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Cyprinid herpesvirus 2 (CyHV-2)
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FEATURES Location/Qualifiers
source 1..1113
/organism="Cyprinid herpesvirus 2"
/mol type="genomic DNA"
/isolate="H. Fukuda"
/db_xref="taxon:317878"
/country="Japan"
cbs 1..1113

/codon_start=1

/product="intercapsomeric triplex protein"

/protein id="ACD84550.1"
/translation="MYGLNNAQGFIDTEWIDRQSIAMTAQETSRLLNPYLATKGQRVD
PSNLYIPDGIFVTYTPTGPDPGVAHGGGYYYRPSLQGFGSMMDEADTLDDLQANVLYS
NQOGOWTRLALCGLANAANYPIDLYDQKDTKYRIINTGAEPLHSGDAFVVEPPSVEASK
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GSSGMSQGISRLYNTQTELGQSVKNTVMATTLDALDSISVLLVMMKRVASLPTPVLRI


https://www.ncbi.nlm.nih.gov/nuccore/EU349286.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/EU349286.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/EU349286.1#goto189187380_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=317878
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=317878
https://www.ncbi.nlm.nih.gov/nuccore/EU349286.1?from=1&to=1113
https://www.ncbi.nlm.nih.gov/protein/189187381

ORIGIN

//

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081

FGDYYNFKHNKGQLDPSVLIEIWKNPAVADLFMDSMDFGMKSIHRLKNGTYGSAIKST

EANPTSMRGEVMYNAYGGQYLTGDTFEGITIHSENGL"

atgtacggct
atcgccatga
cagcgggtcg
actggaccag
ggtttcggct
tatagcaatc
taccccatcg
gagcctctgce
gcgcaggtgg
aacatggctc
atgaaacacg
agcggcatgt
gtcaagaaca
gtcatgatga
tacaatttca
aacccagccg
cgactcaaaa
atgagaggag
gagggcatca

taaacaacgc
ccgcccagga
atccgtctaa
accccggagt
ctatgatgga
agggtcagtg
atctgtacga
actctggcga
acagcatgaa
tgggaggcta
ttatggcccg
ctcagggtat
ctgtgatggc
aaagggtagc
aacacaacaa
tcgccgatct
acggtaccta
aagtcatgta
tacattcatt

gcaaggattc
gaccagcaga
cttgtacatt
ggcgcacggt
cgaggcggat
gacgagactg
ccagaaggac
cgcgtttgtg
aaacaacacc
cccggccacce
agacattggc
ctcgcggctg
aaccaccctc
ctctctaccc
gggccaattg
ctttatggac
cggctctgcc
caacgcttat

caacggcctc

atcgataccg
ctgttgaacc
cccgacggta
ggcggttact
acgttggacg
gcgttgtgcg
accaagtaca
gttgaaccgc
atcagagccg
aacagagtac
atgtgcgtcg
tacaatacac
gacgctttgg
accccggtcecce
gacccatccg
tctatggact
atcaaatcca
ggcggtcaat

taa

aatggatcga
cgtaccttgce
tctttgtgac
attacagacc
atctgcaggc
gtctggccaa
gaatcatcaa
catcggtgga
agggttcctt
cctctgaact
acctagtaca
agaccgagct
acagcatcag
tccgtatctt
tcctgatcga
ttggcatgaa
cagaagccaa

acctcacagg

caggcagagt
caccaaggga
ttacacgcct
ttcgctgcag
caacgttctg
cgcggccaac
caccggggcc
ggcttcaaag
cagaccgggt
gacgcaccgc
gtctggtagc
cggacagagc
cgtcctcttg
tggggactat
gatctggaaa
atccatccac
ccccacatcg

ggacaccttt



	Cyprinid herpesvirus 2 isolate H. Fukuda intercapsomeric triplex protein gene, complete cds

