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LOCUS       MT163391                1402 bp    DNA     linear   BCT 15-MAR-2020 

DEFINITION  Erysipelothrix rhusiopathiae strain YN19071 16S ribosomal RNA 

gene, 

            partial sequence. 

ACCESSION   MT163391 

VERSION     MT163391.1 

KEYWORDS    . 

SOURCE      Erysipelothrix rhusiopathiae 

  ORGANISM  Erysipelothrix rhusiopathiae 

            Bacteria; Firmicutes; Erysipelotrichia; Erysipelotrichales; 

            Erysipelotrichaceae; Erysipelothrix. 

REFERENCE   1  (bases 1 to 1402) 

  AUTHORS   Li,F. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (10-MAR-2020) Yunnan Tropical and Subtropical Animal 

            Virus Disease Laboratory, Yunnan Animal Science and Veterinary 

            Institute, Jindian, Panlong District, Kunming, Yunnan 650224, 

China 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1402 

                     /organism="Erysipelothrix rhusiopathiae" 

                     /mol_type="genomic DNA" 

                     /strain="YN19071" 

                     /isolation_source="lung" 

                     /host="pig" 

                     /db_xref="taxon:1648" 

                     /country="China" 

     rRNA            <1..>1402 

                     /product="16S ribosomal RNA" 

ORIGIN       

        1 gcagtcgaac gaagtgaaga ggagcttgct ccttggaact tagtggcgaa cgggtgagta 

       61 atacataagc aacctgcctc gatgcctggg ataacagagg gaaacttctg ctaataccgg 

      121 atacgttaat ctaagacatc ttagattaat taaagatggg atacatcaca acgagatggg 

      181 cttatggcgc attagttagt tggtaaggta acggcttacc aagacgatga tgcgtagccg 

      241 acctgagagg gtgaccggcc acactgggac tgagacacgg cccagactcc tacgggaggc 

      301 agcagtaggg aattttcggc aatgggggaa accctgaccg agcaacgccg cgtgagtgaa 

      361 gacggccttc gggttgtaaa gctctgttgt aagggaagaa cgataggaag agggaatgct 

https://www.ncbi.nlm.nih.gov/nuccore/MT163391.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MT163391.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/MT163391.1#goto1820083095_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1648
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1648
https://www.ncbi.nlm.nih.gov/nuccore/MT163391.1?from=1&to=1402


      421 tcttatatga cggtacctta ccagaaagcc acggctaact acgtgccagc agccgcggta 

      481 atacgtaggt ggcaagcgtt atccggaatt attgggcgta aagggagcgc aggcggttta 

      541 tcaagtttat ggttaaagtt cggggcttaa ccccgtgatg ccatagaaac tggtagacta 

      601 gagtgcagga gaggttagtg gaattccatg tgtagcggta aaatgcgtag atatatggag 

      661 gaacaccagt ggcgaaggcg gctaactggc ctgtaactga cgctgaggct cgaaagcgtg 

      721 gggagcaaat aggattagat accctagtag tccacgccgt aaacgatgga tactaagtgt 

      781 tggagaaatt cagtgctgta gttaacgcaa taagtatccc gcctggggag tatgcgcgca 

      841 agcgtaaaac tcaaaggaat tgacgggggc ccgcacaagc ggtggagtat gtggtttaat 

      901 tcgaagcaac gcgaagaacc ttaccaggtc ttgacatacc gcgcaaaagc acagagatgt 

      961 gtaatagtta tggcggatac aggtggtgca tggttgtcgt cagctcgtgt cgtgagatgt 

     1021 tgggttaagt cccgcaacga gcgcaaccct tgtctttagt taccagcatt aagttgggga 

     1081 ctctaaagag actgccggtg ataaaccgga ggaaggtggg gatgacgtca aatcatcatg 

     1141 ccccttatga tctgggctac acacgtacta caatggcgta tacagagggc agcgaagcag 

     1201 cgatgcggag cgaatctcag aaagtacgtc tcagttcgga ttggagtctg caactcgact 

     1261 ccatgaagtc ggaatcgcta gtaatcgcgg atcagaatgc cgcggtgaat acgttctcgg 

     1321 gccttgtaca caccgcccgt caaaccatga gagttggtaa tacccgaagc cggtggccta 

     1381 acctagttac taggagggag cc 
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