Babesia sp. EUl isolate 7627 18S ribosomal RNA gene, complete sequence
GenBank: FJ215873.1

FASTA Graphics

Go to:

LOCUS FJ215873 1727 bp DNA linear INV 03-MAR-2009

DEFINITION Babesia sp. EUl isolate 7627 18S ribosomal RNA gene, complete
sequence.
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FEATURES Location/Qualifiers
source 1..1727
/organism="Babesia sp. venatorum"
/mol type="genomic DNA"
/isolate="7627"
/host="Ixodes ricinus"
/db_xref="taxon:171411"
/dev_stage="erythrocyte asexual stage"
/lab_host="sheep erythrocytes"
/country="France"
/note="Babesia venatorum has been suggested as the formal
name for Babesia sp. EUL;
PCR primers=fwd name: CRYPTOF, rev name: CRYPTOR"
rRNA 1..1727
/product="18S ribosomal RNA"
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