Dactylogyrus sphyrna 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1,
complete sequence; and 5.8S ribosomal RNA gene, partial sequence
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LOCUS KJ605446 1046 bp DNA linear INV 01-MAY-2016

DEFINITION Dactylogyrus sphyrna 18S ribosomal RNA gene, partial sequence;

internal transcribed spacer 1, complete sequence; and 5.8S
ribosomal RNA gene, partial sequence.

ACCESSION KJ605446

VERSION KJo605446.1

KEYWORDS

SOURCE Dactylogyrus sphyrna

ORGANISM Dactylogyrus sphyrna

Eukaryota; Metazoa; Spiralia; Lophotrochozoa; Platyhelminthes;
Monogenea; Monopisthocotylea; Dactylogyridea; Dactylogyridae;

Dactylogyrus.

REFERENCE 1 (bases 1 to 104606)

AUTHORS Hao,C. and Yue,C.
TITLE Direct Submission
JOURNAL  Submitted (21-MAR-2014)

College of Veterinary Medicine, Xinjiang

Agricultural University, No. 311 Nongda East Road, Urumgi,
Xinjiang
830052, China
COMMENT ##Assembly-Data-START#H##
Sequencing Technology Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1046
/organism="Dactylogyrus sphyrna"
/mol type="genomic DNA"
/db_xref="taxon:231338"
TRNA <1l..514
/product="18S ribosomal RNA"
misc RNA 515..1010
/product="internal transcribed spacer 1"
TRNA 1011..>1046
/product="5.8S ribosomal RNA"
ORIGIN
1 ctaacctgct aaatagtacg attgcaattt ttatgtggac ctctgtcctt gtgcctctgg
61 tacttggata gaaccacata agcaggtgaa acttcttaga ggaactggcg ctcgaaaagg
121 cgcacgagaa agagcaataa caggtctgtg atgccctaag atgtccgggg ccgcacgcgt
181 gctacaatga cgatgctact gagcatgatt aacttgtccg aaaggatcgg tgaaactgtt
241 caatcatcgt cgtgactggg attggggttt gcaattgtcc cccatgaacc aggaattcct


https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1#goto751154972_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=231338
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=231338
https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1?from=1&to=514
https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1?from=515&to=1010
https://www.ncbi.nlm.nih.gov/nuccore/KJ605446.1?from=1011&to=1046
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