgctgtt
gggtgttcaa
atgtctcgtt
tattgttagc
acaggtgggt
ccctgagegt
agcctgtgat
cgctcaggaa
ggatcaggat
ggtctccgaa
tctgtcaaca
tcggggactt
cggcccegtce
tttgcgacac
acggactggg
gcgccgatgg
ggtcggagcg
acgacggaaa
atatgttact
tactggtgcg
tgaatcgggt
cccgtctcga
cgaccctcga
cgcccgeggt
tagagatcct
tgaccccgcet
gtgtcatcct
gtccgtgcac
tgatatatat
ggattcacca
caagatggat
acaatcacca

gtagaaaatg

gtgaaaagtg
attgttgcgg
caatccctcc
cggaaacccg
tgttgcgggg
tctctececgeg
gcgacaatcc
ccgtcececgeg
ggtccagcac
gtatgacgtc
ggccgtgagc
ctcccccagt
tgaggtcttt
caattcgtgc
gttcgaccga
gcatttggtc
gtgcgtcgcet
aacggcatcg
aaacacctcg
gattgcgagc
tgcgctcgtce
gttgatcagc
catcgttaat
atacgctgtc
cactgggaat
aaccgtcctg
gttcacgcaa
atgcgccgcec
atgtggattc
cgccctgatc
ggccgcgaaa
cacggacagg
aatcgaagcc
cacgtgtgac
attccgcgga
cgggaagaga
attctgggga
cacaaccgaa
gatagcggac
atctcgttat
tcatggacat
cagtgcattg
gataatgggt
ggtatttttt

tcgagtagct
atgtcaaaga
agcccgaaat
gagacgcgga
ggatcatatg
aagagcccct
acgccggtcg
gtgacacaca
ggggagttgg
cctctgagaa
gcggtcgega
gcctttttca
tccgagatga
atattcgtga
gtcgcctgta
gcggccgteg
gacacggtga
gtaccccaag
tcatcggcca
atcgttttct
acggatttcg
gggtcaaccg
aatttttcaa
gtcagcgaga
tttcgggatc
atcaggccgg
gctatcggga
gtgctcgtca
atcccttcga
cgggcacacc
ccggtgaccg
tggactcatc
cgccgcgaac
ctatcggagg
ggtgtgaccg
cctctcgact
gaacccgggce
gggacctgtc
acctcaatca
gtatgatcaa
ggtctatcac
gagtctttct
agttgatcaa
ctctttgcgt

ccggggtggg
taccggtgat

tgttaaacgc
atgaactccg
ggtcgatgag
tcgttaatcc
ataccggtcg
cctgttcgge
gctcgagttc
tgttgagttt
tggcacatcc
ggtcgttgga
cctcctcaca
tcaccggtcg
ccgaaagttt
aattgaccga
aagtcttcca
agtcgatcag
cggtctctcc
tcattgtact
attgtcgccc
gggctaacgc
tgggtccggt
gctggggttg

ataggggtcg
ccggtaacgg

cggtggtcac
ccgtcccacc
gttcatccgce
cgacactgac
tgacgggttg
gaaatttcgg
tatcaacctc
tggaatgggt
tcgagatatc
tctcgcgcga
gggggaagtg
acgggatccg
atgaccgtga
tacattgtga
acattaaaca
ttttattatt
tcgcgtatat
agctcttgcecc

tatccaattg
gatcgtaagt
caattccaga
gcactcgacg
gtcacagcgt
cgagaattgc
gtcggcccge
caacggaccg
tccgatacct
tcgggcgtcce
ctgcgtccac
cccgtagatg
gtcatactcc
cgcgaatctc
caacaccgtt
tttcgcgact
taatctattc
cgtaccgtcc
ggccaccgcg
ggtcgacggg
cggtatgaag
tctatgtagt
ggattggttg
cgtcgacgac
ggtagcccgt
aggcccgatt
aaccgtcacg
tccgaacgag
cgccccaccyg
ccttcggatg
gcgaggtcga
gttcggagag
gcgggcgceceg
acgcgtcaga
gtcccectcece
tgagttcgag
gacggtgtcg
gtgatgaggt
tatgtttatt
taactcatca
aaaaaaaaac
ttcatgttta
gttcaaagca

gcagaagcac

atcacgagcg
ctatcctgct
cccatgtcct
tgcagttcaa
acgaataccc
agatctgcac
gggacgacac
taacacatgg
aggtaaccaa
accgatttgt
gtcttgttac
gtgatggaga
atcggaatac
cacgatgcat
ccgggtacgce
cgtccgtatt
attagcgtgg
aactgcggcg
tacacgaggg
gtagcaaccg
cactgtggtg
tacaagggtg
tggccctcga
ggggccgcect
gaagggcggg
gacgactgtg
gactacacga
accgtgtggt
atcctcggga
atccagcgga
gggtggtggt
gtcagtccat
gtggcttggt
ctggggatcg
ggaacgatca
ggggagttcg
tgcacggggg
cgagaaccac
actcgcgggce
cagagggaat
aataaaaaca
aaatacaaca
ttcaactgag
atgtgaatcc



60961
61021
61081
61141
61201
61261
61321
61381
61441
61501
61561
61621
61681
61741
61801
61861
61921
61981
62041
62101
62161
62221
62281
62341
62401
62461
62521
62581
62641
62701
62761
62821
62881
62941
63001
63061
63121
63181
63241
63301
63361
63421
63481
63541

cgagtcccga
tacacttgaa
gaaccctctc
cgacgatgag
ggtgaggcgce
tcttgttcca
aggatccatg
ggccatctat
tggccggtgce
ttggtttctt
ccaagatact
tcacggggcg
ttgtcctgat
cacaacctcg
cttcaccgaa
atcgatgatc
cacgtatcca
gataaactct
tttcgggatc
tccgatgacg
cgtgttgaaa
aacaccggag
atgaccggcc
acgcccgagce
agtgggttct
ttgtgaccgc
tgccecgtgece
ccgttggcete
ttcgcecgteg
acggtgececgt
gtgggcttcg
gtggtcacgg
gcccececgtgg
gtcgtggtgg
gctccecgtgg
gtcgcggtag
ttggctcccg
atcgccggtg
gtcaccacgg
gtcgctcceg
atcgccggtg
gtgtcgtttg
gcgggcatcg
gcggtgtcgt

atctgcacac
ctttccgatc
cctcgattcc
cttgatctcc
cgggtgggcc
gaaggcgagt
gacccaggcc
gatccgaggc
ggcgaagggt
cggggttacg
ctcaaacgag
cgccatctct
gaaccaaacc
gattgtgtca
aaatcagcga
ccggtggaga
¢ggggaacgg
cgatcctcca
gagacatcgg
ccgcattgat
tccatcttct
gtcatctcac
cggtcttttt
caccacaatc
ccggcggggyg
ccggtggacc
cgtgcccgtg
ccgcgggcett
tggtggtcac
tggctcccge
ccgtcgtggt
tgccgttgge
gcttcgcecgt
tcacggtacc
gcttcgccgt
tcaccacggt
cgggcgtcgce
tggtggtcac
tgtcggtcge
tgggcatcgc
tggtggtcac
ctccecgeggg
tgacattcgc
tcgctcecegt

gccttctgga
tggaaatata
agacttgtca
tcggtggtcce
aaccaccaaa
gccatcgaat
gggatgtgac
aggttggccc
agcgtcggtt
ggctcggggce
aagtcgtccg
ggctcctcgt
caccggtacc
ggcagggcgt
tggccgatac
caaagttttt
cgatggcgag
gtaccgagag
ccgcgtcata
agccccggte
gtgcttccga
ccataccatg
ttttcggctce
acgaccacgt
cggttgcatt
tcgccececeeg
gccggctccce
cgccgtcecgtg
ggtgccgttyg
gggcttcgcecce
ggtcacggtg
tccecgtggge
cgcgacggtc
ggtcgctccc
cgtggtggtc
gtcggtcgct
cggtgcggtg
cacggtgccg
tccecgtggge
cggtgtggtg
cacggtgtcg
catcgccggt
ggtgtcgttyg
gggcatcgcc

atcttttcca
tcgccgtgaa
tcgaaccccc
actcggtcgg
atatatcccc
cccccatgag
tatccgattc
ggagtcccgce
gtttcagcgc
ttatagcgcg
tcatccaacg
ccgagtcgcet
tctccgegtce
gaccaccagc
cattatgtga
ggcctgactc
cccggtecgge
gtcgaatccg
gcccgtgaag
gtcgccecgtt
tgtggtgcgt
gctcaccgtg
cgggatcgtt
gattgaccgg
atcggttacc
tgcccgtgge
gcgggcttcg
gtggtcacgg
gctcccgegg
gtcgtggtgg
ccggtcgecce
ttcgcecgteg
acggtgccgg
gtgggcttcg
acggtgccgg
cccgtggget
gtcaccacgg
ttcgctcceg
atcgccggtg
gtcaccacgg
gtcgatcccg
gtggtggtca
gctccegegg
ggtgtggtgg

aaagtcgtcc
caacacgccc
cgcggtttte
agtcgcgaag
catgctacac
acatttgagc
gatcgcgata
gacccagtcc
ggggcgcttce
cggctgttcg
catgagctcg
cacgtcccac
ctctcaagtg
tgcgcgatcce
atatgccccce
gaccgcggtg
aaccggtagt
gcggatcccg
acactgaagc
gggatagctg
ttcgttgaac
acgggaatat
cgccgagggt
gtcggtccac
gcctggcectcce
cgtggccgtg
ccgtcgtggt
tgccgttgge
gcttcgccgt
tcacggtgcc
ccgtgggcett
tggtggtcac
tcgctcecegt
tgacattcgc
tcgccececegt
tcgtgacatt
tgtcgttcge
cgggcttcgce
tggtggtcac
tgtcggtcge
cgggcttcgt
ccacggtgtc
gcgtcgeegt

tcaccacggt

cacccgccca
acgttctcca
tgaacggctc
atacacttga
gcattcgaga
gcgggtaccc
gccacatcca
atcccceget
ttgggttgct
gccggggtgt
gtcttgttgc
ccgttgttca
tttcataggg
gttgattttt
tgaagtcact
tgattatacc
gacagcccct
gacttgaaat
gaacactgtc
agccgcggtce
cgtgcccegtce
ttaaatgtta
tcaacccgac
gggggctatc
actcttgggt
cccgtggecg
ggtcacggtg
tcccgecggge
cgtggtggtc
gttggctccc
cgccgtecgtg
ggtgccggte
gggcttcgcecc
ggtatcgttg
gggcttcacc
cgcggtgtcg
tcccgecggge
cggtgtggtg
cacggtgtcg
tccecgtggge
gacattcgcg
ggtcgctccc
ggtgatattc
gtcggtcgcet



63601
63661
63721
63781
63841
63901
63961
64021
64081
64141
64201
64261
64321
64381
64441
64501
64561
64621
64681
64741
64801
64861
64921
64981
65041
65101
65161
65221
65281
65341
65401
65461
65521
65581
65641
65701
65761
65821
65881
65941
66001
66061
66121
66181

cccgcgggcea
ttcgcggtgt
gcggtgtegt
gtgtcgttgg
gcgggcgteg
gtgatattcg
ttggctcccg
gccggtgtgg
accgacccag
gtcggtcggg
ggggttgtcc

tcacctggaa
atgagctcgg
accaaggcga
aattccatat
ctcgccacgg
atcgtattga
gacatcgtaa
tatatagaaa
ctgcgctgtt
tcatcgcgac
ccccggttat
gtgtcgacag
ctgcgtaata
tcgccaggtc
gatggaacaa
cgtcgcagcc
taggcacccc
gagtagtaac
cgccattaga
cttccgtttt
gatcatcaat
cgatgaagag
ggatatctct
agagaaatcg
tcgtctgggt
tttcaccctg
gcgacagtta
gagcgtatcg
ggcggtcgec
cattggcatg
ggggtggggc
cgggcgtcegt
tgtccgaggt

tcgtgacatt
cgttggctcc
tggctcececge
ctccecgeggg
ccgatgtggt
cggtgtcgtt
cgggcgtcgce
tcggggtctg
gatctactgg
ggcgcgttcc
gtggtaatga
aatcactggg
tctcecggecce
ggttcgatgc
tatcaacaca
gcgcggetceg
tggtcatact
ggttgaaagg
cgagatatgt
gaggatgagg
cggcccgttg
cgcgctecgtce
ggcgatgaac
gacggtgcac
cgtaaccgat
cagaacccga
ccccactgta
gccatcgccc
attgtcccga
acgagaaatg
cgaattgcct
caggagtccg
tggaattatt
accgagaacg
tttgtgcggt
agactgcgag
ttcaacgcaa
cagattctac
ctagaacccg
gtgcagatac
tgcaggtgga
gttcgtcggg
agagcttcca

gcgcgacggce

cgcggtgtcg
cgcgggcatc
gggcatcgcce
cgtcgccggt
ggtcaccgcg
ggctcccgeg
cgtggtgata
tttcgtggtg
ggcatccgtg
gagggatatc
cgatggttcc
cttcgcecgtg
g99g9gtggga
caggagagac
tgaacgtcta
tcagcacaac
ccccagatag
tagaggcgtg
aacaccgagg
ttggtaatat
gccccecgttga
gcagccgtta
gcgatcaggt
gctatgatgg
ccctatagtg
taccgataat
cacatctatg
gcgcgaacgg
actcgccecge
tcactgaaag
ggacacgatt
ttctctataa
taatacgcgg
aacagcactc
tactggagaa
cgttcaccga
tgataccact
agagatattt
atgctgccgg
cgcctcataa
aggagggagt
gacgtggggt
cccgccaaag

gaagcggggt

ttggctccceg
gccggtgtgg
ggtgtggtgg
gtggtggtca
gtgtcgttgg
ggcgtcgceccg
ttcgcggtgt
atatcggtca
ttggggatcg
atcttcgaga
ctgggaacgg
gggtccgtca
gtctcgttgg
attcccaggce
tagatgcgtc
agccacatga
atagttgcaa
ctaacaaccc
cgcgctgcag
atatgagttt
gggtcgccecct
ggatgatcga
tcgggtcgag
aaaatatcgt
taggagatat
cacctcgatt
ccaaaaaaca
cacgccgcgg
cgcaactcga
agtgataata
ccgtagcettg
catcagggat
taacataatt
gagcgtgctt
agcttcggat
gtcctgtgtg
cgagtcgtgt
cgttataaag
tgtcccactc
gacaacgccg
ctctaaacga
aggagggcct
ctcgcgtgcg
gactcgatgg

tgggcgtcge
tggtcaccgce
tcaccacggt
ccgcggtgte
ctcccgecggg
tggtgatatt
cgttggctcc
cgactcgtgce
tagtgggtac
tggtcgtatg
gttgcgtccce
tccgagccac
tgtacgagcg
aggtgagggt
ggttaataca
taaccatgac
gtatgttttg
tgctccgagce
gatcaagacg
ccagaatggg
ctggacgatc
gtagatgatc
atagaagtcc
cactatatac
cggtgaaata
acagtgacga
cgcattaata
ttgagcgcaa
ttttcggtaa
atagctcccg
acctcgaacg
atctttcgcg
tactccccge
cttctggcca
cataatcccg
tcacagccga
aagaagttgg
aaatcaacgg
cctccggagt
tggtttttcg
gaagtcgtat
cgatcgagcg
ccaaggtcct

gaacatccgce

cgtggtgata
ggtgccgttc
gccgttcgeg
gttggctccc
cgtcgcecgtg
cgcggtgtcg
cgcgggcgte
ggtcgtatgg
acccgggatt
cgccagactc
ggtcaccgcg
cgttgtcgtg
cacgacaccc
cactacaagt
ccgagatgta
cccgaggagg
tgtggtaaaa
gcggaattaa
cgtacgatac
tcgggtccgt
acgcggcgca
gagatggtgt
accacggaca
tgggccattc
cgacgttata
atatatcatc
aatacattga
agaagagccc
cgagggcagce
tgacaaacgt
gcgtcatgtt
cgtgcaccat
tcctcgactg
cacccgcccg
aaattcgaaa
tattcaatat
ttttattcct
tggggttcga
ttatcgacgc
gggtcgtccc
ccttttgagg
actcaataga
gctgaagcac

gacggtctgt



66241
66301
66361
66421
66481
66541
66601
66661
66721
66781
66841
66901
66961
67021
67081
67141
67201
67261
67321
67381
67441
67501
67561
67621
67681
67741
67801
67861
67921
67981
68041
68101
68161
68221
68281
68341
68401
68461
68521
68581
68641
68701
68761
68821

cgcacgacct
ttttcgagcg
tcacacgatc
tcatagaggt
gtgaggctgg
agaaccaact
cctgtcttct
gcccccectac
ttcattacga
aacaacttga
tggtccgcgg
aagtcgtcat
aggaagaagc
atcctccaaa
atgcactcga
accaacacgc
ttcattttat
gaacatgtgc
gcgctggttg
ggcaggagca
gagttggtca
tacgccatgg
agagacactg
cttgggaaca
cgcgcggtcet
aaccggtttg
accattgaag
gcactcatcg
atcatccggt
atattcatgc
ggggccatgg
aacagttaca
atcgacgacg
gtgacgacta
tataacgaac
cacggtcatt
tgcacactcg
atgaacttac
gaggagcacg
accccggtag
acgatacaga
cgtgattcga
ctcggtcgaa

gaataaaaac

gttgtagtga
cgagtggtgg
tatctctccg
cgttctgccc
tgatcaaccc
gcgcgaaaaa
cttgggcgat
tattacggcc
gttccttcat
ggagcctctc
cattctcttc
cgaagcaggt
tggtccagag
ataatctctt
tgtgtttcgt
tcaattttta
gtgaagacgg
ctaccccagc
agaagatgca
tgtcatacca
tggatcggtt
cagctcacta
atgtggtacc
cggtgatcga
ctgatttctt
cacagtttac
gtggactgtt
acaagttcgt
tttttatcgc
gctacctgga
acaccgccgce
tcgccaacag
cggaccagag
ccagtctatc
acaggctccc
gctacgttcg
ctggggccga
tactcaatcc
gcgccgagtt
atccggggcet
cgtggcaact
tggtgtattt
agtgaccggt

ctcattacag

cgagtcagtg
atcctgcttce
aagatggaca
accctcgceccce
agcgggctta
ccacgagaca
gtccagcaga
gacgatctcc
ggtcgtgtac
atcgcctgtce
aatcaacggc
gtttcgcgtg
cttgctgttt
cgggaaagcc
gccgatcagce
tacgaggtac
tctccagtct
gctggtttac
gatggagggg
gtacatgaac
cgtcgcggac
ctcgcggecga
atcggggttg
gttcaagaca
acacgtgtcg
accacagcgg
taacctcctg
tcagaccacg
gtgtctacga
cgatgaccca
ggacaagtat
gacgatcaaa
cgacggactg
taatcggtgce
actcgacagt
cttcgcaccc
ctataatctg
cgacttcatc
catctggaaa
cgacgggtat
caagacaccg
cgtgattgat
tactatcatg
ccacggcttg

atgatcactt
ggtacggcga
tcgcaaatgt
accgtcccgg
acggcgcgaa
tcacggggat
atctggagaa
ctctgaaatc
ttgtggctca
aagaagttct
tcgaaccgga
aaacctacgt
aattctatct
gacgcggtga
cccgggatgg
agtaaaacca
gtgaagccgg
ttcaagcatc
atctgtaccc
gggacgggta
tgtaaagagg
tacccgggtc
gcgctactcg
cccatgttca
aacccgacga
ttcttcaaag
ttcgactcga
gcatcgctcg
gcggggttca
tccacccggg
gcgctcctgg
caactgagcc
ggtaactgca
ataaagggac
tacgggagct
gtgaaggcat
acaatcccga
gagatgtgcg
atgatctcaa
atcgactgtg
gtggccggge
gacccatccg
tgttgttatt
tgtttccgeg

tcagctccag
tcaggaagat
acgacgaggg
tggtgaggcc
cgaacgtgtc
aggcgcgcegt
tttcggctcg
gatctctgaa
ggttggtctt
gattcacgat
caacgaatct
tggtgttcat
ctcagaataa
ttttcgatca
atgccagaga
tcgctacggce
ccgtgaggga
acaaggccga
tctttatcac
agcgcccggce
tcgaagccga
atctcgttgt
cggataaagg
acgggctgaa
acagtcacaa
ccgatggatt
ccaacatcag
acgccgagga
gagggaccat
aaacggttac
gagacttcct
ccgattacga
cgctgggcca
tggtatctct
atattcgcat
cgaccgccgce
aactcgggtc
aaaagaccag
tgacaaagct
tctggaggac
cggactatgg
catttaaaaa
aacattgtgt
atttttttaa

ccccctgaag
tgacttccct
gtcgaccagg
cggtagctcg
gacatccccg
gatcgtcgaa
ggatagtgcc
gtgattccat
gctggaaaat
ctccgcaccc
accggacctg
catgggcatc
cttcgggtta
tatgctcgtg
gcacatcata
gtccaccctc
caagcgcaac
gctggccaag
cggttataac
cgttccggtc
catgatgatg
catcaccacg
acccgagtat
ggatcacgat
gttgattctc
¢ggagggggyg
tcccttcegeg
gttactgggc
cttccgcagg
caagttcatg
ctcccagacg
ctgggatatc
gccatacatg
cgccaagatg
gcagactaca
cgtcgtggca
tgtgcagatc
gttctcggtc
acggaagaag
actctgctac
gttcaacgtc
tgtcttcacg
tgtgaccctt
agattgtctg



68881
68941
69001
69061
69121
69181
69241
69301
69361
69421
69481
69541
69601
69661
69721
69781
69841
69901
69961
70021
70081
70141
70201
70261
70321
70381
70441
70501
70561
70621
70681
70741
70801
70861
70921
70981
71041
71101
71161
71221
71281
71341
71401
71461

tcgttgatta
acaccacagg
ccgaaaaagc
gacgtggcgt
aatatatacg
ttcaacccac
actgagcatg
accgggaaac
ctgaaaacga
gggaaggcgce
gccgacgcac
ggtctgtgcg
accccgatca
cgcggccteg
accggttcga
tattaccagt
ttgcggttga
gtgacgaagg
ttgaaagagt
agcatggaaa
caataaagtt
agggaggggyg
cacaagttca
catgttatcg
tcctectett
attccatggt
acgctaccag
atcgccccag
actcggcatg
acagcttgat
ctatcccggg
acgcggtcat
ccacttctct
ctccgttcac
caaaatccct
ccaacagatg
ccgttagcetce
ttttcgggtt
ctccaccccce
ggatcatcac
cgagcatgtg
gcctattgtt
cctgattgaa
gtgcgagaac

tgtctctcac
tcccegtgga
tacagaccgg
acggggcaag
tgattccacc
agtattccga
agctctcagce
cggagcccgt
gcgagtccga
gcgccatacc
aatgcaaggg
acctcgggag
aacggctcgt
gctcgttcgce
aacacaggga
atgtcgatca
ccgtgtatgce
tgacctttcg
tgagcgtgta
acatacttgc
acactatctc
tggtaattta
ctttatttca
gttcatcaat
tcgctgtacc
agatctcgtg
gtagctatcg
atgccctttc
tttatactcc
ctcgtcgceccc
tatgttgatg
gaactccatc
cgcgtagggt
ggcgctatcc
gtgcacctgg
gaatagcttg
gcccgatgcece
caccagctta
atccctggtt
actctttgcc
cggccggttg
catcgcgagt
agccacggtc

ctcgacgatt

gaacaaaccc
aaagaatggg
tggtctcctg
aaataacggg
cacggtcctc
agacggtgtg
cgctgacctc
gaccagaaat
ggctggegeg
cctcggagac
cgcgaaaggc
gatcatgagt
gcgcgagage
gatcggggac
gacgataatc
cgtgggagac
ccacatggcc
gcaattcccc
tgtcaaggat
cctccacgat
attgactcat
tgtgtttttt
gatacattat
ctctgaattt
ggtgcctcga
taaacgtcct
tcacgcgcga
acgtccgtga
cactcagtgt
agtgcgtaca
aaacccggcc
gacacgccat
tcgaggttga
ctgtccagtc
aaccccggtce
aggatgttga
tcgaacgccc
cacaagtcta
ttcaggccct
attttgaaca
atggtaatcg
cccaggaatt
gcggtctgga

atcgacgaga

agttttggta
tatcatgtga
atagtcgaga
ttttttacac
ttgtcgaacc
cgactgggtt
tccgtgataa
atcgggaaga
cccgtacagt
tcatacgtct
gtcgccgcac
ctcatccgga
cagaaggttt
acgtcccgcet
ccgagcgaac
tacgtgatcg
agactcggac
gtcaacaacc
gccccecggttt
tcctgaactg
ctggtcacaa
aaggaagtgg
caactcatca
tcgtggcgag
ccggtgctgg
cgtacgtgac
ggctatcgct
tgggggttct

gatccgccgg
tggccgceccect

cgaatttttt
cgggtgtgat
taacgcactc
cccttcggaa
catcgccctce
tcgtgtggac
cgatgaggtc
gaatgagcgc
gtatcaattt
caccccgagce
ttcegtgggg
cacagacgcg
ctatcgagct
gttccatttc

ctttggtaaa
tggaactcac
aaataaccgt
tcggtacagc
ccgtgacgga
g9999tcggg
agaaattgat
tcgaggaagc
gcacccgctg
acaggatccc
tcgtaaccga
ccttttccac
tcttggaggg
tccccatcecce
tcatcgatta
accccgcgceg
gggagattca
acacggagct
ctgacacggt
ggcacatgcc
cgtgtgttct
aagagactct
agcttaaatt
atccaggtcg
catctcgggt
cgacccgagg
cgagtttgtc
catgtattcc
gatccccgcece
gctgtgggtg
aatggtcgtc
cacggacggg
gctggtgtcc
caactccgtg
gctgtacacg
attctgtgga
gttccataac
accgtccatg
cacgcgctcce
gtcgacctcg
accggcgacc
cgcgagaacyg
gggcaagaag

ccccagtgcec

cttttacggt
gctaaatata
caacgtggcg
cgaggctccc
cagggccctg
actactcggt
aaacgggtgt
ccacctgaga
taacgcgatg
cgtacatgct
atatgacagc
caccgcgccce
gggactctgc
cgtgacattc
catcgtccag
aacacaggca
gtgttcggtg
ggccagttgg
gggactcctg
cttacacttt
tttgaaaaag
catatgtata
caaattcata
tccgccgata
tgagccgcgt
ctctcgtgta
gcacacaggt
ctatacacgg
cgggccttge
aagcgagtac
gcgtggaacg
tctagacctc
acgggaatca
ctcagtcccg
cccttggtac
aggaaccata
tcggtgaaga
gttatttccc
cctcctegcea
aagtgtgggt
atctccagtt
gcacccgtct
accgaaatct

tcgagtctcg



71521
71581
71641
71701
71761
71821
71881
71941
72001
72061
72121
72181
72241
72301
72361
72421
72481
72541
72601
72661
72721
72781
72841
72901
72961
73021
73081
73141
73201
73261
73321
73381
73441
73501
73561
73621
73681
73741
73801
73861
73921
73981
74041
74101

ccctgttgag
cggtccacgg
cgtaggccag
atgtcgggta
tcgtgatgcecc
ggaacagtgt
cctctcceccectt
cgcgcagagce
gaatggaaat
tgttgttggt
ctcgcgcgat
tcccgatcgt
aaatttcaga
gaccgggtct
tgtataagat
tcacgaagag
tcatcgagca
cccgggtcag
tgctggcgtt
gtttattcct
ggtgtgggta
tgatgacccc
cgctctggtc
gaacgttgaa
agagctcgcc
cagcaaattt
agatgctgaa
atctggccac
acctgaagag
aattgctcgt
acgaggtgta
cggcgtggac
gatccaggag
tgaagatgaa
tctggttccc
tcgtgagcca
tgaagtcgcc
catattcttt
acatcgtgga
atggacccga
aacgggtcca
cggggtcctg
acctttcttc

ccaggccectg

cctcatcaga
cggtaaccac
atcgaggatc
atgtgccccg
accctccceceg
cgtcgcgagce
ggccgtgatt
gttcccaaag
gatcttgttc
gtaacccttg
cgtcttctgt
catcggcatg
cacgggcccg
ggtgtaattc
atacccgaat
ctccttcatc
aacgaacccc
gagtttctgt
ttttaacagt
ctggccgatc
gatcacggtc
gagcgcgacc
gagatggggg
cagctcgtct
cctgtgtacc
tcggaaaacc
gtccgggtcce
ggccgaaaag
catccctcca
ctcccaatcc
gaggacctcc
catccggtcc
gctccecgtcece
aaccacgtcg
gataaagagc
taacatgagc
ggttttcggg
agcatgtgtc
agttacacga
gtgtaagccg
catacctgtc
gagcacaggc
ttctcctctg

aacctcaaca

tactcctcca
atgtccaaga
ttgaaatggt
agcacactga
gtgagggtgt
tcggtcaggce
ttccgtgtge
ggatccaggg
gttccgtact
tctaacatgce
tggtcgctag
tacttgaacg
agcaggccca
acgagcatga
tccgtgaccg
ataaaggtgt
atcggaaatc
agcttaccat
atgttcttga
gacttatcga
gtcgccacgce
gatgctctca
tacccgtaaa
ggatcatacc
ctctgcagga
ggactgttac
acctgcgagc
accgtcaaga
tatgcgctta
accatgtcgg
ttggatatga
ttgtaccgaa
cgactgccgt
ctgctcagtg
tgctccatgt
ttcatgaggt
tcgaggaagt
agcttctcgg
ggagtgcggt
gttcgaggcg
ttaggaacgg
taccgaagtg
tgcgctacat
cggatgagat

ccgtctcatc
ccgccgtgat
ctcgggcgag
gaacgtcggt
agatcatagt
ccttccegtt
tcggctccgg
tgttagtgtt
tgttcgcggt
atttgaagtg
taaaccccac
acgtcgcggt
tgatgacact
tccgcecgtcectg
cctgtccaca
ccatgaagcg
tgtgcctgag
agatgctact
acagttcaat
ccgcggcecga
catcgagtat
cgtgatcgtc
gactcacgtt
tgaagaggag
agtcgatcac
tgggttcgaa
catcgacctc
gtgaaaactt
ccaccttcct
tgaggtcacg
gcaggaggtg
gattgttgtc
cgttccccca
tgcaccgcag
agcacatgta
tttgttgaaa
ccttcttcga
tgatgaagtt
ggcgattgta
ccactaaact
aattatcatg
ggtggagttg
cacagctgga

tgtggttttc

gtcgacgaaa
cgcgacccgg
cgagtgactc
gaggaattcg
ttgtatgagc
caagatggcc
gcccaggatg
ccacacaaac
ggcgtcccat
attctggatg
gtcgtccatg
gaagttggag
gttcgtgaac
cttccacctc
gcgcgtacac
cggggccatg
cgataacccc
gatgggttcg
cttgaggtcc
gatcccgata
actcggaggg
tagcgagacg
ttcaaaagcc
caactcgtgg
gggtgcccgce
gaatttagac
cttctcgcecat
ctcgtggttc
gtccacggcc
ctccctcectet
atggcatatg
gaggtcgtcc
cagatcggcc
¢gcagggggg
aacggaaccc
gggtttgagt
gaagaagagg
ccatcggaac
tgtatcctct
ataaaaaggt
gatagaaacg
tctgatgaca
agcgaggatg

ctcgtgacaa

tccggecggta
atggtatcag
ccggtgtgaa
ttgtgtcgac
tgctgtcgca
ttcacctgtc
atcgatctgt
ccggtatttt
tgggtcacgt
atgttatctt
aacatcacct
atctcgtcga
gtcttaccct
ggggccgtgt
cccatgtggt
tccggagatt
gggctgcgat
accgggatct
agggtgaaga
atcggagtca
gagcagttgg
cacttcttcc
cgaaaattgt
gccgggatgg
ccgcacgagt
aggcttatcc
cccatgaagt
cccgcgggta
cccatcttgt
aggtcgttgg
agtttcttca
ttgaagagta
ttgtccagcg
accgcggtgg
ttgaacgccc
gacttgaagc
aagaggggga
acttcactcg
tatttcggga
cattcgccac
ctgttctcta
cggacctcga
cgatcatgat

acctgaactt



74161
74221
74281
74341
74401
74461
74521
74581
74641
74701
74761
74821
74881
74941
75001
75061
75121
75181
75241
75301
75361
75421
75481
75541
75601
75661
75721
75781
75841
75901
75961
76021
76081
76141
76201
76261
76321
76381
76441
76501
76561
76621
76681
76741

catggcgcta
caccccgatt
ggactgtgac
taatagtgtc
ctttgacggg
acggtataaa
gggatacctc
tatcgagacg
caagagtgag
gggggtgacg
cgtgagcatt
ctatgtctac
cttgcatcta
cctggcgttce
attcgatatc
ccgctgcectge
atgggaggct
ggacatactg
ggccaagagc
gatgaaagac
gatgtacgtg
ccagctcatc
tgacatcaca
gtgtctgatc
accgatggag
cacccggggg
caggaacaag
gcttttcaca
gctgtttttc
ccccagtatg
caaccgtgtc
attcacgttg
cacgtccgat
ggcactcaag
gaagatctgt
cacacagggg
gggtcactct
ggacgagtcc
actgcgggag
gaccaagagg
cgatgacatg
ggacggagga
gcccttcage

tcacgtcgcecc

atccccacgg
tcgtacaggt
ctcttcgtgt
ctcggctcgt
aacacgccgg
acagacgtgt
atgtccctcc
atcgtgcacg
tttcggagca
ggacttcctc
tcactcgtcg
tacaatacga
gacgcaagca
atcaaccgtc
caggtcatcc
aaggggcatg
tttctctecgg
aaggccaact
acgatggcga
accgtgcaga
tgcaagagaa
atcaaaaagt
tacgataaac
tacaacctga
gagtacatct
gtcatgaact
gccaggctag
cccgagacca
gctcgaccaa
atgtgcgatc
ggggattaca
gtgctccgag
acctcgctat
caatcatcgg
acaaacaccc
cagcataaga
ctttttccca
gagacccaac
tatatgctga
actgacacgt
gtggagaagc
acatggtggg
tccgaactga

aagaagatgg

tgtacatcga
ctcccatcac
tcggcacgat
tgggcggtaa
tgctccagaa
atgctccgtg
ccgcgatcat
agaacgcgat
tggaggagtc
cgtcgcccett
tctgtaacta
aaaagatgga
ggatcaagtt
tgcgaaagtc
aacagcgact
acgacatccc
tgaaaccgca
acctcaagct
agatgtgtac
atttcaagag
aggagttcga
tcaagcccca
tggatggcta
tcgactctct
acagacagtt
tctgtgggtt
acgccgggat
tcccgaggag
cgcagtgttt
tcaacatctc
tggggtacga
tggatagaac
ctctgaagcg
ggtcggtggce
actacggggt
tcaaactcgt
attatgggga
tcgaggacat
agaagctcag
tcgtgcagag
tgcgactatt
tcgtcgaccc
tctgcaaact

tgagtatcgg

aaatcctggg
cgtcttcaat
ggcggcgcaa
tgtgtatacg
caatctgatg
ggagttctac
ccccaggtge
ggatcaagac
acaggtgcta
cgtgggcatt
ccacaagacc
gaatcccatg
cgaggcgtgt
ggtcaatgtc
gcgctattac
acatgagtgg
gttgttcaag
actcgaggga
catcaaagag
tcatggcttt
ggccaaggat
caaggcaacc
ctacagggcc
cctggtcatt
ggcatgttac
tattcagtcc
agtcatggcg
aggggggttc
cgaactgtgt
tcctgaaacc
ctggtccaag
cgaccccgaa
atatctccgg
agaataccac
ctctgagcac
caatgaattc
tacggatagt
ggtaaccctg
cgcggagcte
ttttctcteg
cagtcagggg
gctgacgggt
ggaatatgaa

ttcaacctat

attcggcagt
ggggatctga
aaggcgttca
tacggggatc
tgtagccacg
tatgatcaaa
aagcgcgaag
ctcaactgcc
atccagcgat
acccagaagc
ggtcccaaaa
gagatgatac
aagaatgagt
ctgtatgtgt
gccttcaaac
ggtaaggccc
gcgcagattc
atcgggtcgg
cgtatagact
ggatgtgata
ggctcgctca
ccgaagattc
ggtgggacca
cgcatagcca
aatatcgaca
accaaggtgg
acggattaca
gtgatggcac
ctggacttta
atcgtggaca
attgaccagg
aatcccaagc
ctccgaacgg
aaccgactac
acgtgttcgt
atcaagacgt
acgatgctgt
gaggacgaga
gtgaaccggg
gatgtcgaga
gaagtcatcg
atctggatgg
aacgcctcat

ctctttttta

tgatcgcctc
agaagtggat
ttaaggctgg
acgtttcgaa
tgtactatac
agagggatca
gggccttcga
agaagttctt
tcagggaggce
ttcacgagat
agaaagagta
ccgtggaaca
tctatatgct
acaacgcgca
agcgggcgcec
tgatggaaaa
tcatgggaca
tgctggccca
cctacaggaa
tcattgacat
acaccgtcgce
acaagatgga
agatagcgga
agaacctcaa
cggccgcgca
tggaggtatc
tccgtaactc
cgctcaccgg
ccagcatgta
gcgacaagac
ggtttgaaaa
tcgtccgcecca
aacataagag
agaacgaaat
tgatgataac
taaacagaac
accacccatc
tgcgggcaga
tcaaggaaaa
ccgttctett
aacccttcaa
attgttctac
ccattggctg

aaaaaatatc



76801
76861
76921
76981
77041
77101
77161
77221
77281
77341
77401
77461
77521
77581
77641
77701
77761
77821
77881
77941
78001
78061
78121
78181
78241
78301
78361
78421
78481
78541
78601
78661
78721
78781
78841
78901
78961
79021
79081
79141
79201
79261
79321
79381

tctttatcat
ctattttcca
aaataaagaa
taacgaatga
tggaggccct
tctctgagcecc
ttccacatag
tcgtctacgt
tggcagacgg
tatcgtttga
ccaacagcat
tcacaaacta
agcggaagac
aagaatggat
gattggagcg
tcacaccacc
accatgtgga
accgcgccat
agagcgtgat
tgagcgctgc
acaacttgga
agggcgtacc
aaatgacggc
agctgtcgag
tcccteegtt
cacacaagat
ctcacgacct
cgggggccca
cgagcacgca
tcattgaaaa
gtctgtgata
ccgtgaccat
gtagttccac
atcagcacct
atcttcgatt
taagaacatg
ccagcatgaa
cgtgctcccg
ggagtaaccg
cactgccgca
ttccaggtcc
cgtgatgatg
ggcaaaatat

gtagatgaga

gttcgagtat
gtatctctct
gcggggcatg
tttcatggat
gaagcccgtce
gccggtatat
agtgactgcc
agatcttcac
gtgcgctcta
gaccatcgcc
cgttttctac
cgaactcttc
cacgatacag
aaaacaagac
aatgataatg
caagtacacg
caaacactac
gcccacgacg
ttccagggtc
gggaaacaag
tatatcgttt
ggggttgcag
gttgctaccc
cagtaaaacc
ggtcacgtcg
atacatagca
cgggccccag
gctgcgagag
ttgtgcgggg
gatgtacagg
caagttgtgg
attcaatgac
tttctcatac
ccctcttegt
attgtcccca
tatagtatga
ccgaccgccg
gtccataacc
cactttgcga
tgtgcggcgt
tggaccagcg
aacacgaaaa
gacatcgaac

aacaccagta

ggagaatgtg
ctcgtacacg
accgggttca
ttgattttca
acgtgggcca
gaaaatggca
gtgacccgac
gaatccacct
aaccacattt
atgttcagag
gagaggatcc
accggtaaaa
gccattgtca
cctgccatgg
gattatttcg
gtatcgggcg
ctgaacgaca
tgctacatcc
gtgagaatga
ctctttcaca
aagtataacc
tatggaaacc
cggataggac
ctgtgtctgce
ttgaacgatg
acggccatgt
actggcacgg
tggttcatag
tgtgccgatt
gtgaatgggg
ttttttgagt
acggtagtat
cgggaatggt
ccagctctcc
acctccttet
acatgacaag
tcagcattcg
tcctggtgcg
tgtcggtgtg
tggtaaaatt
tgttcgcgtc
tgaagctcat
ccgaaagagg

tcacgaggag

tgccgacact
agctaaacaa
agagttcccg
atggcggtgce
aactatcggc
tatgtctcaa
tccecgtgecce
ccgggaagtc
tttcatctgc
cattcttcgt
ccagactcaa
aactcaagat
aagaagacaa
ccatgttcag
gatccggtct
agagatcgcg
attccaagtt
acgatgacat
ttcaagatac
tgttcttcaa
ccctcegtcecga
cggagcagat
acatggtgga
ttttaccgaa
atacggggaa
tgcacatcct
gcgtcgtggg
acctgcagaa
tttggttgac
gtgtgtttgt
tgtttattta
gatacagtcg
ggacccgggt
gtcttcatac
gcggagggcyg
cagaataact
gggtatgccg
actctcgagg
aggtgcggta
cgtgtccgeg
cgcgcacgtg
tatcccgaat
tgcctcgatg

aaagttcaca

gatggttccc
cggggagatc
atttggagcc
ccttgtgaaa
gccggcagac
catgaactcc
agatatcaaa
ctcggtgcett
taacgtcctt
gggggcggga
gcccgagttt
accgttcgtg
gaaacagatc
gcggtacccg
caaatgcacg
acacagtatc
tctcgcccac
tgatgtgaag
ccaggttcgt
ccagttaccc
tcacgcgcta
ttacacggac
gtttatggag
aattgcccga
cgccatgttg
ccacggtgag
ggaacctccg
gacactcgcc
ccacgggtcc
caggaaaata
catataaggg
gctcacgccc
gggatggcat
gaggtcaggg

cggatgacca
gggaccacct
gcctcggtca
ctcatcagga
cagttcgtga
aagctggtgt
atcctcagga
atgtacttta
tgtttcagtt

ccgagcgcga

cttcccacct
attaacacta
acggagagta
acgggtcatc
attctccatt
attactctga
ggaggagaac
gtgctcgtct
caccgggagc
ttcctcgatc
ctctccaaga
acgctacata
gactacccgg
atcgacctga
ctggccacgt
gtcatcaaga
gtggtcatgg
gccatgatac
ctacaggagc
cccgagatga
cagggccaga
atgataactg
tggtctcagg
gacctcaacg
atagcattcg
aacctggaga
aagcattgca
ctcgacgccc
gatcccaact
aagaaaatat
tatttgacac
gggcaggtgt
agagaaggtt
ggaggtgttc
tccacaggtg
ctttggtcat
gaccgcccga
ggtgtacacc
gcagcccgcet
tgctcagtag
tactgaacac
gaacaggatg
ttatgagcag

cgaaaacgat



79441
79501
79561
79621
79681
79741
79801
79861
79921
79981
80041
80101
80161
80221
80281
80341
80401
80461
80521
80581
80641
80701
80761
80821
80881
80941
81001
81061
81121
81181
81241
81301
81361
81421
81481
81541
81601
81661
81721
81781
81841
81901
81961
82021

catcagtgtg
gagcctgtgce
cattataacg
cttggtgagt
ggacagaccc
cttctcgtta
ggtgtgtcga
cgagccccca
cggtgagggt
tctcgttcect
gcatgttggc
gcgtggaacc
cggccgtggg
tggccatgga
gaatcacacc
actgtcccaa
acctcgtggg
agaacagcgt
ggtttttatt
ttgtgagtcc
gacggatgat
tgaccgcggce
ggacggacaa
gggccaccga
cgaagaaccg
ggcccaaaag
gatcgtcgat
agtctttaca
aagccagtaa
ggggacggga
acccagtcga
gaggggtaag
cgcctcgggg
tagttcgtgc
ggggatcatc
cggggcgtca
ctccgtcagg
gaatggggtc
gcataacatg
acctctgaag
ggacacgacg
ggaatcgacg
taacaggatc

gaagaccctc

tcctgecgegg
ggggtcgaga
tagagtagca
tggtgatacg
tccagttgct
tacacgtctc
gctcctcgag
tgtcaccacg
cgtgccecggg
ctaccacgac
ggtcatactc
gttcaccatg
aacgatattc
cgggatcccc
gatccggggce
gtgcggggcece
tttcgacagc
tctccecgatce
tggactgatg
ggctgggagg
ctcggccttt
ggccatgaca
cgtgtccata
tgatgccgeg
cgctgttgcg
ttccacgtga
gtgcgatcgc
tgaataaaat
caggactccg
gtaggttcga
tcaacgtgcg
tctcgtgtta
agtatctcgt
atcttattga
atcgtgcgac
gtgtcgccca
gcgtccgtga
gaccgcatga
cgctcgttaa
tatactttct
agggagtccg
aacaaactcg
aatctgctcg

gacgagctcc

tgttgaagtg
accctaccag
ccagcgtcac
ccttctgtat
tcagggcgtt
gggtcgtcac
atgcccatcg
cggggtgtga
aaaggggtgg
atttcccgaa
ccgatcgata
ggaggcttca
gataggatca
ccgctcgcecca
ggtctgctcg
cagtacgcca
actgataata
gcggtactga
tatccacatc
gtcgtccagce
ccgttcctcecg
tacgtgatca
gaggtgttca
¢ggcgggaga
gaccccgagg
aatcacccgce
gcatgtaacc
ccatgagcgc
cgtacatttc
cacacgcgta
tgaacgggtc
ggcgatcgag
gattgaggat
ggatgggata
cgctcaggtg
ggtgcacccg
ccatcacgag
aaaagtcgag
aggcggcatc
caggccagat
agtcggtcat
gttatcaatg
tggccagcca

gtgatccggt

tttcagctga
gtctatcacc
ataggcgaag
cacctcggcc
cttcagaacg
cctttaacat
aaaccatcaa
cggagggggt
tgagcagggt
tttccgcggg
aagtcgagga
gagaagcgtg
tgaaagatat
aggggctgtg
tgggagagat
ctcgtaaatc
cgtgcgtcct
aaaaatacaa
tcagacaata
tgtttaacgt
gagagtactg
aagccccgtt
gtcaatccaa
tggaacgaac
attcaccccc
ggtcaactcg
catgagttca
tatcatgttg
actcatgtgc
catcacgacc
gctcctgggce
gaggtcgtgg
cgagatcttc
ctgtccgttc
gttgatgtgc
gttgatcgcc
cccgaattct
accgaatttc
gtcgagtagc
gaatttcata
ggctcgcgeg
tcttcagcac
ggcgatcaaa

caaacgcgcc

gcctggtcca
gaactggtga
acgagcctgg
gtgcccacgg
gggagacctt
gatgattttg
cggggactgg
tgcgctgcte
cgatcgagcg
cacgtgcgaa
gtacgtggceg
tagggccctg
attcaatagg
tttcgtccta
cccgaaggcg
tcggttcgtt
gatagaggtc
cacgcagacc
tacgaaatca
gcggtctccg
tccacagatg
cgtcgcggcet
caaactcccce
caggaaggcc
aggaaaaaga
aagaggaacg
ttcgttgttg
cgaggtgtct
tcccacaggt
tcccecectgg
ccgtcctegt
gtctgctcgt
cccgtggcga
ttggggcccg
cgtgtgatct
cgccatatac
gtgagccaga
aatagggtta
ggtatagacc
tcggagttcc
acggagatca
gagttggtcg
gaccgcgtgg
atgaaactgt

cgaagggcgg
ggatcagcat
ccgcttgtag
aggctgcctt
tgccgaccat
tcaaaggccc
cggttcaagg
cacatgaact
aatgatttcc
cccagagaga
aaatttcggc
aaattctccg
tccccgaccce
aaatctagag
tgcggcgacc
acggaaatcg
aagacgtaca
tggatcaatt
ctgatcgcgg
ccgatcacga
agacggatga
catgtcacgg
ccgaataagt
cggtaccgtg
ctcagacgag
ccagaatgtc
tactgtaccc
ccctctgtaa
ccacgctccg
cccgtagcett
actcgaggaa
gtaacagggc
atagcgtgaa
agtaaatact
cagccacggt
gcatcgcgta
atgattttag
aatcatcctg
tgtgcgtaca
tgtccacggt
tcaccggggce
acgggttctt
ccagggcgga
gggggatcgg



82081
82141
82201
82261
82321
82381
82441
82501
82561
82621
82681
82741
82801
82861
82921
82981
83041
83101
83161
83221
83281
83341
83401
83461
83521
83581
83641
83701
83761
83821
83881
83941
84001
84061
84121
84181
84241
84301
84361
84421
84481
84541
84601
84661

ttcggacgcc
gcgcaaactc
cggtgggatg
cgcggccaac
cgggctggcece
tcgcgagata
gcgacaatgc
ggacatcgag
ggtcgaactc
cgtgacgata
aacgacccgg
ttctttgatc
tcgtcgecga
cgaccgttga
tggggagccg
gagcgcaaca
gcgaagctaa
agacagcgac
ggaagggtgt
accatctcgg
acctcgagcg
agttcagccg
tcaagacgaa
ccgccgagcece
tcaactcgcg
taacgttcca
tctcacttcc
tgagccacga
cacccggggce
acattgacag
agatctttgt
acaagaatcg
tctccgececeg
cggcggattt
acacggtcac
gcaggaacaa
gggcgtttga
agatgaatat
agtatatttt
acgcgagtga
ctaccatctg
cctggatgac
tttccgtcat

cccatgtcat

gtctcccgaa
cggagattct
aggctcgagg
caattcagag
acccccgata
aatcggatct
gggaaaacca
atcgtggtcc
gttctccacg
aaggggacaa
gttcacttct
aatagggatg
tgcgcgtgat
tttacaaccg
tctcgttgaa
aattgacacg
tgttccgtcg
ctggtctgcg
cgacatcgca
gcccgttcecce
ggagtatggg
tcctcecgtcectg
cgaggtatcg
cgctaccggt
cgtgaacatc
tcaactcatc
cccgagaaac
gggggtattc
atactcggag
gaaattttcg
cgcgttectc
gataggggag
cttcacgtgg
cacgggagtg
caatgatggg
gagttgtagg
gtatatcaag
cgggatttca
cggggcactg
aaatatcaca
gggagacctc
cagggatcgg
tgtgaccaac

ccccgagggg

tggagaccga
gcgacatgat
tcttccaggt
acgatctctt
ttgtcgecgtt
ttgacgagta
caatcatggt
aggcccagca
agatccagca
ccgagacccg
tatcatccag
tacgttgtcg
gatgcggtaa
gtcacactgg
aattccgatt
gttgatcggt
ctgttggaga
atatacacga
tttcaccaca
atcgatgtct
ctgagcatct
gggaaggtgc
gacgctgagt
gcgatggacc
ccgaaagctg
aagtactgcc
gcactcccgce
cagtatgtga
gtttttctgg
ggactcttgg
cacagggccg
gtggccgtgt
tttccecgett
tttcaggagc
gttagcacga
ctcccgaact
tcgtataacg
aggagcccgg
gcceggtteg
gtggagaagg
aagatttccc
ttctgcctgg
aggcgcatct
ggcttccteg

gtgcgaaagg
aacatcggtc
ggagctcatg
caagtacaag
caacccgttc
cgggaagaat
catcctcctce
caagacgatg
ctcccecgtgg
agagtttatc
ccccaacgtg
tgtcggtcga
ttaagcacgc
gcgccgtttt
tccattggat
ggatcgcact
atatgctttt
tggagagcgc
ttatcttcag
ttgagaagtg
acaacctcga
tgctcaaacg
tactggctat
tatcatcact
gatcctttca
tgaacgatga
acgttccgat
taacagatta
agggacagat
atcccatggg
tcgagaagtt
tcgtccggeg
atgaattgtg
tcctgatgga
gagtgtgtgc
ccacgaagat
cactggtgaa
tggcgttcga
cctcecgcegga
atcacatcga
cgacgaccag
tgcataacag
accccaagtg

atgtcgtcga

gtgtgcagag
ttcaacctga
cgagggtttt
cacatcatcc
tgtccatcga
tacacactcg
gcggccatga
tgcgagacgc
tacccggagg
tacgatccag
agtatcgttc
gccgttgctg
tataaggggg
ctttactcgce
cgtgaagctc
cgcggggtgt
tctagggtte
gatctacaac
gaggttttgc
gatacccgac
cgacaagagg
ctggctggcg
ctgtgaccct
ggaggaattg
tcgggtgact
tccggacgac
cctcctgatg
taaatcgatg
tgtcaccgtt
ggccatagac
tttcaatttt
cgcggcgctce
cttccagaat
ggaggacagt
catcgatgct
ggaggccggyg
gtccaaccgc
tcgtccatcg
agtcacgtat
caacgcgtat
tggatcggtg
gattcatcac

cttccaccca

ggtcgccggt

acccgggtga
tgagggatcg
ttatcgggat
tcgacctcct
tggacaccgg
cgctcgcecccce
taagctactt
tctacgatcg
aaaaccgaat
cttataaagg
acttattaca
gcgtggtgtg
tggatatgcg
attccctcag
ccgattgatg
acggggggcyg
gagccggaga
cacctgctac
gatcaactgg
gccctcectceca
aactttacca
gataacatga
gacgtgaccc
atcatgacgc
ctgcggaggg
ctcagtgtcg
gacgactcca
gagaccgttc
ctcaattttg
aacatctgtg
aaccgggtgg
cccggtaaat
atccgcgagg
tttttcgtgt
cagccctttt
gagtttcgcg
ggctactcta
ctgggtccac
aatagtagcc
aaactcctct
aggctcactc
aaggccggcg
gacccgecctg

aaacctcgag



84721
84781
84841
84901
84961
85021
85081
85141
85201
85261
85321
85381
85441
85501
85561
85621
85681
85741
85801
85861
85921
85981
86041
86101
86161
86221
86281
86341
86401
86461
86521
86581
86641
86701
86761
86821
86881
86941
87001
87061
87121
87181
87241
87301

ccagagtcgg
ctcagatcgg
aacgtcctgg
acatacttgg
gttgacgagg
gggtatgcca
atggtgctcc
gtgttgtgca
atcctttgceg
gccgaggtta
cacgaacgcg
ttgacaacga
gaaacgtgtg
gaggtgaaca
gaactcttca
tcggatggac
ctcaggacgg
gcggtcccac
ttcttcaagc
caactgaatc
cccataacca
aatatatgta
ccggatctca
ttcaaacacg
ctcctcgaca
cttgacaatg
atttgggaca
gtgcacacat
cactcaataa
tcgtagtgac
gccactagtt
ccccgcagta
aagttgtcga
tttcggatat
gcgatgaaac
aggcccatgg
ttgatgatca
tcgacatcgg
tacgtgtata
gtttcccgeg
gctgcgggtg
gattctttgt
cgcgtatggt
ggcgagceega

attctgtgga
cgacgctgga
tattgtacga
ccctgatgac
gggtcctcgg
cgggcgatga
tggcgecggtt
tgtacgagtc
atcatttcac
cggccgtggt
tggcccgtgg
gaaagaatgg
ccatggacag
atatgatcaa
atgtttttgt
tcggtgattg
ctgtggacaa
cggtgtacag
acatggaatc
aggtggacct
cgaatgccga
cctttatatt
acatcgatga
ataacggtga
cgtacgacca
gacgaatgtg
tttttacaaa
ctcatgaaat
aatcctttaa
tattggtgaa
tcaccaatcg
gctggaagaa
tctcggtcag
catccagtaa
gtagtgtgtt
agtagagtgt
cggctgacga
tgcccgcacc
gtatccggta
taccgccgtt
tggtgacata
atagataacg
cacccccggg

tcgaatcact

cagtgagtgg
gggtgaggat
aaaaatgaaa
actcggaatt
gatgtttcga
cgcgttgatc
tccecgtcata
cgatcactca
cgaagcgagt
aaagaagacg
ggataacgtc
ctccataaat
gatggaatca
tcgtctgacc
ccatgcccac
gaagggccgt
gaacttgctg
gtataatcac
aattgggttc
gagagaagtg
aaatttcaat
catccacaat
gctcccggac
gacgcggagt
attgttatcc
aagatctaca
caaatagatc
accatgctat
ataactatct
aaggatgatg
cccccectatt
tgatatcagg
tatgaggtct
ctcctttttg
gtagagacag
gttctccaac
gacggggacyg
ggtactttcg
cttctcggcg
atccgccact
ctcggtaaac
atccagttcc
atcggcaccg

cggggggtcce

gtcttcggga
ctggaggggg
tccaccaaga
tttgattttg
ttcaatcgca
gaggggctcc
cccgctcage
ctggccacgg
gtgacagcgg
acccagatag
cgcgagttgg
aactttacaa
tcactggttg
aacccaaaaa
catcggcgca
gccgcgceaca
acgacgatca
aaatataata
accaacgaag
gtcggtcagg
agattgaccg
aagacgataa
gggctgtacc
ggagtgtggt
accggagtta
gactttattg
acatgaaaat
atgattgcgc
ggtatcattg
tactcggggg
ttatcccacg
tcaccggagc
ctctcggceccg
aaatcgatgg
ttgccgtctc
cgtgtgaact
ttggccagga
accagagccg
accgtgtatg
ggtggcgtga
agttcgtcta
gcgcctctceca
agttgcacct
aacgcggggg

aatatcgctt
gtatacccca
gtgaattatc
atcggtcgct
tgctcacgcg
tcgatacgtg
tcatcgactc
cggacacgcg
ggggtgaccc
acctcagtct
ccgtgaagag
aggcgctgaa
agttccagaa
acctaaacat
agaccatccg
tgttgttcct
tcaccgagtt
tgcacgcgca
gcatcacggc
actacaggtc
agttattctg
agcttcacca
tcttcaatgg
cctcggagag
ttggctgagt
gtgttgaacc
gattatagtg
ttaaaaacaa
tgtcttctgt
ggatgccttc
acacaacggt
catacacgtt
ggtcctggtt
cggactcccc
cgggaatgta
ggtcctcctce
cacgggctga
cgagttcatc
ggcatttttc
cgaccggacc
tcacgctgat
ggtccgcaac
cctccgecge

ggatatcgga

actgggcgcc
ggaacttttg
gggatttgta
gaagagattg
tgtctttttce
gtttgcgttc
caacttctgc
tttcaagaca
ctgtgattct
ggatgacttc
agataccacg
cagagcgcgt
gaaactccgg
ctttgccgcet
agaacgacta
cacgaccaaa
ttatgccgeg
ccgcgtcatce
gttccagtat
ggacatcatc
ggtgattgct
cggagacgca
atccgttggce
aaccctggac
caataatgga
cattgacgtt
tagaatctct
tgatcttttc
cacgagtggt
ctggttggtc
caccccgacg
gggtccggece
tcgtacatac
gtcggcgccecc
gacacgtttg
cagtgactcg
aaccctgcgce
ctgctcceceg
acgcgggtgg
cgacggtggce
cagtgattcc
¢gggggcgcyg
accttcaccg

gatggtcgcg



87361
87421
87481
87541
87601
87661
87721
87781
87841
87901
87961
88021
88081
88141
88201
88261
88321
88381
88441
88501
88561
88621
88681
88741
88801
88861
88921
88981
89041
89101
89161
89221
89281
89341
89401
89461
89521
89581
89641
89701
89761
89821
89881
89941

accgggttgg
tcgtcgagceg
tattcactac
ctcagtctct
aggattagtc
cceggggege
gtgcccgtceg
ggcaggtccc
tcccggggta
ggtagatccg
tacgccgcgg
tccagtttat
gagtcgaccg
accgggaaca
tcgtccagtc
tccaccttgg
aagcggccac
tcgaggcgaa
gcggactcgt
accgtgtact
acggaggcgg
tcggaaagtt
ttcgggagtc
ttgacgatgc
tcgtccagtg
agcgcacctg
gggtcgagga
aaccacacgt
agcgagtcga
aacccgagaa
tccatgacga
aatgcgagac
atggtctcga
gaccgagatg
aaaatcggga
ggtacggacg
gatgctcgcc
aggaacgggg
g9g9aaggggyg
ccggtggcac
aacgaaaccg
atcttctcct
actatgtcgt
gttatcctgt

tggaaatgcg
tcgatgacgt
tgtcactctc
ccttgagggc
gctccgactt
tcatgggttc
agtcttcgga
ggggtaggtc
ggtccggggg
gctcctcgta
ggggcaggtc
cgaggtcatg
aggtctggag
taccgccggt
gtttgagcat
ggaacgcccg
cgatcaacag
ccttctcatc
cgtccgaatc
ccgggtatgce
acggggtgat
tccgceccggac
gtctgaacgc
cgatgacgtg
cgccgtaatc
ttgtggtcac
actccggctc
accagaccac
ggccgtcegt
tctgaacagg
gccggaaaat
attgtcccat
gcgtgcggat
ggagcccgag
tgaaataacc
ccgcgcgctce
cgtgaggtac
atctggtgat
ggttggtccg
tggtgatgac
agtctctacc
ccaacccaga
ggaataggcc

tacgagtacc

gacccattcg
cgccecgtteg
ggagtccgaa
atcgcttggt
aaaacccctg
¢gggggggac
tgactccgcce
cgggggtaga
tagatccggce
cgccccgggg

caggggtaga
gctcacggga

gagatcagcg
ctcgaccata
atccccggat
gggtaccggc
atcgttccge
gcggtcaccg
atccgataat
ctcgggatgce
cgggcccacyg
cgcctcgatc
atacgggagc
aacggggata
gacgctcacc
gtaattccac
ggtggccgtg
cctgcccage
gtcatcgaag
cgcggagtca
cttcagcgca
gaagacccgce
gttggatctg
cgtggaccag
gcgcgagaaa
cctcaggaca
ctcgatttct
gggtggatgg
cacggtcacg
cgaacagtcg
atggtagctg
gaccgctctc
ggcgggtagg
acgtggtatc

ttgaaactat
gtccggccat
cccgagtcegt
cgcgggatgce
accccggtgg
actaccggaa
cgtggagccg
tccggctcect
tcctcgtacg
ggtaggtcca
tccggctcect
tcggcgectg
ggtggcggtg
tgtgtcgtct
ctcttctctg
tggcgaatca
acggtggcct
atccacgatg
gagtccccat
ttcatcacgt
tacggtgggt
atatcgatgg
tgggcgctca
ttgagggtct
gacagccgct
tcaccgagtc
gtcatgtaca
gccgacaatt
gcgagcaatg
ccacgcgcgt
tatagttctt
tctttcgggt
gacagcacgt
aaggcgtaga
ctgtgttcgt
accatccggg
tggtcgtaca
ggggcatacg
agaccgaacg
cgcacggcgg
ttttgggtct
ggtggaagcc
tgtgtggcga
gggacggagg

gcgtcatccg
catcgctatc
acatctgggt
tgctcattat
tgccggtcge
gagacccgtce
gctcctcgta
cgtacgccgce
ccecgggggyg
ggggtagatc
cgtacgccgce
gagcgatcga
ggagagtttc
tggccaccag
cttcggccat
ccggtggacc
ccatctccct
cgggtgtgga
ctgtcccgtt
gaatgtactt
tgacacacga
ggtgtcggac
ggatcgggaa
ccccgaatcce
cgatgttatc
ggtacgtgcc
gggggaacaa
cgtcgtatgt
ctgcgcagat
acatggggag
ccccggttte
gaaatggaac
ggaagatgta
tcgacttgta
gcagcgtatt
gggagaagtg
catccctcac
tgacgagctt
tcgtgacggg
cgttctctag
tccaaaagag
cgatgcccag
gcgccttctg
tttccagtac

ttccacctca
gctgttatcg
gcgccttgtg
tttacgggga
gggctcacct
cgcgccggta
cgccgcgggyg
g9999g9cagg
caggtcccgg
cagctcctcg
g9999g9cagg
tcgagactcg
gagatcggta
atcgtacaca
cagggacaca
ggtgtgagtg
gagtcgcgcecc
tgtgggctca
tgatgcctcg
accggtcggt
cccgaacctc
gacgctctta
aatgaactgg
ctttgttttc
accggggtat
ctcgaacatc
cgtggtcagt
atccatatcc
gttcacgatg
gacgccgcgce
tcgcacgtag
cggatcggga

cagggggtgce
ctctcggaga

cgttagcacg
tctcgggcecc
gcgtgcacat
ggagagcttc
cgccgtttte
ggctcccctg
gtcgatgccc
accgactatc
caactctaaa

ccactcgatc



90001
90061
90121
90181
90241
90301
90361
90421
90481
90541
90601
90661
90721
90781
90841
90901
90961
91021
91081
91141
91201
91261
91321
91381
91441
91501
91561
91621
91681
91741
91801
91861
91921
91981
92041
92101
92161
92221
92281
92341
92401
92461
92521
92581

aacaggtcgg
ttcacctccg
ggtccgacca
tatagcgctc
tccacggaat
tgcaccgcgt
tgcatgtaca
tccgtgtagg
gacgagacga
atgtggctca
tcatcgcaca
tttatttcca
tatccagtcg
cattcaccaa
ataacttggc
ccacgagctg
gatctttcat
cgtacttcca
gacccaggtt
gggaccgttg
tcacgagaag
gggtacggag
cgtggcatga
attgcaggtt
gccccatgte
cgaagacggc
tggagcgatt
ccggttceccte
gtggttcctc
tcggtctccce
cgagcatttt
aggaaacgtc
acgatgaggt
ccgatcgtcg
tatcagttcc
gggttctcag
gcagggggtg
caataacatt
ttttcctgcet
tcaacacggc
tggttttata
ttttcctcga
tcgggagtgt

atctcacgat

ctaccaccct
gggtcgcgcea
caccgatggc
cgccgagcac
aactacccag
ctctcacgag
ttatgcacgc
gctgttccac
cggtgtcatc
tgaccccgag
ccgcggtcegg
tttatccagc
ctctttcaag
tagctgatga
acgttccacc
ggaggtctgc
atcataacca
cagctgcgcecc
cacggtgagg
cttctgggat
tttgatctgg
cgcgctggac
atcgacgtcc
gtgcatcaat
acggaccgga
gccgtcgtga
ccggggtatg
cacctgctcc
cagctggtcc
cgttggtctc
attaaagagg
gaacgcgttc
ttcggectctg
attactgcga
cgaaccgaac
tgtcgagatc
gattcacgag
ggggatcgtt
cctgacgacg
cggggtgacc
cgacgacatc
ctgtacgggg
accggattgg

gaacctgacc

ctgggggagc
cggaccggcc
gcatttgggg
tatctggggt
tatcatatcc
ggggttcgeg

ttcgggggtt
gatcttatac

ctctagcgcc
cgcaccgtcc
gtcgaggtct
aggtccctgt
accttgtttt
tccaacttga
ccggtgatgg
tcgaacggcc
cccttggcgg
atcttgtaca
ggctggtcegg
tcggtcaggce
gggtgatcga
acggtcatca
ttctcggaga
ctgtccacat
cgccccegtt
gagggtgggg
ggtatgcgtc
cccctcggge
tccgececggte
tcctcectgget
ttcaaatcca
aacgtgatgg
acactcgaca
cactttggtg
tctgtcgtga
atcacagcgg
acgacatgcg
gatttcgtgt
gatcccgggg
ggtgccaaga
tacagcctgt
atgacacagg
cgatacacgc

acattggaga

tcgtattccce
ggttgtgcgg
tatagcgcat
gccacggggt
cggtgtaatc
ggtgcatgac
ctcaggcccc
¢gagggggcyg
gtcgtgacgg
atggtggccc
gtgatgctcg
tttgtaactt
cctcttttaa
ggtagcggcet
tgagatcgtc
tctcgactcg
ccgcggagaa
gggtgctctt
tcccgtcgat
acacgttcac
tccgtttgat
aggccccgac
cttttaccgce
cggtggatat
tctggaaaac
acgagtctgc
gaggatgttc
ccccgattgg
gcgggegeac
gtgttgttgg
agtcataaac
aatccattgt
atctccceccta
ggctgacaga
aaccgtggtt
gaaccgtggt
ttaccgagcc
ccaggtccat
aggggatagg
tctcacgaga
ttcatttaac
cggaattgga
cgcggaagat
cgtgggattc

tcgcgacgtt
tgtccaccca
tccgggaatg
cgagacgcgt
cgaggttcag
ttatgatctt
tgaggtaacc
ccgtgacgat
tctcgctcaa
ggaggtagat
tgaggctttc
acggacctgt
tatatatcct
gatcagcgtg
gatcgaatcg
gagccggcegyg
tcgctcccac
gaggcgatcg
atacacattg
gaaatcgttc
gtcggggacc
gtactttcgc
ccgcgattcet
atcgtaggag
ggtgggtcga
agataggaac
gggctccacc
gtccttcacc
cctccgtetg
tttgggcgcce
gaactctcca
ttatgatagt
cacccgtaaa
cgtcacaccc
aatatttcct
gaacaaggat
gtcgctccce
tgtcgctagt
gtttaaacga
ggtgatcacg
ggcgagtctc
gcggttcgeg
cctgatctceg
cagtgacctg

gagtatatcg
ctggttgaac
taggatgcgg
gtatatatcg
gttcatggac
gttgatgtag
cttgtccgecg
cgcatatcgce
cacgggcttg
attggggtgg
gattgcagcg
acctgtaaac
tccgtgaget
aaccaatccg
agtaggtagt
gcctcgatca
attttcgtct
ttccgatcca
gtcaccccca
cgggatgcgt
atgaccataa
tcacaggcct
ttcaccatgg
acccgcaccg
tccctgaaat
ctgtgccgcg
ggttcctcca
agttcctcca
ggaacgggga
gggtcccccecc
gtgtaagctg
gatttctctg
agaattatat
ggtatcacgc
gtcgagaaag
ctggtggacg
agtgtcaaca
ggatcggaga
atgccatgta
gatgccceccg
ccccgggatg
ggtttgcatc
ccgccgcecact

ttaccacccg



92641
92701
92761
92821
92881
92941
93001
93061
93121
93181
93241
93301
93361
93421
93481
93541
93601
93661
93721
93781
93841
93901
93961
94021
94081
94141
94201
94261
94321
94381
94441
94501
94561
94621
94681
94741
94801
94861
94921
94981
95041
95101
95161
95221

agcccggttt
acgactgcat
atgtcttctt
caccatatcc
ggacagaggc
aacccctcta
cgtgtgtcac
tcttgcatct
ggaaatttcg
tcccagcacc
gctttcgcecct
gcatgtcccc
gtttaccccc
tgaccgcgcg
cgttgagcat
tagatggagg
agtgggccga
tgatcgecctt
acgtattcat
cccegggtece
tacagcaact
ccacgggctg
cgtgtctaat
ggaaatgtta
tggccacgag
cctcggceccac
ccatattcaa
tgatggaaaa
tcacggggat
gtagagaatt
tcgcgtggta
tcgtcatcge
agtgctaccg
tctggcgcac
gggcggtgga
agatcccggg
tcccggtggg
tggcactgac
agaacatcct
gaaaacccga
ccctcgggcet
cgtgggcgca
cgacgactct

tcttgaaaat

cctccaggat
gagcgccatc
ctccttecgece
gaacccaccg
ggctatcggg
ttcggcagaa
gagtcccgcc
cctccagcac
ggaagggaac
ctgcgccgag
atgggagtcc
gaacccccga
tcggcggaac
gaccggtgcg
cacgtacaac
gggggagcga
gcctccegtce
acacagactc
ggggacgacc
gttcacggtc
gacgcacagg
gtttctcggg
gtccttctac
cgtggcgcac
tcacatgata
gtgcgacacg
acccgaaaat
caccgggcac
atacccggac
cgtgatcatt
cgacctcacg
ggagaacagc
gatagaggac
gggtccccgg
cgggcacacc
tatcatcaac
tgccacgggg
cagcgatacc
atctctaggc
cgatcccccece
gttaaatgac
tcatctcgtg
gcatcgttac
ggcgctggaa

gtgttcatcg
aagaggaccg
gagaatagag
cagatgagtc
acgctcacgg
tacgtgacgg
ctgcgtacga
atggagctca
agggagctca
cggatgcacg
gggtctcact
gcttccaacg
cccccacgga
ctcgtatcga
atgatcggtg
ctcctcgatc
gttgacagtg
gactacctcg
gcttgcggag
gatctatcgg
aggaatgggt
ttgttatcgg
gagaagctac
acgttccacc
caggtcgcgg
aagttcacga
tggatagagc
gtcgttcgat
acccgaaccc
cctctcgggt
gccccgggta
cggaagatga
aggtcggacg
gatatacttc
actttacgga
acgtggacca
gcgatggccg
gaactctcgt
cacggggcca
atcgcacacg
acggagctcc
gtcacggatt
gtacatgtga

caagccccge

ccgctccatce
acaccggtgt
tggagactct
tggtggagga
tcgagctcgce
tgacacacga
tagtgatcgg
tggtgacgat
tgtacttcgt
ttcggatcgt
ttaggttcag
tggtcatcag
taatatacga
cccgggagcet
atatgcttta
tccegttgtt
acgccgtgag
aggacgcaca
cggccctgca
tgaaaccaac
tttgcggggce
gcgagcggat
accccatatt
cgtgcacggt
acaatgtcat
tcgactcctt
gatatgctca
tcaacggcac
ccggtgttca
tctcceccgat
tcctggtgac
ttgagcgacc
acctccectce
gagatcccat
acacggtggg
gttaccgggt
tgtccgacgce
tcaagtatcc
tcatcaaatg
gtggggtgaa
gcccggggat
tccggctact
tcgtagacgce

tcttcaacga

accgaagctg
ggtgatccac
cgagttttgce
tatgacccgg
cccacccgac
ccgtgagctce
ggccctgggt

ggggttccgt
agaggccttc

gctatcccgce
gctcatggca
gaggccccga
atggaccgcg
cacggcagag
catcccagtc
gttcacgggc
cgcgggatcc
tgtggcggtg
ggtcgcgccce
cgataacccg
gtactacgac
gagcatcaag
cctacacggt
ggattttgta
aataatggcc
caacgagtcc
gcttttcggg
cggacgggaa
gctcgtggtg
gctcgtgatt
ctccacgacc
gagctacggg
gtgtcccccg
attcgaacac
tgcggtcgag
cgtgcccgac
cccgatgcecge
gagggcgaat
gcagactgtc
gatcacggtc
ctacgagcgg
gttcgggaca
acatggggct

gcccaagagg

cggtacacgg
ggggaacccg
gcggtggacg
aaggtcgtga
ggcgtcccceg
cgggcgtatg
cgaaacggtg
gacttcaggt
atcgcagcca
ggccacggga
gatccatgga
cagggtgtga
atggttcggg
tataggcgcg
gagcctgttt
ttcgcgttcc
agacgggcgg
atatgctcga
gccgatttac
gatgtcaagt
gaggccgtga
gacccatcgg
gccaagatag
ggctgtatag
cgcaacccat
gtggtgcggg
cccgcgtacg
gtcgtcaagc
accatcgacg
gatggtagga
aataactggg
atgtcctacg
cagggccgtt
atggtccaac
ctgttccggg
cgggggtacg
gaacagctaa
tggtacagcg
atcataaccc
ctcaaggagc
cggcagattc
ctcttgatcg
ggagagcaga
gttgtcatca



95281
95341
95401
95461
95521
95581
95641
95701
95761
95821
95881
95941
96001
96061
96121
96181
96241
96301
96361
96421
96481
96541
96601
96661
96721
96781
96841
96901
96961
97021
97081
97141
97201
97261
97321
97381
97441
97501
97561
97621
97681
97741
97801
97861

cgggtctgcece
atattcgcgt
cgggggtcat
ttttttacgc
cgagatacat
acccgatcgg
tcctgaccga
gcgagagacg
aggagccacc
ggcgcccccc
ccatggttct
agacatcggg
cggtggccgg
gagaagaacc
tgagactctt
tccecgeggge
gcgtgctata
gacgtggtgt
ttttgaaaca
ctggcaccag
gtgatggtac
cgcctcaagg
tttcgcgtca
ggactctgac
gatgagttta
gtgtcgggaa
tagaaaactg
tgctccttcc
gccatttgat
gtcgatcacg
tgttgggttg
ccccgcgatg
gttatcgaaa
cagttgttca
gcactggttg
gataccactg
cgtctctgte
gccgcatttg
agaaaacaga
atcatgggta
gggcacgcac
atcgacctca
ctcgagttaa
tccgaggagce

cagctcggcg
cgcggtcacg
gcggtacgtg
gatcacgggg
cgtggaactg
ggaggtgacg
ctccgagacc
ggtggtggac
cccgacgacyg
agttggcact
ccagcgacgg
gttgctcgtg
cggtccgcectce
gtgcctggac
cctcgtgtceg
gctacggccc
cgacatatcg
gatacatgaa
gagactcatc
actggcaacc
tacccgtcga
gcagtgatga
tatatccgat
ttcttgaaaa
tggatgcata
ttcttgattt
gataggatct
tcgatcgtct
cgctgtatga
aacctcttcc
taatcccccce
atttttccgg
aaacagaatt
catgtaccat
atacccgccg
tctgaaaaat
ttcaacaggc
tcaaccccge
ttcacatctc
gcgatgggaa
accttcccgg
acgaatcgat
cgggtggcga
tcgttcggceca

ttacccgcta
ggtgggcagg
tcgggtgacg
accgggcgag
gcacccgagg
ggtcgtttct
aacgtgtaca
ctccccgagt
ttcctcggga
cggacaaaga
gacatcgtca
acgagccact
gactactacg
gtggtcactc
ctcacacacc
cgattcatcc
atagaccgca
acacgcgtga
agcagtggac
cacgacaatc
ctactctcga
tctctgaccce
gtaacacctt
ggaaattgat
aaaatggtac
tgttataagt
tcacgtatcg
cccatatctg
tatcgatgac
gtaacatgtg
cgtgtccgaa
tgatgccccg
gcggggacga
ttcgcaccgce
aaatcgcaga
ccagatgtga
cgcacgagga
gtcgctcctg
ctctcacata
aagagctttc
tatgatgtgc
ccaggagctg
cggtgccggg
gtttatgaca

ccatatacct
aactgaaaaa
atttcgacgt
ccgtggaatc
gttcactgcc
ggttcgacga
tgatgagccg
acagtgcgtg
gcggggatgt
gcttgcggtt
aagtgcgact
ccatcggtca
ctaagatctg
ccgccgattg
ccgtgacgtt
gatattttgg
tcttgacggt
acagtgatga
gacacagaaa
gatggctcgg
gggagaactt
ccacgccacg
gttgaactgt
caggagatcc
caaataaaag
catcagaagc
acacacctct
ccgatacttg
attgtggaac
gtattttgtt
gacaatagcc
gacaggctcc
ctcgccgagt
gtggcacacg
gaacgtacat
accgatcgtc
cagatccccg
agtcttctcc
gccaagtcgt
cacgtgatca
ccatgctccg
atcaacaata
gtattgaaac

aacgcggtcc

gggcgccatg
ctcggtacgce

ggggatcacc
gttcatgctc
cgtgtacaga
ggtccccaac
cggtgatatc
gacaccggag
tgcgatcgtg
gacgatccgg
cgtggacagg
cacggacgat
gagcttccac
tctggcggtce
cgggtgcgtg
tacgcccatc
cggtgagcgt
atggtctagg
atactggacc
tgcggcatgg
catccgatgt
tagcagatgt
gtgaacatgc
gttgtcctgt
tctctcagat
acccgaagat
tgttccacat
gtgcggtcct
gacacgagcg
atcttatggg
tccttgaact
acctcggggt
aacaccgcga
tgaacggtga
ccctgttgta
ctcaacatgt
acttcgttct
cgcttctcge
gggtcacccg
accagaggtt
cagtgttctg
taacacccgg
gggacgtcgce
cggatctgag

gacccgagaa
gacaaactgg
gatagggagt
cgggaccccg
gacccgttca
ccaatcgcta
atcacaccgg
cggttacagg
actctccgta
aacggtgtga
gaggccgtga
gtctacgtac
ggactgggtg
gcgggcgecg
aacatagtca
gtgatggacc
gacggggata
aaactttatt
gagaggctaa
ctcaccgtcg
ggacgttcaa
ctttcacgag
gttggtttac
acttgtctgt
catcggaagc
cggcatgata
tgtggctcag
gtcgggtcac
gagcaagagc
tgaggttcgg
tttgatcgag
ctgcccggcece
tcttcecgett
agtgaatcgg
tacatttgat
ttttctttat
catcgacgag
cgtcaagaac
cgtggagacg
taagtgtgac
ccccacgcat
aggttgcgag
aacacccttc

cggtgtcaag



97921
97981
98041
98101
98161
98221
98281
98341
98401
98461
98521
98581
98641
98701
98761
98821
98881
98941
99001
99061
99121
99181
99241
99301
99361
99421
99481
99541
99601
99661
99721
99781
99841
99901
99961
100021
100081
100141
100201
100261
100321
100381
100441
100501

agggtcttta
tgcaccttcg
cacacaaaaa
tcgcgaatgt
gatactctcg
gcctctacaa
cacgcagtag
catgtgagcg
cgatcgtatc
gtacatctca
gagggtctga
atacgaatag
ggcagaatcc
atttttgaag
gaggtggcta
gcccacgtgg
ccggagcaaa
gccgagcgaa
accgagatcg
atgatggaag
aagggtctct
aaaaccatca
aaactacctc
tccgtecgcete
ggttgcgagce
ggaggaaaac
cttgggacga
tgagtgtaga
gtagcctggg

gtccgggcag
tagtttcaaa

aaatgaacgg
cttggaaaaa
tatattcttt
tttaccgatt
agtgataaag
gcagcgatac
accgcgggac
gccgtgtatt
gtacgtgatc
aatctcgcgg
tacatagacg
ttcaaaccag

aatggagagt

tcgcagtcga
cagaattgaa
tgtttaaaca
acaccgagag
ggatctccat
cactgttccg
aattcgaaga
agacacatct
catatcccgg
tcgtcacaag
ttgagcacgt
aacgtaatca
aagatcgcgc
taaccgtcca
tcggggagat
attacattct
acactttcat
agtttgggat
ggaaattggt
ccgatatgtt
atcttcacaa
cggacgcgceg
cagccgatag
acggtgatga
tcatgaacgt
gctatcaagg
gtatgatggg
tcgatggctg
ctcgctcgeg
tgacccaaac
tgattgaatt
gaacccacgg
aaaataaaag
tccacggtgt
gtcccactat
gtaattggtc
tatccaaggc
cgaaccccga
ctgcgcatca
tgaaggcaca
aactgggtct
ggtgttattt
acgcgacgag

ctctggaagc

tccgacgtat
taacgggatg
gtaacgacat
tactcctcac
gttgcgcgceca
tttgttcgce
agagttcggg
cggtcgcgca
tgatgtgggg
ggagtttcgt
ccgtgttaca
tggtcgactt
gcctaatgtce
tcctcteget
gagatccata
cgggatcatc
gttcgataac
caagctcctc
ttctggcaat
ggggagggtt
caagcacgtc
cgatgcgatc
tgccgagtac
tgggatattc
gtcccttaag
gggcagttat
gagaccggac
ttaggcatca
gtcagggatc
atcgatcgtg
ggaaaaccgg
aggtgggccc
tggatcgtgg
tgaattatcg
tgatgggatt
tttttttggg
catggggatc
ggggctcatt
cacggacgga
cgcgcgacag
cgcacagact
ctggattgga
gtgtcacagg
ggtgcgattg

gccaacggga
tttctggtaa
atcaatattc
gaacgcgatc
ctgtaacagt
gaacttgttc
attctcctcc
cacggccgcg
agggatgccc
gaggagcagt
atggggatct
taatctgtag
attacatatt
ctgttacctt
ttgatgcact
aaccgaaagg
gagaccctgt
gtctaccggc
aaggcatcga
atgacagtgg
ataagcaaat
gcgaacccgc
atcttcagat
aaggccggaa
agcgttggga
tcgagggatg
gatgcaacag
catattatct
gatgacgggt
agcgcctgtg
gtgtgtatat
acggtggtga
tataaaagat
g99gcgggcyg
attaaaggga
atggcatccg
caggccagtt
tcgattcaca
ctgaacacgt
gtgcatctcg
ctccggattg
gcacgggcgg
tgtccaaccg

acaggagagt

cacagtcgtc
gttgacaggt
gggatatcaa
acgcctcgta
atgttgtaca
attttccaaa
atgatgcgct
taaacggtct
agcgtgagag
aatttcacgg
atggcgagat
tccgagtatt
atctcgtgtt
cacaggtcgt
tctacacgac
acatcccgat
ggtcccacct
agttcaacaa
tggtgatcaa
ccagtttcgg
actaccgggc
gtgatattga
acctcggtgg
Ccggagctggt
ggaccgtcaa
acctattctc
atgggttatt
aggtgaggta
tcactcgcag
aaaatgcgtg
atattgcaga
attttcgggt
gactgtgtct
tgggttgtcc
tggatggggg
aaaacaaacg
ttatgacgga
acagcccgga
gcaagatctg
ggcgectgtg
accgcgatgt
ccccggggtt
tggaatggcc

cacctcgtct

gtttggtgtg
ctttttatta
cgggcagctg
gcccatagaa
tgatccgccc
tgcggttgta
tcaatggggc
tgggtgtcca
agatgtagtc
ggttggaacc
aatgttgata
ctgcctcgac
cgcatgtgat
ggcactggaa
cgttcttatg
catctttctce
atcaggcgcc
gtctgggacg
ggtgcataac
ggagatcgtg
ggacacggtg
ggactttaag
aaccgaggtg
gacgagactc
ggtgataacc
ggcatttctc
tatagtgact
atgtgttaat
agcacagaga
ttgacagtaa
tgggatttta
tattggttgt
gactgtttca
tgggcggcect
gatgaccgtg
accgaaatgg
tcagctcagg
tgaagcattg
tggccacaac
caagatcgag
ggaattcgcg
gtcgcggttc
ggatattgag

aaccgaccgg



100561
100621
100681
100741
100801
100861
100921
100981
101041
101101
101161
101221
101281
101341
101401
101461
101521
101581
101641
101701
101761
101821
101881
101941
102001
102061
102121
102181
102241
102301
102361
102421
102481
102541
102601
102661
102721
102781
102841
102901
102961
103021
103081
103141

gctcgacacc
tcaccgaaaa
tttcagctca
aaggccgtca
cgaaccaagg
gaaggggagg
acaacccccg
ataagaagga
agtctagtgg
ctcgatgaca
gagtgcacag
tacactggca
tatccattga
atcatcacgg
aaggaagtca
caactctccg
ccgactggtg
ttccecectggg
tttcgcgacg
gggaaacagg
ccacgcgtgg
atgtttcagc
gatgtattga
gcgggacgat
ttcaagatac
cccaaggcgg
cccggtceccga
gcgaccctgg
caggcggccce
acgagcgcgc
tctctecctgt
cccgccgagyg
gagaagtgga
atcgtcggtg
ctgaccgaga
acgatcataa
ccggggaaaa
ggtgagcgag
acggtcaagc
ttcgagccgg
gtacagaggt
acattcgcga
cggccgatat
ccgaatgggt

tcctcecgegtt
aatccatgaa
tgtggagggg
acgagggatt
ccctcagcegt
aaccaaccac
cccccgaagce
agggagggaa
gtgcaccatc
gtagcgccgt
cgtgggaatc
agagcgcaca
ttatggacgt
gccgtgtgat
tcaaaaaggc
tgattggtat
atctcaagac
gtggaaaatc
ttgtgaagtt
atgtctacgt
atatcacggg
acactacaaa
aactcctcga
tgggggtgat
atatgggctc
ccccatcgtt
gatccgatga
ccgcctcaca
tgagcacccg
tgatgaagat
gtgaactggg
ccccaccttce
cagggcccgc
acgacatcat
ccccatctgg
accctcecgtce
ggacaaagtc
atgcgaccgg
cccagtccct
ccctggatac
ggttacagaa
taacggacgc
gcgtggacaa

ccgaaccggt

tcacccgggt
ctgtgaagcc
ctatggctac
cggaacggcyg
gctcccctcece
ggccgttatce
tcccggtaaa
gcgggtcata
accctccgag
gaaaagggtc
gagcatcccg
gacgatcgcg
ggacggtgaa
tgagtctctc
agtggaggca
ctttttcgac
gatgtcacag
tccagcgggce
ggtcgcactg
gtgggagcac
tgcgcagaac
actcccgatt
ctggccaccc
gggtgacatc
ggagagggtg
ctatcccteg
gagcgatgag
acggggattg

agggggagcec
gatacaggag

cttgtcatct
caccagcgaa
gccggtcgaa
acgccagtcc
gaacgtcgtg
tccacatgtg
ggtaaagagg
atcctctatg
catccgcggt
gagaacatcc
tcacggctcg
tgacgttccc
caacctaccc

cccgacggag

gattttatgg
atatactcgg
aagggggaac
gtccatgaat
gacactaaaa
ccccctggcea
ctcaacatgt
gagatggtgt
cgggtcatga
tccaaaaagg
ggtgtgtcta
ggggtactca
cgggatctac
ggtgacctgg
ctccgggttt
gaggggtgga
accctacgcg
acctggaaga
cagaacagac
ggtctcacca
ttgataatct
aagccggagg
agacccccect
ggtcacccca
ctacgaccgg
atggaagagg
atggtccccg
gttgccgcac
ttcggtgcga
ttgtccaaca
atgagaggac
ggggaactat
ggaaccgccc
atggctctgg
gcaacgggct
ttcgcecgtac
aggatcgagg
gacactgtca
gatgagctgg
tcctatctge
atgaaaccga
atcctcacaa
agcaccccca

caccggacga

cctcgatcac
cacgcggtga
gtgcgacagc
ttctgaagat
tctacaccgt
cacacagtgt
ccagtcccga
caggtgtggc
agcgaaaatc
tgaccagtgt
tcgagcggge
¢ggagggagg
ccatcgacct
agggagatat
attcctatcg
tttacagtgt
tcctcagtac
tggccatcgt
tgaaggtcac
tcgccccgaa
ccctgctgte
tccgagcgac
cttccgaagt
ccatccagtt
acgttctcct
ttctgcgcegt
cgagcgcgct
atgcatcggt
ccccttecggg
cgtccatccc
cggccgtcge
ttgatgttga
ccgtacccgt
caggggggga
tcacgacacc
cgatgcccce
cagcgtccaa
gaggaacggg
gtctcatgga
ggggcgtaca
aaatgtgtag
caaccccgga
tggtgtttac
gctacgagct

gaccctgatc
actgcagagg
attcccgacg
gtacgatgct
acgcttcatg
cgttccggeg
tcttgagttg
accgtccggg
ggagcgtccc
caccgaccaa
cccgaccata
cgttgccccce
cccaaaccag
cgctgcgcege
gccgctcecatg
gttggagaag
cacgggcaca
gcaccatata
gccggtttte
ctctgtggag
gcagtacact
attgtccccc
caccgagatg
ccccttggat
gattaagccg
gctcgagaca
catcagccac
cgggcgggcea
tgaagacgcc
gacatctcga
gaccccccga
cgcgttceccte
ggagatacca
gtgttgggag
cgccacgcca
accagctaac
aatggagggt
tgggttggtg
caagtgggtg
ccgtaccatc
agaccccccg
tgcaaccaga
ctggggggac
ctaccggggyg



103201
103261
103321
103381
103441
103501
103561
103621
103681
103741
103801
103861
103921
103981
104041
104101
104161
104221
104281
104341
104401
104461
104521
104581
104641
104701
104761
104821
104881
104941
105001
105061
105121
105181
105241
105301
105361
105421
105481
105541
105601
105661
105721
105781

gatatccagg
tactccccca
gggtttcccc
cacatcccgt
atgtatgcac
tccaaatacc
aaaatcgggt
ctccagacct
gggtccgtgg
gataatgggc
ctgctcacag
ctcatgtgcg
aatgtatcgc
acgaacacaa
gcacaggagt
gtgtctgttc
ttatctgtgt
ggtttttcta
ttacatgttt
tgagatgtct
ccatcacggt
ctatgtatca
tgtttttttt
ttgcacacgc
tagcccagtt
catcatctct
tcattcattc
actcgagtgc
tctacagtgc
cgattgagcc
ataaagtgat
ctacagtgaa
ggttatcgac
acagttgttc
ggttctatct
gagatctttt
gtggttttgg
gtgtaagcgg
gtcgagctca
atgtccaact
ttgtacatgt
agttgtttca
agctcggtga
gcgeccaggg

ccgcacacca
gggtctggat
ccgtgatcag
acatatacac
tcatcacacc
tgatcaaagc
atatgcaccc
actatatatt
ggggtcggaa
cacccctgaa
ttttttgcgce
cggcgaagcc
cggaggaacc
agaaggccga
gatggggggt
atagtaaatc
ctgttcatag
tctgtgtccg
tttaatctgt
tacatttttt
gcacctactg
atggacttta
aataaacaga
tgtattatca
atttcccgtt
taatatagta
ccgagtctag
tattgatctg
tatttttata
gtgttgttgc
catttcggtc
tagaggtacc
gagacccccce
aacttagtgt
tgatgaacga
tcaccgtggg
gaacgagtct
cgagacaggt
acttgtacac
tgagaggtcc
tcgttatgaa
ggatcacggc
tggacctctt
tgtagtggaa

gtgtaacctc
agcccagcac
atacgtgtac
cgtgatagaa
aatgggacac
tctcgtacga
taaaaacgta
cgacgtggtc
cgcgccggtg
tctcatcacc
ccagcaggac
ggaggagaga
cttctacccg
acggtcgaac
ggtcgtacca
cctcaatgtg
taaatccctce
ttcatagtaa
gtatcaatgg
ttaaaaaaaa
tgacacgctc
ttcacattaa
gtcattttac
cataataagg
taccatatat
cgatgccgtt
gctcgtgcgce
tggaccacat
atgctttcac
acagggaggt
atttattcat
tgcctggaca
catgttaaaa
cccgctggceca
aaaaagtttc
tatcatgaaa
ttccagcgcece
cttgagcacg
gttcaggtta
aatgtctacc
gttgattcca
ccccaggagg
ggcgggggte

caccggtacc

tacctgggtc
acgttcgatg
ctcaacatga
ccacatagcg
ccggtgttga
acactacacg
tgggtgaaga
acacagatcc
atcccacccg
gaggcctcgg
ctgacctcgg
ccctgtgtca
gtggacatcg
acggcgtacg
gggttcattt
atggattatg
aatgtgatgg
atccctcaat
gttttattcc
aatgaaatgt
tgtagtatca
atccccttgg
atgatgaaat
gaaaaaaatc
tcgggaggat
aaaccacttc
taaaccgaat
ccattaagta
ttaaacactt
cccececttecce
ataaaaatac
tagaaaagtg
tgagttgata
tacacggtac
gggaccttga
aaatcatcaa
ctcggtgcac
gggtctcccg
ttggtctggt
ccccgtgggt
ttgtctcgga
gttccatcgt
acgtagatca

acatatggga

cctccatgga
gcgcgaacca
tgaaaatcag
tgaaaggtta
cgaccggggt
ccgtgcactc
cggatgcgcet
tggagaacgt
agtggacctc
acattttctg
agcaggtggc
cggacctgcect
gggagatgcc
tgaggttccc
agcggggttt
tatattttta
attatgtata
gtgatggatt
tattaaataa
tttatatgat
caactctaca
aaaaaaagat
ccttcccagt
aatgagcaga
ggggttatcc
aatcaccggg
atctcacttg
cagcttctcc
tcaagacctg
gaagaagttg
aattcacata
aaacaatcaa
aacacatgtg
ccccggatat
tttttgtgtc
atcttttaca
tcatcagaag
ggtcgcgeag
gtagtaacat
cgtggtacag
acgcgacggc
ccgtctcgece
tatacctttt
tagatttttg

gatttacgcc
gatatggggc
accctccaag
taaaatgaac
cgcggggtac
agccgggctg
cggatccgac
gttcatgccc
taaaatgaca
cctgggtcga
ccttatccaa
cgtgaacttt
agtgaagatt
cgttcaaggc
ttgtaccaat
catggttttt
tttttacatg
atgtatattt
ctttttaaag
gatatctttc
cgtttgttaa
gtgctttatg
gcggtacacc
cactccatta
tacgagaaac
aatgtggcta
gtcccatcct
tccgcaccag
ttacgtgtat
acacagagcg
taaaaagaca
tcaccttatt
aaatacaata
atcctgtggg
tggtggaatg
ggccgatatg
ttttacatat
tgtgcgatcg
gtagatgacc
aatgtgtgtg
gagcgagatg
atcgaagttc
cgtgccatgg
gatcgcctgg



105841
105901
105961
106021
106081
106141
106201
106261
106321
106381
106441
106501
106561
106621
106681
106741
106801
106861
106921
106981
107041
107101
107161
107221
107281
107341
107401
107461
107521
107581
107641
107701
107761
107821
107881
107941
108001
108061
108121
108181
108241
108301
108361
108421

atcccctcca
acgatgtcat
tactctttgg
agtttcttcg
ggcgcgggte
gccagctggt
ttgtgttcga
cactcacagc
gcggtggccce
gggctcagtg
gcggagtcgg
tcgaagccgce
ggggtccgcece
caacactgga
tcacagaatg
cggttcgtga
tggagatgtt
accaaggggt
agatccatca
tgatacagaa
agggattctt
tgcaccttgc
accggggccg
ccggccgcaa
ctcgggataa
tgtcgcgtga
gtcgcgceccgt
ctctggacga
ccccgtgtgg
tcgttgtcga
gtggtgtcgt
gtcggtgtcg
gggggtttga
tcatcatcat
ggtgcggggg
cctcgtttcet
tcatttttcg
ggtgtcctat
acccgttgga
caagctcgag
ttacgaagac
gtcgtatgac
cgcgcagcgt
cgatcgcgct

tcaaagactg
acgtagggga
tggccacgac
cggtgtgatc
ggaagtcacc
cgcgttcgtg
gcaatcgaat
cctccgtcaa
tatcgttggg
aaaccttgcc
cggccgceccat
ccgtgtacct
ccgtgtgtac
cgttgatcgc
cccecttega
agatgaatat
ccagtcccag
cacatgcgtc
gaccgagctc
accccttcac
ccaccacgtc
acgcgaggtt
ccctcaggtce
atggcttact
actcacaggc
aaacacctcc
ggaactgagc
cgatggggag
attccggcca
gctccccgaa
acgacacgac
gtggctgtgt
aaacgggaat
ccgaatccga
tcgacaccgt
ccgcgatctt
tcaccttgga
ctgccatggt
gttaatagcg
tttcacggaa
taacccgacg
gcgcagcgtg
cgatttctca
cgcgtagacg

tatcgcctcg
gaattcgggg
cgggtacacg
atcgcccatg
cgtcacctcc
tgggtcggtg
catctccggg
cgactcatcg
gttcagacga
cctctccatg
ggcgtgecegg
gaacactttc
ttcccacatg
cagggtctcg
acaacagccc
gttctggctc
tagcgtgtgce
cttgccgggce
ccacaggctg
gaaggtgatt
cgagatggcg
acccacttta
gaccgccggyg
cgcaacggcc
ctctatgagg
tcgcacggaa
ctccaggcgg
ctctttcaca
ccecccecggyg
tgcgtcggtg
gggtcgtcgce
cggcttcegt
cggcaccgaa
caactgacgc
gctcgeccgeg
ggctgccaga
gggtttcgca
tcataaaaaa
gctcaccgac
tcgcacgaca
gcgtgaggcec
taagccaacc
aagcccttca

atatcgtccg

aaatcaatgg
ggcctgtata
gagacgaggt
tctgcgcgeg
atgggcacct
gtcatgatca
gcgtttttcet
gtgtaccggg
aggacgctct
agcccctcca
gccaccgcca
tgcatggaga
gtcacccccce
ggtgggaaat
aggtcgccca
ttgatatccc
ttctcgaacc
tgccagaatg
acacacaccg
atgttggggt
ttcgagacgc
tacaccgtgc
gcgcccgcett
ctgaaaggta
aacggttgcc
accgtgggga
ttctcgatct
ccaactgggt
accggtgtca
atctcatcct
tgtgtggctt
ttcaccgtgt
tgcgtcttcg
gtcggtagcecc
atgaggctga
attcgtttaa
tcgtggatta
tcacaatgta
tgcccgtgat
cggtaccaaa
ccgcctcata
ccctcgtgac
agatatccac

tgatgtagcc

tcggtttcag
ccctgatcte
cccggggggt
caagccatgg
gcccccaccg
ctttctgtgg
ccaggctctt
gggacttgag
tcattatgtc
ggtcgggtac
gttggttgta
tatcagttcc
acgcccacat
acgcccgggt
gtttagccac
tgtgcatgag
gtctggccag
actgctgggt
cctcggtatt
gctggagtct
cgggcatgac
cgaaatagcc
tgggagttaa
tgggggcttc
gcttggtatc
cgacggtctt
gtatggcgceg
tcaccatctg
acgccgccaa
gggtcgtcge
gggcttgatg
gtggtgccegt
cagtcgcgtt
cgaccgatcc
ccgcggacac
agtctatcac
atccatcggce
ccggtcacac
cagttgagac
tctgttccgg
tatactggca
gaggatgccc
gcgaaggggyg

cacgtacagg

ctcgaggtag
cttcacgccg
gagggttatc
catgtatagc
ttccttectee
ggggagatga
tctgtcagtg
taggtcgctc
tgtaaacgac
cggtttcacc
tgccctgtta
gccccagaag
atcactcgca
cccceecgeg
gagtcgcccc
tcccctetcea
gtaccgcttg
gaagctcagt
cacggcgccg
gcttcccaag
acggccgtgt
tttacccaga
caacttggtc
ctggatcata
ggttataacg
caccatctcg
atcggtgatg
gtttcgctct
ccttcggagt
gcgtctccecct
gaccggtcgt
gagttgatcc
gtcctccteg
gtatgttacg
ggggggtccc
ggg9gggtcgg
cgatcgcttg
acgtgtcgcecc
ggttcgtctc
gacgatgggt
ctcttcaggt
atcaggtcga
catgacagac

tgcacgttgg



108481
108541
108601
108661
108721
108781
108841
108901
108961
109021
109081
109141
109201
109261
109321
109381
109441
109501
109561
109621
109681
109741
109801
109861
109921
109981
110041
110101
110161
110221
110281
110341
110401
110461
110521
110581
110641
110701
110761
110821
110881
110941
111001
111061

tgacgcccac
tcatcacgta
gcacgatgtc
cgtaactcct
cccccaggcece
cgttttttcc
caccccagcg
cgatcacggg
ggtagacgag
ccatcaaccc
acccctctgg
tgtccattgg
tacaggtgtg
tgagaccggt
cgatccccag
ggaaaacgat
actccaatcc
cgaatttcgg
attccaccat
ggaacctaac
cccecegtegt
tgtcgctcct
catcgccccg
ggaagttaaa
cgataccggg
tgtatttttc
acgagcctag
tgcagcggag
tcatggtcgce
gatcacatcg
gactcgaggg
catgcatgaa
atcttcgcca
ttcactccgg
tgtcccagtc
acggtaaagg
acacggcgat
acgaggtccc
gccgggeccg
tttgcgaccg
ccatatagga
gaggttctga
gcgggtttca
gtctccggceca

ggtgtagtgg
ttcgagattg
ggccccteeg
gagtgtgccc
accctccctg
ccaggacgtt
cgaccgaaac
aggaggtgcc
cagctctctc
gatgaatccg
attcaccggg
accgagaacc
cgcccggtac
gaattcagtc
tgaggtgctt
aaccttggcc
cgataatgtg
cgcgatccag
cttcaccgtg
caggttaccg
tcgcttctgg
caaccccecctce
ggcgcgeteg
cggcgccatc
tgcggtctgt
acgccgcaca
cgcgcgattt
gggtgcactt
tcaaccctta
tgctttttca
cggtgattaa
gagaggtatt
tcgccgegeg
gcgcgggctce
gccacccccece
agagtttttt
cgtcgaccct
gcacgcgatc
gccatatcac
tgagggtggg
tgatggggga
tcaggtatcg
gcaccagcca

tccccectgaac

tcgatggtga
gccctggaaa
ctccggtgaa
ctggagagcg
tataggaacg
cgcgcctcga
tccaccgegt
gggcctggac
gcggtgggtce
ccgtcgacag
tcgccatcte
cggtacggct
atcgtcaggg
tccggtgcege
tccceccaggt
cccctgaagt
tcacgttcca
tggggttcgg
atcttcccce
tgtgagagtc
ggtttggata
gcgacggctt
aggccgaagt
atcagggtgg
ggcgtgtacg
catcgtttga
gcgatcgtct
gtcgccacta
gttttcaatg
aagaattatt
gataccgaag
tcccctecaac
gagaaattcg
gaccttcagg
gccacacatc
ccgcggtgceca
gtgaacaaat
taccaagacg
cacgatcgaa
gtgcaggtgc
tcgagtttcg
cgtcaaatcg
cgaaaaccaa

gggagggccc

tataccactc
tatcgggtcg
tctctgtcgt
tgatcgcgcg
atggcgtgaa
gcctcgggtce
tgctcacgac
ccgagattcg
tgaactgggg
ccgtcgegtt
tcccecgtgeg
cgctcggatc
cccatgccca
gatggtatgg
tcaccttgaa
cgccgtgtac
gcttacacag
ctatgaattc
cgcgggtttce
tcgctgtcat
cgatgtgacc
cgtcagtgtc
tctcctceccag
agtccgtcac
cgtcgaggaa
gtaacccgcect
tcccgtgaaa
tgagcggctc
agattgtgag
tatttgggaa
cgcccaacca
tccgattcga
ggatgtagtt
tcagtgtcga
gcggcgagcea
ttcttcggga
atatcttcga
gtttccagga
cccgggtcga
ggcacgcatt
aagcggtcga
ttggcaaagg
cccccaaagg

atggtgatgc

gggaaaccca
cctccccacc
gagcctattc
cttgttcccg
gtctccgacc
catcgcaggc
gcggacagceg
atggagggtt
gtagagcgcc
cttctccagt
gcggctgtcce
tccecttettg
catgtcagcc
agcccgggag
cgtgaagtca
gaccccgtgce
ggtgtattgg
atccaggtta
ctcacatgcg
catgagttcg
cacagcatca
tgtccgtatg
tggcaacacg
caggctcgaa
ccctcggtceg
gtaacatttc
gtgcgaaccc
gttaatttcg
atagttaata
aaatacgggt
gggcgaccac
tgggtgccac
gtcgcggcegg
agcccatccc
cctcgggtcg
tctcgaccca
agtttgccgce
cgtgtctcac
gcgcgcactce
cgagcaccca
tccecggeggt
gtttgcgcga
gatttatggt

acgacgccgt

ttggatacct
accttatgta
tcggtcccca
ggcctggtgt
gcgcgcaccyg
gatggtcgca
ggcgcggctce
gcgtacctgg
agacactttc
ctcgtcccaa
agggcgtcgt
aagaagtctt
tcgcggccaa
agcgcgggcg
tcggcggteg
atgtgcaggt
cgcacgatgg
cagagaccta
acccctccaa
tccagcatct
cgctcgtaca
tcaacggtca
tgttgtcggt
cccgtgaata
ctcacgggga
atcagttgcg
cccgtgcaat
accttcccge
aacgatacga
tcatgacagc
ggtaatggtc
caggggctca
cccatcgagt
gggcatcgtg
atgacccgtc
ccgatgcgtg
gagggtaccg
gactggaagg
gatagactcc
ccttcccect
agaaaatccc
tccggtcecceg
aatagagata

caccccgtgt



111121
111181
111241
111301
111361
111421
111481
111541
111601
111661
111721
111781
111841
111901
111961
112021
112081
112141
112201
112261
112321
112381
112441
112501
112561
112621
112681
112741
112801
112861
112921
112981
113041
113101
113161
113221
113281
113341
113401
113461
113521
113581
113641
113701

gaacagagat
cctcceceggt
gggtggacgt
acatcccgaa
gtgtgatagg
tccccaccgg
cccggtggat
atggttcgtt
gggaatattc
atgtcgcgag
agctccgcac
gtacccgcga
agatatctca
agaattcgca
cgacccagct
ccgtagaaca
aatcgctcac
gcgatgatcg
tccacgggtg
gcgggtacca
attgcggtgg
tctaaccgcg
gtctagtcac
ggtaagaatg
ggacaatcgc
gtgaggatac
atctcggtcg
gccacaatct
tccccgatgg
ttcgtggcgce
atacagtaat
gttcccttct
ttggaatttt
gggtatgcct
gggggctctc
ttttctgtgg
cgacgttcca
atggagttat
acccggcaac
gtcgagtcga
ttcaagaacc
cgacccgcgce
tgcaagcccc

ggaaccatcg

agaccccaca
gagggccatc
cttccatgaa
aatcaaagct
tacaggggct
gcatgaaaat
acgcttcgag
catggagagt
tcgggcactc
cggtctccge
actcgtggta
gcaccagccc
cgtccgtcectt
ataggtcttc
cgcccacggce
gccctatacg
agaagtaatc
gtctgccgtg
gtattattgc
ccccggcaac
ctcgtgccecct
gaattactga
cacggatcgg
tcgacacccg
ggtattcgtc
gggggcgceeg
ggaacctcac
tttcgatggc
cctggaggaa
gcatcaaccc
cacaggcgtg
tcgtcecgege
cgggaattgg
ctgggatcac
ctttcecgtge
tgggggggtc
ccgatgatct
cactgtaccg
ccccteccaa
gtgtccgtcc
cggaggtgat
tgatgctcaa
gcgcagtgag
gggtggtcge

cggcacaccc
gagccgatcg
atcacaggat
gttgttcggg

cccgggctceg
tcggatccat

tatgcaatga
ttattttcat
gcgcecggtg
gagcagcgeg
gtcgtcgagg
cggtcgtctg
gtatcggaca
ctcaaatgtc
ctggaggacc
tctgagaccc
acacgcgtgg
ggctcggatg
tatcgaccct
caactcgggg
agtacgatag
cgggattcga
gtttggtgga
atcttcgaac
caaggcggtc
aatcagtacc
accggtgatg
gtccctcacc
cgggcgatcc
cgcgtcgaac
atccttccce
caggtcatac
gaacccggac
cgcagagacyg
cattggtggg
cgattatgag
gcgggctccc
cgagctaccc
ggtccacagg
ggactccatc
ggagtgtggt
ctgcgattgt
ggaccacccg

ggtggtgaaa

cggcgaccga
gtcgttattt
ctgaagtcgce
acgatatgtg
taaacgagtc
ctctcgtcga
acacactggg
aatcatatca
tcggtcactg
tcaaagtccc
tctcgctcgg
atgatgaatg
cccgtgatca
atctgtaacc
gatctatcga
gattcaaaga
tcctteceecge
atgctctcca
cgtctctccg
gttaggatgg
gttaaaaaaa
aacccggggt
tttctttttc
gcggcgatgg
tcggaccggt
gttcgcacgc
aaaacgttga
cagaagttcg
cggggcttct
acgtgtacct
gagcccatcc
acccagtcat
gaccagtgct
atctcgggtg
tcgtgtgcett
gtgctatccc
tttccaccgg
cgaaagagac
gaggacacgg
actaattttc
ggaaaggggg
gatactgcca
tgtttcagga
ttgggctgct

agttgatgac
ccaggagcac
tcaggtcacg
cccccaccag
gtctgtcgat
tggcgctcac
aactttttaa
caacaacagt
ggacaagttc
cgacggtccc
aggggtccga
ttcggaccce
ccacggggcyg

agaactgggg
tcgacttgtc

tgtggagctt
tccccatccg
cgcggctcte
tcataaacag
agagataccg
agtgcgggga
cgaattcccg
tgtggccgac
ttgagtcgtt
gccgctccat
cgagtcctgce
caccgcggct
cgtcgagcct
cgatgggtct
tctcacccce
tcccggcgaa
cataccgacc
tcgattcgta
tgagggcctt
cgttgtactg
gggtgggttyg
gaccggtatt
gcgcggtcgce
ggatcgtgcc
gtcggctcgce
gttgcgagga
aggtcccgat
ataggacgtg
gtggagcgac

caccgtctcg
cctgaaccac
gccggtcecteg
gtccaacccc
catgagcgtt
cggtccggca
tgtattgacc
tacatttcac
ggaaagtgag
gcgattgatg
ctcttcgggce
tagggttgcg
gtcccgatcce
tcggagtctg
tatggctctc
tatcgcccceg
gcccgcaaac
atccgatcga
ttcataggcc
atgccggtcc
taatgcagct
ggaaatgtga
ggaggttcac
caagatctcc
gggggagccc
cagcgcctcg
ccacatcggt
gcgcccgaga
cccgagaaat
gattttggat
ggccaacgtc
ggttgagcgg
tacgaataac
gatgtaactc
ttaccggtgt
gtctcggtat
tgtggtcgtc
ccagccacgg
gggtctgcge
cgcggtgaag
atgcaagact
atgtctcggt
tgtgtcgtgt
cctgtgtgac



113761
113821
113881
113941
114001
114061
114121
114181
114241
114301
114361
114421
114481
114541
114601
114661
114721
114781
114841
114901
114961
115021
115081
115141
115201
115261
115321
115381
115441
115501
115561
115621
115681
115741
115801
115861
115921
115981
116041
116101
llel6l
116221
116281
116341

tcgtgtctceg
ggggcacaga
tacattccag
gaagaaatca
gggagcatga
gggtattcgg
atgtgcgccg
ccggggatgg
ctcgtcttga
gtgtggctgg
tttgccgtgg
tcggatctca
atggtgcccg
tgaccagata
gcggttccect
ggtccgecggce
ggttttgcga
acaacctcgt
atgtgaagag
tcgtcgatga
gccagttcct
gagacaggcc
aggcgtatgce
gatcacagtg
aaaaaatctg
aacgtgattg
gtgttttctt
cacttgatct
agatacaggt
tgatcatcga
ccgggaatta
gagatgcatc
ccttggggtc
ggcgtaaccc
acacccactt
cgaaagttct
tccagggcgt
aaatcaaacc
ggttatcagt
tcccggttca
tctgttacaa
acacaagtga
caagtgcgtt
ctcaggattg

gggcggactg
cgctcggggt

cggagacccc
ggcgctgtca
tggaataccc
atatctcgaa
cgaatggggt
acatgtgcct
acgggaccat
atccaaccac
aattttgtgg
cgtgtcgcat
aaaaagaacg
cccatagaac
ggtgacagac
acccagggga
tgttaccttg
gttcatgacg
cgatcgtcac
tttcctggac
gggacagagg
ttaccccgceca
ggtgtacgca
actgtgaatc
taaccatgtg
ttctctcagg
tcgtgctgaa
ataaccacac
gttctctcca
ttcaatgtac
aaaaaggtgg
tggctgaatg
tcgccaaagg
gaaagttctc
ccggggcgta
caccacaccc
aacccgaaag
tttgtcacca
gtttgtgttt
cctatcacgt
aaaaaacatt
ataacattca
tttaagaaaa

caagtgcgtt

gtatccgaag
ccactaccgc
cattccgaaa
attatcccga
gacggcagtc
ggcgttcegeg
cccgggatgg
cctctgtgtg
ctgggaggac
cgtgtcggtg
aaatctcggg
ccggtggacc
attgaagaat
gatctctgac
ggtgagcggg
atgctcaagc
gattacgata
agactgtact
gtgtgtccag
gaacacgtgt
gtgctgagcg
cgtcgtaaat
tcacccaagg
cctgatatgt
tttctgttcc
tggttctttg
aaacccaagc
gtgttttctt
cgggaggaat
ggctcaaggt
gggggttgag
aggccgttga
gggcggggcece
accacaccca
acccgaaagt
acttccaggg
ttcgaaccgg
ccggcccgat
ttttttgtgt
gtttttttta
gaaaaataga
atctttatga
agaaatatga

tttaagaaaa

tcgagaacga
ccgatgaaga
gtccaacgac
agtgaaatcg
cccgcgceatce
gacgataccc
agatgcgggt
gtcagggccc
gcgccaatcg
accccggteg
agccaccacc
gccggcggcet
actgcgagcg
aatccactac
tcagcaaccc
caagcggatg
caatagtcgc
tcggacccaa
actgcggtgt
accattcgag
aatactacga
gggacctgag
acaacagcgt
aaccatgtgt
tgtgttgaaa
ctcggtcggyg
aacacatgtc
tcgtgctgaa
ctgagctcca
aatcaactga
actggacagg
tccagaccca
caatttaaaa
cttccagggce
tctcaccaca
cgtaacccga
gaggtcaacc
aatcccgaga
ttcctatctg
agttatttta
tatgttcaaa
tttttattgt
tgaagatatg

agaaatatga

ggggcacctg

tcatcaagaa
acatttcggce
ttagcctgtt
tcctggcacc
tcccgagatg
tccaggcacc
aggaacaaac
cggggacgta
acatttccgce
cggaaaaatt
tcctcgatce
cccattccaa
tgaggcgatg
cacggacagg
gcgtgcggac
ccacggtacc
gggaggtttg
caaggtcatc
gggtggttgt
gctcacgcaa
ccgtgacagt
ccagaccggc
ttctttttece
aaccaaataa
cacttgatct
agatacaact
aaacccaagc
tgtaaaggtt
agagatgatt
tattctctgg
ccctcgeccac
ccacaccccce
gtaacccgaa
cccacttcca
aagttctcac
atgggaaccg
atggaccgct
gtcagaatga
ctattgagcc
gacacgatag
acatcaacaa
tcaatacaac

tgaagatata

cggttactgt
cacacgaccg
gcggttattg
cggagatcac
gaagatgatc
ctccecgggcece
ggtgctcttt
cataacccaa
ccacatgagc
catagacacc
ttataggtta
cgagagtctc
taattcacac
gatttcgaat
gggttcagat
ggaggtgtgt
ttgcaggatg
atcccggacg
cgcttcacgce
cctcggatac
tttctgaagg
gcagtgctga
tgaacagatg
tgtgttgaaa
atacatttca
ataaccacac
ctcggtcggg
aacacatgtc
agtatatact
atgtggataa
agcccaaaat
ccccacgcecce
ttacttccgg
agttctcacc
gggcgtaacc
cacacccact
atgtttcgac
tggtcaatta
accaaaactc
acctatacac
gaaaaaacac
atgaactctg
agtcaatgtt

tcaatacaac



116401
116461
116521
116581
116641
116701
116761
116821
116881
116941
117001
117061
117121
117181
117241
117301
117361
117421
117481
117541
117601
117661
117721
117781
117841
117901
117961
118021
118081
118141
118201
118261
118321
118381
118441
118501
118561
118621
118681
118741
118801
118861
118921
118981

agtcaatgtt
cctgcagtgg
atgaagccat
gatttcatgt
tcgtcagagg
gagggtcgat
tgaccggcac
ggagtcaccg
ttggtctggg
gacttttcag
tttggggtct
tcctecececect
gcgtgcacct
ctgtttgtat
tcaccgatcc
acggtagggt
agccaattgt
gagaggagtc
gggtcaccgc
gccgcaaaga
ttcaagatgg
caggccctac
tcttcctceca
atcctcccge
gatgtggcgt
gtgagagacg
tagacgtacg
gcatagatat
ggaattctct
ccgttattge
tatttcatca
aagatgatga
gagaagacca
gccgttcectec
gttgggagtc
atagacttgg
agagtgggca
aggtcggcgg
gtgctcaacg
tcectegteceg
ttctcgtcct
ggagggtgta
aagttgacca

atttccttca

ctcaggatag
aggttagaaa
catcatcgcc
tctctgtggt
atacgaactc
cgacagtctt
tctcecttttt
cggtgcccge
gcgtcttctt
cctttccagt
ctgtaccggc
tcgcggattc
ttgcgacctc
gcacaatctt
aagagaagat
tcacgccgta
tggtcgcggt
tcaggaagag
cttccgtaga
gtagccagat
acggggtcat
tggccaacct
gagactcctc
ccctcgeccag
ttgttggttt
tgtttttcgt
aagactgtgt
tatcgctact
ctctcatcac
ccaagttttt
ggggcgcgac
actttgtgat
ggttgatggc
caaggacctt
gagagaagat
cgaccgatga
gagtcttcga
gggtgaggtt
ggatggtgga
cctctgactc
cggactcggc
catcgtcgat
tgtaggtaga

gaccgtccat

cagaagggtt
ccccgatccg
gtcgtcgtcce
agttacccgg
ctgtgagcga
ctttttagcg
cttcacctga
ttccgcggag
ctcagtcttt
ctttttaggt
ctcggcctct
tttggaggcc
ggtcacgtca
gaccttctcg
gggtaggttg
gctacccttg
cagtaatttg
gtactggtga
cagccactcc
aggtagggtg
gaccgggcgyg
agtgaggctg
ctcgtggcca
ccatttgcaa
cctgaaagat
gttgaggaaa
agatactccc
ttccgtcacg
gagcgtcttc
gatcaagacg
cgtgtctacg
gtcggagtgg
gctgagcacg
catcaagatc
cccgagggcea
cccecgggteg
gaagagggtg
cttcccgagt
tgggacggcc
cacctcgggce
gtccacatcc
caccaccccg
cagatcggtc
gatcagatcg

tttgattgtt
cccccaatgt
atgttggatg
ggcttggaaa
tactctttct
gccgttcectcet
gtagatttct
acgctcttta
tctttcttgg
ttttcactct
cgcttcctct
ttctgttcgg
ctcagtagca
acaattccac
ggcacgttat
tacatgacaa
gacagtccct
tacgtcagct
ttgacggcca
ttcccecectgt
tcgttcacct
gccatggacc
ctcctcaggg
atgagcaacc
aactttacag
tcgtctccga
ttcaacaatc
ggaaaagctc
cctttagatc
agtgtcgtca
cccagcgttg
gtggagacca
ccctcgtecg
atgacggcgg
tttccgagtt
atcgcgeccect
gcggcgtatt
ccgaggtccg
gcggggatgg
tcgtcacggce
atcgcagagt
gcgctctggt
gtgccaccga

aatgatatca

tgttcgactt
caaactgacc
cgagggttgce
tgacctcttc
ttgacgacgg
ttttctttte
ttttccegtt
catttttctt
tcactttcge
tttcctettt
tcggtgeccett
ccctcacttt
tcatcctgct
tggtgctcca
tatcactgat
tgaatgacat
tcttcgctat
ttgccacgtc
caatgtcgag
ggacaaagtc
tgagtatgtt
tgatgcaacc
tgctctttgg
atcttttgaa
tcagaggagc
tcgacttggg
ttttcacaaa
tgaagaggaa
tcctcttecac
gtttgaggcg
ggatggtacc
gcaccttcct
tcttcgtgag
ccatcttgtt
cactggagag
tctgttcgac
taccgaggcc
caccgaaccc
catcctcgac
cggtgccecgg
cgacactcgc
ccatcatgtc
gactcgcaac

gagttacgag

cctgtttcta
ggcgcacgtc
ctttttggtg
gtcactggag
tctgtgacca
ggtggtatgt
ggcttcatcc
gttagttgat
agtcccggtg
ctgtttcttt
tttcgccgeg
agcctttatc
gaccaggcta
caaggggatc
ggtactgagt
ctcggtgatc
gccggcgtca
gatcgacctt
tctcaaggag
cggtatttca
ctttggagac
ggtgttcacc
gccgagctct
tccagattgt
atctccgagt
attcttgacg
gtccagtgtg
acattcgaca
ctcgacggta
tggatcatag
gtcgtcgttg
cttggcgccg
gggtgggagg
ctgctccctg
gagtgtcacg
cacggcggcce
gttaccagcc
gcggatggte
ctcgtccggg
ttcctecatce
tccectecacc
gcccaggtceg
ggcagcggtg
acgttaggta



119041
119101
119161
119221
119281
119341
119401
119461
119521
119581
119641
119701
119761
119821
119881
119941
120001
120061
120121
120181
120241
120301
120361
120421
120481
120541
120601
120661
120721
120781
120841
120901
120961
121021
121081
121141
121201
121261
121321
121381
121441
121501
121561
121621

aatggctact
acgggaggct
cctccccata
cggtcgagaa
tggggaaaag
gactcaacgg
cccgagggta
cgaggcgcgg
gcggacgggce
catcgcctat
caaccaccgg
cggtgaccgg
acaagtgctc
tgggaacaac
cgagtttcga
gcgtgtctcc
tcaacgccct
ctcgggtgag
caccggctcc
tacgcgtcag
cgccceccggg
cgagctcgac
cagttgagct
tgagtctagt
ctttttttcce
cttagctcga
gggatgagcc
atcccttggg
cgagccctcg
ggtgcggttg
gccgagcegtg
gggaacgaat
ctggcgagga
gtgaccggaa
agccccacct
ccatccctte
gtctccgacg
gggctggcge
gccgtcgact
tccececeggga
tctcgacgtg
gggaaacgtc
ccgcatcgag

tagttcgaag

gagacgttct
cttaaccatc
aatgacaggt
gatgccgaga
acccgccgcec
ggatcccgaa
catacccgag
cggtttcgag
catcgatgat
cgacgagcta
aaaacccgtt
catcccgaaa
tttcgcaaag
gaacccccac
tggcctgaac
ggaaggggag
gttcgcecgcece
aaccgtccag
gaacaatgtg
ggacctgtac
tgtgcccaaa
gatcggctct
tcatgctcca
tactccgtgt
acatcgttaa
tcgagatggc
ctgccactct
atagcgacga
gggtcgagac
acgatgagac
cagccggtgg
ggcgggtegt
tctgtgagat
actctccctg
actggaatcc
cctccteect
ctcctctgaa
gcctgctgga
ggctgtacgc
aacgccctct
cgctcctcaa
ctctcgatga
agtggcagct
agagggcctt

ctgtacagcg
aaaacttcgt
aggcactcgc
ttccagcgag
cccgcgaata
¢ggaaggggg
gcgcgtaccg
gtgatgtgceg
atatttcggg
ctctttcggg
cccgcgaaag
atgatccacg
ctctggaaaa
tgctggttta
atgatcttcg
cgtcgcgtat
accgttcacg
acgtcgtacc
gggtgggtca
aacgacccga
cccgaacacyg
cccgcaccga
ctcttacctc
cattttattt
aaaagacttt
attctccacg
gagcgtgagg
tgagggcgac
cgtcgcacga
ttccgactgg
acttcctcgt
ctctgagtct
ccagtgggat
gtcaccggtc
tcctectect
ggtctcctcce
cacaccttca
caccccteccece
tcctcaacta
cgatgatccg
ctaggtgacc
tccggacgag
cccccgggaa

ctcgatgtgg

ctcaagaatg
gactggcgtc
cgcacagaca
aacacggagc
ccggttcgcea
agttcaccgce
ctctgatcga
ggtccatcct
acatgagccg
ttgggaacct
gactatgggg
tgtgcctgga
aaaccatcga
cccggacgat
agttattcgg
tccacacccg
acccgaccgt
cggcctggta
cgaccccgga
ataagatgtc
gagaagagct
atttgtgcgce
tctgagtcga
cactcgcgta
gaactttttc
tctgacgaaa
gtttttggtg
gacactatgc
ccacacgtgt
gactcacccg
caggcgcctc
gagcggagga
gaggacgtgg
cgcggctcgce
tctccgageg
ccggtgaacc
ccaaatatga
acaccgctgg
ggtgaccagc
gacgaggttc
cagctccgca
gttcctagtt
acgtcctctc

tctetececgg

agactagaga
ccgaggagcg
aacgagtcca
gagtcatcgc
caggggcgcyg
cgtctcgaaa
gtgggtggag
cctcceccggg
gtccgtccgg
cctcgaggtg
tgtggtgcag
ccggagtctce
ggaactcctc
ccattccgat
ggggcgggte
ctgtctaggc
atcccgggca
cactttcggg
aggctcatgg
ggtgaccccc
ggaggcggac
cctatatacc
gacgcgagct
gtacgaggtt
aatacttaat
aacgtatcgc
tcgacctccce
ccacgggaag
acatcggtcc
ccagcccccce
ttctcgtgag
tcgaggagat
¢gggggcacc
tcctcececgee
atgacaccac
cggctccgat
tgatcacacc
atgccgacct
tccgcatcga
ctagttcgaa
tcgagagtgg
ctcaactagg
gatgatccgg
tgaactcttc

gcgagagccc
ccccacggat
tctccacgac
tacacgccga
ctcctcggge
ctcctgaagt
aaggaggggyg
catgacgaga
ggtgaggtgg
tacgtggaga
gtggagagca
ggcgtcggcet
gggaccgggg
gcgatccagg

agaacgggac
gacgactctt

gtctttgaag
gacatgtgga
tgttacgaca
gccgctgcecg
ccgtggaaac
tctggagact
ctgaaactct
gtctttgagc
ctacaagcga
tgaactcctg
ccacgacccg
ctggtctgag
ggtcggtatc
ggtcaccggg
gcgcgtcecteg
agggagggaa

cgtgggcacc
caagtccggg

atgtgagatc
gtactctccc
tactcacccc
cggggattgg
gagtggcagc
gagaggacct
tagctccccce
tgacccagct
acgaggttcc

tccggagaac



121681
121741
121801
121861
121921
121981
122041
122101
122161
122221
122281
122341
122401
122461
122521
122581
122641
122701
122761
122821
122881
122941
123001
123061
123121
123181
123241
123301
123361
123421
123481
123541
123601
123661
123721
123781
123841
123901
123961
124021
124081
124141
124201
124261

acggggtaat
tttgatgatt
ttcacgtgtg
tttattaaag
ggattgttgg
tctgggttat
gaatggtata
acacacgatg
gacagaggcc
cacgaggtta
cttattatca
cgaggttata
acgagagtat
atgagctcgt
tgagagtatg
taggctcatc
tctgtgagag
agcctgaacg
cggtgatcat
gcctgaacgg
tatgagagcc
gctcgtctgt
aacgggtgac
taagatcatt
cccgatgcga
tcgggcccegg
actttcggga
gagaggagtc
ccctecccecce
tgacccgaaa
tgtgaatcgg
atcccctccecce
aaaaatgcac
ggatagaaca
cctccttegt
ttccectecce
gcgcctgtte
tgggaaagat
gggtgggagce
aaccgtggag
atgacgtgga
gcatgtgcga
acatgtgtta
ctactctctg

cacccccggg
gtacatttga
gtttttattg
agatcattta
tcttgaaata
caatcacgaa
acggaggctc
atgttgttta
ttctcgatgt
taagctcatc
ttccacgaga
agctcatcta
gagctcgtct
ctgtaagagc
agctcgtctg
tatgagagcc
cctgaacggt
gtgattattc
tcttattatc
tgatcattct
tgaacggtga
gagagcacgg
acgacagggt
atctcatcga
ccgtatgecg
tggatcggga
ccgctcggat
cgtccgtgcet
ggggaacccg
attggagaaa
gagtcgaggc
gcccggtgge
ggaaacacta
ggtcgaaccg
caccgctcgg
cgagagagag
cgagcctccg
tgtggtcctc
cceggegegg
gggccgegeg
cacccggacc
tcgacaggac
tccgectgttg
attctttcac

actgaacgat
tcatttgatc
aaaagaaatt
cgtgtgtttt
aaaaaaatag
actcggtgac
tgaccccgcect
ctctcgagtc
gtgaccttta
tataagagcg
gacctctatg
taagagcgtg
gtaagagcct
ctgaacgatg
tgagagcctg
tgaacggtga
gattattctt
ttatttcatg
attattctta
tattatcatt
tcattcttat
actatgaatg
cgatcgggga
gagtcatttt
cggacgcaca
gggcggactce
agacgcaccg
tatcccgaag
atcgtcgaga
ctcgggaccc
ctagcgatcc
cccgaaacga
ctcatcacca
gtgaagttca
ggtgcgggcet
gacccggaga
acccceccggce
gtctcggtgt
cgccacagga
tctcgceccga
ttcggctgcg
tggctctgaa
atcaataata

attcagtgac

atagactcat
atttacatgt
aaatgtacat
ttattgaaaa
aaattgtatt
tctcgaatca
ccatgagagt
tctcatgagt
tgagatcaca
tgaattatta
agatcacagg
aattattatt
gaacgatgat
attattctta
aacgatgatt
ttattcttat
atttcatgag
agagtatgag
tttcatgaga
attcttattt
tatcattatt
tcattctgac
gaaaagagaa
tcgcttccaa
cgagccccat
gtcctatcgt
cggctctccc
atcgagtctc
ctcggtgagg
gccacgctcc
ccttcecttceccecce
gggtcgattt
tggcgtccat
ggttcgtgtg
cggtctcgcet
gcccgacccg
ccgaaccgcg
gtcccctgag
gtgactccgt
ccgtcctcac
gctgtggacc
gagagcgcegce
aaaatttgtt

gcgcggtgtce

gccatgttcce
gttttttatt
ttgattattt
gaaattaaat
catgactctt
cttataagat
ataagctcgt
tggtaaacac
ggggcctacc
ttcttattat
ggcctaccat
attcttatta
tattcttatt
ttatcattat
attcttattt
ttcatgagag
agtataggct
ctagtctgtg
gtatgagcta
catgagagta
cttatttcac
tcttctataa
aaatacatgt
gcgtcatatt
cacccgttcg
gcagggctca
tgtgcggtca
ccggtgacct
gatggacacc
tctegegggg
gaaagttcaa
caacggacgc
cgatgtgggt
ccactgtggt
cagggtggtt
cggcgtggac
cttcagggcg
acccgcgctce
ggcgcgceegt
gccecgcegage
cgggcacccce
gagaccgaga
tatgaactat

ccctecgggaa

atgtcctcta
aaagagatca
acatgtgttt
gatatttttt
gactctattt
cataaacaat
ttataagagc
tgagtgtcac
atgaaggcct
tcttattatt
gaaggcctca
ttcttattcc
tcacgagagt
tcttatttca
catgagagta
tatgagctag
catctatgag
agagcctgaa
gtctgtgaga
taggctcgtc
gagagtgtga
gatcacgggc
atatgccgtt
ttattttttt
gttcgcggtt
cccgggatge
tgtacgcggg
ccccgattaa
ggtcgccceg
tcggcaccgg
cccgtgatcg
cccgggagga
gaaactatcg
ttctgcccge
gtccactacg
gaagtggacg
atcgaggaga
cagcaccgat
gcccgcetteg
ggggactctg
cccgtcgact
ctcttgtatg
ccccgaatgt

taataaacgc



124321
124381
124441
124501
124561
124621
124681
124741
124801
124861
124921
124981
125041
125101
125161
125221
125281
125341
125401
125461
125521
125581
125641
125701
125761
125821
125881
125941
126001
126061
126121
126181
126241
126301
126361
126421
126481
126541
126601
126661
126721
126781
126841
126901

cccctcgeca
ataaacaccg
gggctgttat
ggctagtgtt
tgatggagcg
tgaatcacaa
tccecgtttceca
acatcatgga
gcggggtcat
gaaccatcgc
gcaggatgcg
tcctccacga
cgtcccgcetce
cacgactccg
cttcgacagc
tcatcttcct
cctccgagtce
tcctgaccct
gcgcgtceccat
gagaccagcg
tatcgtccca
agcaggaggg
acaaaccacc
gagagaaaaa
catggttgtc
gggccataca
ataatatgtg
ccgcacttct
tgtaccattc
ggactcgagc
gcccecggtec
ctgaccatgt
ttagagattt
gatccgggtc
ttcgacaccc
gcgtggtaaa
agaaagacac
cgtcatatta
gatcctcgcece
gacgtgcgcec
ccgtcatccc
gacgacccgt
gacccccgag

gctgaggcgg

atgacgaggg
cccgtcacgg
agacatggcg
ctgtgtcgag
cgtggcgggg
tgggaagaac
gaacctggtg
gcgctccceeg
cceccgegacc
cacccgtccc
tcgtcgggac
aagatacgag
ccgagaggag
cgcccccecta
aatcacggcg
cctctccggg
ggtgacggcg
actgatgacc
cgaggagatg
ctcgaaccgc
gccaccgagce
ggtaccgcta
gcgtatatct
aaaataaaat
tcctcatgaa
gagggagaga
gggggggatg
ttttttttta
gttctggtaa
gggcaccctc
gagacttaga
gggcacagcc
tcgggatctg
ctccgecggtce
ggagagtccc
aggagtggat
gatatctttc
gagcgagccg
gaggtctaca
gtctcgttct
gagggctcga
gggacggacg
gcggacgatc
cgcatggtgc

gtgcggacac
gtaccgggaa
ctcagggaag
ggtaacatag
tccggggtca
tatctcgaac
ttcgacagtt
atgagcgcga
gcgctccecgg
gtcttcgtgt
aggaccgggg
gcgtggctat
attgtcgatc
acacgaaaaa
accactcaac
ctcacggcct
ggtgactccg
atccccatca
cggggtatcc
ggggacgtcg
tacgcggagg
gaagcggaga
gtatatcacc
catatcattg
cccgaaaatc
gtgagcggga
tggaagaggg
ctcgacttca
cccgagcececg
cgagaaattg
gattttcggg
ccggtccgag
gtcgagaccc
gagactctcg
ggatcgcgaa
ggccgtgteg
agaaaagaga
ccgagtttgt
gggcgctcac
tcgccctgtt
cgacccgtgg
ctcacactca
tgaccagacc

tggacaggga

ggacgggcca
aaattgggtt

gtcccacacc
gatgcgggaa
acgtggtcga
tgtcgtacac
acgtgaacgt
cccgggtcett
ggatggcggce
acctggagct
aggcgggcgt
cctccgegga
gcgtgataga
gtcagttata
tgccgcacgce
accacgcggt
gggtcgtcgt
taggtctctt
tgatgcagat
agctcggcgce
ccctattgat
tccgggtcectg
catctgtctc
tatccacacg
tagatgaggc
aataacgggg
agggagggag
tcatcatcat
gtgaatagaa
agattttcgg
atcgggtcga
acttggagat
ggagattttc
ggacgcgccc
ccggecgegyg
tgggcatcgg
gcagacgcta
cgcacccggg
ttcagaccac
catgttgatc
gacggacgct
gaccgagggce
accactgggc

tctccgcecatce

cgcgccgtceg
aagaacacgg
cgccaggttt
gagcaccctg
agagccggta
ggatcccacg
gcagcgcctg
ttgcgcggtce
gaggggggag
accccccgag
ggggctggac
ggacgtggag
gatactgtgc
acccacgggc
gatcatgaac
gctcgccgac
cctggtgatg
cggtatctac
acacctgagg
gggcgcatcc
ggagccggtce
aagggagcgc
cacatgtata
tatctcctct
tcgcgattcg
ggagagggaa
agagcgagag
catcatcatc
cccgtgtcecce
gatcagaccg
gacccggaga
tttcgggatc
gggacctgac
gatcgcgcga
tcaccgatcg
cgatcggcca
aatacccgaa
gaggcccegtg
gagatgcgceg
atctgggtgce
cacacccaga
tcccgggacce
cacggccgtc

gattactccc

tgccgaaaat
gtcgcccceceg
ctccccgaag
gtaaaagctc
gatcagtggg
gggtacgccg
cagaatcccg
aacgggagcc
gccgtgatgce
gagtgtctgc
tacctgcgtc
cgcgtggacg
cgccgccacce
cctcgcecccect
tctctcacta
gggacgggat
atcggcgcgce
gtgcggaccc
ctaatcacgg
ctgctcacca
gagccgcagce
cgcgaccatc
tttttttcga
ggtgtttttc
cgacctcacg
tgggggggga
agagagcaac
atcatctcca
gctcagtcac
tgtgggcaca
ttttcgggat
gggtcgagac
cacgcggctc
gctccececggg
ccgaaataca
cagctgtcag
ccatggccgce
tcgggtatcc
ccttctacga
ttcacgccag
ccgagggcte
agggctcgat
aaatccccgt

tgtgagcgceg



126961
127021
127081
127141
127201
127261
127321
127381
127441
127501
127561
127621
127681
127741
127801
127861
127921
127981
128041
128101
128161
128221
128281
128341
128401
128461
128521
128581
128641
128701
128761
128821
128881
128941
129001
129061
129121
129181
129241
129301
129361
129421
129481
129541

accgccggac
gaaaaagacc
tggtccgcta
gtcggtcctg
atcctcttgt
caaagataaa
catcccctcect
tacgcacaca
ctctctctcect
ctctctctcect
cacacacagg
atagggtttt
ggggttgtga
agcgaacccg
gagacgagcg
atagatggtg
tatccccatg
aggaaataac
tcgtcagtgg
aagccgatcg
tttcaagagg
tctcactggc
ggtatcgtgg
cggttcgagce
cacgggggag
ccgggacgga
tgacagagac
ccagctgttg
gctggccgcec
actgagctgc
cgtggcacgg
cggtctataa
caaggtcagg
ggtgatcttc
ctcggggaac
ttccggaccg
ggaggcgtgce
cctctgcatce
cggaccgcgg
atcgcgcgga
gtcttaaaaa
atccttgtac
ctcgttgtcc

gaaccgcgcg

cgcgtacaca
gtgtggtgtg
tcgatcttgt
tataattgtg
tttccttecat
gagtcatcac
cacgggtatt
ctttctcacg
ctctctctct
cacacacaca
tggtctctct
ttttttaaga
gcgttggtac
ggatgggttg
aatttttttt
gaccgggacg
atgagcgatc
gataacaaaa
aatcgatggt
actcccaccg
gaaattaaaa
ccaatctctc
cgactccgat
gccgcgagta
cctcaccggg
ggctctactc
ccgattctcg
accccgggga
gccgagatcg
atgctcgtgg
cacggacact
gaccggagceg
agacccgaca
gcgtgcggge
tgcgggeegt
ctccccectt
ggacatgtga
gg99999999a
tggagaggcc
tcgtcggaag
aaaaagaaaa
tcgttcatct
atatgtgaaa

atgatcaaaa

tgtatatgtg
tggggggggg
gtattgtgac
actctgagaa
gatctctctt
tcgatggctc
ctcacacatt
ggtattctca
ctctctctcet
cacacacaca
cgctcacaca
agagaaaaaa
cgactcaacc
tgaaacctca
tgtcgcgggt
aggtgcggtg
gcgggcgcgyg
atttataacg
acaccatccg
aagaacccct
cccgggagcet
tccccectea
cggccgtgat
tcccgagege
atcgggcgcet
ccgaggttct
aacggctcgce
cgggaccccyg
ccatcggttc
tgacctccct
ttcgggtcat
agaccggagc
gggccctcta
acagaaagag
gcggtgeteg
gcccecgtgtg
cttgtaacgc
ggaggctcgt
cgagaccgac
atgcgtgcac
tcctgttgtce
gtgacaataa
aggcgtgtgt
aattttaaag

tctgtgtata
agagaagggg
tctttgagtg
taaaaaaaac
aaaaaaaaag
taccggtgta
cattctcacg
cacactcatt
ctctctctct
cacacacaca
tatacatccc
ccgcgactcg
gatcgtacaa
ccgggcagga
tgcaaaaccg
tttacaagtc
tccatatcaa
agggctcgag
aacccgtcgce
gatgaaatgt
cgaacccact
caaccccgta
cggcttcttce
cccgaccccg
ctccaccgag
ccacgtggtg
cgagatactg
ggaggacgag
ggtcgcggac
ggtgttcgcc
tccccacgag
gccgacagga
cgtaccgceccce
atgcgagatc
gcgggacgtg
cggccgcgceg
gtgcgagacg
ggccatctgt
ccgtccecgag
ctgcgcgeccg
ttgtcttgtc
aaatcaccga
ggtccagggg
acgggctccg

tacgtgtatc
cctgtgttac
ttcatgtgtt
cattttgatc
catattgata
tctccctaca
ggtattctct
ctcacggatg
ctctctctet
cacacacaca
gaggaacccc
cgcggggtte

acggggactc
tgaaaatttt

atgcgtcgag
atcgcgcccce
tgtgaggtcg
cgggcttcga
accactcgtc
ccgcgegceac
gaaaagaacg
tcgatacgct
ctcctcgtcet
gacgcgaccc
acccccactc
accggacccg
gccgagacgce
gatgaggtat
agggtcatgt
ggggtcgccc
agatcccgag
gacgacatgg
aaggtggata
ggctaccggc
ttcgcgeecg
gtcgtggggce
gaggcgtgceg
gacccgtacc
gctcacgaag
tgactacgag
ttgacttatc
aaagaaaaat
ggtgaatgag
cgaaagtcgt

cgtgcacacg
tgtgttcata
ccgacatgat
tcgaagcact
catatcgata
ctcactcacc
ctcgtgtgta
gtcggtctct
ctctctctcet
cacacacaca
ctcgtccatg
gatacggaca
cctgataccg
cgggactttg
ggaggcggga
gcgtagtccc
gggaggaaag
tacgagcacc
ggtgtactcg
gagtggatat
tgtatcacgg
tccaggagat
cttccacgtc
gggagtctcc
ccgaacctte
tccggecceg
actcgctcca
tcgcgecgggce
ggaaggcgac
tctgggtgat
actggagccc
caaccagacc
ggatcaagag
ccctgggaga
acctgtacgg
ccacggtgag
ccgtcgatcg
ccccttaccce
cggtgcaacg
tcgataacgt
atgtcgtatc
ttacgtctct
cggggtcgta

gtcaacccac



129601
129661
129721
129781
129841
129901
129961
130021
130081
130141
130201
130261
130321
130381
130441
130501
130561
130621
130681
130741
130801
130861
130921
130981
131041
131101
131161
131221
131281
131341
131401
131461
131521
131581
131641
131701
131761
131821
131881
131941
132001
132061
132121
132181

gactttctct
gttacgggca
cacgggaaac
cgtcacgttg
acgcgccccg
cgtcgtcggg
gatcctcgat
gcgggtgttg
caacggcttc
gaagaaagtg
acccgaaaat
tcatgtctcc
gggcatcgtg
gctccggggg

ccttccccecce
gctggcacgt
ccgtgggtge
gagggaaatg
tcgggggtgce

ccctctacga
cgccccggtt
gatatttcgg
ttcgaaagtg
accgaaagaa
caacaggcca
gcggtcaccc
gcgactgcga
aggtggcccc
tcgtgacatg
ggcacgtgtg
cggccgtgceg
ataccagagg
aggaggtgat
ggatcagcgc
tcaacccgga
tcaaggccaa
ggaacatcct
tcctgaggta
agaccttcct
gcgatgcctg
taaaaatcaa
atcccatgag
gaggttggca
acgtctatta

¢ggggaaagg
cccatccggg
gctcggtgag
atcgtgatcg
ggtgacgacc
cgactgagcg
cacctgtcca
acgagactca
tggttgtcgt
gcacccgcgce
gaggtgtatt
agtctttccg
taaacacgtg
cggacggaag
tgcccccatg
ggagccccgce
tctcgtcgag
ggagggtgcc
gatcgaggcc
gctcgtggtg
cgggagtctc
ctccgggacg
ttgcgacccg
tcggcataaa
ctgagtcgag
cttgcgggtt
cgaacgcgcg
ggagggtctc
cgggacatgc
ctgccgcettce
accgctcccc
cctggagtac
cctcctcectac
ggtgatcgeg
ttggagcccg
cgccgagatg
ggtcgagtac
cctggtcatt
gtccatcctc
ttcgcgctga
ttaatcgaat
tctactgtgc
accaatggcg

tccgccaccce

agaggggggyg
cagcggtatt

acacgatgac
tgggggtggt
tcgtgaccct
acgcgggggce
ggaattcttc
gactcgacat
tcatcatcat
ccatccactc
cgagcagcgc
tgttgtttct
ttctgtttct
ctgataccca
gggcggaccyg
gtggtcgtgce
acgcgagggg
atagcgctcc
gcgggtggaa
cgttaccacg
ggggcgctcea
ccccgctacg
cccgggatcg
cggaccggcg
atgacaagcc
ccggacgggg
gtcttctttg
gatgcgctca
ggagacgtcc
tgttttcgag
gacctggaac
tctgataagt
gacggagccc
gacagggcgg
gtgccctgta
ggcgtccatg
ggggccgtcc
ccggggtttg
gccgagtgca
ataagcggat
gatatggcgt
ggtggtggtt
agacagccca

gtggcacaac

ggggaaacgg
aacccgggtg

cgtcaagggt
ggtggcgatg
ggccctcaac
cgctaacctc
gggactggtg
attcgtgttc
gtacacgtgc
gcccccgaca
cggcggacga
gccaggggga
tctgcacccc
acgagtacct
ccgggttctg
tggaagacct
cceccggaggg
cgctaccgct
aggtcgccgt
acaccctcgce
aggagctcct
acggactact
gcttcccgaa
gggccaccgg
cccgcgagga
agttctgcectt
ctccggacca
ccgagaagag
tctaccaacc
acaagtgtgc
ggctgatcca
ttaccgcgga
tgggtaacgt
aaaaacccat
cgatccccta
actggagcga
cggggctcga
atggcgcgga
cctgggtcgg
tgttgtacta
ttctattgcc
gtgatctgat
tctaccccta

ccececggtgag

caacccggtt
cgggcccaca
tgcctgtgte
ggggtggcgce
gagctcgegg
acggggttgce
gcggcagacyg
aatgggttgg
gcgaggaccyg
atgatgtctc
cggaccgtat
ggccgtgttt
ccgggagtgt
ctacgcgcecte
gctgatgggt
gctcacggcc
agcggtgcgg
cctggacgac
cggcgggtte
gaagacgttc
ctcgcgcettt
ggggcacatc
tccectttege
gtctccattc
aatcactgtc
c¢ggggacggc
tctcaccacg
ctggaaactg
cgtgatccac
ggagtgtgga
ggagtccctc
gctgatgggce
gttcgttgat
cgacctcgtc
cagactcttc
cctggtcacc
ccgctcgaga
gaccttcccc
ggattccagg
atgtaaatac
cttcttgtgt
ttcctgttgt
cggctccccece

aggaccggtg

caaccttcgg
cgtgtgaatt
tcgcgttcgg
tctcgaaggg
gggacgagga
tcecgggggtt
cgctctacga
tggccgecectt
tgaggtccgg
cgtacatcta
acgccgatca
ccctccaacc
cccgagtgceg
acggcgaagc
cccaacgggg
gtcatcatca
gtgcgggccece
ctcgtcgagce
ctggtccgga
cccgtgatgg
cgcattcccg
gcgtgtgaga
gcttttctaa
accgatccac
cgtctctcct
gcctactgcet
gtgctatcga
gcgaaggcca
gagcgatgcg
ttgatgcgca
ttcggtcacg
ccgcaaggca
ctggtgaccg
gatatcgtgc
aggctgttgg
ctcggtgect
ctcctcgagt
gcactcaccg
tgtggctacc
acgtatcaaa
aactgttgta
tgtcggggcg
atgggggcac
agggtgcccc



//

132241
132301
132361
132421
132481
132541
132601
132661
132721
132781
132841
132901
132961
133021
133081
133141
133201
133261
133321
133381
133441
133501
133561
133621
133681
133741
133801
133861
133921
133981
134041
134101
134161
134221

agggcgagag
aacggcggtt
gtatctgtgt
aaaccattga
tgaccccgag
cccagacgcce
gcacgcacgg
gagagacaca
caaaccacga
ttgggtgata
aaatctcttt
tttattatat
aatctctttt
tcttggagaa
gacatctcgc
tgaggtcgag
ccttgatcca
ctatcaggcc
atcgctcggg
ggtaccagaa
tcccecggacce
tgccctteeg
tgtccaccgt
cgctgaacgt
cgatcagttt
gcacgcccgg
ccattcccgt
gggggacgaa
cattcacgca
gcgggttcat
cccacacccg
ccacggggcg
ccctgcaact

gaatcg

gcccgtggac
tgccacaccg
atctgtgtat
taaaccgagc
ggctttgtgt
tcgcgagtga
agccacgcgc
cacaccctca
gtctgataaa
gatctctttt
tattatattt
tttttacaac
attatatttt
ttcgtccacg
cacgaggccg
ggtcccacgg
ggtgtggttce
gatctggaac
tggcgcgtag
cgaggtcatc
gctccgggac
aatgagcgcc
ggcccgctcece
caccatctgc
¢ggggccgceg
gcggtcgggg
ggcggacagce
gaggtggagg
cgccaccccg
ccctctgagce
cgtggccacc
agccctgagg

cgggatcaac

ggtctcaggt
gcatctatgg
ctgtgtggtc
cgttgaaccg
ataaataatg
acgcacaagc
gtggataaac
cctatccgat
tctcttttat
attatatttt
tttacaacat
attgggaaaa
ttttacaaca
agggtctcga
atcaactcgt
gccttgataa
acgaataccc
acgatcccgg
gcctcecgtge
gtctcgccecg
atcatgatga
aggagcttcc
cggtaaaaat
gcgctcttcecce
tccaggaaat
gcctgggtge
ggggagaacc
taggacccgt
gggagaaagt
caatccgtcg
gtgaggggcc
aacccttccce

ttctccgcecca

gaatcccgag
acccgtgtat
tacatcgacc
cgtgtctctc
agaggtctca
acgcacacag
cgaacgcgca
cgactcatta
tatatttttt
tttacaacac
tcggacaaac
agacacatgg
ttgggaaaaa
gactcggtct
ccacgcgcgce
ccttgaggac
gctccatgcg
gcacgcccgce
cgatggggtt
gtccgtgcga
tgttttccga
ccgtgaggte
aaccctccat
tattctcacg
gggccgtctce
cgccgtgaaa
cgaaaaatat
acttcttctt
ccagcacgtc
cgttctcgtt
cgatggtcag
ggaggaccct
tgtaaaatat

agggtcgaac
ctgtgtatct
cttttctcga
cccggtggge
cttcatcatg
ggaggaacat
tatacatgag
tggaagatag
tacaacacgg
ggggttatat
cacgagtctg
gggttatatc
aaagacacgt
catcgcaggg
cagggtgcgg
gtgggcccgg
ttccaccatg
gttgcggccce
ccagaagaag
gtgttcgaag
ctttaggtcc
ggcgaggatg
gctaccgtag
ggtccccgag
ccaagcgtac
ggtcttgatc
attgccccga
cagggtcagg
gcacggctct
ataatgtacg
tttgaaaccc
cgcgggtagg

ttcacaaccg

ccttcgggcg
gtgtatctgt
ataaataaaa
catctcgatg
cccgagagtce
acacacacac
tggctatacg
aagacgcgga
gggttatatc
cttggatgat
ataaatctct
ttgggtaata
gggggttata
tctcgctcga
gcaccccctce
tacccgtccc
atgttgagcg
cgaccccggg
gtgcgatcgg
tcgatgagct
ccgtgatata
gtcgcgcaaa
aggccgcatt
acctcccact
acctccatgg
ttgagcacgg
gtgtggcgca
aacgtggcct
tcccagaacg
tacacccagt
ccgtccacgg
aaccattgtc

gacgacgtcc
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