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            Assembly Method       :: Velvet v. 1.2.10 

            Sequencing Technology :: Illumina 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..156714 

                     /organism="Human betaherpesvirus 6A" 

                     /mol_type="genomic DNA" 

                     /isolate="AJ" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:32603" 

                     /country="Gambia" 

                     /collection_date="1987" 

     repeat_region   1..8156 

                     /note="DRL; contains pac1 and pac2 sites; left end 

                     imperfect tandem telomeric repeat array, right end perfect 

                     tandem telomeric repeat array; direct terminal repeat with 

                     DRR; can mediate DNA cleavage and packaging into preformed 

                     capsid" 

                     /rpt_type=direct 

                     /rpt_type=terminal 

     gene            501..2740 

                     /gene="DR1" 

     CDS             join(501..744,828..2740) 

                     /gene="DR1" 

                     /note="DR1L; direct repeat of DR1 in DRR; contains CXC 

                     motif; DR1/DR6 gene family" 

                     /codon_start=1 

                     /product="DR1" 

                     /protein_id="AJA36217.1" 

                     /translation="MPLTVPYRLPLSNYWWLLLGRHSLRHVHSYVRLHKGLRIPLPWP 

                     EQECLHLHPKPYKCLLRYPCITTQPHLLQGWPTKSSLWFDPKPYHPSADSKLLPLGLI 

                     TLSACSTRVSQPTHRSGFDVTDLSLSWLTGSSPWLVILQGQGGSLFCHDVLQGRLYVL 

                     SHSVSLFLKTGLRHCEAIYRAPLWRDRPLPSLWTCRDPDKAFLPTLLARSARRGLAAF 

                     YALWRLHLGSRSELSHPVLEWERTELVLTDWRRGRPCTHLPSDSRSQRATSSGATNTR 

                     DAATEEAAGGKKEAEGGGPSVAEHFARCRPLLDELCGEGGWLPFAFLSTSAHVWLILT 

                     EGGPVLAVDLNDTSVWRIADDLELLRRLGNLLLVSGLRLPLHLPSGSGEAAGEPGYDQ 

                     EERRGRASTASATAATSTRGPTRPTRVTRKGRVATGGVHLPARPESEEQTDGHHGRQE 

                     SSHDDQRGGSERGHRDDGAHRHANEKTEPQQRGEHEEGKQTNSGRHEHGQESHVARRD 

                     EEGTEQGGSGRSCGGATQTYGGRGRHDSCPSIPLSVPGPDPRLWVPPAHLLFPSPLPP 

                     MTPVDDEPSVRPRRPPSPAEEPPTCRPRPPRPSSDTPLSAVSRPSAPPVPPPSTARVR 

                     FFLSSSSPSPSYSPSPLSPPSPVSPSSPRSPFIPPIRSPGLRAKPRVSSGHPATFPPA 

                     PSSAPARFETVPSVPSSESPSAPCVGKSQPPAAHTA" 

     gene            4792..6812 

                     /gene="DR6" 
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     CDS             join(4792..5095,5938..6812) 

                     /gene="DR6" 

                     /note="DR6L; direct repeat of DR6in DRR; DR1/DR6 gene 

                     family contains CXC motif" 

                     /codon_start=1 

                     /product="DR6" 

                     /protein_id="AJA36218.1" 

                     /translation="MSTRHTERTGGRIPVRRDRARLAQARARARFEWLLLARGRPSKL 

                     YGYASRHRGELIHLPWPPYWCLELHHDPYRDARSTTVWGHRWGWPPTHVRPRCVQDCA 

                     LDSCLYVCCGYGEKLQPVGFVKSYVTNSQLDTLRVLLVGKDGAVYVHHMRAARLCRLA 

                     SSTTEFTRRGLQRDAVTYEEDLELPDQRMCGTNARHLFDVIAAAADEHNLLTVGGLCQ 

                     THAGVCCNLLETVGDPWTAVPGARMTLTVPQVQYRLWPEARRDLRRHLYAGHPLGPWL 

                     VCGVLSRERETQRPSPPICSGGATVGNVATPGPREVEIVWVVLTLAGPLLAFWPDTGK 

                     ICRLANSFSTLWRMGPRAMRGHWTYSAPGRHLPGDAWPLCEHVRPQVGKLPRKRAYLD 

                     " 

     misc_feature    8157..148558 

                     /note="UL; long unique sequence" 

     gene            complement(8772..9872) 

                     /gene="U2" 

     CDS             complement(8772..9872) 

                     /gene="U2" 

                     /note="SHL1; similar to HHV-5 UL23 tegument protein, HHV-5 

                     US22 gene family; US22 like; Region: US22; pfam02393" 

                     /codon_start=1 

                     /product="U2" 

                     /protein_id="AJA36219.1" 

                     /translation="MFCGSPFLGISSWSLASAALCPPSCSFSAGRDLRCDAEVPEVKW 

                     TAFVRTLVTRPLSADDVWDFVSTFAHCRLALPWPVGAELRFATSDMLGITQAEVAKLS 

                     RRYGCCPGMDLTVIGVTIFAEVSALVLVGECGEIYAFNGVFDDALYRLAEDAFGLWKH 

                     GLRRFEPVYGSKCLTETGASFFGGMSGVDDALAFAVSFDKALVPLPWPRGAFFEFAVP 

                     GRPEKRWRLIPGGGVAVVIGRFFGRGVTSPLLRRQRVLMDQDGKVYAASLDGGAVVRL 

                     SDSFRAFLAMGVRKLFKNHRFPPGHLWTMQLPVTCVHAPVIDLPAVYQLSPHMVERGM 

                     PVASCGASTVVRGDYEETETEESTSGDSVLVC" 

     gene            complement(10209..11330) 

                     /gene="U3" 

     CDS             complement(10209..11330) 

                     /gene="U3" 

                     /note="SHL2; similar to HHV-5 UL24 tegument protein, HHV-5 

                     US22 gene family; US22 like; Region: US22; pfam02393" 

                     /codon_start=1 

                     /product="U3" 

                     /protein_id="AJA36220.1" 

                     /translation="METTKNRRVRFTGGLHEPAQDSTMCGNAELQSRERTKTRQRVYN 

                     ESKRDLVDLLRVYTCLNSVRMFTFVNFGRRIPLAWPEGYQLVINNCRDENEYADEKLD 
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                     ELAGLVCCPERLVVLGYVKKRGGIGSEPCYWFSKGDIVVLLGGAGRVYAHTWLLPQQL 

                     CRVGDTIDDFLRKGLKRFYYAHQLVSSLQFVVEDPEVDGVRSCRDVLCFRDRHIGHSF 

                     ALRWPKNETLLFHRRRDSFAFVMCDEARRRLAEMCFFGSFGYKYFGDEGRISLYVTDD 

                     GQIFGFNDNDEDGRPRFVAEDFQQFRRIGVTQYYKSYVFRREQPEWALLPTCHLSRMF 

                     YQKTWRQADADVLFLIARNDERKKFPDAGTRSAVHDVVR" 

     gene            complement(11549..13156) 

                     /gene="U4" 

     CDS             complement(11549..13156) 

                     /gene="U4" 

                     /note="U4/U5 gene family; SHL3; HHV-7 UL27" 

                     /codon_start=1 

                     /product="U4" 

                     /protein_id="AJA36221.1" 

                     /translation="MELLDHDIYKGPVRERVTYTIPNHPYLSLTVHHSRELDVDLKDI 

                     TEEMIIDSGTLTAEDLFMTRGLRFCDDSVLWAALAEKVSVEFQRRGKTTMDLSAFMSL 

                     LERLTFEDETSVFYRLLTKCTALAHFSILEYIVDGEKRDTISAHFNRLLELLDSLFLQ 

                     FLMLRNRSESNTLLTLFDILPNPKEIYGDAASPTSVLLKHFLSDHIFVAYASSYRFVS 

                     SVLCSCDQCRASLFRIYLGKKDSRAVHISDISEFDPADLILGQLHLDAREAVALRAEI 

                     DRDLGSSLILNSMERRHLPILHDKQLGRGHFERNILKVYCNIVLCLFLLRRVKQRIVS 

                     DLTAIARFFVKAISEMERCIDTVSGLRGVRIKLLVVSSQFEIKDPMRVPRLCFFFLEI 

                     VAILVSGYDKERHRVRALLEHLCLKKICLGDLCASMRLAREIRHDVLEGFLNTLELSY 

                     MSNPVRFFRFHDCNLYGTHMWSGVYPNVVPYAVRGGGSFDIRLQEHRRRQKRIVVRRR 

                     LIRRVQQRGLDIREARRVPKPACVTFI" 

     gene            complement(13278..17154) 

                     /gene="U7" 

     CDS             complement(join(13278..14922,15011..15986,16092..17154)) 

                     /gene="U7" 

                     /note="SSL2; similar to HHV-5 UL28, HHV-5 US22 gene 

                     family; US22 family; exon 3 is related to U4; US22 like; 

                     Region: US22; pfam02393" 

                     /codon_start=1 

                     /product="U7" 

                     /protein_id="AJA36222.1" 

                     /translation="MDLEAKEISGDIPNDNALAELCRLCESADLSQIENFVGRYKNWC 

                     LSIIWPRNCWLRFTPRKDVAGYTEKMFEDMDDHYQGFVEKLCLLGTIQIPYRDVPILI 

                     GRSKRIFLHDLETDTLHFVCDNFEQFVRYGVLGTNIITCAEPVYRHGLYEGPRFESLE 

                     NLMNNDVLRSPYTLNVHVKLNRKGVLGIKAMRKHYIAMLREFDELARCASLDDVERFV 

                     SLNIGRDLRLDMPVFKSLTLGTRDSVWTATCRLANLKEQEDLVEKVVVLGYLNDHDYE 

                     SKCTRPILCIGKSGKIYYYDWIDNVLVKLGDCLLTFLRVGFARLFADCGYEKIGKISM 

                     RFGRMSTLGMSETYQSCMSLKIVPVCNDEFALSSCVPTLDFDVDVLSAAYGDGLEISS 

                     PGLRCCIAWPPMYALTLGEFYHFHTHRWVSAYDWSSLLDADEFMSAVGYAHPIYRDPN 

                     PDYDPYVMHTSTGKTIAVDTVTEKVYIIAESLVQFFNIGLRQFPPFAEAELDPEQEKM 

                     WFGETKCGREEFILLQRNLPAMKDYVAKHSGERIRVDAFQDFDFSFCSLSDIYYLTGP 

                     GILEKITEKDYAIIGTCARSQAEPNCRAAIVMGSNCHIYIYVENRISKVSKSLRTFIR 
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                     RGFDELLYKEKYSLDWSDDTLFYISDTETENLNRMLNGELPVLRSKPRHMCVRKDRLV 

                     KDRSKILFAVRLDEEDSPTVKFITKFLTPVFVGRLPATNRFVVPVSRARLTNGLQGTA 

                     AARFGIKGLHPSSDCLVWNILLDYEYETYKYPSTYIRADQIADMVKGLKFMDNFNEKW 

                     QCITKLAFLGLYAGASLFNFTSKPTLGYWCRYLSEYASMLLFQFESKLKELTKESTRQ 

                     LGGYNLCHWGQELKDCLENKSDVFFRYDFFERIESCLIEHFMLLCGCVECRRMFIMYN 

                     KRGRKFDFGHSVRIQCFPMIGSIRLPAFLHLGEPYDVSLSSLIAKDLGLSMIEGQIEL 

                     SRLPISLQISVTPDKKALLTFLTNIVFIVFVVNTLYRVINAELDIYYDLFTEEVGKLC 

                     VAMEEEMKLGRNGCLGDLCYFSPMKQMKEIVRCPGEKSQFILKCWEALRIGFSVPAYK 

                     DYDETPFMEMFFMHHLHVKRFHEDNDRDLVSCDNLIPGFFIVNTDGENFLQRLQRVVL 

                     PVAEDYLTNTRCINGTMAFFFSGLKYFGSGNHRGFQISPEKDVRAIAYKLGSLDVLRD 

                     DYKYYEYTPPDCPGELNGYGGDE" 

     gene            17667..18977 

                     /gene="U10" 

     CDS             17667..18977 

                     /gene="U10" 

                     /note="SFR1, PIRF0; HHV-5 UL31" 

                     /codon_start=1 

                     /product="U10" 

                     /protein_id="AJA36223.1" 

                     /translation="MEIVTYKTVSARSPTVTWSSGFGRAIASIQKRNQDNIRKPLRFY 

                     SGLLHCLIKQYEHCLVPPNKSIRFDKGKIEVAALILDLGHQVLGRQIHVRQRIYSWTS 

                     ITLPKLFTPKELYFLVASPGEENIAFNPTITKGGWISGSFSYPVDYRSNFSLTGMSAN 

                     ILMVPFVPYKYPLNYARFISSIDLMILNEQFPEHECGDIQILKQRNYLYLGVIKNLTW 

                     KKSVTGTGQTAPHRILKASFIGSWPDTSLPDRVALRFFNNTRFTIHCHEFSINIENLG 

                     LVKNKEKVFGTLATVCCEQIPSLLTTENLPRYLIVQFEVVTQIEEPEPLLFSSNPKLY 

                     FTGDVLNATIQLQHNPSYYELLVHAPYDIHFYPSRCHIVILPIRYFTKPDKQILISGY 

                     QNEGFFETQVMLWAPGTPLHITLRSFSPNLILPQSTKRRNRKAV" 

     gene            complement(19029..21644) 

                     /gene="U11" 

     CDS             complement(19029..21644) 

                     /gene="U11" 

                     /function="major antigenic structural tegument 

                     phosphoprotein; binds capsids" 

                     /note="PILF1; HHV-5 UL32" 

                     /codon_start=1 

                     /product="pp100" 

                     /protein_id="AJA36224.1" 

                     /translation="MDLQRHPIPFAWLDRDKVEYLTNFLSNLERLDNVDLREHPHVTN 

                     SCVVREGEDVDDLKTLYNLLVLWLMYHYVLSKRKPDYDAIWQDITKLQSVVNEYLKSK 

                     GLNKGIFENMFTNKEKFESQFSDFNRALLCLGNSIKWGSNVAIDTPYVNLTAEDSSEI 

                     ENNLQDAENNMLWYTVYNINDPWDENGYLITSINKLIYLGKLFLALTQSWSKLEKVAM 

                     SQIVITQNHLSGHLRRHDNFNIVYSHRVLQTPLTGQRVESFLKIITSDYDIIKSSLES 

                     HSASKAFSMSEIGPYSLMDFVPLHGDIPSNLTLPSMSIDTKKSSVDPARLKKSKSRSL 

                     DTFLRMQRQPKFLELDSVDNAGGKILIKEATLGGEEVKATTPASSVSLMSGVESPSSF 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=17667&to=18977
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                     TSTNLDLPLSSFTSTNLDLRDKSHGIYKIGPSGILDFNVKFPPNAQLNTNGVDLLQDK 

                     TSIGSPSSGITDVVNGLANLNLHQNKSEVLPPWSRNTAANADFLDPVHRFVPEQTGTP 

                     FVLNNSDVAGSEAKHTTYSTETGVSPRNVFLIKDLRGKDGFRKQKQSDIPKSLTKERN 

                     DKAIMHSREVTGDSGGATETVAARNSPALRKIKQANGFFPGLNKKNDRDVLRGGKGNS 

                     KDFLHFGGNAKKKEMSGKFNVDKEMTRNGQEPSRSLMGDARNAGDEQYIQAGLGQRVN 

                     NLLSQFTNLISLGEKGIEDILQNQRGTDLKLATENKSGRESEEANVEKILEASNPRDM 

                     FKDFRLQNDLDSVQSPFRLPDADLSRELDSASFKDALDLKLPGNGEQEIDLALEKVKA 

                     GETETSDFKVGQDGSFIPAQLMKVETPEEKDDIIEQMVLRIRQDGETDENTVSGPGVA 

                     ESLDIEAKGESAIAS" 

     gene            21746..22878 

                     /gene="U12" 

     CDS             join(21746..21778,21868..22878) 

                     /gene="U12" 

                     /function="G-protein coupled receptor; like CC chemokine 

                     receptor; inducible signalling" 

                     /note="PIRF1; unspliced ORF U12; similar to HHV-5 UL33, 

                     US27, US28 and EBV-induced EBI1; similar to all GCRs" 

                     /codon_start=1 

                     /product="GCR" 

                     /protein_id="AJA36225.1" 

                     /translation="MDTVIELSKLLFKGNASCTSTPTLKTARIMESAVTGITLTTSIP 

                     MIIIVVTTMILYHRVAKHNATSFYVITLFASDFVLMWCVFFMTVNRKQLFSFNRFFCQ 

                     LVYFIYHAVCSYSISMLAIIATIRYKTLHRRKKTESKTSSTGRNIGILLLASSMCAIP 

                     TALFVKTNGMKKTGKCVVYISSKKAYELFLAVKIVFSFIWGVLPTMVFSFFYVIFCKA 

                     LHDVTEKKYKKTLFFIRILLLSFLLIQIPYIAILICELAFLYIPQNTCFWLARVEILQ 

                     LIIRLMPQVHCFSNPLVYAFTGGELRNRFTACFQSFFPKTLCSTQKRKESDVSEHDQN 

                     SKSKASVEKNQPL" 

     gene            22964..23284 

                     /gene="U13" 

     CDS             22964..23284 

                     /gene="U13" 

                     /note="EFRF1; positional counterpart of HHV-5 UL34, but 

                     much smaller" 

                     /codon_start=1 

                     /product="U13" 

                     /protein_id="AJA36226.1" 

                     /translation="MAHAKKRVRRKLLTSTDDPILSNTFTMRPTSKIADAEIISREHD 

                     YIASKTQTDSKKISPLSVILDKTALFEFYGIGDNNEKAIVYPIDPDFLLCDSEHNCTL 

                     SPFL" 

     gene            23380..25209 

                     /gene="U14" 

     CDS             23380..25209 

                     /gene="U14" 

                     /note="EFRF2; similar to HHV-5 UL25/35 gene family, 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=21746&to=22878
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                     tegument protein" 

                     /codon_start=1 

                     /product="U14" 

                     /protein_id="AJA36227.1" 

                     /translation="MVTHAMEEPKTFNIPTFVLDENCNFIPEVLSRANAKYIKDVLIQ 

                     DSYNTVCLANSFIPMTIQTTEQIMVIVTKFKFSRARNLFEKVLRLGVHINRFYAGKKQ 

                     VKHMITMMKSLFDTEEAMRRLDRALMGLFVDARGSSYMPLIALSLHENGLPDSKFAKA 

                     VKLINTTLNSFHNRPDADIEQYAQKLRAYNYLYKIPHYTLKEAVDVYSENLKDLSIGV 

                     NKKPTLLFTSSDDGYLSHIFNDMLFLTSTWNMIYNSKVQIRRLTTWIKYEINSILEDC 

                     VLVGFQLPDLKDTILDLAALTSNMNLVDPDKDLFSHYKLILEKLFEISIFATKANICI 

                     LPTFIKSHLIEFEDVLKRSNDDEDLNYLLLKSNDSDDEYDEDKLPIQVDPGRVDNVLT 

                     DSNFFNVTADNAFSSIAIMPISYDKIIDVEENVIQVLEVEMQSLSAVVYGAVANKYGL 

                     SLPQVIKRLNQNEGRASSRASSSHSTSTIPYSPPQSGRSTPTSILRQRAPIRSNSRSS 

                     SVSFSQDDDNRSHYSDETNISDYSYPMADLDLEDEEPMEDHPHSPQSASSNNSMSRRS 

                     RALQNEQRRRTPTMAPPSPARGQNNARLRRRTRRSTETNDERL" 

     gene            complement(25243..26051) 

                     /gene="U15" 

     CDS             complement(join(25243..25428,25589..25661,25735..26051)) 

                     /gene="U15" 

                     /note="EFLF3" 

                     /codon_start=1 

                     /product="U15" 

                     /protein_id="AJA36228.1" 

                     /translation="MDVWKRQRLQECRELCPLPVLMSLSNMLSKIEIVYVKYLFKMDF 

                     YTMYRFLLPALTLSMTVTKSVVIEMLFILKRWEDIDQFFRLNIRKVNDCMVVAQFTHI 

                     PIKRKLIVLLYMLTSRQEKQLFLNMIYAFLEKSHLRLGDDEEKNAIRFFSYVDDLHLT 

                     RDILLDMIYKLKNTEINQTMELLLSYNELAR" 

     gene            complement(26312..27402) 

                     /gene="U17" 

     CDS             complement(join(26312..27087,27174..27402)) 

                     /gene="U17" 

                     /function="apoptosis; inhibitor of caspase-8-induced 

                     apoptosis" 

                     /note="EFLF1; similar to HHV-5 UL36exon1, HHV-5 US22 gene 

                     family; ORF contains U16 exon1; region IE-B, immediate 

                     early gene; US22 family; pfam02393" 

                     /codon_start=1 

                     /product="U17" 

                     /protein_id="AJA36229.1" 

                     /translation="MADERTGDSVKTRYDIALMNLNDIKIAVFRDSLSTYVEQKTGLT 

                     IQFNWPKSRCLVISTLCKIPFSTKSAAELQEMCSLLLCCPERLQLLGYVSVWGEETRD 

                     VCLTKTLVFAGEDEKFYGLDFVNETLYLLAETTERFAVLGLRRYDPVYREKDIRFLTK 

                     IDDVLQSLIDAQDNLWKFATIVYKNSGRHYIMKSCLENNDGVFVLFLTRKEDFPSRME 

                     WNFFSDVYESMPYHGQVIGSIGKTLLYPKTMFVMMDLSGAIYGIDTIGTGIGSCVKIA 

https://www.ncbi.nlm.nih.gov/protein/734987002
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https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=25735:26051:2,25589:25661:2,25243:25428:2
https://www.ncbi.nlm.nih.gov/protein/734987003
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=26312&to=27402
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                     DDFESFLRQGIVRGYRRYKFFHRNISTVQEILPLCPHTSLGPTFSNNYNYDLSSEDDE 

                     " 

     gene            complement(28514..29395) 

                     /gene="U18" 

     CDS             complement(28514..29395) 

                     /gene="U18" 

                     /function="glycoprotein" 

                     /note="EJLF6; similar to HHV-5 UL37 exon3 immediate early 

                     gene, HHV-5 IE glycoprotein; region IE-B" 

                     /codon_start=1 

                     /product="IE glycoprotein" 

                     /protein_id="AJA36230.1" 

                     /translation="MKKLTMESLVVYIFVMGVCFTSNFTCEQKIVLIQEHKLRSICIS 

                     TCHVNGVLAGNSSCVSVKTSYLINLAMLTNGFKDMRVGNITSISEKTAFLRVIINYYF 

                     RGVMLRALIAKRLPNAAHLSSTVNCWLDDHSAGGVMTLFYGTERIVLNSSTEINASRW 

                     ISDGKDANGTLNILNERVSLDSYFLSRICPQLSSEIYKKKVAHPKNFSLIKNDTKPKK 

                     FLRNTWRSAWSNWYKYKEIEAFLDFSSDYENLSEITYSMSAAGLFFLAGGAFTMLLLL 

                     CCLSMITRKHIVKDLGY" 

     gene            complement(29658..30827) 

                     /gene="U19" 

     CDS             complement(29658..30827) 

                     /gene="U19" 

                     /function="gene regulation, transactivator, inhibition 

                     apoptosis" 

                     /note="EJLF4; similar to HHV-5 UL38; region IE-B; US22 

                     like; Region: US22; pfam02393" 

                     /codon_start=1 

                     /product="U19" 

                     /protein_id="AJA36231.1" 

                     /translation="MAFTGDELARMLQFKDKMISSAGFALKFEKVVQEAMASGIVLQH 

                     ITCIKVRICDNSDILSDRQLRCLLINGLYPFEGRMSMFGVTEEWEGASAAPERQVVFL 

                     LSSTGQVLGYEDGVVFYLSPTFSDFWTTAMEFSCQNAILSNFIAQKSRDEYSDQFQKY 

                     FTRMRHTPIFLTGVLPRRFQKVESGDCVEEDARASMRPIQCDSFGVKDTFCRPTEELL 

                     QPSANKDVGGKVCMALSCQEDNSARHCTIYGLTKTRGIKIMFSRHTQTDRSEVMCNAA 

                     TQTGDVVDNSSETLLLGENLVHQSILETEVKTTAKNTFDVSDPRIDSVYDTTVFGAMA 

                     TDDVGSENVQGGASLAQEKPLKGYCIIATPSECKPNIHWLKSPENDVQESAAVLR" 

     gene            complement(31082..32350) 

                     /gene="U20" 

     CDS             complement(31082..32350) 

                     /gene="U20" 

                     /note="EJLF3; immunoglobulin superfamily domain, C chain; 

                     similar to HHV-6B U20; inhbition TNFR signalling and 

                     apoptosis" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=28514&to=29395
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=28514&to=29395
https://www.ncbi.nlm.nih.gov/protein/734987005
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=29658&to=30827
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=29658&to=30827
https://www.ncbi.nlm.nih.gov/protein/734987006
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=31082&to=32350
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=31082&to=32350


                     /product="glycoprotein" 

                     /protein_id="AJA36232.1" 

                     /translation="MITVFVACLFQCVSSLPAKLYIKTTLAEGIGKLQTVIGIDNDIV 

                     FAYERLYEDLTLLNHTVVAETLFDLTGNLEEGKNSTVDRFLGHVVIREFHRLHAGLQY 

                     VSLQNFSVSELVCFVNNNTQLSGSYVFLAGNTTYVQIDLFNENRGFVHDLINLSSFLQ 

                     NRSLHVLSFYARRFCVEDILNFYGKVVFGDSRHRPPQVFSKRDTGLLVCTARRYRPIG 

                     TNIQWSLQNQTVSDDHMTDDFIRTEIAGQLLYSYERALSRALSMTQRNFSCEITHKLL 

                     VTPALLTREDAYSFKGFVNPVKQSEDMFPRHNFPAPHRKQFNKLQLLWIFAVIPIAAG 

                     CMFVYMLTRYILFFVSGGCSLNPNRVLKRRRRNDEVPMVIMEVEYCNYEADDYMELHS 

                     VQKVRDNSIAVVCGNNSFDIERQSKISRNF" 

     gene            complement(32353..33654) 

                     /gene="U21" 

     CDS             complement(32353..33654) 

                     /gene="U21" 

                     /function="glycoprotein, downregulates MHC calss I" 

                     /note="EJLF2" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AJA36233.1" 

                     /translation="MMICFVFLCVLTLARGEIYPPICPAPGVGNDEAVRAGELLLEIS 

                     AYRNQRSGKVELWGSAAVNNQVFYGGMENSQIDYDFGKFLVFRCFQVFNNVHKLLFNT 

                     VSSATMHLARKRVQKCGHGKMTFISIQVQCSVNKKSIRLSRMSEASLKKQVLRVAYFL 

                     DRNNNSWIADKNFQGEDRTMLRLWTELSTYQQYLISSCNNDVKILSELYGEFRQIALP 

                     YDEKLNLNFMPVIRSSSERLFRADDLKCSFSRWLGAEGEFAVCEYSGWGVSRLGKIEI 

                     FAEKPLTFDMAWKTVKMRSSGAYTSLFRDDVTWGLIPLDKWVGDKYFCMCTNKESGDN 

                     VIVTLPEKNVEKSIQIYDEGSAMLSFAEMTSIILNLMFMGAVAVSVGILGISCFVGLK 

                     EIIYFIFVSVDYMWPFCDTLLTTAVNCFFKGRTFLRRELKI" 

     gene            complement(33752..34360) 

                     /gene="U22" 

     CDS             complement(33752..34360) 

                     /gene="U22" 

                     /function="glycoprotein, late gene" 

                     /note="EJLF1" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AJA36234.1" 

                     /translation="MVPQGCSLVWVSALYVSVIASLHIINNENSVFIATHSETELRHW 

                     LIFVKMTQRNGTAWWRMASVPINAYFERDIAFLFNPRCVIETAMGSKILCRYNKNIGV 

                     VFVDNDTKCNVSFPSGVQLQLLNQSVMESIRTKTYVVDYARKTTERGDCFISVAFCRK 

                     ERRRFLSRCERFVYYCISVYLFAVVVLCSCWFALDPLFNMWA" 

     gene            complement(34388..35098) 

                     /gene="U23" 

     CDS             complement(34388..35098) 

                     /gene="U23" 

https://www.ncbi.nlm.nih.gov/protein/734987007
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=32353&to=33654
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=32353&to=33654
https://www.ncbi.nlm.nih.gov/protein/734987008
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=33752&to=34360
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=33752&to=34360
https://www.ncbi.nlm.nih.gov/protein/734987009
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=34388&to=35098
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=34388&to=35098


                     /function="glycoprotein" 

                     /note="EqLF1" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AJA36235.1" 

                     /translation="MLFLSFLLVCLCEEVRMLNLMTTEVSATEFASIASKHMETDVST 

                     SSDYLTGKSETTFSANSETWGKNVTEISIDSETYLNQSFMVTSTLAVETTDRSIGNNV 

                     NVTSSFPTVKGGETQNIETSFTVISASTFSDVSEKTSQGLPTKSTPKKTVQALWETDT 

                     VQVLEFTDTHEGDEEYFKDFLSSLVIWIGGISFIGAFVILIVILCNWYKKDKQRSLFW 

                     DEEKKPDVQMRRDAKTCR" 

     gene            complement(35404..35667) 

                     /gene="U24" 

     CDS             complement(35404..35667) 

                     /gene="U24" 

                     /function="inhibition CD3/TCR recycling" 

                     /note="EoLF1" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AJA36236.1" 

                     /translation="MDPPRTPPPSYSEVLMMDVMCGQVSPHVSNDTSFVECIPPPQSR 

                     PAWNLWNNRRKTFSFLVLTGLAIAMILFIVFVLYVFHVNRQRR" 

     gene            complement(35686..35859) 

                     /gene="U24A" 

     CDS             complement(35686..35859) 

                     /gene="U24A" 

                     /note="EoLF1; contains a potential transmembrane domain" 

                     /codon_start=1 

                     /product="U24A" 

                     /protein_id="AJA36237.1" 

                     /translation="MLLISKTLFPIPRGADEFWEGTYILVVAFVLAFLVYSDFLSNLS 

                     PFGEILSSPCIST" 

     gene            complement(35876..36826) 

                     /gene="U25" 

     CDS             complement(35876..36826) 

                     /gene="U25" 

                     /note="EPLF3; similar to HHV-5 UL43 tegument protein, 

                     HHV-5 US22 gene family; US22 like; Region: US22; 

                     pfam02393" 

                     /codon_start=1 

                     /product="U25" 

                     /protein_id="AJA36238.1" 

                     /translation="MGLSSSKDIDLLVNFIENRQGATLALPWPEDYRLTLHSVENIPE 

                     ISREDVQNWAKTYMCCGGELVVVGVIHKAKTRTCRGPIVLQGARGHIYVYNGFFDRSL 

                     YHVASSFHDLFSNGLRFFYPIYETCDYALDSTVALDMIAHSKSFSELLHYRNERKNAF 

https://www.ncbi.nlm.nih.gov/protein/734987010
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35404&to=35667
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35404&to=35667
https://www.ncbi.nlm.nih.gov/protein/734987011
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35686&to=35859
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35686&to=35859
https://www.ncbi.nlm.nih.gov/protein/734987012
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35876&to=36826
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=35876&to=36826
https://www.ncbi.nlm.nih.gov/protein/734987013


                     FTLKTYPYKTFVRFCNLSMTEFSSRHLIQWRRKLQTSLLDVVFIVQHNFFGDWRELVV 

                     VFDGHGMLFCVDREESLLFIARNMSDFLKIGCLRYNENRRLHTQWFTQDTDYIKQVDE 

                     MFSRDVLCPLREHCQRSRRERGLLKICTSLVRGVNCIERG" 

     gene            complement(36934..37821) 

                     /gene="U26" 

     CDS             complement(36934..37821) 

                     /gene="U26" 

                     /function="possible membrane fusion" 

                     /note="EPLF2; type 3 membrane protein; 9 transmembrane 

                     domains" 

                     /codon_start=1 

                     /product="U26" 

                     /protein_id="AJA36239.1" 

                     /translation="MRRLTDSFILGLAKGAVIPGLYTFRMTEGRSPLGQIGVLITVAI 

                     SFLLTFKRFDPRFYKPIGDFKIVFLSLMAPKLPSLLSAVVMICLIFSEMRLRMILSRC 

                     VMIMPSYSPAVFTGIMVSLFFKSQMFDDYSVLITAASLLPITVRYGWMIRSSGFLLGL 

                     QKYRPILKSTSFREVDLKCLVKFTVEFLLLFTILWIGKMFLSMPKSNHLFFLTVVNNV 

                     FFKLNVFKAAACAVVAILSGLMMNVCLYRIIFEAFVGLGFSSIMLTLSSDLKDRSFYA 

                     GDLLNGFFCLVVCCMYFGV" 

     gene            complement(37809..38990) 

                     /gene="U27" 

     CDS             complement(37809..38990) 

                     /gene="U27" 

                     /function="replication, ds DNA binding prtoein, DNA 

                     polymerase processivity subunit; transactivation" 

                     /note="pol processivity factor; EPLF1; pp41; similar to 

                     HHV-5 UL44 (HHV-5 ICP36),HVS GENE 59, EBV BMRF1, EHV1 18, 

                     VZV 16, HSV1 UL42; Herpesvirus polymerase accessory 

                     protein; Region: Herpes PAP; pfam03325" 

                     /codon_start=1 

                     /product="pp41 transactivator" 

                     /protein_id="AJA36240.1" 

                     /translation="MCWSFHLFFKAHKARVGARTSFLTEMERGSRDHHRDHRDHREHR 

                     ETREPPTLAFHMKSWKTINKSLKAFAKLLKENTTVTFTPQPSIIIQSAKNHLVQKLTI 

                     QAECLFLSDTDRFLTKTINNHIPLFESFMNIISNPEVTKMYIQHDSDLYTRVLVTASD 

                     TCTQASVPCVHGQEVVRDSGRSPLRIDLDHSTVSDVLKWLSPVTKTKRSGKSDALMAH 

                     IIVQVNPPTIKFVTEMNELEFSNSNKVIFYDVKSMRFNLSAKNLQQALSMCAVIKTSC 

                     SLRTVAAKDCKLILTSKSTLLTVEAFLTQEQLKEESRFERMGKQDDGKGDRSHKNEDG 

                     SALASKQEMQYKITNYMVPAKNGTAGSSLFNEKEDSESDDSMHFDYSSNPNPKRQRCV 

                     V" 

     gene            complement(39032..41446) 

                     /gene="U28" 

     CDS             complement(39032..41446) 

                     /gene="U28" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=36934&to=37821
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=36934&to=37821
https://www.ncbi.nlm.nih.gov/protein/734987014
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=37809&to=38990
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=37809&to=38990
https://www.ncbi.nlm.nih.gov/protein/734987015
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=39032&to=41446
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=39032&to=41446


                     /note="P2LF2; similar to HHV-5 UL45, similar to large 

                     subunit of ribonucleotide reductase, but no encoded small 

                     subunit; similar to HVS GENE 61, EBV BORF2, EHV1 21, VZV 

                     19, HSV1 UL39" 

                     /codon_start=1 

                     /product="RR1" 

                     /protein_id="AJA36241.1" 

                     /translation="MKRKERRINKDYGYNRKCVCHYEASQKRFCYSQYSCASVLYERV 

                     RDIAKIIDRLDSGLDAWCLRDAIISVLRATHCVPRVDRMLGRWYLKTSVFYDFCPDDL 

                     ILSCPNVIMPNVLNFVKKYRDFIRSVLYKVSVSWKNQYMPGVLAASRFLEEISNSLNG 

                     VEESIPCIYLRMCATLTEIVLRIGYLREIYQENPYVMFEELAFSLFTQKWVLPFSCMT 

                     NLGLVEKANSTVFDVAIYNTCLYSLVDFTTVNGEHLFPALLNGSNISMNLTRYQQEAK 

                     NIFEILLSQIRVVERDTDKTVQLTVYVEVWHVSALMWLDLYEALPQTSRVTFCLIIPG 

                     IFMDRYELKRAQWSLFQKNIAFELGKCDEITFSTKYLEFERTTDHAKITMSSFIEKIC 

                     LCLKGGRMGLIFRKNVYQYSMIPHVPLYCGGDFLDVLPVRDGINTCLRMLLNVVHFLG 

                     DEVSDELTEEIDFVRLQCKFFMFNELRRVVRKMVLVANAVIDYAVENKDFLCEGIEDG 

                     RSLGICVTGLHSVFMTVGLSYAHPDARRLYRMICEHIYYTCVRTSVDCCMKGAEPCNL 

                     FDRSKYALGMLYFDHFDNVECTLPEELWTTLRKDVLMYGVRNIHFTAGTAMQKEFDII 

                     NSSESFWPMEDNKILRRSNIKVVIGKDGLNDVTSVYSSELKSLYIPVYNNLLLNRFNK 

                     HQQYLKTVGYRVLNVDTNLFTDKELDDLAVFKDGFSYHLNDLIEMYKSGLPFLDQGQA 

                     NVFYFNDTVSLRLLLPLLYKAGFKVAMYKVLCNSEMYKHLDLSNPLPLIGKCSDGVVM 

                     HVKNIL" 

     gene            complement(41469..42368) 

                     /gene="U29" 

     CDS             complement(41469..42368) 

                     /gene="U29" 

                     /function="capsid assembly and DNA maturation; capsid 

                     morphogenesis" 

                     /note="capsid triplex subunit 1; complexed 1:2 with capsid 

                     triplex subunit 2 to connect capsid hexons and pentons; 

                     P2LF2; similar to HCMV UL46 (HCMV minor capsid protein, 

                     mCP), HVS GENE 62, EBV BORF1, EHV1 22, VZV 20, HSV1 UL38" 

                     /codon_start=1 

                     /product="U29" 

                     /protein_id="AJA36242.1" 

                     /translation="MNSKSSARAAIVDTVEAVKKRKYISIDEGTLNNVVEKERKFLKQ 

                     FLSGRQNLRIAARVFTPCELLAPELENLGMLMYRFETDVDNPKILFVGLFFLCSNAFN 

                     VSTCVRTALTAMYTNSMVDNVLSMINTCRYLEDKVSLFGVTSLVSCGSSCLLSCVMQG 

                     NVYDVNKENIYGLTVLKEIILEPDWEPRQHSTQYVYVVHVYKEVLAKLQYGIYVVLTS 

                     FQNEDLIVDILRQYFEKERFLFLNYLINSNTTLSYFGSVQRIGRCATEDIKSGFLQYR 

                     GITLSVIKLENIFVDLSEKKVFV" 

     gene            41896..45144 

                     /gene="U30" 

     CDS             41896..45144 

https://www.ncbi.nlm.nih.gov/protein/734987016
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=41469&to=42368
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=41469&to=42368
https://www.ncbi.nlm.nih.gov/protein/734987017
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=41896&to=45144
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=41896&to=45144


                     /gene="U30" 

                     /function="capsid assembly; virion morphogenesis" 

                     /note="complexed with large tegument protein; P2RF1; 

                     similar to HHV-5 UL47, HVS GENE 63, EBV BOLF1, EHV1 23, 

                     VZV 21, HSV1 UL37" 

                     /codon_start=1 

                     /product="U30" 

                     /protein_id="AJA36243.1" 

                     /translation="MTHDNRQLLPQETKLVTPNKDTLSSRYLHVLIIDNTLSTIEFVY 

                     MAVKAVLTQVDTLNALEQRKNRPTNRILGLSTSVSKRYINIPKFSSSGASNSQGVKTL 

                     AAIRKFCLPDKNCFRNFLSFSTTLFKVPSSIDIYFLFFTASTVSTMAARALDLEFILS 

                     SLKKSTSPESLLAATAKIELLSLAADSVTHNRVIAFINRLTPKKYHFDLIRQYAVFYF 

                     LNSTTLTSENKLLSAELLYEELSQIPSSSSSGTELENLNNAEVLYVFDRILNSIKMLK 

                     NELSSPIGKLRAQPAANDPGTDKTIKYSKIQSIIQKINSFTHENSLLANCRAVVELID 

                     DLYRKLYSWFLHVLTFEDIQFPGDTFLDRLLKMDYCFTYYPSSNRHLIDLFEKALDNQ 

                     TFTNLDKFFDTSGNSPELLYQKTFSLKIFSKNLTAQDNGLYIYPLLKTDLSILDFLGT 

                     ENILFHRGLIYHILHQKTIPQERENDLNKINQFFATVIQQVIETKSSCLPASLSQLLD 

                     TIFHFNRIGLNMETCRTYIEILSNHMATPDTQPIINTFTINLTHIVFTAHVFFICMEN 

                     FSPTFIFYNRKKLILEQQRAILIIERNDYSTLWKQISDHIDCLFNVSLSESFFKEYTK 

                     GGNEDQKQFLYKNLFEKWGNVFFPFTYSVSTSNNSTAYHITTLELRDICKEVYQSDSP 

                     DAYESLLPYSTHPSFKTLFVKIYVIPMVSHITNLTFDKLQSDCRLLTLIHACKLLLPS 

                     QHLLLHYMAWLYAFSINVDHIDLGTFTVIKSVIFKIADHINVMTHTIYSPETNLLVSI 

                     LLNAYTNYLQKYVNPWIKQTITANFSLIQTYITFTKQCASILATKCNINLDNLFIYIT 

                     IGTDKIVTTSFCSFIATCRNLVRQHEEFEKSLQTIQISETTLTGMLRNIITSVSSSKE 

                     LLTNEALQKFIDTVQRISQHVNETYQSISMNLEKCKTSNDILIESLKKIIYIVDVLSS 

                     NAILNTSLASRCLEAANLAVSNNSFTILEIKKDAVAVFKPFITQLFESMKPTTSLHKK 

                     LMSTQKLTTDHIPFLDTFDDRYNLVRHVERQLNWYAAHAEAAQQDLITPLKF" 

     gene            45162..51395 

                     /gene="U31" 

     CDS             45162..51395 

                     /gene="U31" 

                     /function="large tegument protein" 

                     /note="HHRF1; similar to HCMV UL48 (high molecular weight 

                     protein, HMWP), HVS GENE 64, EBV BPLF1, EHV1 24, VZV 22, 

                     HSV1 UL36" 

                     /codon_start=1 

                     /product="large tegument protein" 

                     /protein_id="AJA36244.1" 

                     /translation="MKIITSSTNQNDSKYGPRAGKQCMSNSFSFLHTVYLNGINNSLN 

                     AGTIDAIMEEGYHLDTAGTLALMLNNSDSQDYRLPTEIPKRIHSRYGVTQHELSRPFN 

                     GTLDTQKIDNEVYLGLIDFILYGKSKNGPTFAVITIGVLSRALFFLNNTLYLFDSHPT 

                     EREATAAIYICQNIEEVYELLTTHGTEGFYYDASLIFFIETSNLSLSSHDAELLILKT 

                     YKDPDIAIALDKFSSTEIHEIKKTDDIGSQQDLVADKTTDLEHAPHKRKKNSHSLELE 

                     LNDKKKKDTASLTYYATEVDLIPSFYELRSQFQSLFHDLKSFPIMKSNFNWTIYLQDS 

https://www.ncbi.nlm.nih.gov/protein/734987018
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=45162&to=51395
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=45162&to=51395
https://www.ncbi.nlm.nih.gov/protein/734987019


                     PINPNQPFATPFLWNRVFHLLCQIIDVFVGVGSTNDDSSKQQQQTIFINYLLPFKDFS 

                     EVFNEALAACQENNLDIIFIYNNYLCKTTTFRTLERILLSKFLAIVDNDHKKHYEWVK 

                     SWTTQMFQGMPKKLDDIENYLKAYVDHNPVKHFHEFICLNKAEKYKVAVLLNEKRKEI 

                     QEAIEREKNSFAQLSNFIDKLGETPALPIESENVHKVHTSDITEGIVPRFITESIELP 

                     NISTLNNTQQISLDKQLNEKLTNTIHTLTNKFTKIVQDNYNNIAAGFMPVTELNCLFA 

                     YLVNLYFNIEVLKHSGLNINTVLLQEVEKLYDNTQFLRFGTSHFNINNLSNFTLSIRK 

                     MFVDFYNSQKPSDRASEILAAIESILADPSKNKTVVNIEMIKSQLEELGKMEISTTEN 

                     KQTAAITKQILGDQELTPIYDFLHHLSAYNLPNTTTVKNLHLHFILEQRPDIAMTLHD 

                     KIQSILDIYVDDMLNDITVPEQTFSTVLFLVDLFPNSTEKTALFESVLTLRQLAKKCA 

                     NLKTLDEFDDLAQFITTNSEQLQNMMRQHFGKKIPTLMGHIKFLYSQKIITTEEKNWI 

                     QRAKTVVITSPEELTAFLATAPTKHALQTCKPDLDKALQRHMEEQMKQTAENDKKHIL 

                     TIRSTLEKRLNDILLILKDGQFSSLETMHLNLLETFLKQLQDNNVIIHFTHALLPVLK 

                     DIETTISKIISDVIEKILIKTPLNPEQMSKEEQKYTPLLSFLSKFKKTTFCTEDIKTE 

                     IDQMQKSITFLKKIATSANKHTRLSHSIYGQELNLYEERITELRKETNKMKEQLSKEY 

                     ALAEKKILLSSQDAKTDKIYLVLNTHTLKEIKNTQFRETAFAKALTVEVNNKENQLQE 

                     LLNHFNAHLKAKMDQNHITKLSFDTKWTAFVSDSRLYIPDFINIKLQDFISDPFKVIS 

                     QLMNKATNEMPYIQAEITLKWLTKLIHDINKFCLSAISEFGKEAIPFNYAALRDLEYQ 

                     INTKYVEIENKVICNETVENTKNIPKLTKLLKQLDPKRVAGGQEQYQTLMNKILSSET 

                     SMQQTYEKEQLKKEYFEIVNNVASFKLAFNFPQQLQNVERLIEKFKSLPKSQPFEKFP 

                     QENDLLSDSLNTENYINGLRALLNFITAAQNYIQNTLLKQWAVFQQQNFIPIDYSVAN 

                     VKPISDLYARLRIERERQVFYQVNSVFGTHLIVDDTGVPLQFHNIFNNAIVKFFSLNY 

                     KQIHVPEDTPRLVSSQYKLLSVCKSFIMILQQFWENIITLDLGPYLRDGTQNFKRELI 

                     PIVNLKLFIYCITQAWTASEDSTVSTAFELPIKQFTLLILCSHPEYLYGCLSHSTDLV 

                     INSLAKSIDKNSLYNTFVVSHNPPEKPMHLMRNICIDTQLWQPAKLMKDTFQQTFFTQ 

                     LCPKNEKFFIYLTAFLILPYKFMNYIWIQYKPAIFTQRSYQNLIKDLCSEYVHQNKIT 

                     TSSVTPHEPDTIKSGERITSKITVHKAQNTPTLTRLQAQEYVFDYILYSFLTGYEMTF 

                     AMYIDTIEKTYLLCMRHLENVLHDKDFQSVLRARTFDIDYILKQSWTKNIVEHSLFSV 

                     QLDKIVSYLNHTNRATPNIPLILFNYDNEVVNVYLPPMSNNPKKVAFYIKNPFHFPVQ 

                     EYEATNLISFHLYPKTTDILNQLPPNNTESTRPGKQTSETLTTKNLSEPKFKKPAVTG 

                     LVPKSQSIILSTDTNVPETSPDVKANTASAAIKDVTLAREKINEFSESINTTISKLKS 

                     MYL" 

     gene            complement(51467..51733) 

                     /gene="U32" 

     CDS             complement(51467..51733) 

                     /gene="U32" 

                     /function="possible capsid transport" 

                     /codon_start=1 

                     /product="U32" 

                     /protein_id="AJA36245.1" 

                     /translation="MTTIRSDDLSNQITQISGSSKKEEEKKKQQMLTGVLGLQPNMAS 

                     HPVLGVFLPKYAKQNGGNVDKTAFRLDLIRMLALHRLNTKTGSD" 

     gene            complement(51735..53147) 

                     /gene="U33" 

     CDS             complement(51735..53147) 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=51467&to=51733
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=51467&to=51733
https://www.ncbi.nlm.nih.gov/protein/734987020
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=51735&to=53147
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=51735&to=53147


                     /gene="U33" 

                     /function="capsid protein" 

                     /note="XILF3; similar to HHV-5 UL48 (capsid protein), HVS 

                     GENE 66, EBV BFRF2, EHV1 25, VZV 23, HSV1 UL35" 

                     /codon_start=1 

                     /product="U33" 

                     /protein_id="AJA36246.1" 

                     /translation="MFYLKKLLRQLLAPLCKHGPYTHLQLFVMGEACVPGKCVLTMFL 

                     TNKKFLNKEVTEKFYNEFFAIWLRCRPETRLITKRLFNKMVMTKGLFVLLAYLYFVYR 

                     QCKVLELLSLYKLKTIKWVDVETRFRVYPPYKLNKLLEMPSFSEINELHMFLFEQQLL 

                     LPIPTHVNLPCMRLFCLRDYEQTETVMLRYRQREHVLSFPSMLRKYALKSPAGNFMFT 

                     MAKALVENFCFSADRYLIPVEHNNLVPMVPSKPERGDFPKILTFALATSLKDGLATSV 

                     ISLPVMCYCKTKCSRFILEESYICVICAKCGHCLNSGKEKLCSPQGFSLSSMFYFRDK 

                     QEKNLIYSMHTDVMYCSLCGSQQLVFERIYEMSEHCVLGMKVKTVSWKAVIGTNSACT 

                     ILNDNVKFDVIVPCSCRSCYSTVHLYNVTVKKLLRLVSHGSDFQCQRCQHSFRETCLD 

                     LEDCVNICQGCQISQNVRCI" 

     gene            complement(53098..53928) 

                     /gene="U34" 

     CDS             complement(53098..53928) 

                     /gene="U34" 

                     /function="provisional nuclear egress membrane protein; 

                     virion protein?" 

                     /note="type 2 membrane protein; interacts with nuclear 

                     egress lamina protein; XILF2; similar to HHV-5 UL50, HVS 

                     GENE 67, EBV BFRF1, EHV1 26, VZV 24 (?), HSV1 UL34 (?)" 

                     /codon_start=1 

                     /product="U34" 

                     /protein_id="AJA36247.1" 

                     /translation="MANVLKEKMYDELLSATCRILKLGSHDYRITERNLLSKNPKFPL 

                     CDIILKLDYAYNLEYLISLWEHVTKQEPRFVFKNTGGAVSMSCYLHAPVKVEGHHAVR 

                     ECNILRVNECLTVRMSDIVAMKPSTFAVFTKCIIRRNRDDTYVVEFVAFGPENESEYI 

                     SLLKAIFLKKCSMGKQHLESNRFCQGLRRRSSHVLEKGRFESSGKVVNKASAVVTSQE 

                     SIKQFYEKEKSLLSGVKFWRLSERHCRFALVGICFLLALYFCYVLLKKTPTPASGSVV 

                     " 

     gene            complement(53945..54265) 

                     /gene="U35" 

     CDS             complement(53945..54265) 

                     /gene="U35" 

                     /function="DNA encapsidation" 

                     /note="similar to interacts with DNA packaging terminase 

                     subunit 2; XILF1; similar to HHv-5 UL51, EHV1 27, VZV 25, 

                     HSV1 UL33" 

                     /codon_start=1 

                     /product="U35" 

https://www.ncbi.nlm.nih.gov/protein/734987021
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=53098&to=53928
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=53098&to=53928
https://www.ncbi.nlm.nih.gov/protein/734987022
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=53945&to=54265
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=53945&to=54265


                     /protein_id="AJA36248.1" 

                     /translation="MMDSSPEKTNLELLYERVCEQGREFEVVFYPMLPRLYEMMLPSL 

                     EARLNFLSVGYRHVAFARYVHGDVDCVHREVMAQKMVLLTSILSKLLNVNGILEHQEY 

                     LNTE" 

     gene            54264..55718 

                     /gene="U36" 

     CDS             54264..55718 

                     /gene="U36" 

                     /function="DNA encapsidation; possibly capsid transport; 

                     virion protein?" 

                     /note="XIRF1; similar to HHV-5 UL52, HVS GENE 68, EBV 

                     BFLF1, EHV1 28, VZV 26, HSV1 UL32" 

                     /codon_start=1 

                     /product="U36" 

                     /protein_id="AJA36249.1" 

                     /translation="MYKGWDSEALPIQSEILNEILLYCYLTPQPPIPSETTTATSPTN 

                     IENEISNLDNSENLEELKQLSVALNIDRRCNICSIVNLCLKQNKSWIYDYSLLCYKCN 

                     YAPKTPLSLLIVSTEFLMLIRERFPNINFDGLFLNNIVSIFDFHVHFFIHRCFANTVN 

                     DHIQSENITLNHMAIIRSTLLKEDTIPHIKIKKFLTKKMNPKKTQSSELNKKLTVPMK 

                     TRFTTLLFYMWSGTNVFDRVPFTDLTIRKHRFIKNLYSNKTDIELTAGPILLAQIPFS 

                     ITKNKTTSVCLLCELMTASKQDYIFLKYLHQSIMDYCQNNLKMIDRVQFVIADIFEKT 

                     KIHTHVKNLSDYSKAIFDNEFSFSDDNFTLDTHVYLILRQTGTVGVYKHFFCDPLCLA 

                     NCKTINPEVLFNTTDAGEIQDLKVTICYRNEYLSIVEKHVWLAIHLFKAFQIIKPNHK 

                     NKTQITEFLKDFTNLLALHHFDIIDPIFTVNYYV" 

     gene            55722..56516 

                     /gene="U37" 

     CDS             55722..56516 

                     /gene="U37" 

                     /function="nuclear phosphoprotein?; nuclear egress" 

                     /note="interacts with nuclear egress membrane protein; 

                     XIRF2; similar to HHV-5 UL53, HVS GENE 69, EBV BFLF2, EHV1 

                     29, VZV 27, HSV1 UL31" 

                     /codon_start=1 

                     /product="U37" 

                     /protein_id="AJA36250.1" 

                     /translation="MTVHKSRVRRSRSLSVTHRIQKRPDHREKTKLYLQLKLHDLHTV 

                     FNMFPEYEQKFLAIIKLPITGKEPIDVPFSLSNHHQHTCLEFSPYANEQISKSACLHC 

                     ESVSVPTSSDAMVAHLNQVNNVMQNRLYFYGFRKDMELIRMSAKQPTIFQIFYIVHNT 

                     INNIFPIMFERKQKLGMHIVFQSRTLHIPCECIKQIVAVSSGYNVYLDILQESVILTV 

                     LCETLDTNTNIHIDIGMLQKKLEEMDIPNEISDRLEKYKGHLIGFH" 

     gene            complement(56562..59600) 

                     /gene="U38" 

     CDS             complement(56562..59600) 

                     /gene="U38" 

https://www.ncbi.nlm.nih.gov/protein/734987023
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=54264&to=55718
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=54264&to=55718
https://www.ncbi.nlm.nih.gov/protein/734987024
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https://www.ncbi.nlm.nih.gov/protein/734987025
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=56562&to=59600
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=56562&to=59600


                     /function="replication, DNA polymerase" 

                     /note="XILF0, Pol; similar to polymerase delta; similar to 

                     HHV-5 UL54, HVS GENE 9, EBV BALF5, EHV1 30, VZV 28, HSV1 

                     UL30" 

                     /codon_start=1 

                     /product="DNA polymerase catalytic subunit" 

                     /protein_id="AJA36251.1" 

                     /translation="MDSVSFFNPYLEANRLKKKSRSSYIRILPRGIMHDGAAGLIKDV 

                     CDSEPRMFYRDRQYLLSKEMTWPSLDIARSKDYDHMRMKFHIYDAVETLMFTDSIENL 

                     PFQYRHFVIPSGTVIRMFGRTEDGEKICVNVFGQEQYFYCECVDGKSLKATINNLMLT 

                     GEVKMSCSFVIEPADKLSLYGYNANTVVNLFKVSFGNFYVSQRIGKILQNEGFVVYEI 

                     DVDVLTRFFVDNGFLSFGWYNVKKYIPQDMGKGSNLEVEINCHVSDLVSLEDVNWPLY 

                     GCWSFDIECLGQNGNFPDAENLGDIVIQISVISFDTEGDRDERHLFTLGTCEKIDGVH 

                     IYEFASEFELILGFFIFLRIESPEFITGYNINNFDLKYLCIRMDKIYHYDIGCFSKLK 

                     NGKIGISVPHEQYKKGFLQAQTKVFTSGVLYLDMYPVYSSKITAQNYKLDTIAKICLQ 

                     QEKEQLSYKEIPKKFISGPSGRAVVGKYCLQDSVLVVRLFKQINYHFEVAEVARLAHV 

                     TARCVVFEGQQKKIFPCILTEAKRRNMILPSMVSSHNRQGIGYKGATVLEPKTGYYAV 

                     PTVVFDFQSLYPSIMMAHNLCYSTLVLDERQIAGLSESDILTVKLGNETHRFVKPCIR 

                     ESVLGSLLKDWLAKRREVKAEMQNCSDPMMKLLLDKKQLALKTTCNSVYGVTGAAHGL 

                     LPCVAIAASVTCLGREMLCSTVDYVNSKMQSEQFFCEEFGLTSSDFTGDLEVEVIYGD 

                     TDSIFMSVRNMVNQSLRRIAPMIAKHITDRLFKSPIKLEFEKILCPLILICKKRYIGR 

                     QDDSLLIFKGVDLVRKTSCDFVKGVVKDIVDLLFFDEEVQTAAVEFSHMTQTQLREQG 

                     VPVGVHKILRRLCEAREELFQNRADVRHLMLSSVLSKEMAAYKQPNLAHLSVIRRLAQ 

                     RKEEIPNVGDRIMYVLIAPSIGNKQTHNYELAEDPNYVIEHKIPIHAEKYFDQIIKAV 

                     TNAISPIFPKTDIKKEKLLLYLLPMKVYLDETFSAIAEVM" 

     gene            complement(59600..62092) 

                     /gene="U39" 

     CDS             complement(59600..62092) 

                     /gene="U39" 

                     /function="glycoprotein B, gB, infection" 

                     /note="gpB; cleaved glycoprotein linked di-sulfide bonds; 

                     similar to HHV-5 UL55, HVS GENE 8, EBV BALF4, EHV1 33, VZV 

                     31, HSV1 UL27" 

                     /codon_start=1 

                     /product="glycoprotein B" 

                     /protein_id="AJA36252.1" 

                     /translation="MSKMAVLFLAVFLMNSVLMIYCDPDHYIRAGYNHKYPFRICSIA 

                     KGTDLMRFDRDISCSPYKSNAKMSEGFFIIYKTNIETYTFPVRTYKKELTFQSSYRDV 

                     GVVYFLDRTVMGLAMPVYEANLVNSHAQCYSAVAMKRPDGTVFSAFHEDNNKNNTLNL 

                     FPLNFKSITNKRFITTKEPYFARGPLWLYSTSTSLNCIVTEATAKAKYPFSYFALTTG 

                     EIVEGSPFFNGSNGKHFAEPLEKLTILENYTMIEDLMNGMNGATTLVRKIAFLEKADT 

                     LFSWEIKEENESVCMLKHWTTVTHGLRAETNETYHFISKELTAAFVAPKESLNLTDPK 

                     QTCIKDEFEKIINEVYMSDYNDTYSMNGSYQIFKTTGDLILIWQPLVQKSLMFLEQGS 

                     EKIRRRRDVVDVKSRHDILYVQLQYLYDTLKDYINDALGNLAESWCLDQKRTITMLHE 

https://www.ncbi.nlm.nih.gov/protein/734987026
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=59600&to=62092
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=59600&to=62092
https://www.ncbi.nlm.nih.gov/protein/734987027


                     LSKISPSSIVSEVYGRPISAQLHGDVLAISKCIEVNQSSVQLHKSMRVVDAKGVRSET 

                     MCYNRPLVTFSFVNSTPEVVPGQLGLDNEILLGDHRTEECEIPSTKIFLSGNHAHVYT 

                     DYTHTNSTPIEDIEVLDAFIRLKIDPLENADFKVLDLYSPDELSRANVFDLENILREY 

                     NSYKSALYTIEAKIATNTPSYVNGINSFLQGLGAIGTGLGSVISVTAGALGDIVGGVV 

                     SFLKNPFGGGLMLILAIVVVVIIIVVFVRQRHVLSKPIDMMFPYATNPVTTVSSVTGT 

                     TVVKTPSVKDVDGGTSVAVSEKEEGMADVSGQVSDDEYSQEDALKMLKAIKSLDESYR 

                     RKPSSSESHASKPSLIDRIRYRGYKSVNVEEA" 

     gene            complement(62046..64226) 

                     /gene="U40" 

     CDS             complement(62046..64226) 

                     /gene="U40" 

                     /function="transport protein?" 

                     /note="transport/capsid assembly protein; similar to HHV-5 

                     UL56, HVS GENE 7, EBV BALF3, EHV1 32, VZV 30, HSV1 UL28" 

                     /codon_start=1 

                     /product="U40" 

                     /protein_id="AJA36253.1" 

                     /translation="MNSLQSLCVLCARLNECALDLECLKFCDPVIVLSDMANFKKNGI 

                     VILHLYQTFFEGIKEQNLLCASALTVYMQVLLKAMYEQVLLLDAALESFMVDQDRKKY 

                     FEKVLCLRRCAEHLSINISLNNGVEFIVQLSTLNDIEQLISKINSVYALLLPQEGLQI 

                     CGKIIDLLTIMCGACMVAKPESYLETKTCMKCYEELTLTPNQGKSLRRRLHGKFCNHL 

                     TEQKAFFNIEKNIETIEKDLGEAILNYGTVQSVATEIKKIFKQQRSAESLHVSDAEKT 

                     LKKYNIFSKVPDVIYSLSEFTYWSKISETIVRNVAITLQQLNSCHTLYKQLQNDVSLY 

                     LYGEVSEDFLALSENLLTHDERLYVGSIYVSPSRLIDLVTGLSIKNLEESPIFKRLAE 

                     EDEVQHKIKSLLHDIRDPQTTETPGRLNTINCMLQTHNLQQEVLARKKAYFQKVSESG 

                     YNRVMACIREQESLINKVVSVNVYGNFIFEALSKIMNGFVLRKMYLDGSLRVDSCTYD 

                     EHLYIKNNLMPKKLPLELLPDLSEIMYTLLTGPLSDFHKSAYPLPANISMAYGCDHAE 

                     MLPHMKEDLARCIEGTIHPSVWMVCEYNEFFNFSGVTDVNDMQKKMWNFIRELTLSVA 

                     LYNDVFGKRLKIVRIDEEGDLSGNVVLTFNHESPLLFHTGGGMTKFKDVYSLLYCDLQ 

                     AQLSRETVDVPEGVSYSVRTPNLLDLVRENEQDGSIIPGCLFDE" 

     gene            complement(64234..67632) 

                     /gene="U41" 

     CDS             complement(64234..67632) 

                     /gene="U41" 

                     /function="replication, single-stranded DNA binding 

                     protein" 

                     /note="mdbp; similar to HHV-5 UL57, HVS GENE 6, EBV BALF2, 

                     EHV1 31, VZV 29, HSV1 UL29" 

                     /codon_start=1 

                     /product="major DNA binding protein" 

                     /protein_id="AJA36254.1" 

                     /translation="MADENETVVSAPVSTAAWIYVFPKDKELLDVLSVLSLMERNSPV 

                     VISPLLMNLTVENDFSTTVKTPITNFGGTILTKITSFMPVCFFFHGTEQLVGMAEDHG 

                     DLIRLCEQTRQKFHLQSFEVPTARKVIDIKALCSAVGKDADSVICHVACGNGFKELLF 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=62046&to=64226
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=62046&to=64226
https://www.ncbi.nlm.nih.gov/protein/734987028
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=64234&to=67632
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=64234&to=67632
https://www.ncbi.nlm.nih.gov/protein/734987029


                     AGLLIPCVEEQIQVQVGEYSCVKIPLYSATLFETEETISLSSCTEFIQERAFFLPALS 

                     ETLFYYVFTSWGTTLRFSNTKELIDAGLKQFTQDGEQTVKLAPHKTYLGISGQKISAV 

                     EKDFLMLVDSVVTELSFSHVAEYLDSVYDPSQIMNFNDWPIIRNSETHAERMAQLTNL 

                     KLHLSSHLAVLIFAPNSILYCSKLAFIPNVKQAFNSVMTQELLLRSLSFCNALSSLTE 

                     DVYNDNRKIIKCDSTSGKDDKFSANHLAYACATSPQLLSYVVWNLNRMSVYNAGNAHT 

                     EIYNHLVNCSANLCEFCDGKCCQSCIGTAMVRVGSRLPAIPKNVKKEPLVMSMFSRYY 

                     AEVDILGSFGRKPVSELKEIGKDQQNTLSLDRGKFVSQIFDYCKKNSLIDPVTGEDTF 

                     NVRSKKDFVSIIHGLTQCIEECVSRCIVEMRRTQTPREQIENCLQSFNVDTTPYATAF 

                     SPFLTFSYYKVILTVLQNLALIVASGHVVDRPCTGNSISKWLVQQYQSLYGTFHSSYL 

                     KKGFLNTRTVKVASNVDMEQILDCDLYKSGKYVKTTIQAKLCRLSMQCLRDFRIKNRP 

                     FNKSSKTAHNNPYFKKNVKHKKNPLSGCISFLLFKYHDKLFPNVKISCLELWQRFLLN 

                     NVPKTLDIGNPEEVKTFIKFAFSITNTYDEIDIIDIQPECLSTFIDCYFHNKFLSALG 

                     FHDYLTSLHGLTSKLVTQNPVLFPVVLDKQPKFSSIQEYLVYVKKLVLDGVPNPVIAS 

                     LSKEPNFGTIFTSRSLVTFGLTLEKFVSLANREYFQFGQLGWIGGSGVDRNLNPTSSA 

                     LQDFRFMRQKTIIATKFSEVIVKKVRREAIMFDTEVVKGKVLSIVENLTNDIDPELLI 

                     IAEVMRDREDKPTMDDMLFFVDGREALAASIMLKLNHLVDMNVKDFSISNLQSVFETV 

                     SSNDAPVYDFSEILAEEDDQGNGVLKCDETETETDEPMTKKNRL" 

     rep_origin      67629..68005 

                     /note="ori-lyt; minimal origin of replication as in 

                     Dewhurst 1993 citation; included efficient ori-Lyt mori as 

                     in Turner 2002 citation; origin of bi-directional DNA 

                     replication during lytic cycle" 

                     /citation=[1] 

                     /citation=[2] 

     gene            complement(69009..70556) 

                     /gene="U42" 

     CDS             complement(69009..70556) 

                     /gene="U42" 

                     /function="transactivation?; post-transcriptional 

                     processing?; similar to RNA metabolism and transport RNA 

                     binding protein" 

                     /note="similar to HHV-5 UL69, HVS GENE 57, EBV BMLF1, EHV1 

                     5, VZV 4, HSV1 UL54" 

                     /codon_start=1 

                     /product="transactivator" 

                     /protein_id="AJA36255.1" 

                     /translation="MYPRGVKRSHHDYHRQTAFRTIKRSTHRQTSKFISHFAKNFRGK 

                     LAPLKQLDESRLDALSLTELEQLKTIIEEKQQEKRAQNNAITFLPNLPTVPFADTNFS 

                     LKSLGLRPYNGDARDPKQRIRDRFPQTHERICLLTNDILETDLLLRYRQCLDSLTREE 

                     NQQLMGDRIFSLTNSPCLAFTVATVEEACSYFKFHDLHNLPVNPQDLFMYTITVMKFE 

                     FFNKLNMAKLTCVFNDNGHGDIEYRKLRQLCGKPVLDREMPNSELEVQQQTPDSFRHP 

                     IQQAMSIVVTFARILRQIKEQIIQTKKPQFIRDFDTGRVAERYECGLMSRLIGKQFSN 

                     HKCDDVSCQNRIERIMAPWKPSLFFCTYFAKDAPKFKLFPNFPEEYQNLSFTCPKVDT 

                     EPSCSYSTNHDLPQTSHRSHKKHDTPKLKSKVCVEKPDTSILTTTKTTTEILIEESME 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=67629&to=68005
https://www.ncbi.nlm.nih.gov/pubmed/8230490
https://www.ncbi.nlm.nih.gov/pubmed/12270665
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=69009&to=70556
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=69009&to=70556
https://www.ncbi.nlm.nih.gov/protein/734987030


                     TDNKIPNPRELNFNQAKQEEIVIININENVNSKHESESSVEMDLDLDYEADTCETNLN 

                     ACSSDSE" 

     gene            complement(70781..73363) 

                     /gene="U43" 

     CDS             complement(70781..73363) 

                     /gene="U43" 

                     /function="replication; helicase/primase complex, 

                     primase?" 

                     /note="helicase /primase complex similar to HHV-5 UL70, 

                     HVS GEEN 56, EBV BSLF1, EHV1 7, VZV 6, HSV1 UL52" 

                     /codon_start=1 

                     /product="helicase/primase complex protein" 

                     /protein_id="AJA36256.1" 

                     /translation="MTIVVFATEYDAANVIFSILCRSPSEHLIFPIIVKYKPSNNVSF 

                     CLQTQKCKNSKRIDTVFVCHAEKLNLSHYIQTASPIKAEDVANSLNDKETESLYVDMI 

                     LSQTGKEREDVEFKYMAYFHKSLIIKYLTGKFLLPTSPFWFLSTYGQTEGMLLLTMFY 

                     YLFEEQKSTITTTKNYVQCFTENTGNMVFTYSSMSEFINITLKSKFRKLFADFSTYAR 

                     QKNLRDKEEFKHLDTQINLFRKSSHLTNTFRVHYIYIAYNTALETTKFVNYCNLTSYD 

                     SNLPIGQQCQRNLHILGNSLHENLLCIMKQYFNADCYFKTYIDIKRLKNPNLNVTEYE 

                     YALVSKKKTIQALTSEQITRAIAKCNKNGEGLFSPVKPGLQGLLEISASDRYVQIQDK 

                     RIYRRQHLHKDYHRPFPVFRVQLLHKNIFCFGNSEDWYENMGFNRILQYLPDEYISDE 

                     ALTRAIWLQDTHFLCDDVEKQFYTTRHEIFNERIPVTNYIGDLDLPLQDTATITEETF 

                     FSMCRLIRLTLINAWKKIFPSIDTDTHPIFFFKTQCDTTNDTLDYTEDPTEIKQFCVC 

                     RKKIGLRISIPLPNGTAIAGGEPLKQLSKILNHVMCLDQELSQILNSITFPGECFDIG 

                     IYHTGHCIRIGYMYKTDMDKGKMLHGRLTPIFIVPAGYRNSCKTFIQMQMDLNNLLHH 

                     GTKKAPIEELIYNITDKGCPKENLSFMDLKSRQLWNKVNIATETLITKYLNTHGFNNN 

                     ATSADDSLLSFIRLIGWPVIKTQLITHYETRIAQQFSQVTFIKIDSKNLQIKKTQFGR 

                     VSDFSCLNRQHRGNRDNVLVYIQLKADGNRLILILWSTCFATKCQSNSKQVHCSIALE 

                     QLKN" 

     gene            73428..74045 

                     /gene="U44" 

     CDS             73428..74045 

                     /gene="U44" 

                     /note="similar to HHV-5 UL71, HVS GENE 55, EBV BSRF1, EHV1 

                     8, VZV 7, HSV1 UL51 (?)" 

                     /codon_start=1 

                     /product="U44" 

                     /protein_id="AJA36257.1" 

                     /translation="MGNCFRRLSLFGQPTQAKYEMLCSSDDLETEELTYFLDMTYKDF 

                     GVYQNDIISHQKDTETMKTLLGLLPMYKKTKLRHTVMERCLSNCPNHVKDALCVELMK 

                     AEKILQTMDVVFMKTLIGEFSMCTENLNQLLNKFATDQSTLSDVEKINSLIEIDGENS 

                     KRLLVELDPILHEETGLYQALPNVVTEAPSEKVKSIRVESEGESV" 

     gene            complement(74046..75176) 

                     /gene="U45" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=70781&to=73363
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=70781&to=73363
https://www.ncbi.nlm.nih.gov/protein/734987031
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=73428&to=74045
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=73428&to=74045
https://www.ncbi.nlm.nih.gov/protein/734987032
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=74046&to=75176


     CDS             complement(74046..75176) 

                     /gene="U45" 

                     /function="putative dUTPase" 

                     /note="BHLF3; similar to HHV-5 UL72, HVS GENE 54, EBV 

                     BLLF2, EHV1 9, VZV 8, HSV1 UL50" 

                     /codon_start=1 

                     /product="U45" 

                     /protein_id="AJA36258.1" 

                     /translation="MYSAISEKISETITLQRQTSSRYIEFFVFRNVDINELWTTDISE 

                     DKTHDVWPAVNKKSFKKFLENELTSYQRPIPLLGIPQNGTVSKTCKKEKQRETDCVNY 

                     ERKHDNPVTFYPRHRAKRNANTDTCISEEPSILVSHHRNSKMDVFMDTNKITLVNREL 

                     IWVPHDQVRIVKLDISLYIPDGFFGVITGHSNDVFCECVTEIITDETDISVFLMNLSE 

                     HSLMLLPGDVEFSINFLPCYIPEPWEMINLSPPEFAIFHLKASREFIAKPNSYTIQYF 

                     DAMYVCADELKALMIPSKEIAKLGLLIETYIWNKDTIPSIKIFNSTRKTIYIPTGICI 

                     ARIIFTCGHFCLSLMPERAINRLQVLDANSSFLFHYAASNNA" 

     gene            75249..75503 

                     /gene="U46" 

     CDS             75249..75503 

                     /gene="U46" 

                     /function="membrane/secreted protein, virion 

                     morphogenesis" 

                     /note="glycoprotein N; gN; BHRF1; similar to HHV-5 UL73, 

                     HVS GENE 53, EBV BLRF1, EHV1 10, VZV 9A, HSV1 49A" 

                     /codon_start=1 

                     /product="membrane/secreted protein" 

                     /protein_id="AJA36259.1" 

                     /translation="MSCKKSERQRLYVSLWLFSILVFAAATEVDFYSPECHSHTYEIV 

                     LNSFSSIWLLINLFLLLCSFAIFLKYWCYKTFASETVKGY" 

     gene            complement(75874..77829) 

                     /gene="U47" 

     CDS             complement(75874..77829) 

                     /gene="U47" 

                     /function="membrane/secreted glycoprotein, associated with 

                     gH/gL; virion morphogenesis" 

                     /note="gO; BHLF2, variable glycoprotein; positional 

                     similar to HHV-5 UL74, HVS GENE 51(?)" 

                     /codon_start=1 

                     /product="glycoprotein O" 

                     /protein_id="AJA36260.1" 

                     /translation="MHLEVIVQSYKKSKYYFSHTFYLYKFIVVNSPDMLHISQLGLFL 

                     GLFAIVIHSANLIKYTSDPLEAFKTVNRHNWSDEQREHFYDLRNLYTSFCQTNLSLDC 

                     FTQILTNVFSWDIRDSQCKSAVNLSPLQNLPRTETKIVLSSTAANKSIIASSFSLFYL 

                     LFATLSTYTADPPCVELLPFKILGAQLFDIKLTEESLRMAMSKFSNSNLTRSLTSFTS 

                     EIFFNYTSFVYFLLYNTTSCVPSNDQYFKQSPKPINVTTSFGRTIVNFDSILTTTPSS 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=74046&to=75176
https://www.ncbi.nlm.nih.gov/protein/734987033
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https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=75249&to=75503
https://www.ncbi.nlm.nih.gov/protein/734987034
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                     TSASLTSPHIPSTNIPTPEPPPVTKNSTKLHTDTIKVTPNTPTITTQTTESIKKIVKR 

                     SDFPRPMYTPTDIPTLTIRLNATIKTEQNTENPKSPPKPTNFENTTIRIPKTFESATV 

                     TTNATQKIESTTFTTIGIKEINGNTYSSPKNYIYLKSKSQQSTTKFTDAEHTTPILKF 

                     TTWQNTARTYMSHNTEVQNMTGKFQRTTLKSSNELPTIQTLSVTPKQKLPSNVTAKTE 

                     VHITNNVLPSSNSSYSITKVTKEVKHTRMSASTHEEINHTEIAQMTPILNAHTSEKST 

                     TPQRSFTAETFLTTSSKPAILTWSNLLSTTPKEPLTNTSLRWTDHITTQLTTSNRTQS 

                     AKLTKANISSQTTNIYPQTITGRSTEV" 

     gene            77813..77977 

                     /gene="U47A" 

     CDS             77813..77977 

                     /gene="U47A" 

                     /function="membrane/secreted glycoprotein; conmtains a 

                     potential transmembrane domain" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AJA36261.1" 

                     /translation="MTSKCMLCWTAITNALAILMLLLVIYRAIIGFNGDIYTSTLSAF 

                     SCIRTNSSNT" 

     gene            complement(77996..80080) 

                     /gene="U48" 

     CDS             complement(77996..80080) 

                     /gene="U48" 

                     /function="infection, cell fusion, immunogen; associates 

                     with gL and either gO or gQ" 

                     /note="gH; BHLF1; gH and gL (U82) form a complex (gH/gL); 

                     induces neutralising and syncytia inhibiting antibodies; 

                     similar to HHV-5 UL75, HVS GENE 22, EBV BXLF2, EHV1 39, 

                     VZV37, HSV1 UL22" 

                     /codon_start=1 

                     /product="glycoprotein H" 

                     /protein_id="AJA36262.1" 

                     /translation="MLLRLWVFVLLTPCYGWRPLNISNSSHCRNGNFENPIVRPGFIT 

                     FNFYTKNDTRIYQVPKCLLGSDITYHLFDAINTTESLTNYEKRVTRFYEPPMNDILRL 

                     SPVPSVKQFNLDRSIQPQVVYSLNMYPSQGIYYVRVVEVRQMQYDNVSCKLPNSLKEL 

                     IFPVQVRCAKITRYVGEDIYTHFFTPDFMILYIQNPAGDLTMMYGNTTSINFKAPYKK 

                     SSFIFKQTLTDDLLLIVEKDVIDVQYRFISDATFVDETLNDVDEVEALLLKFNNLGIQ 

                     TLLRGDCKKPNYAGIPQMMFLYGIVHFSYSTKNTGPMPVLRVLKTHENLLSIDSFVNR 

                     CVNVSEGTLQYPKMKEFLKYEPSDYSYITKNKSISVSTLLTYLATAYESNVTISKYKW 

                     TDIANTLQNIYEKHMFFTNLTFSDRETLFMLAEIANIIPTDERMQRHMQLLIGNLCNP 

                     VEIVSWARMLTADRAPNLENIYSPCASPVRRDVTNSFLKTVLTYASLDRYRSDMMEML 

                     SVYRPPNMERVAAIQCLSPSEPAASLTLPNVTFVISPSYVIKGVSLTITTTIVATSII 

                     ITAIPLNSTYVSTNYKYAGQDLLVLRNISSQTCEFCQSVVMEYDDIDGPLQYIYIKNI 

                     DELKTLTDPNNNLLVPNTRTHYLLLAKNGSVFEMSEVGIDIDQVSIILVIIYILIAII 

                     ALFGLYRLIRLC" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=77813&to=77977
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=77813&to=77977
https://www.ncbi.nlm.nih.gov/protein/734987036
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=77996&to=80080
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=77996&to=80080
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     gene            80239..80997 

                     /gene="U49" 

     CDS             80239..80997 

                     /gene="U49" 

                     /function="putative fusion protein" 

                     /note="BHRF2; similar to HHV-5 UL76, HVS GENE 20, EBV 

                     BXRF1, EHV1 37, VZV 35, HSV1 UL24" 

                     /codon_start=1 

                     /product="U49" 

                     /protein_id="AJA36263.1" 

                     /translation="MSLTGLPDIRKKIGQFHHLRIYKQILSFQGNFARLNYFLGDVFP 

                     ANLRSASVSVFFEVRLGPRIPDCIVLLKSVDVKDEFAFHCYFFEFKTTLGKSTMQSVH 

                     HNCIHQAQYLQGLRQLQQSISFLDQYLIADEVSWNVVPVICFFRQWGLKLDFFKKFSG 

                     KTKRLSFSFIRDLFARSQDGAVQSLLSIPNYTNFRRACQKHTDLYRKRCRKAPKSVLT 

                     KTSGENRSRASRQVAKNAPKNRIRRTAKKDAKRQ" 

     gene            80774..82441 

                     /gene="U50" 

     CDS             80774..82441 

                     /gene="U50" 

                     /function="virion protein" 

                     /note="BHRF3; similar to HHV-5 UL77, HVS GENE 19, EBV 

                     BVRF1, EHV 36, VZV 34, HSV1 UL25" 

                     /codon_start=1 

                     /product="U50" 

                     /protein_id="AJA36264.1" 

                     /translation="MAQCNLFYQYPITPILEGHVRNILICTEKDVEKLQSQSSLRLRE 

                     KIDQGHRDKLLRMRLKTELDALQKKMQKDSDVLNSHLKAIEDALLFTNDGEVNVETKA 

                     DAQLIPKSPEKLEKFNQVAITPLDPFIRFTDDFRGEMINTFFNNAQMWNFTFGSWFYK 

                     LKRVFYNEPGLRRALKLTNVDSLTISKELLAVTVNALEQATVYPIFGSEMSDLEAALC 

                     ILAAFYSTYENSQIDERTTLEDVITLLPVIFRLLGSEITALKNVSPSGTYFGFNDPSC 

                     MKFFVPMRKGKHYAENTFGNHVLIKMLLGRGVMQKIPGEKISQNFDVEARLHGAIKND 

                     VLVYWTYQLMRPKLGNNVPIFIHDQHYLRSGLVAIESLFLLWRILNSESLFNKRVGKF 

                     LLTSVFPQLENVDFAENNFEAGNIQNFEYLMHHYVVPMYNLQNDISISTLFPGLVAVC 

                     VNESVRLGWEHKCAGAPSDAVQVQSKENPFVEYIRAQMEQQADVAILEKHDCILFHLE 

                     NGLNITLSFTLPRQRLFAMASSLFNVNDTYDFIYFLVLGFLPIPAVI" 

     gene            82536..83441 

                     /gene="U51" 

     CDS             82536..83441 

                     /gene="U51" 

                     /function="G-protein coupled receptor; CC chemokine 

                     receptor; constitutive and inducuble signalling" 

                     /note="XKRF1; similar to HHV-5 UL78, HVS GCR GENE 74; 

                     similar to all G-protein coupled receptors" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=80239&to=80997
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=80239&to=80997
https://www.ncbi.nlm.nih.gov/protein/734987038
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=80774&to=82441
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=80774&to=82441
https://www.ncbi.nlm.nih.gov/protein/734987039
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=82536&to=83441
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=82536&to=83441


                     /product="GCR" 

                     /protein_id="AJA36265.1" 

                     /translation="MGKETKSLAWPATAEFYGWVFIFSSIQLCTMVLLTVRFNSFKVG 

                     REYAVFTFAGMSFNCFLLPIKMGLLSGHWSLPRDFCAILLYIDDFSIYFSSWSLVFMA 

                     IERINHFCYSTPLLNENSKALAKVCFPIVWIISGVQALQMLNNYKATALQNETSQCFL 

                     AFLRSGHDMWLMLVYSVMIPVMLVFIYLYSKNFMLLKDELSTVTTYLCIYLLLGTIAH 

                     LPKAGLSEIESDKIFYGLRDIFMALPVLKVYYIPVMAYCMACDDHTVPVRLCSIWLVN 

                     LCKKCFSCTRREKESDLEVGIKMLK" 

     gene            complement(83460..84236) 

                     /gene="U52" 

     CDS             complement(83460..84236) 

                     /gene="U52" 

                     /note="XKLF1; similar to HHV-5 UL79, HVS GENE 18, EBV 

                     BVRF1.5a/b" 

                     /codon_start=1 

                     /product="U52" 

                     /protein_id="AJA36266.1" 

                     /translation="MTQIGQYIKLNDAVPNLILHITTKLLRNENLTSFKQEELLLIQH 

                     VCTSMLSHGIKILLLRESLYNSGIGDIVILNRKISNNYWFRIFSILKQHSDAELLRHM 

                     FNESHSAYISKKLHYSGNVSHMINFLFMDEFGVNLKIPEELICEGNIVFSVGAIYNHR 

                     LLKICRFFNRFWGDQEREPTVRLICKHLWFAYLIMFGKFEISTLAYNQQRAEHKAGLF 

                     SFLQNDFKVFCGMSENPQLLDSSAIFDLTGISAEDLFSYE" 

     gene            84243..85829 

                     /gene="U53" 

     CDS             84243..85829 

                     /gene="U53" 

                     /function="protease, assembly / scaffolding protein" 

                     /note="XKRF1, OR; U53 protease, U53a in-frame assembly 

                     protein, AP; similar to HHV-5 UL80, HVS GENE 17, EBV 

                     BVRF2, EHV1 35, VZV 33, HSV1 UL26" 

                     /codon_start=1 

                     /product="protease/assembly protein" 

                     /protein_id="AJA36267.1" 

                     /translation="MSKVWVGGFLCVYGEEPSEECLALPRDTVQKELGSGNIPLPLNI 

                     NHNEKATIGMVRGLFDLEHGLFCVAQIQSQTFMDIIRNIAGKSKLITAGSVIEPLPPD 

                     PEIECLSSSFPGLSLSSKVLQDENLDGKPFFHHVSVCGVGRRPGTIAIFGREISWILD 

                     RFSCISESEKRQVLDGVNVYSQGFDENLFSADLYDLLADSLDTSYIRKRFPKLQLDKQ 

                     LCGLSKCTYIKASEPPVEIIVAATKVAGDQVQLTTEPGSELAVETCDVPVVHGNYDAV 

                     ESATATTAMSNQNLPNTTPLLSSPPFSDCVFLPKDAFFSLLNVTTGQQPKIVPPVSVH 

                     PPVTEQYQMLPYSESAAKIAEHESNRYHSPCQAMYPYWQYSPVPQYPAALHGYRQSKT 

                     LKKRHFQSDSEDELSFPGDPEYTKKRRRHRVDNDDDKEMAREKNDLRELVDMIGMLRQ 

                     EISALKHVRAQSPQRHIVPMETLPTIEEKGAASPKPSILNASLAPETVNRSLAGQNES 

                     TDLLKLNKKLFVDALNKMDS" 

     gene            85095..85829 

https://www.ncbi.nlm.nih.gov/protein/734987040
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=83460&to=84236
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=83460&to=84236
https://www.ncbi.nlm.nih.gov/protein/734987041
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=84243&to=85829
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=84243&to=85829
https://www.ncbi.nlm.nih.gov/protein/734987042
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=85095&to=85829


                     /gene="U53.5" 

     CDS             85095..85829 

                     /gene="U53.5" 

                     /function="protease, assembly/scaffolding protein" 

                     /codon_start=1 

                     /product="capsid scaffold protein" 

                     /protein_id="AJA36268.1" 

                     /translation="MSNQNLPNTTPLLSSPPFSDCVFLPKDAFFSLLNVTTGQQPKIV 

                     PPVSVHPPVTEQYQMLPYSESAAKIAEHESNRYHSPCQAMYPYWQYSPVPQYPAALHG 

                     YRQSKTLKKRHFQSDSEDELSFPGDPEYTKKRRRHRVDNDDDKEMAREKNDLRELVDM 

                     IGMLRQEISALKHVRAQSPQRHIVPMETLPTIEEKGAASPKPSILNASLAPETVNRSL 

                     AGQNESTDLLKLNKKLFVDALNKMDS" 

     gene            complement(86013..87389) 

                     /gene="U54" 

     CDS             complement(86013..87389) 

                     /gene="U54" 

                     /function="tegument phosphoprotein, transactivation?" 

                     /note="1L, similar to HHV-5 UL82/83, pp65 /72K, possible 

                     virion transactivator IE genes" 

                     /codon_start=1 

                     /product="U54" 

                     /protein_id="AJA36269.1" 

                     /translation="MQPATLQWSSYVLQLRVTTTAILKPGELRLFKCGLGITPPSSAV 

                     VCICRDESSFTSSPFTYIDPKDYGNIPFAVQNISDLDLDLSRLPIVLNIFALPHANVN 

                     ISNLPVQRIEAHDRHIIPHGQCDAKFVIYGPLTRIKIKVADIRWIEQTPEEPTRYSFK 

                     AEIWVNLQNTPLDQIFKTANIEFISHKNVYISRILLCGNLLILKAKYENNYLLDDNFY 

                     PEQLAIQISLTPQTADITLSQNQETLLKCNTHSITVCATKNIIPNTVTPVHCSFNTIF 

                     NSNSNFTGLFIPKLLLGISTTTGIWDETRPLYITMKAFKKNRRINYSQPIGVVYFFPK 

                     QILPPGNNVEFNWTETSKLYVNTESPNGPVRNIVTFTNQAVLRTPSLSTVANLTPDIN 

                     MGIFLSSLRVAFDTAHMVPLHFSLKPGESTRMEFMPPGTPQNLTILEGDVGIHFIPCH 

                     NHSHRSSP" 

     gene            complement(87467..88765) 

                     /gene="U55" 

     CDS             complement(87467..88765) 

                     /gene="U55" 

                     /note="2L, similar to HHV-5 UL84" 

                     /codon_start=1 

                     /product="U55" 

                     /protein_id="AJA36270.1" 

                     /translation="MFSPQLNHVLQLVFDCNHIVSNSYQEIILKCRISSTKPGILFIT 

                     DGTESETEDVLFDVQFLEKTTTIKIKILPISRTVPVRIHLFSIPIYLPSHALEIDDIN 

                     ALCQKENIDPTVYEQYGLTNMPISTTNVINQFKVVQNDSVEMSLILFNLNWTESPYQS 

                     QKLDRYGRKLLIVFSVFSIDTRECPYWENLFKSIIPLCRVNMISEPGISIYKIEFNDP 

                     FLTIFLRNVVLPENKRRFPITKECYLRLTFSPPDRSTVTLNMNMPYFKICADGKNLEV 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=85095&to=85829
https://www.ncbi.nlm.nih.gov/protein/734987043
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https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=87467&to=88765
https://www.ncbi.nlm.nih.gov/protein/734987045


                     FFPSDMSLVSNTNKEITLRGEFTNKKIVGIFIPVQTHVFKLYPFLWFAQEPLKLRISC 

                     ERTVSVTEHDMLGRVFFVTNKLFRKPFRSLSNSDMKSLLTHTENTDKPFDVHFMGNCF 

                     PAYLLPELTLHPLEYEDKPARGNPQTLPSVEKHSIIKIRI" 

     gene            complement(88945..89835) 

                     /gene="U56" 

     CDS             complement(88945..89835) 

                     /gene="U56" 

                     /function="probable capsid protein" 

                     /note="3L; similar to HHV-5 UL85, HVS GENE 26, EBV BDLF1, 

                     EHV1 43, VZV 41, HSV1 UL18" 

                     /codon_start=1 

                     /product="U56" 

                     /protein_id="AJA36271.1" 

                     /translation="METVYCTFDHKLSLSDISTLCKLMNIVIPIPAHHHLIGSGNLGL 

                     YPIVSSNKDYVHVRNVLRTMVVTILQKVEGNQLVLRKPVTGHQYAIKNTGPFPWEKGD 

                     TLTLIPPLSTHSEEKLLKLGDWELTVPLVVPTAIAAEINIRLLCIGLIAVHREYNEMQ 

                     TIIDELCSIQYRDVLIKLPDIVNDKQSMYSMKTACISLSMITAMAPDIVRTYIDRLTL 

                     EDHSMLLIKCQELLSKRTTLNTQRCGQLHATEIKDELKKVKSVLTMIDQINSLTNEKT 

                     YFVVCDVSADNRMATCIYKN" 

     gene            complement(89837..93874) 

                     /gene="U57" 

     CDS             complement(89837..93874) 

                     /gene="U57" 

                     /function="major capsid protein" 

                     /note="4L, mcp; similar to HHV-5 UL86 (MCP), HVS GENE 25, 

                     EBV BcLF1, EHV1 42, VZV 40, HSV1 UL19" 

                     /codon_start=1 

                     /product="major capsid protein" 

                     /protein_id="AJA36272.1" 

                     /translation="MENWQATEILPKIEAPLNIFNDIKTYTAEQLFDNLRIYFGDDPS 

                     RYNISFEALLGIYCNKIEWINFFTTPIAVAANVIRFNDVSRMTLGKVLFFIQLPRVAT 

                     GNDVTASKETTIMVAKHSEKHPINISFDLSAACLEHLENTFKNTVIDQILNINALHTV 

                     LRSLKNSADSLERGLIHAFMQTLLRKSPPQFIVLTMNENKVHNKQALSRVQRSNMFQS 

                     LKNRLLTSLFFLNRNNNTSYIYRILNDMMESVTESILNDTNNYTSKENVPLDGVLLGP 

                     IGSIQKLTSILSQYISTQVVSAPISYGHFIMGKENAVTAIAYRAIMADFTQFTVNAGT 

                     EQQDTNNKSEIFDKNRAYADLKLNTLKLGDKLVAFDHLHKVYKNTDVNDPLEQSLQLT 

                     FFFPLGIYIPSETGFSTMETRVKLNDTMENNLPTSVFFHNKDQIVQRIDFADILPSVC 

                     HPIVHDSTIVERLMKSEPLPTGHRFSQLCQLKITRENPARILQTLYNLYESRQEVPKN 

                     TNVLKNELNIEDFYKPDNPTLPTERHPFFDLTYIQKNRATEVLCTPRIMIGNIPLPLA 

                     PVSFHEARTNQILEHAKTNCQNYDFTLKIVTESLTSGSYPELAYVIETLVHGNKHAFM 

                     ILKQVISQCISYWFNMKHILLFCNSFEMIMLISNHMGDELIPGAAFTHYRNLVSLIRL 

                     VKRTISISNLNEQLCGEPLVNFANALFDGRLFCPFVHTMPRNDTNAKITADDTPLTQN 

                     TVRVRNYEISDVQRMNLIDSSVVFTDNDRPSNETTILSKIFYFCVLPALSNNKACGAG 

                     VNVKELVLDLFYTEPFISPDDYFQENPITSDVLMSLIREGMGPGYTVANTSCIAKQLF 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=88945&to=89835
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                     KSLIYINENTKILEVEVSLDPAQRHGNSVHFQSLQHILYNGLCLISPITTLRRYYQPI 

                     PFHRFFSDPGICGTMNADIQVFLNTFPHYQRNDGGFPLPPPLALEFYNWQRTPFSVYS 

                     AFCPNSLLSIMTLAAMHSKLSPVAIAIQSKNKIHPGFAATLVRTDNFDVECLLYSSRA 

                     ATSIILDDPTVTAEAKDIATTYNFTQHLSFVDMGLGFSSTTATANLKRIKSDMGSKIQ 

                     NLFSAFPIHAFTNADINTWIRHHVGIEKPNPSENEALNIITFGGINKNPPSILLHGQQ 

                     AICEVILTPVTTNINFFKSPHNPRGRESCMMGTDPHNEEAARKALYDHTQTDSDTFAA 

                     TTNPWASLPGSLGDILYNTAHREQLCYNPKTYSPNAQFFTESDILKTNKMMYKVISEY 

                     CMKSNSCLNSDSEIQYSCSEGTDSFVSRPCQFLQNALPLHCSSNQALLESRSKTGNTQ 

                     ISETHYCNYAIGETIPFQLIIESSI" 

     gene            93886..96204 

                     /gene="U58" 

     CDS             93886..96204 

                     /gene="U58" 

                     /note="5R; similar to HHV-5 UL87, HVS GENE 24, EBV BcRF1" 

                     /codon_start=1 

                     /product="U58" 

                     /protein_id="AJA36273.1" 

                     /translation="MQHTGNCETLIVNSCFGSTCARSIPVFIDSCDLTAEVSRDEETR 

                     LARSVPVVLEKIESIIEKIFQTSGPNIVHDKDRAKIALCRLLLGPVAVPCFCEEWDTN 

                     DYLSKSGCKCIGPILYIHTSRCRCSDIPIFKFSIMKDYYASHVFRGLLSLKEWNTHLP 

                     NVLCTCELSMSDRYVATVYPKQNSIYLEYYPYFLCYLCRHLTVIEIEQCTNDLISLLG 

                     PKVAQRVIIHFKLLFGFRHKPHIGTVDSWFWENFFMLELHKLWLTVVKHNRVTTDFFN 

                     VVYEKIQNYKQYAIKTLRMSSKAVPAIQRLCLAKFKQQLLYLNIKVTVKKNKREMCLN 

                     GFVYGKTLYVVESSQLIFRNLLLLYYDYSLPDECKTNEENVLTAHYIRVISRLSFKRS 

                     RSALPPGVRSDFIFVAQQPKRKELPNVPGGIDFAEITSVRHGAVTLNAFNTNKVMNLK 

                     ATISKRANFVYHRIPKTMTHSFVMYKHTFKEPAFTVSTFVSNDDLDMSSLNINIRGPY 

                     CDFLYALGVYKMHVSIRDLFLPAFVCNSNNSVDLQGLENQDVVRNRKKKVYWITNFPC 

                     MISNANKVNVGWFKAGTGIIPRVSGEDLQNVLLQELNNVREIPGLVFDMDLHQLLVLL 

                     EQRNLHQIPFLVKQFLIFLRLGLLMGYGHSRRNKVHDIMLHLISNGLFDFNKNSVANT 

                     KIKHGCALVGTRLANNVPKIIARQKKMKLDHMGRNANSLAVLRFIVKSGEQKNKTVFI 

                     KLLEYLAETSTAINTRNEVARLLQTLTAKVKT" 

     gene            96201..97253 

                     /gene="U59" 

     CDS             96201..97253 

                     /gene="U59" 

                     /note="6R; similar to HHV-5 UL88" 

                     /codon_start=1 

                     /product="U59" 

                     /protein_id="AJA36274.1" 

                     /translation="MNVLVADEWFDCAIRLDSETIAVHEIFNPELSKLLNLHSKTVYM 

                     SDLCAFISGCVNRNVGKLTIYWHVNGDIIYALTGILHCVKIKIECGERIADGRYRLYE 

                     IPKLFLMRGQSTPMELKWKHAVGIATTNKPLLTHVLTDVLETSPFTLPDTLLSVQELS 

                     IFRERLSYIYYVLGSDVDIVARTEREIFQKCAELARLQQVFLIQGNIMENFVLVQACL 

                     FQLGADGLWEEISGSVRPRPELMSSAFIQHRVMLNNCYCIAVIFNAIYKHKLSLPTVE 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=93886&to=96204
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                     RSHETVNRVVQEYYKSYVNAPLSVLVCATKVLTLFTEEYNFKSALVFVSQFFQVDVEA 

                     SRADVIRLFLACLKGD" 

     gene            complement(97250..102451) 

                     /gene="U60/66" 

     CDS             complement(join(97250..98377,101579..102451)) 

                     /gene="U60/66" 

                     /function="DNA packaging" 

                     /note="7L; similar to HHV-5 UL89exon2, HVS GENE 29b, EBV 

                     BDRF1, EHV1 44, VZV 42, HSV1 UL15EX2" 

                     /codon_start=1 

                     /product="U60/66" 

                     /protein_id="AJA36275.1" 

                     /translation="MLRTCDITHIKNNYEAIIWKGERDCSTISTKYPNSAIFYKKRFI 

                     MLTPELGFAHSYNQQVKPLYTFCEKQRHLKNRKPLTILPSLSHKLQEMKFLPASDKSF 

                     ESQYTEFLESFKILYREPLFLQIDGFIKDFRKWIKGEFNDFGDTRKIQLEPFQKNILI 

                     HVIFFIAVTKLPALANRVINYLTHVFDIEFVNESTLNTLKQKTNVFLVPRRHGKTWFI 

                     VPIISFLLKNIEGISIGYVAHQKHVSHFVMKEVEFKCRRMFPEKTITCLDNVITIDHQ 

                     NIKSTALFASCYNTHSIRGQSFNLLIVDESHFIKKDAFSTILGFLPQASTKILFISST 

                     NSGNHSTSFLMKLNNSPFEMLSVVSYVCEDHAHMLNERGNATACSCYRLHKPKFISIN 

                     AEVKKTANLFLEGAFIHEIMGGATCNVINDVLITEQGQTEFEFFRYSTINKNLIPFLG 

                     KDLYVYLDPAYTGNRRASGTGIAAIGTYLDQYIVYGMEHYFLESLMTSSDTAIAECAA 

                     HMILSILDLHPFFTEVKIIIEGNSNQASAVKIACIIKENITANKSIQVTFFHTPDQNQ 

                     IAQPFYLLGKEKKLAVEFFISNFNSGNIKASQELISFTIKITYDPVEYALEQIRNIHQ 

                     ISVNNYITYSAKKQACSDDLIIAIIMAIYVCSGNSSASFREI" 

     gene            98389..98646 

                     /gene="U62" 

     CDS             98389..98646 

                     /gene="U62" 

                     /note="8R; similar to HHV-5 UL91" 

                     /codon_start=1 

                     /product="U62" 

                     /protein_id="AJA36304.1" 

                     /translation="MNSALNDIKDDFENCETKDDLFKIIDKIIKNCDFIVEQVESLPR 

                     RVDSAAILFDNLAVEIFNDVIYRQNGVAAKIRQGNGQDIDT" 

     gene            98594..99244 

                     /gene="U63" 

     CDS             98594..99244 

                     /gene="U63" 

                     /note="9R; similar to HHV-5 UL92, HVS GENE 31, EBV BDLF4" 

                     /codon_start=1 

                     /product="U63" 

                     /protein_id="AJA36276.1" 

                     /translation="MELPRKYDRVTGRILTHKNNQMCTTECSQMYNLHNPITFELGLG 

                     NVFVCMRCLTVHHCDMQTDCTIVNTHEGYVCAKTGLFYSGWMPAYADCFLEPICEPNI 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=97250&to=102451
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=101579:102451:2,97250:98377:2
https://www.ncbi.nlm.nih.gov/protein/734987050
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=98389&to=98646
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=98389&to=98646
https://www.ncbi.nlm.nih.gov/protein/734987079
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=98594&to=99244
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=98594&to=99244
https://www.ncbi.nlm.nih.gov/protein/734987051


                     ETVNVVVVLLSYVYSFLMENKERYAAIIDSIIKDGKFIKNVEDAVFYTFNAVFTNSTF 

                     NKIPLTTISRLFVQLIIGGHAKGTIYDSNVIRVSRRKREDSLLKKMRLEYGNALIL" 

     gene            99222..100550 

                     /gene="U64" 

     CDS             99222..100550 

                     /gene="U64" 

                     /note="10R; similar to HHV-5 UL93, HVS GENE 32, EBV BGLF1, 

                     EHV1 45, VZV 43, HSV1 UL17" 

                     /codon_start=1 

                     /product="U64" 

                     /protein_id="AJA36277.1" 

                     /translation="METHLYYDILYQYQGGVYPAHICLPTDVCLPMRVDCIESLYFRC 

                     VFFKNGMHYTEWSKLKFTVISREIKFKDVLKDADSDEVFTGLVVMTIPIPIVDFHFDI 

                     DSVILKLVYPQLVHREIVLRLYDIICVRPPSDRPSEASAKNIANDFYQLTSQGNKQTP 

                     DEEKRCLFFQQGPLEPPSTVRGLKAPGNEKPIQFPAHANEKMTESFLSDSWFGQKVRC 

                     KKILDFTQTYQVVVCWYELSFSREMQIENNLLSASQLKRVNAADFWDRTNRYLRDIGS 

                     RVLTHIVKTLQIHNRQFKQKFNCNFPDNFSFDRLLSFMQLGKDFWILNLTLDSCIIKA 

                     IICFLGFQNGGKSFLAQDEVWGDLIDCSKGSVIYGEKIQWILDSTNNLYSTCREKQNK 

                     SWELYVDCCALYVSEKLELDFVLPGGFAITGKFALTDGDIDFFNWRFGLS" 

     gene            100507..101514 

                     /gene="U65" 

     CDS             100507..101514 

                     /gene="U65" 

                     /note="11R; similar to HHV-5 UL94, HVS GENE 33, EBV BGLF2, 

                     EHV 46, VZV 44, HSV1 UL16" 

                     /codon_start=1 

                     /product="U65" 

                     /protein_id="AJA36278.1" 

                     /translation="MAISTFSIGDLGYLRNFLQNECNWFRICKKTFYREYRSVATSSP 

                     TFSLNNKPKKFCMHCEIVILKRSEEFMFSLAVNGIHFGQFLTGKMKFNKKAVPEGLYY 

                     YILELGSITPIDLGFIPRYNSDCVTNMRCVTPEVIYENCSIVCPEEANRLTVKGSGDN 

                     KLTPLGGCGAWCLKNGGDLYIYTFALAYDLFLTCYDKSTFPSLAKIIFDMIACESEDC 

                     VFCKDHNKHVSQAGQIVGCVSNQETCFCYTPCKKKMANINNPELISLLCDQEINKIDI 

                     MYPQIKASLSLDINSYAHGYFGDDPYALKCVNWIPVRISAALSRLIVLSCPVCKRVVM 

                     D" 

     gene            102423..103484 

                     /gene="U67" 

     CDS             102423..103484 

                     /gene="U67" 

                     /note="13R; similar to HHV-5 UL95, HVS GENE 34, EBV BGLF3, 

                     EHV1 48, VZV 46, HSV1 UL14" 

                     /codon_start=1 

                     /product="U67" 

                     /protein_id="AJA36279.1" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=99222&to=100550
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=99222&to=100550
https://www.ncbi.nlm.nih.gov/protein/734987052
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=100507&to=101514
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=100507&to=101514
https://www.ncbi.nlm.nih.gov/protein/734987053
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=102423&to=103484
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=102423&to=103484
https://www.ncbi.nlm.nih.gov/protein/734987054


                     /translation="MWVMSQVRSMEPDLTLAAVYQAAANLTEQDKEIFAEAVKTAFSV 

                     CSSAAPSARLRMIETPTQNFMFVTSVIPSGVTSGEKKTKLNIDAALDNLALSFANKKS 

                     KKMARTYLLQNVLRTQDQQVAISGKYILYTKKHIETSLMIDKTKLVKKILEYAETPNL 

                     LGYTDVRDLECLLWLVFCGPKSFCQSDSCFGYSKTGYNAAFPNLLPPYLYECGQNNGL 

                     FFGIVQAYVFSWYSDFDFSALEISERARRRIRSLLYDLKQKFAEQEVSVLPVASQMCI 

                     FCALYKQNKLSLEYVSGDLKTSVFSPIIIKDCLCAQTTISTTQMLPGTKSSAIFPVYD 

                     LRKLLGALVISEGSVKFDI" 

     gene            103484..103828 

                     /gene="U68" 

     CDS             103484..103828 

                     /gene="U68" 

                     /note="14R; similar to HHV-5 UL96, HVS GENE 35, EBV 

                     BGLF3.5" 

                     /codon_start=1 

                     /product="U68" 

                     /protein_id="AJA36280.1" 

                     /translation="MSLKDYLRQSISKDLEVRHRDSLKIRLGERHPLSVHQHMIAARQ 

                     IIKSDNAEQQHVISSLSGFLDKQKSFLRVQQKALKQLEKLDVDEIIDTAAEVKAVSND 

                     IKETLIASTELE" 

     gene            103831..105519 

                     /gene="U69" 

     CDS             103831..105519 

                     /gene="U69" 

                     /function="phosphotransferase, ganciclovir kinase" 

                     /note="phosphotransferase; 15R; similar to HHV-5 UL97, HVS 

                     GENE 36, EBV BGLF4, EHV1 49, VZV 47 HSV1 UL13" 

                     /codon_start=1 

                     /product="ganciclovir kinase" 

                     /protein_id="AJA36281.1" 

                     /translation="MDNGVETPQGQKTQPINLPPVRKKLRKHEGLGKGVKRKLFAEDS 

                     PPLKKQISACSDMETLSSPVKSGCESRSASLDESFGKCKHETACDCSAIEELLCHESL 

                     LDSPIKLSNAHTIFSSDKRKLELEKIIASKQIFLDMSENAELAAYGETLCNLRIFEKI 

                     SSPFLFDVQSEERSYSVVYVPHNKELCGQFCQPEKTMARVLGVGAYGKVFDLDKVAIK 

                     TANEDESVISAFIAGVIRAKSGADLLSHECVINNLLISNSVCMSHKVSLSRTYDIDLH 

                     KFEDWDVRNVMNYYSVFCKLADAVRFLNLKCRINHFDISPMNIFLNHKKEIIFDAVLA 

                     DYSLSEMHPNYNGTCAIAKEYDKNLQLVPISRNKFCDMFNPGFRPLVANAMILVNVCG 

                     AFDGENNPLRHCNLDLCAFAQVVLSCVLRMTDKRGCREAQLYYEKRLFALANEACRLN 

                     PLKYPFAYRDACCKVLAEHVVLLGLLFYRDVVEIYEKLYDFLDERGEFGSRDLFEATF 

                     LNNSKLTRRQPIREGLASLQSSEYGEKLLHDLRELFLINSTADLDKDTSSLFHM" 

     gene            105527..106993 

                     /gene="U70" 

     CDS             105527..106993 

                     /gene="U70" 

                     /function="alkaline exonuclease; DNA procession" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=103484&to=103828
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=103484&to=103828
https://www.ncbi.nlm.nih.gov/protein/734987055
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=103831&to=105519
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=103831&to=105519
https://www.ncbi.nlm.nih.gov/protein/734987056
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=105527&to=106993
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=105527&to=106993


                     /note="16R; similar to HHV-5 UL98, HVS GENE 37, EBV BGLF5, 

                     EHV1 50, VZV 48, HSV1 UL12" 

                     /codon_start=1 

                     /product="alkaline exonuclease" 

                     /protein_id="AJA36282.1" 

                     /translation="MDLDQISETLSSVAEEEPLTMFLLDKLYAIREKIKQVPFSIVRL 

                     CHVYCMLIKYNASNNNCILGRKLIEEMQQFLCGTRVDGSEDISMDLSELCKLYDYCPL 

                     LCSALCRAPCVSVNKLFKIVERETRGQSENPLWHALRKYTVTATKLYDIYTTRSFLEY 

                     KGQQFFGEAVIYGAKHERVIRHLVATFYVKREVKETLGLLLDPSSGVFGASLDACFGI 

                     SFNEDGFLMVKEKALIFEIKFKYKYLRDKEDHFVSELLKNPTEKSFSDFILSHPVPVI 

                     EFRERGKIPSSREYLMTYDFQYRPQRKLRTCPTPAILAPHIKQLLCLNETQKSTVIVF 

                     DCKSDLCEQKLSVFQKAVFTVNVFVNPKHRYFFQSLLQQYVMTQFYINDHNNPEYIES 

                     TEVPSVHIVTAFFRRRTEEERSLHLVIDETEYIEEEIPLALIVTPVAPNPEFTCCVIT 

                     DICNLWENNICKQTSLQVWAQSAVNQYLAACVRKPKTP" 

     gene            106930..107175 

                     /gene="U71" 

     CDS             106930..107175 

                     /gene="U71" 

                     /function="myrstilated virion protein?, phosphoprotein?" 

                     /note="17R; positional similar to HHV-5 UL99, pp28k" 

                     /codon_start=1 

                     /product="U71" 

                     /protein_id="AJA36283.1" 

                     /translation="MGAKCCKPVSCGMCKKTENTLIDYKGNPISLADEFTVLTDTESE 

                     EEGMADLEKPLLEKVQTTLVAKCDTEAEKKLPCKSKK" 

     gene            complement(107257..108291) 

                     /gene="U72" 

     CDS             complement(107257..108291) 

                     /gene="U72" 

                     /function="integral membrane protein; associates with 

                     glycoprotein gN" 

                     /note="glycoprotein M; gM; 18L; similar to HHV-5 UL100, 

                     HVS GENE 39, EBV BBRF3, EHV1 52, VZV 50, HSV1 UL10" 

                     /codon_start=1 

                     /product="integral membrane protein" 

                     /protein_id="AJA36284.1" 

                     /translation="MASSRVDTINLRIWLVSIICAALSFINVTVHLIAINFPNLGFPC 

                     AYFEINDLKAVNLSANNQIYQMTHQLYINPVQIICYVLIMAMLFLLIIIYYIVCCAKV 

                     FSSNKTSNVNQTTRDITWMGDTSSCFQFILIMDTFQLFVTALSFRLVALGAFAYCIFF 

                     VCFTTFNVTLITQFQSADKSFFAFQKIHPNLKGTVQFKTVVINLTELMLGYSTMFLGI 

                     TTCLGVGNSIYIRSITVAYSSINTFLVMACIYSIVIEAVLVRYVKPLFGYYVGMFCGA 

                     VGLSFPILQYETFFESEWSTGLIINLAVIAIISIGFIICRLVRYLVKKKRRYKQLLNT 

                     ESSSLMDENE" 

     gene            108304..110646 

https://www.ncbi.nlm.nih.gov/protein/734987057
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=106930&to=107175
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=106930&to=107175
https://www.ncbi.nlm.nih.gov/protein/734987058
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=107257&to=108291
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=107257&to=108291
https://www.ncbi.nlm.nih.gov/protein/734987059
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=108304&to=110646


                     /gene="U73" 

     CDS             108304..110646 

                     /gene="U73" 

                     /function="origin binding protein" 

                     /note="DEAD-like helicases superfamily, CRISPR/Cas 

                     system-associated protein Cas3; Region: Cas3; cd09639; 

                     19R, HDRF0; similar to EHV1 53, VZV 51, HSV UL9" 

                     /codon_start=1 

                     /product="origin-binding protein" 

                     /protein_id="AJA36285.1" 

                     /translation="MENRFQNDTLFSEWFGQSLSDVRFPDNVTVYSQADSAVSFENVR 

                     QPIKLVRAAMGSGKTTALIHFLKQVPRELSVLLISCRKTFAAEILHRFTLNGLKDFEL 

                     YCDITERQINNRKVIVQIESLHRLTENYDVLILDEIMSIIKQFYSKTMTKTKEVDCKF 

                     LSLIKNSSHVIAMDATLTRHVVEFFAAFKPDTQIALIRNTFVSAMFSNRIAYFCDTFF 

                     GKEFSFFARLEDKLRWDKKLCLFCSTVLAAEYMHDLIRSRFPLKKVLLLTSKQGKCSS 

                     IESWIRYDVVIYTSVVTVGLSFEPVYFSSLFVYIQLAKGGPDMVSIFQSIGRVRRVID 

                     EDIYIYMNPVLIRSYDPLAPIAIPPCSDWSVAEQSIISESCIDFRGKCSGAHKYNFCS 

                     VLKSLFRYRHYIEKTTITSLSDSLFLLCSLLCENSIKVDIVGNGFPMRKEVFLSFLQI 

                     LVEECHFIEKKITLPGDDMTFQEIISSRETIMNGDFYENGDQLLHKDYITDMGKFRAT 

                     FLSPGVDIFIASDIVYDLKNESKRYVFVNVWLQKCVSAGVESTEIERVFCERIKCYML 

                     PKSFLCDEYFVLGDISGVYEWGMLIDLAFLAEMIRKDLKLKSCTDTTTDISEDDLLLC 

                     AARRSSDILQIMQLVFTVHVQFFQKYSLQTLQLFNKLRGMRIVTGVFSIEKFSISILR 

                     LFFKCAFNMTLSASRPRYIPGKAYRNLTKNDMENMLDNWEISRTNLKTCKELRKALTE 

                     ASRARRKQTIYKLQGSDISLSVSEVGVFGQHASPGVCVSS" 

     gene            110615..112603 

                     /gene="U74" 

     CDS             110615..112603 

                     /gene="U74" 

                     /function="replication, helicase/primase complex" 

                     /note="HDRF1; part of helicase/primase complex, similar to 

                     HHV-5 UL102, HVS GENE 41, EBV BBLF3, EHV1 54, VZV 52, HSV1 

                     UL8" 

                     /codon_start=1 

                     /product="helicase/primase complex" 

                     /protein_id="AJA36286.1" 

                     /translation="MHLRGCACHLSLYCVYNDWENKIYRVPIFQCLFLEAETRSLKTF 

                     LIRGQSLDQESLNEIEVTRKETMLWDLQEQSNMMDKKIAAISNLIMNNGELVRKLSKF 

                     FVPLTVVLGDDGLEILEAYVCGEELMLPLDTVPVILRCIGDYAALDTKHLLSNECTQA 

                     SKKIRFGYSVMDFHFSLTVSDVKICFSHTDTGEAVCEKMKQIFSFSVCAFGGEQVLLV 

                     TPKNAYALLFDDDLCLLLLQSVFAFLHEKIFGVYKQVLVQLCEYIGPDLWPFGNERSV 

                     SFIGYPNLWLLSVSDLERRVPDTTYICREILSFCGLAPILGPRGRHVVPVVRELNIEM 

                     PGSETSLQRFRFNSQYVSSESLCFQTGPEDTHLFFSDSDMYVVTLPDCLRLLLKSTVP 

                     KAFLPCFDENATEIDLLLKFMSRLQHRSYALFDAVIFMLDAFVSAFQRACTLMGMRWL 

                     LVRDLHMFYLTCDGKDTHVVMPLLQTAVENCWEKTTEIKQRPTFQCAEISRCGFIVYA 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=108304&to=110646
https://www.ncbi.nlm.nih.gov/protein/734987060
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=110615&to=112603
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=110615&to=112603
https://www.ncbi.nlm.nih.gov/protein/734987061


                     RFFLSSGLSQSKEAHWTVTASKYLSACIRTNKTGLCFASITVYFQDMMCVFIANRYNV 

                     SYWIEEFDPNDYCLEYHEGLLDCSRYTAVMSEDGQLVRQARGIALTDKINFSYYILVT 

                     LRVLRRWVESKFEDVEQTQFIRWENRMLCEHIHLLHLN" 

     gene            complement(112638..113387) 

                     /gene="U75" 

     CDS             complement(112638..113387) 

                     /gene="U75" 

                     /note="HDLF2; similar to HHV-5 UL103, HVS GENE 42, EBV 

                     BBRF2, EHV1 55, VZV 53, HSV1 UL7, virion morphogenesis" 

                     /codon_start=1 

                     /product="U75" 

                     /protein_id="AJA36287.1" 

                     /translation="MKSLKKLKELETSDVFNILHVRTILKVIKIDKCISLARHPLVNI 

                     TVGDDGIWFHLEDGTMINGLEYKTICEKELGFQGFIGIIILDSEDTLQELRLNPFQFK 

                     RRLIHMKVDTPEEFMLCGLVFALENLPLKQSTLHKLIAKLVLFPALSPITKILFNTCD 

                     TLVCTLRHIFFNEHASEILHKVPLMIRLYNEMKNTHIEVLELYFNTKRSHNFINLSLE 

                     SRQLQDSSLQVIQLATQFAQTFYSKNGDTSS" 

     gene            complement(113296..115236) 

                     /gene="U76" 

     CDS             complement(113296..115236) 

                     /gene="U76" 

                     /function="possible virion protein" 

                     /note="HDLF1; similar to HHV-5 UL104, HVS GENE 43, EBV 

                     BBRF1, EHV1 56, VZV 54, HSV1 UL6, DNA encapsidation" 

                     /codon_start=1 

                     /product="U76" 

                     /protein_id="AJA36288.1" 

                     /translation="MMWRNQSSGRRPSKRPSDNEATLSTINSILGAEDMLSKNLLSYL 

                     PPNNEEIDMIYPSEQIMTFIEMLHGHKNFFKGQTIHNALRDSAVLKKQIAYGVAQALL 

                     NSVSIQQIHDEWKRHVRSFPFHNKKLSFQDYFSVWAHAIKQVILGDISNIINFILQSI 

                     DNSHYNRYVDWICTVGIVPFMRTTPTAPNLYNLLQQVSSKLIHDIVRHKQNIVTPVLL 

                     GLSSVIIPDFHNIKIFRDRNSEQISCFKNKKAIAFFTYSTPYVIRNRLMLTTPLAHLS 

                     PELKKHNSLRRHQKMCQLLNTFPIKVLTTAKTDVTNKKIMDMIEKEEKSSDAKKSLIK 

                     FLLNLSDSKSKIGIRDSVEGFIQEITPSIIDQNKLMLNRGQFRKRSAIDTGERDVRDL 

                     FKKQIIKCMEEQIQTQMDEIETLKTTNQMFERKIKDLHSLLETNNDCDRYNPNLDHDL 

                     ENLSLSRALNIVQRLPFTSVSIDDTRSVANSFFSQYIPDTQYADKRIDQLWEMEYMRT 

                     FRLRKNVNNQGQEESITYSNYSIELLIVPFLRRFLNIYNLESIPEEFLFLSLGEILLA 

                     IYESSKIKHYLRLVYVRELNQISEVFNLTQTHPENSEPIFDSNIFSPNPENEILEKIK 

                     RIRNLRRIQHLTRPNYPKGDQD" 

     gene            115079..117553 

                     /gene="U77" 

     CDS             115079..117553 

                     /gene="U77" 

                     /function="replication" 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=112638&to=113387
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=112638&to=113387
https://www.ncbi.nlm.nih.gov/protein/734987062
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=113296&to=115236
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=113296&to=115236
https://www.ncbi.nlm.nih.gov/protein/734987063
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=115079&to=117553
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=115079&to=117553


                     /note="HDRF2; part of helicase/primase complex; similar to 

                     HHV-5 UL105, HVS GENE 44, EBV BBLF4, EHV1 57, VZV 55, HSV1 

                     UL5" 

                     /codon_start=1 

                     /product="helicase" 

                     /protein_id="AJA36289.1" 

                     /translation="MSISSLFGGRYDNKFLLNMSSAPKIELIVDKVASLSEGRLEGRL 

                     PEDWFRHIMDPETEFNSEFADALCIGIDEFAQPLPFLPFKALLVTGTAGAGKTNSIQT 

                     LAANLDCIVTATTSIAAQNLSVVLNRSKSAQVKTIFKTFGFNSSHVSMSERQSYIAND 

                     ERSIQIQQKQDLSIYWNVISDIADRALGAVACKTKELPDLCESSVIVIDEAGVILRHI 

                     LHTVVFFYWFYNALYKTPLYEDGIVPCIVCVGSPTQSNALVTSFNPLTQNKDVKRGID 

                     VLSALICDDVLSKYCEVDNNWIIFVNNKRCADHAFGDFLKHIEFGLPLKPELIEYVDQ 

                     FVKPASYIRNPMNEIETTRLFLSHNEVKNYFRSLHEQVEVTNRNNLFVFPVYFLIKNK 

                     TFEDYKSEIGNFSLEIEPWFKSNIHRLNTYSQFADQDLSKTVQLEEIVLEDGSVEETL 

                     ITCHLKHIRNSSIGVTSKIKASTVGFSGTYEKFVELLQSDLFIEKTSCDQTIHAYSFL 

                     SGLMFGGMYSFCCSKFTTPEVLMEIKNIKMPSIEFLESEMSRMSPDVQTVETDERYDF 

                     GLVDDGLSDVDLLEIDPCGDPFFTRYSKLPLTNSLSFEEISLLYTTFKDIFISRFAIL 

                     QKHTKGKFGKTLLVTYNRNNVSRKQCGEIYSHLKSFYGMLTYAIPANNYTLEGYTNDN 

                     VVHLGTDKQLPQILYKKGLPRLVIKDEMGFISVLDNNVSKFIDVVNGQSFHLCTTVDY 

                     ATVSKVSMTITKSQGLSIQKVAIDFGSDPKNLKLSSIYVGMSRVTDPNNLIMNVNPLR 

                     LNYENDNFIAPHIVKALKNENTMLIF" 

     gene            120145..121747 

                     /gene="U79" 

     CDS             join(120145..120775,120872..121068,121151..121747) 

                     /gene="U79" 

                     /function="possible replication protein" 

                     /note="EDRF1; similar to HHV-5 UL112/113, spliced in vitro 

                     replication protein" 

                     /codon_start=1 

                     /product="putative replication protein" 

                     /protein_id="AJA36290.1" 

                     /translation="MYAEERAYGSFDDVMEVYQQIVTESIQLKRLHFGSGCLIEFLGD 

                     SGTCETFCSGWISMICWTSDTNSMGSLTVDIGIDDGKYKTYSSRGFLLCSKSITSISQ 

                     NTEGRDRILTVSQEGNKLQITFVTLTKVFKEQDIRNLGDVKCMEKFEKECRALDRKKH 

                     DDEHRKRSGKQKEKRKVEDTDKKKDDDRRKQEERKRNDEDKQPDKKEESDELPKEKRP 

                     KYHDMKRNLEEQSHEDGITPTSTTLVNGAVEGALPPCISIDNHEDQQHDELDKRAYAQ 

                     GTNREGLSNEDNYGNFRLNKSLEQLRAKLVASSGDIVERSLLKLKECLDNVKDNLIKN 

                     ECADVTGPSKCLSKTKHIEPKKQIVFSDCVRPVPVCEIKPFIDVRLFETAQNPRRLRQ 

                     RTRTIVGSTDGAIEQQRVISGQNRGRARGRGRGRAPRRRNSNINNSRTQTTIVIDDSS 

                     EAENFENEGSFNEDLLATTILETL" 

     gene            complement(121791..122558) 

                     /gene="U81" 

     CDS             complement(121791..122558) 

                     /gene="U81" 

https://www.ncbi.nlm.nih.gov/protein/734987064
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=120145&to=121747
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=120145:120775,120872:121068,121151:121747
https://www.ncbi.nlm.nih.gov/protein/734987065
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=121791&to=122558
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=121791&to=122558


                     /function="uracil-DNA glycosylase" 

                     /note="EDLF4; similar to HHV-5 UL114, HVS GENE 46, EBV 

                     BKRF3, EHV1 61, VZV 59, HSV1 UL2" 

                     /codon_start=1 

                     /product="uracil-DNA glycosylase" 

                     /protein_id="AJA36291.1" 

                     /translation="MALLQWMLDHVQDEEKNCENLSIDDQHSLFGINRDWLSFLQLSK 

                     LEITHLKHVYKLVDNDRAHLTVHPSPGNVHAWSFLCKPDDVKVVILGQDPYPDGRGCG 

                     LAFGTVKECSIPESLKNIFKELERSVPNFSPPDNGCLNSWCSEGVLLLNSIFTVVHGL 

                     PMSHEAFGWQTLSYKIISKLSIEMDSLVFLLWGNHARKLSYLIDARKHLVLESAHPSP 

                     KVKSARMPFIGCNHFVRANLFLTEHGKDPINWNILNE" 

     gene            complement(122634..123386) 

                     /gene="U82" 

     CDS             complement(122634..123386) 

                     /gene="U82" 

                     /function="glycoprotein L, gL, gH/gL complex, infection, 

                     cell fusion" 

                     /note="gL; EDLF3; gH (U48) and gL form a heterodimer 

                     (gH/gL complex, this complex forms different heterotrimers 

                     gH/gL/gO or gH/gL/gQ); similar to HHV-5 UL115, HVS GENE 

                     47, EBV BKRF2, EHV1 62, VZV 60, HSV1 UL1" 

                     /codon_start=1 

                     /product="glycoprotein L" 

                     /protein_id="AJA36292.1" 

                     /translation="MELLLFVMSLILLTFSKAIPLFNHNSFYFEKLDDCIAAVINCTK 

                     SEVPLLLEPIYQPPVYNEDVMSILLQPPTKKKPFSRIMVTDEFLSDFLLLQDNPEQLR 

                     TLFALIRDPESRDNWLNFFNGFQTCSPSVGITTCIRDNCRKYSPEKITYVNNFFVDNI 

                     AGLEFNISENTDSFYSNIGFLLYLENPARGVTKIIRFPFNSLTLFDTILNCLKYFHLK 

                     TGVELDLLKHMETYNSKLPFRSSRPTILIRNT" 

     gene            123510..123803 

                     /gene="U83" 

     CDS             123510..123803 

                     /gene="U83" 

                     /function="CC chemokine; immune regulation" 

                     /note="EDRF3" 

                     /codon_start=1 

                     /product="U83" 

                     /protein_id="AJA36293.1" 

                     /translation="MAIGFICSSPDAELFSEKSRISSSVLLGCLLCCMDWSAAVPGKT 

                     ESFRKLFDAVMIKKLKSCSAAYPSDLEQGSMCDMADASPTSLELGLSKLDKES" 

     gene            complement(123909..124937) 

                     /gene="U84" 

     CDS             complement(123909..124937) 

                     /gene="U84" 

https://www.ncbi.nlm.nih.gov/protein/734987066
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=122634&to=123386
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=122634&to=123386
https://www.ncbi.nlm.nih.gov/protein/734987067
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=123510&to=123803
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=123510&to=123803
https://www.ncbi.nlm.nih.gov/protein/734987068
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=123909&to=124937
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=123909&to=124937


                     /note="EDLF2; similar to HHV-5 UL117, spliced in HHV-5" 

                     /codon_start=1 

                     /product="U84" 

                     /protein_id="AJA36294.1" 

                     /translation="MKDRGNKNTSKTRHTVKSRRTRKTTKLFVERKKNLPTKTTIRNN 

                     RIQNNLSPQTAPTEKPVDYATARVFPQHTPSDIKFNKEKYRNNAIYAHSKLRKISNAV 

                     FRQEKEINRVTVFTDKPLADLSFNMPVNTSTTEKNEIVRSTECQRQDRNTVNAFKIFQ 

                     SYETSPPYSPCSPKNFMSEIYRLFRCYNASIVQIQVYSRNKILINAMQEKLMSIGNMV 

                     INVGEQIISESVHHEPVVAIAINQFFRGTVPQTDALRKNAVTPIPVNASKKKLVGICS 

                     LMINAPTEKDLLCAAHVCINFAICYSNEITLNIAKLTQPMLLQEHITIYNSFNKYIYW 

                     DDYGKLLN" 

     gene            complement(124965..125837) 

                     /gene="U85" 

     CDS             complement(124965..125837) 

                     /gene="U85" 

                     /function="immune regulation" 

                     /note="type 1 membrane protein; contains a signal peptide; 

                     IgG Fc-binding; similar to OX-2; possibly UL120 family; 

                     EDLF1; OX-2; immunoglobulin superfamily, V and C chain 

                     domains" 

                     /codon_start=1 

                     /product="U85" 

                     /protein_id="AJA36295.1" 

                     /translation="MSSLMLRLLPLLYIISAHFVLHPETSPSLIYEIGSIVTFHCRLN 

                     TTTNIRSVSWYNKSRLISNHEVQNMDNLSFTDDGHVLIHELNKINNLAVDSKLYFHIK 

                     HNRTTSLLKIKAKSAYDATCLTCTFTVDNEKTSATSCLKLIMKPIVVLYFRYLDNFLD 

                     VTCTVTSYPKPNVVIKFLGEVYKRDIPIVRQNENGSSTVSVNFTFKRRTKLEFVGKTV 

                     SCLASSWFTNQKASALVTSGEHTVQNHDEHSKEAVRGSNSDETVFTWIVPLILILISV 

                     IVLLISVCIVAFKS" 

     gene            complement(125974..135636) 

                     /gene="U86" 

     CDS             complement(join(125974..130085,135296..135489, 

                     135578..135636)) 

                     /gene="U86" 

                     /function="transactivation" 

                     /note="BCLF1; similar to HHV-5 UL122, IE2; region IE-A, 

                     immediate early gene" 

                     /codon_start=1 

                     /product="immediate early protein IE2" 

                     /protein_id="AJA36296.1" 

                     /translation="MEPAKPSGNNMGSNDERMQDYRPDPMMEESIQQILEESLMCDTS 

                     FDDLILPGLESFGLIIPESSNNIESNNVEEGSNEDLKTLAEHKCKQGNDNDVIQSAMK 

                     LSGLYCDADITHTQPLSDNTHQDPIYSQESRIFSKTIQDPRIVAQTHRQCTSSASNLP 

                     SNESGSTQVRFASELPNQLLQPMYTSHNQNANLQNNFTSLPYQPYHDPYRDIESSYRE 

https://www.ncbi.nlm.nih.gov/protein/734987069
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=124965&to=125837
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=124965&to=125837
https://www.ncbi.nlm.nih.gov/protein/734987070
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=125974&to=135636
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=135578:135636:2,135296:135489:2,125974:130085:2
https://www.ncbi.nlm.nih.gov/protein/734987071


                     SRNTNRGYDYNFRHHSYRPRGGNGKYNYYNPNSKYQQPYKRCFTRTYNRRGRGHRSYD 

                     CSDRSADLPYEHYTYPNYEQQNPDPRMNNYKDFTQLTNKFNFGANDYSMAFSTDSTHV 

                     QSDNYNHPTKAQTIPETTKTKKHEATKDNETSRENQVLTSNDAISLSYRPSPTKLNII 

                     KKIYDTDVIPLPKEALTGNGSNRDVDIQKYKKAHIRCRSVQKKKERSSQTNKHDENHA 

                     SSRSDLKERKSNEHEDKAVTKARDFSKLDPLLSPLPLTPEPAIDFADHTDKFYSTPEF 

                     NQIKQNLHRSKTSLQDTVPISKHTPRAPTKDNSYKKHHDSKDNYPKMKHSPGRTTSKK 

                     NTTNSNGHQNFKEVSVKNVSGKATSTSPKSKTHHYSSSSDEEGQYKSPVKTIIPSPSP 

                     YCKLKNPSIMDKNSAKNHTASADKNLTDNSPIRSNLNPTAFNKSNNNKSITNSTSNSD 

                     ECTDKKPNCNSTKNESKDPNRTCGKNSDKHLSKSCTMASKRAPSRASSRTSSRDSSRA 

                     SSRASSRASSRDSSRASSRASSRDSSRASSRASSRASSKASSRASSRASSRASSRDSS 

                     RASSKASSRASSRDSSRASSRDSSRASSKASSRASSRDSSRASSKASRKASSRASSRA 

                     SSRASSKASGKASSKASSRASSRNSSRASSRASSRASSRDSSRASSRASSRDSSRASS 

                     KASRKASSRASSRASSRELRQIYCDSNKRQTPPHDTSINTKFEISEIKFRCGEDLNFY 

                     KNTAARLQCFNHNDQFYNPRFRPHIRTNRKKSESTNDTDSESSMSRCKSHCRNSPDSL 

                     TIVRRKKHKSGSSSISSSIEENCRSNSHIVTGKEKFTPFYYQSSRTRSSSSSSTSSSA 

                     SLSCSKSTLKTCRKTQYKDNKQIKSKSDSKHKTTNMSSDYESNRHADVFRNSPEAGEK 

                     FPLHNSSPFNTHEQSNHSENAIDEEQKKAPNITTSHLHQKQNVKLHNTKKCKKKRPRD 

                     DDSDSSIKNFCKKRISGAQKTESEVSETDDLCYRDYIRLKERKVSEKFKIHRGRVATK 

                     DFQKLFRNTMRAFEYKQIPKKPCSEKNLKEAVYSICCNGLSNNAAIIMYFTRSKKVAQ 

                     IIKIMQKELMIRPNITVSEAFKMNHAPPKYYDKDEIKRFIQLQKQGPQELWDKFENNT 

                     THDLFTRHSDVKTMIIYAATPIDFVGAVKTCNKYAKDNPKEIVLRVCSIIDGDNPISI 

                     YNPISKDFKSKFSTLSKC" 

     repeat_region   127485..128169 

                     /note="R1; encodes SR repeats" 

                     /rpt_type=tandem 

     repeat_region   131014..131791 

                     /note="R2; TG degenerate repeats" 

                     /rpt_type=tandem 

     gene            complement(132616..135636) 

                     /gene="U90" 

     CDS             complement(join(132616..135188,135296..135489, 

                     135578..135636)) 

                     /gene="U90" 

                     /function="transactiviation, immediate early, IE1; PML 

                     SUMO-1 interaction nuclear phosphoprotein" 

                     /note="pRF3/4, RF2; positional similar to HHV-5 IE1, 

                     transactivator; region IE-A" 

                     /codon_start=1 

                     /product="immediate early protein IE1" 

                     /protein_id="AJA36297.1" 

                     /translation="MEPAKPSGNNMGSNDERMQDYRPDPMMEESIQQILEESLMCDTS 

                     FDDLILPGLESFGLIIPESSNNIESNNVEEGSNEDLKTLAAQSAGNCIQSIGASVKAA 

                     MKQEQSDMEDKLIKCAGLLTQQQSMFIGLGLEQLSQLININLLSSASTKYVESYSKML 

                     HGKELDFFNWCEPRFIVFACDKFDGLVKKVASESRNLLLDLRANMNNDIIKAVKDIFS 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=127485&to=128169
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=131014&to=131791
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=132616&to=135636
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=135578:135636:2,135296:135489:2,132616:135188:2
https://www.ncbi.nlm.nih.gov/protein/734987072


                     KATVTLDCQKLNQGATMLMMMAHNKEMSNPDISSKDFCEKINVLKQTLLEGKNEIVET 

                     NAKNMQILQTFAIKQMNQIFMDGCDKAFLKLNVNCKNLITAAKNLANAILQSIIICSN 

                     EFSWQHLKLLRQGFKATILTMITQACERLESSYDDTGLIKPLAPLQIMEGYINMDKNR 

                     QSSICDGNTDPSDSMILDLADFDDHGRYSEESSIESIHEDDDNKMYPCTPSPEVPGKS 

                     KYVGTFTENSRQSGDEQTNPNCVGTASVTDLGGPDNLNSISGLQSCKNMLLERLLDTQ 

                     CDSVVEGTEQDGSNGNPLISEMLMFGYETDHSAPYESESDNNDEIDYIANSDSAARTN 

                     NIHMNSTDENTPFSNSICSPPEVTPSKKNVKPKSMTPGSKPKKRVAKRKHVSSKSPKH 

                     KKIKTDKLPKAADVIVISSESEDEEDGDNIIGNSILIKAIKSESDSESSSESDDCTSE 

                     HEQLHLSDYDKVTNNGDCPSKGFPTPVFTIPIRSMQGISGIKSKFIPRKNWIWYMKKT 

                     HQVDNCPIHSSENVDAKDDNDGTEAKHCFMNHFVPIKTDDEDYDKDNVSYIYNKIQNS 

                     KIDSGVITPTKRLIIDMVMDNFMDLNDIIKQGIIKHCQDLCNKYNVVTPTTCEKDLNV 

                     ANSQTFATTATQVFDPPVTGNNSSILNIINDTTSQNDENRCTEGTSNSNEKCTNISDC 

                     NSDGTEAFKLDGYPSDYDPFIENAQIY" 

     gene            135791..136354 

                     /gene="U91" 

     CDS             join(135791..136001,136104..136354) 

                     /gene="U91" 

                     /function="antisense transcription regulation?" 

                     /note="spliced antisense IE1; region IE-A" 

                     /codon_start=1 

                     /product="U91" 

                     /protein_id="AJA36298.1" 

                     /translation="MGKMSSTGNGKTNLKILACMLLIFLIATISLLILEIISGQRYSN 

                     DDSEGVTAALKHVSTPTTNCTETTTPDFVTSQATGNKESMKKNEGEPPVWIQALTTTL 

                     SIILLVCIIMACIICSRTTEEEKSGMQSSASSVETLQSLNEAILPKGEMNV" 

     repeat_region   137341..138216 

                     /note="R3" 

                     /rpt_type=tandem 

     gene            complement(138714..140186) 

                     /gene="U94" 

     CDS             complement(138714..140186) 

                     /gene="U94" 

                     /function="transactivation, replication inhibition, helper 

                     for parvovirus replication" 

                     /note="HCLF2; similar to parvovirus AAV2 Rep 68/78" 

                     /codon_start=1 

                     /product="Rep" 

                     /protein_id="AJA36299.1" 

                     /translation="MFSIINPSDDFWTKDKYIMLTIKGPMEWEAEIPGISTDFFCKFS 

                     NVSVPHFRDMHSPGAPDIKWITACTKMIDVILNYWNNKTAVPTPAKWYAQAENKAGRP 

                     SLILLIALDGIPSATIGKHTTEIRGVLIKDFFDGNAPKIDDWCTYAKTKKNGGGTQVF 

                     SLSYIPFALLQIIRPQFQWAWTNINELGDVCDEIHRKHIISHFNKKPNVKLMLFPKDG 

                     INGISLKSKFLGTIEWLSDLGIVTEDAWIRRDIRSYMQLLTLTHGDVLIHRALSIAKK 

                     RIRATRKAIDFIAHIDTDFQIYENPVYQLFCLQSFDPILAGTILYQWLSHRGGKKNTV 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=135791&to=136354
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=135791:136001,136104:136354
https://www.ncbi.nlm.nih.gov/protein/734987073
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=137341&to=138216
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=138714&to=140186
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=138714&to=140186
https://www.ncbi.nlm.nih.gov/protein/734987074


                     SFIGPPGCGKSMLTGAILENIPLHGILHGSLNTKNLRAYGQVLVLWWKDININFENFN 

                     IIKSLLGGQKIIFPINENDHVQIGPCPIIATSCVDIRSMVHSNIHKINLSQRVYNFTF 

                     DKVIPRNFPVIQKDDINQFLFWARNRSINCFIDYTVPKIL" 

     gene            140261..143629 

                     /gene="U95" 

     CDS             140261..143629 

                     /gene="U95" 

                     /function="GRIM19 interaction, mitochondria damage" 

                     /note="HCRF2; similar to MCMVIE2, similar to HHV-5 UL28, 

                     HHV-5 US22 gene family" 

                     /codon_start=1 

                     /product="U95" 

                     /protein_id="AJA36300.1" 

                     /translation="MSASPDDFFWQQILNMDPTELLSDDAISSTCDENTAAGTDIMQP 

                     LCVDMSVQPTTSGCYTGTMMSDSYSSNDTPDQNCQSHPTLTDLSPEDMNNQINVQPNQ 

                     MTFQPISPPIQDRNYGYSNNMINPIKPASIIKLHGHSIGEMTSSDPSSHVNAQHFVQQ 

                     SNPKFFLNMHPCMTANSQGPGECQSVHNQSSGSGSNSYDITTAPRDEWILTTSGGESW 

                     ILKRNTPNPPNSRTNLIFNNAQPIFHIQPQVSGFSDCSYQRGGLNSREYVNLAGYTPV 

                     SNMQNMKNSWATQLGASIDCMTASPTGIDANVNSAFQPVGVVSNNRGANVPMGGMGNY 

                     IENNSPWNQYYKSEMANNSINVNESNGYGHVGCVNDAISDKQGGTANVPSSLLNPDHQ 

                     DWMRMTGTSTHMLNNINAITEMKNYDFPENDGNVHGATGVYLSSTLSNGQQHSAFEGN 

                     GTFPVVNTGNPRTTLNCAPQLLWLGGNPTIAHPMNGNNETPDKNVCKPTPSTGVIKKI 

                     NFDCVDRGEGIGNFPKLASFVAIREKMSNTVNPSCGTFLAQLEGLRQQNSFEKNISLT 

                     DVQFSEEDDVLSSASSVSCNSNCDMKIGVSQQGTTVSNLQQGFRQQINMNSSVVKMDG 

                     SYKTQEMSNDCATDITDNAGIIQENKRIHSQIENPEDGRVREGGCSDDKNQPPRKSAR 

                     IHNMKSEGVTCGMCMTAADSTRQDASGGSSSGTKNEYYDDESELTGLSDTDSDNEVQC 

                     CQKVTKVGPKTYSSENFNPDYRQAKRLLADIPYRGWIPDPVNMEENDGPFIPIVTRPP 

                     TVCMNGRRRRTFFRQCVTAFGPLSKLIYFKELLQSYVSKNNNSYLSISWPPKHGVYVM 

                     SEKKLGYEHIPTLKDKFPLPCGWMMVLGVVGAEPPAALNKNMVILLCENRWVLLHNYS 

                     NSTHELFLAASDLKQFMEEGLSRCDPIYEEPTVPYGVAMENSLRDFLRNSRTFQDLMD 

                     QRDNMHGCNWTFNGMPGRLGDRVIHLCNPESVDSIPGDEAVVCEGRPLYFFAYVTTFK 

                     SNPATKATVLIAADKDLKIYGYHKGRPRIRYLCKNVKTFFKAGARKFYLDFQITPKSL 

                     LAVNEEEYLNTLQNAPCLLLKPSVFRKTYSQEGK" 

     gene            complement(143967..147605) 

                     /gene="U100" 

     CDS             complement(join(143967..144306,144416..144544, 

                     144703..144712,145226..145386,145474..145587, 

                     145679..145786,145882..145959,146077..146412, 

                     146813..147094,147196..147605)) 

                     /gene="U100" 

                     /function="cell entry" 

                     /note="contains a signal peptide; complexed with envelope 

                     glycoprotein H and L; binds CD46; splicing pattern 

                     possibly different from that derived from cDNA with exon 8 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=140261&to=143629
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=140261&to=143629
https://www.ncbi.nlm.nih.gov/protein/734987075
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=143967&to=147605
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=147196:147605:2,146813:147094:2,146077:146412:2,145882:145959:2,145679:145786:2,145474:145587:2,145226:145386:2,144703:144712:2,144416:144544:2,143967:144306:2


                     more extensive at its 5'-end; gp82 /105; spliced 

                     glycoprotein" 

                     /codon_start=1 

                     /product="glycoprotein gQ" 

                     /protein_id="AJA36301.1" 

                     /translation="MATARLGVMKPPRSCALIFLCAFSMATAPTNATAHRRAGTVKST 

                     PPPEDKHNYTAKYYDKDIYFNIYEGRNSTPRRRTLSEIISKFSTSEMLSLKRVKAFVP 

                     VDENPTTTLEDIADILNYAVCDDNSCGCTIETQARIMFGDIIICVPLSADNKGVRNFK 

                     DRIMPKGLSQILSSSLGLHLSLLYGAFGSNYNSLAYMRRLKPLTAMTAIAFCPMTTKL 

                     ELRQNYKVKETLCELIVSIEILKIRNNGGQTMKTLTSFAIVRKDNDGQDWETCTRFAP 

                     VNIEDILRYKRVANDTCCRHRDVQHGRRTLESSNSWTQTQYFEPWQDIVDVYVPINDT 

                     HCPNDSYVVFETLQGFEWCSRLNKNETKNYLSSVLGFRNALFETEELMETIAMRLASQ 

                     ILSMVGQQGTTIRDIDPAIVSALWHSLPENLTTTNIKYDIASPTHMAPALCTIFVQTG 

                     TSKQRFRNAGLLMVNNIFTVQGRYTTQNMFEKKEYVYKHLGQALCQDGEILFQNEGQK 

                     FCRPLTDNRTIVYTMQDQVQKPLSVTWMDFNLVISDYGRDVINNLTKSAMLARKNGPR 

                     YLQMENGPRYLQMETFISDLFRHECYQDNYYVLDKKLQMFYPTTHSNELLFYPSEATL 

                     PSPWQEPPFSSPWPEPTFPSPWYWLLLKYKN" 

     repeat_region   148559..156714 

                     /note="DRR; contains pac1 and pac2 sites; tandem telomeric 

                     repeat array; direct terminal repeat with DRL; can mediate 

                     DNA cleavage and packaging into preformed capsid" 

                     /rpt_type=direct 

                     /rpt_type=terminal 

     gene            149059..151298 

                     /gene="DR1" 

     CDS             join(149059..149302,149386..151298) 

                     /gene="DR1" 

                     /note="DR1R; direct repeat of DR1 in DRL; contains CXC 

                     motif; DR1/DR6 gene family" 

                     /codon_start=1 

                     /product="DR1" 

                     /protein_id="AJA36302.1" 

                     /translation="MPLTVPYRLPLSNYWWLLLGRHSLRHVHSYVRLHKGLRIPLPWP 

                     EQECLHLHPKPYKCLLRYPCITTQPHLLQGWPTKSSLWFDPKPYHPSADSKLLPLGLI 

                     TLSACSTRVSQPTHRSGFDVTDLSLSWLTGSSPWLVILQGQGGSLFCHDVLQGRLYVL 

                     SHSVSLFLKTGLRHCEAIYRAPLWRDRPLPSLWTCRDPDKAFLPTLLARSARRGLAAF 

                     YALWRLHLGSRSELSHPVLEWERTELVLTDWRRGRPCTHLPSDSRSQRATSSGATNTR 

                     DAATEEAAGGKKEAEGGGPSVAEHFARCRPLLDELCGEGGWLPFAFLSTSAHVWLILT 

                     EGGPVLAVDLNDTSVWRIADDLELLRRLGNLLLVSGLRLPLHLPSGSGEAAGEPGYDQ 

                     EERRGRASTASATAATSTRGPTRPTRVTRKGRVATGGVHLPARPESEEQTDGHHGRQE 

                     SSHDDQRGGSERGHRDDGAHRHANEKTEPQQRGEHEEGKQTNSGRHEHGQESHVARRD 

                     EEGTEQGGSGRSCGGATQTYGGRGRHDSCPSIPLSVPGPDPRLWVPPAHLLFPSPLPP 

                     MTPVDDEPSVRPRRPPSPAEEPPTCRPRPPRPSSDTPLSAVSRPSAPPVPPPSTARVR 

                     FFLSSSSPSPSYSPSPLSPPSPVSPSSPRSPFIPPIRSPGLRAKPRVSSGHPATFPPA 

https://www.ncbi.nlm.nih.gov/protein/734987076
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=148559&to=156714
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=149059&to=151298
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=149059:149302,149386:151298
https://www.ncbi.nlm.nih.gov/protein/734987077


                     PSSAPARFETVPSVPSSESPSAPCVGKSQPPAAHTA" 

     gene            153350..155370 

                     /gene="DR6" 

     CDS             join(153350..153653,154496..155370) 

                     /gene="DR6" 

                     /note="DR6R; direct repeat of DR6in DRL; DR1/DR6 gene 

                     family; contains CXC motif" 

                     /codon_start=1 

                     /product="DR6" 

                     /protein_id="AJA36303.1" 

                     /translation="MSTRHTERTGGRIPVRRDRARLAQARARARFEWLLLARGRPSKL 

                     YGYASRHRGELIHLPWPPYWCLELHHDPYRDARSTTVWGHRWGWPPTHVRPRCVQDCA 

                     LDSCLYVCCGYGEKLQPVGFVKSYVTNSQLDTLRVLLVGKDGAVYVHHMRAARLCRLA 

                     SSTTEFTRRGLQRDAVTYEEDLELPDQRMCGTNARHLFDVIAAAADEHNLLTVGGLCQ 

                     THAGVCCNLLETVGDPWTAVPGARMTLTVPQVQYRLWPEARRDLRRHLYAGHPLGPWL 

                     VCGVLSRERETQRPSPPICSGGATVGNVATPGPREVEIVWVVLTLAGPLLAFWPDTGK 

                     ICRLANSFSTLWRMGPRAMRGHWTYSAPGRHLPGDAWPLCEHVRPQVGKLPRKRAYLD 

                     " 

ORIGIN       

        1 cgcgttttaa aaattacgtt aaatcccccg ggggggctaa aaaaaggggg ggtaataacc 

       61 ctaaccctaa ccctaggtct agccctaacc ctaaccctaa ccctaggtct agccctaacc 

      121 ctaaccctaa ccctaggtct agccctaacc ctaaccctag gtctagccct aactaaaaca 

      181 ttaaccctaa ctaaaacatt aaccctaact ctaacaccaa ccataacact aaccataaaa 

      241 ctatccctaa cactacgcct agccctagcc aaagtactaa ccctaaccgt agccaaagta 

      301 ctaaccctag ccatacccct agtcataacc ctagccataa ccgcataact ctgttcacaa 

      361 ccctaacact aatcctcgca tccgcaccta acgctgcccc tctttcacac catcaccccc 

      421 tgccgcttca acttcacctt cttcctccat ctcgccccgc ttgtttctac acttgtccac 

      481 ccctctattc ttactctagg atgccgctaa cggtgccata tcgtcttccg ctctccaact 

      541 attggtggct actcttgggt cgacattccc ttcgtcatgt tcattcctac gtgcgtctgc 

      601 acaagggtct acgcattcct ttaccttggc ccgagcagga atgcctacat ttacatccta 

      661 agccttacaa gtgtctcctg cgttacccct gtataacaac acaaccgcat cttcttcagg 

      721 gctggcctac gaagtcttct ctatgtgagt gtcatataca tttccacttt ttcacatgat 

      781 ttattgcgtt ttgtctacta caccgggtac attttggttt ccctcagggt tcgaccctaa 

      841 accctaccat ccttcggccg acagcaagtt gctaccgctg ggcctgatca cgctgtccgc 

      901 ctgttccacg cgcgtgtcgc agccgacaca ccggagcggc ttcgacgtga cagatctgtc 

      961 tctcagctgg ctgacgggat cgtccccttg gctcgtaatc ctacaagggc agggggggtc 

     1021 tctgttctgc cacgacgtgc tgcaaggccg actctatgtc ctgtcgcact ccgtgtcgct 

     1081 ctttctaaag acgggcctcc gccactgcga ggccatctat cgcgcaccgc tgtggcgcga 

     1141 ccgacccctg ccgagcctgt ggacgtgccg ggaccccgac aaggccttct taccgacatt 

     1201 actggccaga agcgcccgac gcggcctggc cgcgttctac gccctgtgga gactgcatct 

     1261 gggatcgcgc tcggagctct cccaccccgt gttggagtgg gagagaacag agctagtcct 

     1321 gacggactgg agacgcgggc ggccgtgtac gcacctcccg tccgactcgc ggtcccagcg 

     1381 cgctacgtcg agtggcgcca cgaacacgcg ggacgcggcg acagaggagg cggcgggggg 

     1441 gaaaaaggag gcagagggag gcgggcccag cgtcgcggaa cacttcgcga ggtgcagacc 

https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?from=153350&to=155370
https://www.ncbi.nlm.nih.gov/nuccore/KP257584.1?location=153350:153653,154496:155370
https://www.ncbi.nlm.nih.gov/protein/734987078


     1501 gctgctggac gaactgtgcg gagagggcgg ctggcttccc ttcgcgtttc tctcgacatc 

     1561 tgcgcacgtc tggctgatcc taacggaagg aggccccgtc ctggcggtcg acctgaacga 

     1621 cacctccgtg tggcgcatcg cggacgacct ggagctgctg cgtcgcctgg ggaacctgct 

     1681 cctcgtctca ggcctccggc ttcctctcca tctcccgagc gggagcggcg aggcggccgg 

     1741 agagccgggg tacgaccaag aagagagaag agggagagcg tcgacggcga gcgcgacggc 

     1801 cgcgacgtcg acgcgcggac cgacccgtcc gacacgggtg acgcgtaagg ggcgtgtggc 

     1861 aaccggaggc gtccatctcc ccgcacgccc cgaatctgag gaacagacag acggccacca 

     1921 cgggcgccag gagagcagcc acgacgacca gcgcggcggg agcgaacgag gacaccgcga 

     1981 tgacggcgcg caccgccacg cgaatgagaa aacagagccc cagcagcgcg gagagcacga 

     2041 ggaagggaaa cagaccaact ccgggcgcca cgagcacgga caggagagcc acgtcgcaag 

     2101 aagagacgag gagggaacgg agcagggcgg tagcggaagg agctgcgggg gagcgacgca 

     2161 gacgtacggc ggcagaggcc gacatgattc ctgcccgtcg atccccctgt ccgtccccgg 

     2221 gcccgatccc cgcctgtggg tcccgcccgc tcatctgtta ttcccttccc ctctgccacc 

     2281 gatgacgccc gtcgacgacg agccgtccgt ccgccctcgg cgcccgccga gtcccgcgga 

     2341 ggaacccccc acgtgtcgtc cccgtccgcc ccgcccgtcg tccgacaccc cgctgtccgc 

     2401 tgtctcgcgc ccctccgctc cgcccgtccc cccgccgtcc actgcgcgtg tccgtttctt 

     2461 cctctcttcc tcctccccct ccccgtccta ctctccctcc ccgttgtctc cgccctctcc 

     2521 cgtctctccc tcgtctccca gatctccgtt catccccccc atcagatctc cgggactccg 

     2581 agcgaaaccg cgagtgtcct ccgggcatcc cgcgacgttc ccgccggcgc cctcgtccgc 

     2641 gccggcccgt ttcgaaacag tcccgtccgt tccctcatcg gaatctccgt ccgcgccgtg 

     2701 cgtcggaaag tcgcagccgc ccgccgcaca cacggcgtga gacgccgcgc gaggcgacgg 

     2761 aggcgacgaa agaggacggg aagaacaggc ggaagaacac gaagacgaag aggaagaaga 

     2821 cacgagaacg aaatgagggg aacacgccgg ggaccgagcg gcggatggag cccgctcggt 

     2881 ctcgcacttc cgcgataccc agcgggctcc gtcgccgctt cggacccgag gtccgacacg 

     2941 cccccacctc gcgcaccgcc tccgccacca ccgctgacaa cctccgcata tcgcccccat 

     3001 acacacccag cagcagagtc cggcgcacgc acacgcgcgg agcacgcacg agaacacgcc 

     3061 agacatcgac cgccggaggt aacggagccc gtgcgccgtc ccggtttcag cgggagtgtg 

     3121 tgcgggcgta ccgtcacacg gaaaagccag cgggacgaaa cgatcgaccc actcccgcta 

     3181 ttcgcccgat ccgccccgat aaaaacaagt catctcactc ctgccagttc acacggacgc 

     3241 gaccgatgac aataaaaaaa aaacacaccc cccaccagcg aacgcccgcc ggcccatcca 

     3301 cctcccctcc cacccccgct cgagtcgcgc aggcgcgtcg acgggcagtc cctcggacgc 

     3361 ctccacggca acgctcctcc cctgtcccct cggtccaacc cctcccatcc ccctccccgg 

     3421 agcacacacg ccgactccgt ccgcagaggc ggcgaccgca gcggcagcgg aaactgtaac 

     3481 ggccacgttc tccgaacagc gacagtaacg gcggcggcgg cggttgtcgc cgtcacggta 

     3541 gtcgtggcgg agcacccggg gaggcgacga cgggcactac cggcgccgag atcatcgcgc 

     3601 tacgaaaaga gtagccaatg taaaaagtta aagattcttt gtatatcaaa aaaaaatact 

     3661 acgtggaaat aaaaaataaa aaaaaatata caatataaaa gtgtattata aaataaaaac 

     3721 aaaataaaga ctagacaccg actaaacgct catccttctc cgtacgtccc ctttccgtaa 

     3781 gtgccaaatg ccgcatatcc atgaacggac acacgccggt agaatccgac cttcctcaca 

     3841 acaggtagcc cgcgacctaa gcacaggacg gtacctgaaa ccgaaagtat aaagggcggc 

     3901 ctcccatgtt ccgcccatga ggcgggactt cgagacgagc cacccttcgt atacgtccgg 

     3961 cccctcccac gcgcgcctat aggacgcacc ccctcgttcc gaaaccgcta aagggtacag 

     4021 tcgccgtcac accccctgtc cctagctcgc gacgggccgg ggcaaaccct gccgcggcgg 

     4081 caaagccgaa acgagaccgc gacgtacgcg ggcataaaga acgagaagtc aacgcgcaat 



     4141 cccaaattat cgcgagactg tttgctcggg cccgccctcg tcctcatacc ctctccccgc 

     4201 cctcatgccc ttccacaccc ggtagacaaa aaaaaaacac gaaacataca ttaggtaaag 

     4261 gtaattttcg cggttaaaaa tgtttccacg tgacgtcccc ggcgattccc ggagatgcga 

     4321 cacgcgacgc attggcccgt tgacatcggg gtccgcatac gcggttcccc cggggcgtcg 

     4381 cgacgtcggt gccgcagaaa acaccgcggt ccgccgtcac ccttcagtca cgcgctattt 

     4441 ccgcgatcgt ataatttatc tccaccgaca cgggttctgt ctgtcacttc tcaccgagcc 

     4501 gctccaccac caacagtgtc actgactaca tcgcatacgt ggtgttttgc ctgttttttg 

     4561 tttatctctc cacccctccc cgtcgcagac cagcgaacac cttgccacat cgacaccgac 

     4621 tacacccgac ctcgcatgac aacggtcgcc ggtcgcaacg cagctgcagc gggcggcgaa 

     4681 tgaaaaaaaa ataacataaa tatactaaaa gagaggcccc cgtcccacat taggacataa 

     4741 gagcaggcaa acaaaaaacc cgtccgttat tcacgcagca tccgtaaagc catgtcgacg 

     4801 cgacacacag agaggacggg cggacgcatc ccggtccgac gcgacagggc gcgactggcc 

     4861 caggcgcgag cccgtgctcg cttcgagtgg cttctcctgg cccgcggcag gccgtccaaa 

     4921 ctctacggct atgcgagtcg gcatcgcgga gaactgatcc acctaccgtg gccgccgtac 

     4981 tggtgtctag aactccacca cgatccgtac agagacgccc gaagtaccac cgtgtggggc 

     5041 caccgctggg gttggccgcc gacgcacgtg agacccagat gcgttcaaga ctgcggtgag 

     5101 tggacgtacg ggcgagccgc ggggagggat gtcggtcaga gagtgagtgg gtacaaggtt 

     5161 cgtcgacaac caccagagac actggccggt ggacagtggg gacaaaaaaa aagtcacgtc 

     5221 aggggcggag aaatataggg tacgcagacc gtcaaacggc gagtaacgga aaacgagtat 

     5281 aaaaacaagg aggggggaag aaacatagtc aagtctgtgg cgcgcgagat cgtcagccgg 

     5341 caaagtcggt gacggcctcc ggccccagag acggctcgcg gagtggagtc cagttattgt 

     5401 tatgtttttg taattttttt ttatccacaa tccggtatcc gtgaatcccc gcggaggtac 

     5461 tttccattaa cgatggtaca ggcggtatga cttccggaac acggtgatta cggatatcct 

     5521 gtctcgttta cgcgagacct ctttgtttta atctcctata acggtaaaaa aaacacaaaa 

     5581 gaaagattag agctcctcct tttttatgcg ttatggcatc ctcgcatcag tcaccattcc 

     5641 tgtggcgtgt gcttttcgct ttgaattgta cgcgacagga tccgaatccg ttatactccg 

     5701 caagggcata gcgaccacgg ctgtatgcgg catctaccgt tgcacgggat gcctttgcgt 

     5761 gtgcagatgt gttgtgcttt ttttatacgg tcagagacca cagacaaaaa taaggcaacg 

     5821 cccgccataa cgtttatggt ttcttgttgt tttgtttggg ttatgttcta cgcctcttct 

     5881 atcgtgtcgg ccggatccat cattttcaat cgttgacgta cgcgcgtccc atcacagctc 

     5941 tagactcgtg tctgtacgta tgttgcggat acggagagaa acttcaaccc gtgggtttcg 

     6001 taaagtcgta tgtaaccaac tcccagctcg acacgctccg cgtgctcctg gtgggcaaag 

     6061 acggagccgt gtacgtccac cacatgaggg cggcaagact ctgccgactg gcgtcgagca 

     6121 caacggagtt tacaagacga gggctgcaac gcgacgccgt gacgtatgaa gaagacctag 

     6181 agctgccgga ccagcgtatg tgcggaacga acgcccgaca tctgttcgac gtgatcgccg 

     6241 cggccgccga cgaacacaac ctgctgaccg tcggcggcct gtgtcagacg cacgccggag 

     6301 tgtgctgcaa cttactagag accgtgggag atccgtggac ggcggttccg ggcgcgcgca 

     6361 tgactctgac cgtgccgcag gtccagtacc gattatggcc cgaagcccgg agagacctcc 

     6421 gccggcacct gtacgcggga catcccctgg gaccgtggct cgtgtgcggc gttctctcga 

     6481 gagagagaga gacgcagagg ccgtcgcctc ccatatgcag cggcggcgcg actgtaggaa 

     6541 acgtggccac gccggggcca cgcgaggtgg agatcgtttg ggtggtcttg actttggcgg 

     6601 gaccgctgtt agcgttctgg cccgataccg gcaagatctg tcgtctggcc aactcgttct 

     6661 ccactctgtg gaggatggga ccgcgggcca tgagaggaca ctggacgtat tcggctccgg 

     6721 gtagacatct ccccggggat gcgtggccac tgtgcgaaca cgtgagaccg caggtgggaa 



     6781 agcttcccag gaagagagcg tacctggatt agacgtcaca gaggtgacgt aagcatgtca 

     6841 cctacggcca gagacgtgac cggaggaaaa tcatgtgtat gtgtggagtg tgtatgcgtg 

     6901 gggtgcgtat gcgtgcgcgt actcgttttc ttcccccctt ccctttaacc ccacgaaaaa 

     6961 taaaatccac gaacgtagac agtcacacac agggtgctta cgctccgtgt tactgatggc 

     7021 aggtaaccaa aaaaagtatg tgtcgggcgt gatgcaccgc cgctctatag catagtcgct 

     7081 atatcagcgc ccgatgccaa cgcgacaggg tgagtcacat agatcgggac tgcttcaaag 

     7141 cgcgttgcgt tcgcctctta tataggcacc ccggggggtg ggaggagtga acatccaaag 

     7201 gaggtgcgtc cgggattgga tgcgaacgta caaaaccaac atcgtcagaa aaaaataaga 

     7261 aaaggcggag acacatagcc ttggcgggaa gacgacaaca ggtttaaaaa tagacagtga 

     7321 aaaaaatagc agactgtgac gtccaataca catgtggcga tcatccaatc aacggggtgt 

     7381 atcgaggcgc agaaacaaaa gtatgcggaa gtacacacga cacggtaacg cggaccgaag 

     7441 acagagggcg atcgctagca tggcaagtat aagaaaaaaa aaaaccacgt tccaaaaaca 

     7501 cctatacggg aaacatctct tcactccctc cccgtctcaa gcaccgcaac attcacctcc 

     7561 gtaatccgtt gtctccgcgt ttctaccaca gacgcgtaca cacgcagaca cacagacacg 

     7621 acaacccacc catgtggtag tcgcgggtgg gtacgtagat ggggcatacg ggggtcagac 

     7681 ttggagacaa ttcagaacga catcacgcgc gaggtgccac cgtgttggac ccacgatcgc 

     7741 ctggcacggt gccaaaggaa accgccggct gaccctaacc ctaaccctaa ccctaaccct 

     7801 aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa ccctaaccct 

     7861 aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa ccctaaccct 

     7921 aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa ccctaaccct 

     7981 aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa ccctaaccct 

     8041 aaccctaacc ctaaccctaa ccctaaccct aacccatccc ccaacgcgcg cgcgcacgcc 

     8101 gctatgggag gcgccgtgtt tttcaccaac acgcgcgccg ctgcgagaga cgcgtggaaa 

     8161 aaactcccct ctcggtgcgg cccgagtcgc ccgcgcgcgg aagacacgcg tgtcgtggat 

     8221 gcgcgagctc cccccccccg cacccccgga agagcggacg acggtacagg ggcggacggc 

     8281 gcgtagttta aaggcgagga tgagcgcgaa gaaccgatgg cgccggcgag agaaagagag 

     8341 aaagagagag acgggaagca gagccgcaga gggcagacga ggagacgccg gaggagagag 

     8401 aacggccgcg gtcgttcccg aggagggccc gcgcgcggcg caagagaggg tggagagcgg 

     8461 acgcgcgtag agacgccccg ccgggcggtt ggtgaccttt ccgcagacat ttttgcagac 

     8521 ccccgacccg tgtcactgat gcaaacacgc gcgcgaacgt acacagacac gccgacgcgc 

     8581 ccccaccgag cagaccgcca cgtgagcgaa aacacacacg cgcgcgaaaa aaaaacacac 

     8641 aaaaaaatac acacacgcaa aaaaatacac acacgcaaaa aaaaattatg tatgcattgt 

     8701 tatcacgatg ttaacataaa acaacaacaa taacaacaac cacagcagcg gcattaacta 

     8761 catcaactac attaacagac gaggacggaa tcaccagatg tcgactcctc cgtctccgtc 

     8821 tcctcgtaat ccccacgaac tacggtagaa gctccgcaag acgccacggg cattcctcgt 

     8881 tctaccatgt gcggagaaag ttgatagacg gcgggcagat ctatcacagg cgcgtgaacg 

     8941 caagtcacgg gcagctgcat ggtccacaga tgtcccggag ggaatcgatg gttcttgaag 

     9001 agtttcctca cacccatggc gagaaacgcc ctgaaactat cggagagacg caccacggct 

     9061 cccccgtcga gactggccgc gtacaccttg ccgtcctgat ccatgagcac ccgctgtcgt 

     9121 ctaagcagag gtgaagtgac gccccgtccg aagaatctac cgatcaccac cgcgacgccg 

     9181 ccgccgggta tgagccgcca cctcttctcc ggcctcccgg gtacggcgaa ctcaaagaaa 

     9241 gccccgcgcg gccaaggcaa cggcacgaga gccttatcga aagacacggc gaaagccagg 

     9301 gcgtcgtcaa ctccactcat gccgccgaag aaagaggcgc cggtttcggt gagacacttg 

     9361 gaaccgtaga cgggctcgaa gcgacgcagg ccgtgtttcc agagaccgaa cgcgtcctcg 



     9421 gcgagacgat acagcgcgtc gtcgaacaca ccgttaaacg cgtagatctc cccgcactct 

     9481 ccgaccagca ccagcgcgga aacttctgcg aagatagtga ccccgatgac cgtgagatcc 

     9541 ataccgggac agcacccgta tcggcgagac agcttggcca cctcggcctg cgtgatcccg 

     9601 agcatgtcgg aggtggcgaa cctcagttcg gcccccacgg gccacgggag cgccaacctg 

     9661 caatgtgcaa aagtagagac gaagtcccac acgtcgtccg ccgacagcgg ccgggtgacg 

     9721 agagtgcgaa cgaacgccgt ccatttaacc tccgggacct ccgcatcgca ccgcaagtca 

     9781 cgtcccgcag agaaagagca cgaaggagga cacagagccg cagacgccag actccaagaa 

     9841 gatatgccga gaaacggaga gccacaaaac attttatttt ctgtgcggaa tccgagataa 

     9901 aattaaaaat ggaaaacaaa aataaaaaat acaacgataa cgacagcgtt accggaagtc 

     9961 tcgcataaac gtctacgatc gcgttaagga tactacgact gttagggaaa aaagacagcg 

    10021 ttgaaccgac acattcccga cgttatccac gaatataaaa atgaaccgat cgcccgcaaa 

    10081 agtgtgaaca catccccggg taaaatatac aacgatccca gacgttagaa tcgcccgtaa 

    10141 aaactcgatc tatcgcgttt ccattctctt tattttttct tttactcaac cacccacatt 

    10201 cgggcgaatc atcgaaccac gtcgtgtacg gcactcctag taccagcgtc cggaaatttc 

    10261 ttgcgctcgt cgttcctagc tattaaaaac agcacatcag cgtcggcctg cctccaagtt 

    10321 ttctgataaa acattcgcga tagatgacag gtaggaagaa gcgcccattc gggctgctcc 

    10381 ctacggaaaa cgtagctctt ataatactga gtgactccta tccgtctaaa ctgctgaaaa 

    10441 tcttccgcta cgaagcgcgg ccgtccgtct tcgtcgttgt cgttgaatcc gaaaatctgg 

    10501 ccgtcgtcgg tcacgtagag agaaatccga ccttcgtccc caaagtactt gtatccgaag 

    10561 ctgccgaaga aacacatctc cgcgagcctg cgccgcgcct cgtcgcacat gacgaaggcg 

    10621 aaagaatccc gccgccgatg aaagagcaga gtctcgttct tgggccacct cagggcgaaa 

    10681 gaatgaccta tgtgccggtc tcgaaaacac agcacgtccc gacaactgcg gacgccgtcc 

    10741 acctcggggt cctccaccac aaactgcagc gatgacacca gctgatgtgc gtaatagaac 

    10801 ctcttcagac ctttacgtag aaaatcgtca atggtgtcac cgacgcggca cagttgctgc 

    10861 ggcaataacc acgtgtgcgc ataaacacga ccggcgccgc cgagcagaac gactatgtca 

    10921 cctttcgaaa accagtaaca cggctccgat ccgatccccc cccttttctt cacgtatccc 

    10981 agtacgacga ggcgttccgg gcaacacacc agaccggcca gttcgtccaa cttttcatcg 

    11041 gcatattcat tctcgtctct acagttattg atgaccagct ggtatccttc aggccaagcc 

    11101 aaaggaattc gcctgccgaa atttacgaac gtaaacattc gaacgctatt caggcacgta 

    11161 tagacgcgca agagatctac gagatctctc ttcgactcgt tatagacacg ttgacgtgtc 

    11221 ttggtcctct cccgagactg cagctcagca ttcccacaca tcgtagaatc ttgcgctggc 

    11281 tcatgaaggc ctccagtaaa tcgcacacgc cggttctttg tcgtttccat tacgggctcg 

    11341 cagtaacaga gaaatagcac ccaaaactta cagactaagc aaaagttgca actcacaaaa 

    11401 aaaatgaaag ataatatagt cacaaaagaa ttctgtcaca atgcacaccc aaggacaacg 

    11461 atatggatga tcacgacaac aataatatcg ttttttcttt gtgaaaacta atcagtaaaa 

    11521 gcgtaccggt tttccggatt cgtccgtatc agataaaggt cacacaagcc ggcttaggaa 

    11581 cgcggcgcgc ttcacgaatg tctaaccctc gctgctgcac gcgtcttata agcctacgtc 

    11641 tgacgactat tcgcttctga cgtctccggt gctcctgcag cctgatgtca aacgagccgc 

    11701 cgccgcgcac agcgtaagga acgacgttcg gatacacccc actccacata tgggtcccgt 

    11761 aaaggttgca atcgtgaaaa cgaaaaaacc taaccggatt cgacatgtaa gataactcca 

    11821 gagtattgag gaagccctcc aggacgtcgt gccttatctc gcgagcgagt cgcatggatg 

    11881 cacacaagtc gccgagacag atctttttaa ggcacagatg ctctaagaga gcacgaacgc 

    11941 gatgccgttc cttgtcataa cccgatacga gaatcgccac gatctcaaga aagaaaaaac 

    12001 acaacctagg gacgcgcatg ggatctttaa tctcgaactg agaactgaca actaacagtt 



    12061 tgatcctgac accgcggagg ccagaaacgg tatcgatgca acgctccatt tcggagatcg 

    12121 cttttacgaa gaaacgagca atggcagtga gatcactcac gatgcgctgt ttgacgcgtc 

    12181 tcagtagaaa cagacacaga acgatgttgc agtacacctt caagatgtta cgttcaaaat 

    12241 gccctctccc caactgctta tcatgaagaa tgggcaaatg ccgcctttcc atagagttaa 

    12301 ggatgagaga agagccgaga tctcggtcga tctccgcccg gagagcgacc gcctcacgcg 

    12361 cgtcgaggtg cagctggcct aaaatgagat cagccggatc gaattctgaa atatcggata 

    12421 tgtgcacggc ccgggaatct ttcttaccca gatagatccg aaagagagac gcccggcact 

    12481 gatcgcaact acagagcaca gaagacacaa agcgataaga agaagcgtac gcgacaaaga 

    12541 tgtgatcgga caaaaagtgt ttcaagagca cactcgtcgg agacgccgcg tcgccataga 

    12601 tctccttggg attgggcaaa atatcgaaca gggtcaacag agtattggac tcgctcctgt 

    12661 tcctcaacat gaggaactgc aggaagaggg agtccaacaa ctccaaaaga cggttaaaat 

    12721 gcgccgatat agtatccctc ttctccccat cgacgatgta ctccagaatc gagaagtgcg 

    12781 ccagcgcggt gcacttggtc aggagtcgat aaaaaactga cgtttcgtcc tcaaaagtta 

    12841 accgttctaa gagagacata aaagccgaga gatccatggt cgtctttcca cgcctctgga 

    12901 attcaacaga aactttctcc gccagagccg cccagagaac actatcgtca caaaatcgta 

    12961 agccgcgggt cataaacaga tcctctgcgg tcaacgtgcc gctatctata atcatctcct 

    13021 ccgttatgtc tttcagatca acatcaagtt ccctggaatg atgaacggta agcgagagat 

    13081 agggatggtt gggaatggta tacgtgaccc gttctcggac gggtccctta taaatgtcgt 

    13141 ggtccaataa ctccatcact caagtaagta tatatccgag acagcgttta ttttccgtcg 

    13201 cggaaaaata aagataaacg agcagaattc aaattacaag agacggccac gtacatcaca 

    13261 atcgagaaag cacacaatca ctcatcccca ccatatccat tcagttcgcc gggacaatcc 

    13321 ggtggtgtgt attcataata cttgtaatca tccctgagga cgtccaacga ccccaattta 

    13381 tatgcgatag ctctgacgtc tttctcggga cttatttgaa aaccgcgatg attgccactc 

    13441 ccaaaatatt tcaagccact gaaaaaaaaa gccatagtcc cgtttatgca cctggtgtta 

    13501 gttaaataat cttcggcgac gggcaacact acccgttgta gccgctgtaa gaaattctct 

    13561 ccatcggtat taacgataaa aaaccccgga atgagattat cacaagacac caggtcacga 

    13621 tcattgtcct cgtgaaagcg ttttacatga agatgatgca taaaaaacat ttccatgaac 

    13681 ggagtctcgt cgtaatcttt gtaggcagga acggaaaaac cgattctcag agcttcccaa 

    13741 cactttaaga taaactgact cttttccccg ggacacctaa caatttcttt catctgtttc 

    13801 atcggagaaa agtaacacag gtctcccaga cacccattcc gccccagctt catctcttcc 

    13861 tccatggcca cacacaattt ccccacttcc tccgtgaaga ggtcgtaata tatgtccaac 

    13921 tcagcattta tgacacggta gagggtgttc acaacgaaga caatgaagac aatattagtt 

    13981 aagaaggtta gcaatgcctt cttatccgga gtgacagaga tctggagcga aataggcagc 

    14041 ctactgagct ctatctgacc ttcgatcatg ctcaacccta aatccttcgc tatgagactc 

    14101 gacagactca catcgtaggg ttcaccaaga tgcagaaaag ccggaaggcg aattgaacct 

    14161 atcataggaa aacactggat tcggacactg tggccaaaat caaacttcct acctctcttg 

    14221 ttatacatga taaacatgcg cctacactcg acacaaccac agaggagcat aaagtgttcg 

    14281 ataagacagg attcgatacg ctcgaagaaa tcgtacctga agaaaacatc ggatttgttt 

    14341 tccaagcagt ccttcaattc ttgaccccaa tgacaaagat tataacctcc cagttgccga 

    14401 gtagattcct tggtcaactc ttttaacttg ctttcaaact gaaataataa catggaggca 

    14461 tactcactta gataacgaca ccagtagccc agcgttggtt tggacgtgaa gttaaacaga 

    14521 gacgctccgg catagagacc gagaaaagcc agtttagtga tgcactgcca cttctcatta 

    14581 aaattgtcca taaattttaa gcctttcacc atgtccgcaa tctgatcggc tctgatgtag 

    14641 gtggaaggat acttgtaagt ttcatactca taatccagca gtatgttcca caccaagcag 



    14701 tccgaagagg gatgtagtcc tttaatgcca aatctagctg ctgcggtccc ctgcagaccg 

    14761 ttcgtcaacc tggcgcggga gacgggaaca acaaacctgt tggtagcggg cagtcgaccg 

    14821 acgaataccg gcgtgagaaa ttttgtgata aatttaaccg tcggtgaatc ctcttcatcc 

    14881 agacgcaccg caaacagaat tttgctacgg tctttcacaa gcctgttgta agaaaaaaaa 

    14941 aattagcggg gagtctccat cctcgaataa ttatcctctc tgaaaaacga cacagaacac 

    15001 atccacccac ctgtcctttc gcacgcacat atgccgaggc ttactacgga gaacgggcaa 

    15061 ctccccattc aacatcctat tgagattctc cgtctcagtg tcacttatat aaaataaggt 

    15121 gtcgtcactc caatccaacg aatacttctc tttatagagc aactcatcaa atcctctacg 

    15181 tatgaaagtc ctcaaacttt tagagacttt gctgattctg ttttctacgt agatataaat 

    15241 gtgacagttc gagcccataa cgatagcagc tctgcaattc ggttcagcct gagaacgggc 

    15301 acacgtccct atgatagcat aatccttttc tgtgattttc tctagaatgc caggtccagt 

    15361 cagataataa atatccgaca aggaacaaaa ggaaaagtca aagtcctgga aagcatccac 

    15421 cctgattctc tcgccggaat gttttgccac gtaatccttc atagcaggga gattcctctg 

    15481 taaaaggata aattcctccc ggccgcattt agtctctccg aaccacatct tttcctgctc 

    15541 tggatctaac tccgcttcgg caaaaggcgg aaattgtcta agtccaatat tgaagaactg 

    15601 aaccaatgat tctgctataa tgtacacttt ctccgtcacc gtgtccacgg caatggtctt 

    15661 tccggttgaa gtatgcatca cgtatggatc gtagtcagga tttggatcac gatatatcgg 

    15721 gtgagcatac ccaacagcgg acataaattc atcagcatcc agcagactgc tccagtcata 

    15781 agcactgacc cacctatgcg tgtgaaagtg ataaaactca cccagggtta atgcatacat 

    15841 gggaggccag gcgatacaac accgcaagcc cggagaactg atttccaacc cgtctccgta 

    15901 agctgcagac agaacgtcca catcaaaatc caaagtaggc acacatgatg acaaggcgaa 

    15961 ctcgtcgttg cagaccggta cgatctctgt ttgaaacata aacacagaat aaagtaaaat 

    16021 actttcacac aagactcgct ctccgccctc cgtttcaagt atcagtcaaa aatttcacac 

    16081 caactactta ctgagactca tgcacgattg ataagtttcc gacatgccca acgtcgacat 

    16141 ccgtccgaag cgcatggaga tttttccaat cttctcataa ccgcagtccg caaaaagtct 

    16201 ggcaaacccc acgcgcaaaa aagtcagtag acaatcgccc agcttaacca gcacgttgtc 

    16261 tatccaatcg taataatata tttttccaga tttcccaata caaagaatag gtcttgtaca 

    16321 tttagactcg taatcatggt cattcaggta acctaacact actacttttt ctactaagtc 

    16381 ttcctgttct tttagatttg ccaagcgaca tgtcgctgtc cagacactgt cacgagtccc 

    16441 tagagtcaaa ctcttaaaaa ccggcatatc caatctaaga tctcggccga tgttgagaga 

    16501 cacgaaacgt tccacatcgt ccaaactggc acaacgggcc agctcatcaa actcccgcaa 

    16561 catggcaatg taatgtttcc tcatagcctt gatgcccaaa acgcctttcc tattcaactt 

    16621 cacatggaca tttagagtat agggactcct taacacatca ttattcatta agttttcaag 

    16681 cgattcgaat ctggggcctt catacaagcc atgacggtac acaggctccg cgcatgtgat 

    16741 gatattagta cccaggacgc cgtatctcac aaattgctca aaattatcac acacaaagtg 

    16801 gagagtatcc gtctctaaat cgtgcaagaa aattctttta gatcgaccaa tcagaattgg 

    16861 aacatctctg taaggaatct gaatagtccc cagtagacac agtttttcca caaaaccctg 

    16921 atagtgatca tccatatctt caaacatctt ttcagtatat ccagctacat ctttacgcgg 

    16981 agtgaatctc agccagcagt tccgaggcca gataatagac agacaccagt tcttatacct 

    17041 gccgacaaaa ttctcgatct gagagagatc ggcagattcg cataaacggc acaattcggc 

    17101 aagagcgtta tcgttcggaa tatcacctga aatctccttc gcctcgaggt ccatcttgaa 

    17161 aactccgatt aacactagaa gtgaaacaat gaggtatctg aaatataaga cctggatacg 

    17221 agacgccgtc acatgacagg aaattgcaaa aaaacagagt ggtgttacaa actttattaa 

    17281 atttcagcct ccgttttgac tcacacgctt tcctccgcat gtacaaataa atccgttcca 



    17341 tcgaccattt cttgcgaatg ttgaacaaca aacaccttca tttcctcgga attatgaaaa 

    17401 tcttccttac atacatcaga agcgaaagta tataaacact cgcattccga aagttttata 

    17461 cattgcgatt tgacgtagct gcaatccgca ttcaaacctc gcactccgta ctttaagaag 

    17521 gaaacctcca tcgttccggc ttctgtattg cactcctcgg atttcgattt agaaaacagc 

    17581 tgtacgactg tcttccataa ctttctaaca gccatatcgg cagatccact tcagagaaaa 

    17641 cgaactcgaa acaccactaa aaacagatgg aaatagtcac atacaagacg gtttcagcga 

    17701 gatctccgac cgtcacctgg tcatcgggat tcggacgagc tatagcctcg attcaaaaac 

    17761 ggaatcaaga taatatcagg aaacccctac gcttctacag cggtctccta cactgcctta 

    17821 taaaacaata tgagcattgc ctcgtcccgc caaataaatc aatacgtttc gacaaaggga 

    17881 agattgaagt cgctgcccta attctagatc tcggacacca ggtacttggt cgtcagatac 

    17941 acgtacgaca acgtatctac agctggacta gcatcacact ccctaaactc tttaccccca 

    18001 aagaacttta ctttttagtc gcctctccag gagaagaaaa catcgcattt aatccaacta 

    18061 taacaaaggg aggttggatc tcggggagtt tttcgtatcc cgttgattac agatcaaact 

    18121 tttcgctaac cggaatgtct gcgaacatat taatggtgcc gttcgtgccg tacaaatacc 

    18181 cactaaacta tgctcgcttc atatcgtcaa tcgacctgat gatactaaac gaacaatttc 

    18241 cggaacacga atgcggagat atacagattt taaaacagcg aaactacctc tacctgggag 

    18301 tcatcaaaaa tcttacgtgg aaaaaaagcg tcaccggcac aggtcagacg gctccacata 

    18361 gaatcctaaa agcttcgttc ataggaagtt ggccggacac gtccctgcct gacagagtgg 

    18421 cactgcgttt ctttaataac actaggttta caatacactg ccacgaattc tcgattaaca 

    18481 ttgaaaatct cggtctcgtc aaaaacaaag aaaaagtttt tgggacacta gccaccgtat 

    18541 gctgcgagca aatcccttct ttactaacaa cggaaaatct accgagatat ttaatagttc 

    18601 agtttgaagt ggtaacgcaa atcgaagagc ccgaaccgct gttattttcc agtaacccga 

    18661 aattatattt tacaggagac gtactaaacg caacgataca actgcaacac aacccaagtt 

    18721 attacgagct acttgtacac gcaccatatg acatccattt ctatccaagc cgatgccaca 

    18781 tagtaattct acctatccga tatttcacaa agcccgataa gcaaatcctc atatccggct 

    18841 accagaacga aggattcttc gaaacccagg tgatgctgtg ggccccggga acacctttgc 

    18901 acattacgct gcgttcattt tctccaaatc tgatcctgcc tcaaagcaca aaaagacgta 

    18961 atcgcaaagc tgtctgagaa tgggcatttt attggcaacc tgaaactccc cagagaaaat 

    19021 tttttacatc acgacgcgat cgctgactcg cctttggctt ctatatccaa agactcagcg 

    19081 actcccggcc cagagacggt gttttcatca gtttccccgt cttgacgtat cctcagaacc 

    19141 atctgttcaa ttatatcatc tttttcttca ggtgtctcaa ccttcattaa ttgcgcagga 

    19201 ataaaacttc catcctgacc gactttgaaa tctgaggttt ccgtctcgcc tgccttcact 

    19261 ttttcaagag cgagatctat ttcttgttct ccgttacccg gaagcttcaa gtctaacgcg 

    19321 tccttaaatg acgcggaatc taactcgcga gacaaatcag catccggtag cctaaacggg 

    19381 gactgaacgg aatcgagatc gttttgcaac ctaaaatctt taaacatatc tcgaggatta 

    19441 ctagcttcaa gaattttttc tacgttagct tcctccgatt cgcgtcccga cttgttttct 

    19501 gtagccaact ttaaatcggt cccgcgctga ttctgcaaaa tgtcttcgat gcccttctcg 

    19561 cctaaactaa tcagatttgt aaattgactt agaagattgt taactcgctg cccgagaccc 

    19621 gcttgaatat attgttcatc tccggcattt ctagcatctc ccattaaact acgtgatggc 

    19681 tcttgcccgt ttcgcgtcat ttctttatcg acattaaact ttcccgacat ttcttttttt 

    19741 tttgcattgc cgccaaaatg caagaagtcc ttgctatttc ctttcccccc tcttaatacg 

    19801 tcacgatcat ttttcttatt taacccggga aaaaaaccat tcgcttgctt aatttttctc 

    19861 aacgccgggg aattccgagc agctacagtt tcagtcgcac cgccagaatc tccggtcacc 

    19921 tcgcgtgagt gcattatagc tttatcattt ctttccttag ttaagctttt cggaatatct 



    19981 gactgcttct gtttcctaaa accgtctttg cctctcaaat ctttaatgag aaaaacatta 

    20041 cggggtgaca cgccggtctc cgtgctgtaa gtcgtatgct tcgcttctga tcccgccacg 

    20101 tcggaattat tcaacacgaa gggtgtccct gtctgctcag gaacaaagcg atgcaccgga 

    20161 tctaaaaaat ccgcattcgc cgctgtgttt ctgctccacg gtggcaaaac ttccgattta 

    20221 ttctgatgca gattgagatt agctaaacca tttaccacat cggtaatacc gctactggga 

    20281 ctcccgatcg aagttttatc ctgtagtaaa tccacgccgt tcgtattcaa ttgcgcatta 

    20341 ggtggaaatt taacattaaa atctaaaatc cccgaagggc caattttata aataccgtgc 

    20401 gacttatctc gcagatccag attagtagaa gtgaaagacg acaacggcag atccaggttg 

    20461 gtagaagtga aagacgacgg cgactcaact ccggacatta aagagacaga cgaagcaggc 

    20521 gttgttgctt taacttcttc acccccgagt gttgcttcct ttattaaaat ttttcccccg 

    20581 gcattatcaa cgctatccaa ctctagaaat ttcggttgtc tctgcattct taagaaagta 

    20641 tccaaacttc tggatttact ttttttcaga cgagccggat ctacagatga tttctttgta 

    20701 tctatagaca tactaggtaa agtcaaattt gaaggtatat cgccgtgtaa agggacgaaa 

    20761 tccattaaag aataaggccc aatctcagac atcgaaaatg cttttgatgc gctgtgtgat 

    20821 tccagactac ttttgataat atcataatca ctggtgatta ttttcagaaa actctctact 

    20881 ctttgaccag tcagaggagt ctgcaaaacc ctatgagaat atacaatatt aaaattgtcg 

    20941 tgcctcctca aatgacccga gagatgattt tgcgtgatta caatttgact catagcaacc 

    21001 ttttctagct ttgaccagga ctgagttaac gctaaaaata acttaccgag ataaattaat 

    21061 ttattaatac tcgttattaa gtaaccgttt tcgtcccagg ggtcatttat gttatagacg 

    21121 gtataccaca gcatgttgtt ttcagcatct tgcaaattat tttctatctc gctgctgtct 

    21181 tctgcagtaa gatttacata aggagtatcg atcgcaacat tgctacccca cttaatagag 

    21241 tttcctaaac acagtaaagc gcgattaaaa tcactgaatt gcgattcaaa cttttctttg 

    21301 ttcgtgaaca tattttcaaa aattccttta ttcagacctt tggattttaa gtactcgttt 

    21361 acgacacttt ggagtttcgt gatgtcttgc catatagcat cataatccgg cttcctttta 

    21421 gataagacgt agtgatacat aagccataac actagtaggt tatacaatgt ttttaaatcg 

    21481 tctacatctt ctccctctct cacgacacaa gaattagtca catggggatg ctctcgcaaa 

    21541 tctacattat ccagtctttc caaattgctg agaaaatttg taagatactc aactttgtct 

    21601 cgatctagcc acgcaaacgg aatcggatgt ctttgcagat ccatatttta gaaaacaaac 

    21661 tcaaaaacag aactgctcat ttccgccaac attcaatgtt taatagtctt ttttttaccc 

    21721 acacagaaaa ctgacaagcg acgagatgga cactgtcatt gagctgtcca aacttctggt 

    21781 aagtctccag acatcgttgt taccgaatat tttaatgtag cgtaacataa aaataacatt 

    21841 caatatcttt aatagcgcaa tgaagagttc aaaggcaatg cttcctgtac ctcgacaccc 

    21901 acgctaaaga cagcacgaat catggagagc gcagttaccg gaatcacgct caccacatct 

    21961 atccccatga tcattatagt ggttaccacc atgattctct accacagagt cgcaaaacat 

    22021 aacgctactt cattttacgt catcacactc tttgctagcg attttgtgct catgtggtgt 

    22081 gtctttttta tgacagtgaa cagaaagcaa ctgttctcat tcaaccgttt tttctgtcag 

    22141 ttagtttact tcatctatca tgcagtctgt tcatatagca taagcatgct agctataatc 

    22201 gcaactatca ggtacaaaac cttacaccgg cgtaaaaaga ccgaaagtaa aacatctagc 

    22261 acggggcgaa acataggaat tctcctacta gcttcctcaa tgtgcgcgat tcccaccgct 

    22321 ctctttgtga agactaacgg aatgaaaaaa acgggaaaat gcgtcgttta tatatcctca 

    22381 aagaaagctt acgaactgtt tctagcggtg aaaattgtct tcagcttcat ttggggagtc 

    22441 cttccaacca tggtgttcag cttcttctac gttatatttt gcaaagcttt gcacgacgtc 

    22501 accgagaaga aatacaaaaa gactctattt tttattagaa tccttctcct gtcattttta 

    22561 ctcatacaga tcccctatat agctatcctt atatgtgaac tcgcatttct ctacataccg 



    22621 cagaacacct gcttttggtt agcccgtgta gagatactgc agttaatcat tcgattaatg 

    22681 ccacaggtac attgtttctc taacccgtta gtctacgcat tcactggagg cgaactcaga 

    22741 aaccgattta ccgcctgttt tcaatcattt tttcccaaaa cattatgtag cacacagaaa 

    22801 cgcaaggagt cagacgtatc cgaacatgat cagaactcaa aatcgaaagc gtcagtggaa 

    22861 aaaaaccaac ccctttaaac acgttttaca aatttttaac taataaatgc tacccacatg 

    22921 aaatcacgta ctatcttttt ctgtgtttta tcttccatag agcatggcgc acgctaaaaa 

    22981 acgggtacga cgaaaacttt taacttcgac agacgacccc atattgtcca acacttttac 

    23041 catgcgcccg acaagtaaga ttgcagacgc tgaaatcatt tcaagagaac atgattatat 

    23101 cgcaagcaaa acacagacgg attcaaaaaa aatatcgccc ctgtctgtga ttttagacaa 

    23161 aactgccctc tttgaatttt acggtatagg agacaacaac gaaaaagcta tcgtctaccc 

    23221 tatcgatcca gatttcttat tatgtgactc ggaacataat tgcaccctat cacctttctt 

    23281 ataaaaattt ttttcatgat ctcacgtcac agtttttttt catatgtctc gcgttgatac 

    23341 atcccgtatg aaatatttaa ggtggttgaa atcacaccaa tggtcacaca cgcgatggaa 

    23401 gaaccaaaga cattcaacat tccaactttc gtcttagacg aaaattgtaa cttcataccc 

    23461 gaagttctct cacgcgccaa cgctaaatat atcaaagatg tactcatcca agactcctac 

    23521 aatacggttt gtctcgcaaa cagctttatt cccatgacga ttcaaaccac agagcaaatt 

    23581 atggttatcg tcacaaagtt taagttttca cgtgcacgaa atctgttcga aaaagtactc 

    23641 cgcctcggcg tacatataaa cagattttat gccggaaaaa aacaagtcaa acatatgatt 

    23701 acaatgatga aaagtctttt cgacaccgaa gaagccatgc gacgtctcga cagagctctt 

    23761 atggggctgt ttgtcgatgc tcgtggtagt tcatatatgc ctctcatagc cttgtccttg 

    23821 cacgaaaacg gccttccaga ttccaaattc gcaaaagccg tcaaattaat aaacacaacc 

    23881 ttaaactcct ttcataatcg accggacgca gatatcgaac agtatgcaca aaaattacga 

    23941 gcatacaatt acctctataa aataccccat tatactttga aagaagctgt tgacgtttat 

    24001 tccgaaaatc ttaaagatct ctctattgga gttaataaaa agcccacatt actgtttact 

    24061 tcttcagacg acgggtattt atctcatatt tttaacgaca tgctattctt aacttctact 

    24121 tggaatatga tttataactc caaagtacaa atcaggcgtt tgaccacttg gatcaaatac 

    24181 gaaatcaact ccatattaga agattgcgta ttggtgggat tccaacttcc agatctaaag 

    24241 gacacaatac tagatctagc ggcactcaca tcaaatatga atctcgtcga cccagataaa 

    24301 gacctttttt ctcactacaa gctcatactg gaaaaacttt ttgaaatctc tattttcgcg 

    24361 actaaggcaa acatttgcat tttaccaacc ttcataaaga gtcacctaat agagttcgag 

    24421 gatgtcttaa aaagaagcaa tgatgatgaa gacctcaatt atctgcttct gaaatctaac 

    24481 gattctgatg atgaatacga cgaagacaaa ctaccaatac aagtcgatcc aggcagagta 

    24541 gacaacgtgc ttacagattc taactttttt aacgtaaccg cagataatgc tttctcgtct 

    24601 atagcgatca tgccaatttc ttatgataag atcatagatg tggaagaaaa tgtaattcaa 

    24661 gtcctagaag ttgagatgca gagcctctca gcagttgtct acggagcagt tgcaaacaaa 

    24721 tacggcttaa gcctaccaca agtcatcaaa aggttaaatc aaaatgaagg acgggcctct 

    24781 tctcgtgcat cctccagcca cagtacttct accatcccat actccccccc gcaaagcggt 

    24841 cgctccactc caacttctat cctaaggcaa agagcaccaa tacgttccaa cagcagatca 

    24901 tcatcggtct ctttctcaca agacgacgat aatcgtagtc attactctga cgaaacaaat 

    24961 atcagtgatt attcatatcc catggcagat ctagatttag aagacgaaga acccatggag 

    25021 gaccatccac actcccctca atcagcatca tctaacaact ccatgtctcg tcgaagccga 

    25081 gctctacaaa acgaacaaag aagacgtacg cccacaatgg ccccaccatc tccggcaaga 

    25141 ggacaaaata atgcccgcct cagacgcaga accagacgct caacggaaac gaacgacgaa 

    25201 aggttataat cacaaataat tttattaact gtaaaaagtg ctttatctag ccaattcatt 



    25261 gtacgataat aaaagttcca ttgtttgatt gatttccgta ttcttgagct tgtagatcat 

    25321 atccaataaa atatcccgcg ttaggtgtaa atcatcaacg taagaaaaaa agcgaatagc 

    25381 attcttttct tcatcatcac caagtctaag gtgactcttc tctaaaaact aaaaaaaaaa 

    25441 acacaaacca tcaattttat ccatccaatc caagataact ttacattaaa cactaaatta 

    25501 ccaccataaa agtatagcct agcaacctaa tggaccaagc acctaattac aatttatctt 

    25561 gaaatctacc gtacaaaatc aaactcaccg catatatcat attgaggaaa agctgttttt 

    25621 cttgtctact ggttaacata tacaacaaca caattaactt cctgtaaaag aaaaacacat 

    25681 taatcggcat acattagccc gctcgcttct acgtatactt aaatcagtac ccaccttttt 

    25741 ataggaatat gggtgaactg agctacgacc atacagtcgt tgactttccg gatgttcaat 

    25801 ctaaaaaatt gatcaatatc ttcccatctt tttaaaataa ataacatttc aataactacg 

    25861 gattttgtaa ccgtcatact caacgtaaga gccggtaaaa gaaatctata catagtataa 

    25921 aagtccattt taaatagata tttaacgtat acgatttcga tttttgacaa catattcgac 

    25981 agtgacatta atacaggcaa aggacacaat tcacggcatt cttgaagccg ttgacgcttc 

    26041 cacacatcca tcttcgtcac agccaaagct ctgttccgct cagcacggca gctctccgta 

    26101 ttataaaaac agatactgaa tcacacgctt taagaattaa gaatcattgg ctacttgccc 

    26161 atcccttaga acatctcata acacatacaa tggtacaaaa caggatttaa aaactacaac 

    26221 gacaaatatt atcatcggct aaaattttta ttctgtatac taacatctcc atacatcaag 

    26281 ttaaatacaa ctcaaagtat gacgtatcta tttactcgtc atcctcagat gataaatcat 

    26341 aattgtaatt attcgagaat gtgggcccta gagaagtatg gggacacaac ggcaaaattt 

    26401 cttggacggt gctaatgttc ctatggaaaa acttatagcg acgatatccc ctaacaatcc 

    26461 cttgtcttaa aaaagattca aaatcgtctg ctattttaac acacgatcca attcccgttc 

    26521 cgatcgtatc aataccataa attgcccccg ataaatccat catcacaaac atcgttttag 

    26581 gatacagtaa tgtttttcca atacttccga taacctgccc gtgatacggc atactctcgt 

    26641 agacatccga aaagaaattc cattccatcc tactaggaaa atcttctttc ctagtaagaa 

    26701 ataaaacaaa tactccatcg ttattttcca agcaagactt cataatgtaa tgcctcccac 

    26761 tatttttata aacgatagta gcgaatttcc ataaattatc ctgcgcatca atcaacgatt 

    26821 gaagaacatc atcaattttc gttaaaaagc gaatgtcctt ttctcgatat accggatcat 

    26881 agcgacgcaa tccgagaact gcaaatcgtt ccgtcgtttc cgccaacaga tacagtgtct 

    26941 cattcacaaa atcgagaccg taaaattttt cgtcttctcc cgcaaacacc aacgttttag 

    27001 ttaggcacac atcacgagtc tcctctcccc agacggaaac atatccaagt agttgtaatc 

    27061 tttccgggca gcaaagtaat aacgaacctt atttaaaaag aaaaataact ttattttcac 

    27121 cacaaaaacg agaatgacac atcacagaac tgacacgaaa cactgatact tacacatttc 

    27181 ttgcaactct gcggcagact ttgtggaaaa tggaatttta cacagtgtcg aaatcaccaa 

    27241 gcatcgactt ttcggccaat taaactgtat agttaagccg gtcttctgtt ctacgtatgt 

    27301 cgatagagaa tcacgaaaaa ctgcaatttt tatatcgttt aaattcatca gtgcaatatc 

    27361 ataacgagtt ttaacagaat cgccggttcg ttcgtctgcc atatctacgt tatggaaccg 

    27421 tcaactgccc ctttgaaccc gaaactacaa ataaaccagc tcgcatttct tatccatctt 

    27481 ttatatcaca cagaaataaa aaactcaact taatcaacta ccatccaaaa acaagaaatg 

    27541 tcatagtgtt gaactggaac taccatctcg tccacccatg gaaaaaacaa agacaaccga 

    27601 acaattccct gcgttaataa tatccattct tatgtatgta aaataataca atgtaaacaa 

    27661 taatgattca acaatatcct tagtttattc tcatagaact gatttcccgt aaaggaaacg 

    27721 aatgataaaa accaccgttg cggaaaattc aaatactcgt catatgcaaa aattccctaa 

    27781 aatcttatat ataagaaagc cacaaaccct caaaacctca tacataccaa actttccgaa 

    27841 gatcaaaaag agcagcaaat cgctgccacc attacaacca tgatcgcctt aaacatcaac 



    27901 tttttcttca tctattccaa cggaaggaac aatccagaga ttacctctca agatagacag 

    27961 atccataagc ggcagccatc gaatgatacc gacattgaaa tggtaagaaa tattgaaaac 

    28021 gtatatacaa atttaccgat agaaacgcga tatttattta agcactgtta aatcatttcc 

    28081 ataggcagac ttcttacctg aaaactacag tagtcggatc cgtaattccc atcgacaaaa 

    28141 caaaatagta agtactttta tcgtttcgtt atacactaat gcccagaaga gctcagattt 

    28201 tgaccgatct gcacattacg aacaccccag ggtatttaca cccgtttgaa attttttata 

    28261 ggtcccacta attcatattc taacgacact gggaatgaac gctatccgcg cttctctatc 

    28321 aaatacgcat tgacgcaggt gagtaagtct tttcactaat ccattttaaa tccgacaaaa 

    28381 aaaacaacaa cattgactat atgtaatgaa tattttttat ttccgcagat atgatttaat 

    28441 ccaacgacca ctacacgttt tactgtccac gaccaccttt tccattgttt taatgtaatt 

    28501 attttaataa actttaatat cctaaatctt ttacaatatg tttccgcgta atcattgaca 

    28561 aacagcatag caataacagc atcgtaaatg cgcccccggc caaaaagaac aacccagcag 

    28621 ccgacattga atacgtaatt tcagataaat tctcgtaatc gcttgaaaaa tccaaaaacg 

    28681 cttcgatctc cttatattta taccaattac tccatgcaga cctccatgta tttcttaaga 

    28741 attttttcgg cttcgtatca tttttgatta atgaaaaatt tttcggatgc gcaacctttt 

    28801 tcttgtaaat ttcagacgac aactgaggac agatcctgct cagaaaatag ctatccaaag 

    28861 acactctctc atttaaaatg ttcaaagtgc cattggcatc cttcccgtca cttatccatc 

    28921 gactcgcatt gatttcagtg ctggaattga gaacaatccg ttccgttcca taaaatagag 

    28981 tcatcacacc tcctgcgcta tggtcatcta gccagcaatt tacagtactc gataaatgag 

    29041 cggcatttgg aagcctttta gcgatcaaag ctctaagcat cactcctcta aaataataat 

    29101 taataatcac acgcagaaaa gccgtttttt cagagataga tgtaatattt ccaactctca 

    29161 tgtctttaaa gccatttgtt aacatcgcaa ggttgatcag atatgaagtt ttgacagaaa 

    29221 cacagctaga attcccagct aacactccat tcacatgaca agtagagatg catatagatc 

    29281 taagtttatg ttcctgaatt aagactattt tttgctcgca tgtgaaattc gatgtaaagc 

    29341 agactcccat tacgaagata taaactacca aggactccat agttaacttc ttcatgacat 

    29401 ttagtattta caaatcgttt gcaatttctt ccaaaaaatc tgccgcgtct ctgtggaata 

    29461 caacaaaaca aacaaatttt aaaatgtaga aaacaacaaa cccatttaag acacggtaac 

    29521 gcaattcagt catctataac ccactttcgt gcactcttgt accagcaatt gccacatgca 

    29581 tcaagcgaaa acatccacca tccctaaaat taccgtttgc gcgcacgctc tctccatacg 

    29641 tgaaacaatt aaaagaccta cctcagcaca gctgccgatt cctgaacatc attttctggg 

    29701 ctcttaagcc aatgaatgtt cggtttgcat tctgatggag tagcaatgat acaataacct 

    29761 tttaaaggtt tttcttgcgc caaagacgca ccgccctgaa cattttcact acctacatca 

    29821 tcggttgcca tagcaccgaa cactgtcgta tcgtacaccg agtcgattcg aggatcagag 

    29881 acatcaaaag tattttttgc ggtcgttttg acttccgttt ccaaaattga ctgatggacc 

    29941 aaattttcac cgagtaacag agtttctgaa gaattatcca ccacgtctcc ggtttgggtg 

    30001 gcagcgttac acatcacctc agaccgatct gtctgtgtat gcctcgagaa cataattttt 

    30061 ataccacgag ttttggtcag tccatagatt gtgcaatgtc gagcggagtt gtcttcttga 

    30121 cacgataaag ccatacacac cttgccccca acatctttat tcgcagatgg ctgcagcaat 

    30181 tcttcagtcg gccgacaaaa tgtatcctta acaccaaaag agtcacactg aattggtctc 

    30241 atggaagcac gagcatcttc ttccacacaa tcaccgctct ctaccttctg aaaccgtcta 

    30301 ggcaatacac ctgtcaaaaa aattggggta tgtctcattc tcgtaaaata tttttgaaat 

    30361 tgatcactgt attcatcgcg ggacttctgt gcgataaaat tactcaagat cgcgttctga 

    30421 cacgagaact ccatggcagt tgtccaaaaa tctgaaaacg taggtgacaa ataaaatacc 

    30481 acaccatctt catatccaag cacttgacca gttgacgata acaaaaaaac aacctgtctc 



    30541 tctggagccg cagacgcacc ttcccattct tccgttacac caaacatact catcctaccc 

    30601 tcaaaaggat acaacccgtt tattaataaa catctcaact gacggtcaga caagatatcg 

    30661 gaattgtcac aaatccgaac tttaatacaa gtgatatgtt gaagaactat tccggaagcc 

    30721 atagcctcct gtacaacttt ctcaaatttc agagcgaacc ccgccgaaga aatcatctta 

    30781 tccttaaact gcaacatgcg cgccagttca tcaccggtga atgccattac gatgtttttc 

    30841 tcgttaatga ttattgtaac cggccatcca aaaatgtaat aactgcacaa tcttagttaa 

    30901 atttatacga aaaaaacaca ctgcaactcc ggaaatgggt gtggcataat tttaaaagca 

    30961 ccttacgaaa aaaaaaacag acactgttaa caaaaaacca atttattaaa aaaatctcta 

    31021 ttcaaataac ctcacagtca tggaaatatt ttccaaaggt aaaatttcta acttcacatt 

    31081 gctaaaaatt tcgtgagatt ttagactgtc gttctatatc aaacgaatta tttccgcaga 

    31141 caaccgctat cgaattgtca cggacctttt gaacgctatg gagttccatg taatcatcag 

    31201 cttcgtaatt gcagtattcc acttccataa tcaccatagg cacttcatca tttctcctac 

    31261 gcctttttag cactctattt ggattcaatg aacatccccc agaaacaaaa aacagaatat 

    31321 accgcgttaa catatataca aacatacacc cagcagcaat tggtatcaca gcaaaaatcc 

    31381 acagcagctg caatttatta aattgttttc tgtgcggtgc tggaaaatta tgacgtggaa 

    31441 acatgtcttc ggattgcttc acgggattca caaaaccttt aaaactataa gcatcttctc 

    31501 ttgttaagag agctggggta actaataatt tatgcgtaat ttcacatgaa aaattacgtt 

    31561 gtgtcatgct caaagctcta ctcaatgctc tttcataaga gtatagaagt tgaccggcaa 

    31621 tttcggttct aatgaaatcg tcagtcatat gatcatctga gactgtctga ttttgaagac 

    31681 tccattgaat attcgttcca atgggccgat atcgccgagc tgtacaaacg agcaaacctg 

    31741 tatctctctt gctgaaaact tgcggaggac gatgtctaga gtctccgaaa acaaccttac 

    31801 catagaaatt taagatgtct tctacacaaa aacgtcttgc ataaaacgac aatacgtgca 

    31861 aagaccgatt ttgtaaaaaa ctgctcaaat ttataagatc gtgaacaaaa ccacgatttt 

    31921 cattaaacag atctatctgt acataggttg tattacccgc taaaaaaacg tagctgccag 

    31981 acaactgcgt attattgtta acgaagcaaa ccaattcgct tacagaaaaa ttttgaagag 

    32041 agacatattg aagcccagcg tgcagtctat gaaattcacg tatcaccaca tgtcctaaga 

    32101 aacggtctac ggtagaattt tttccttctt ccaagttccc cgtaaggtca aacaacgtct 

    32161 ctgcaacaac cgtatggttc agcaatgtca aatcttcata gagcctctcg taagcaaaaa 

    32221 ctatatcatt atcaatgcca ataacggtct gaagtttacc gattccttca gccagagtag 

    32281 tcttgatgta aagtttagcc ggcaacgaag aaacgcattg aaataagcat gcgacaaaga 

    32341 cagttatcat ttttaaattt ttaattcacg tcgaagaaag gtacggccct tgaagaaaca 

    32401 attaaccgcc gtagtcaata acgtatcaca aaaaggccac atgtagtcaa cactaacaaa 

    32461 gataaagtat attatttcct tcaatcctac aaaacaggaa atacccagga tacccacaga 

    32521 aaccgccacc gcacccatga acataaggtt taatatgata gatgtcatct ctgcaaatga 

    32581 taacatagcc gaaccttcgt cataaatctg aatagacttt tcaacattct tctccggaag 

    32641 cgtaacgata acattatcgc cactctcctt gttcgtgcac atgcagaaat atttatcccc 

    32701 tacccattta tccaatggaa taagtcccca cgtcacatcg tcgcgaaata aagacgtata 

    32761 tgcaccggac gatctcatct ttaccgtttt ccatgccata tcaaacgtca gtggcttctc 

    32821 cgcaaagatt tcgatctttc ccagcctgct gacaccccaa cctgaatatt cacaaactgc 

    32881 aaactcccct tctgcgccca gccacctaga gaacgaacat ttcaaatcat cagctctgaa 

    32941 caatctttct gaagaagatc tgataaccgg cataaaattt aggttcaact tctcgtcgta 

    33001 aggcagagct atttgtctaa attcaccgta caactcagat aggattttaa cgtcgttgtt 

    33061 gcacgaagat atcaagtact gttgatatgt cgagagttca gtccaaagac gtaacatcgt 

    33121 tctgtcttca ccctgaaaat tcttatctgc aatccaagag ttattgttcc gatcaagaaa 



    33181 ataagcaaca cgtagtactt gtttcttgag acttgcttca ctcattctac tcagtcgtat 

    33241 cgatttttta ttaacagagc attggacttg aatgctaata aatgtcattt ttccatgacc 

    33301 acatttctga acacgctttc ttgcaagatg catagttgca ctactcacgg tattaaacaa 

    33361 tagtttatgt acgttattaa aaacctgaaa acatcgaaaa accaaaaact tcccgaaatc 

    33421 ataatcaatt tgactgtttt ccattcctcc ataaaacact tggttgttga ccgccgcact 

    33481 gccccacaac tccactttac cgcttctttg atttctgtat gcagatatct ctaacagcaa 

    33541 ctccccagct ctaaccgctt catcgttccc tacgccaggg gccggacaaa tgggaggata 

    33601 gatttcaccc cgggctaacg tcaagacgca taagaaaaca aagcagatca tcatgctgcg 

    33661 ttttcctcct cttttgcgat cactagcgtc cactaactcc agcgaggcaa tctttaatat 

    33721 aagatcgccg tcataccaca acgtcgaagg gttacgccca catattaaac aacggatcca 

    33781 aagcaaacca gcaagaacaa agaaccacaa cagcaaaaag gtaaaccgag atacagtaat 

    33841 aaacaaagcg ctcacagcgg gataaaaagc gtcgtctctc ttttcggcag aatgctacag 

    33901 aaatgaagca atcacccctc tctgtagttt ttctagcgta atccaccaca tacgttttag 

    33961 ttctaattga ctccatcacc gattgattta gtaattgtaa ctgcacaccg ctcggaaagg 

    34021 aaacattaca cttagtatca ttgtccacga acacaacacc aatattttta ttgtatcgac 

    34081 ataatatctt agaccccatg gcggtctcga taacgcatcg agggttaaac aaaaaggcta 

    34141 tatctctttc gaaataagca ttaataggca cactagccat ccgccaccaa gcagttccgt 

    34201 ttctctgagt catttttaca aaaatcaacc aatgccttaa ctccgtttca ctgtgtgttg 

    34261 cgataaaaac tgaattttca ttgttaataa tatgcaaaga cgctatcacc gacacgtata 

    34321 atgcactcac ccatactaaa ctacaaccct gaggcaccat aatcactaat aacaatctat 

    34381 gagaacctca tctgcaagtc tttgcatccc tcctcatttg tacatccggt tttttctctt 

    34441 catcccaaaa caaagacctc tgcttgtctt tcttatacca attacacaaa atgactatca 

    34501 gaattacgaa cgccccgata aaactaatcc cgccgatcca aattactaat gaacttagaa 

    34561 aatctttaaa atactcctca tccccctcat gtgtatctgt aaactcaagg acttgaacag 

    34621 tatcagtttc ccaaagagcc tgaaccgtct ttttcggtgt ggatttcgtc ggcaaaccct 

    34681 gagacgtctt ttcagacaca tcggaaaatg tcgacgccga tattactgtg aaagacgtct 

    34741 caatgttctg cgtctcacca cccttgaccg tcggaaacga acttgtaaca tttacattat 

    34801 tgccaatgga tcgatctgtg gtttccacgg ctaacgtaga ggtcaccata aaagactgat 

    34861 ttaaatatgt ctcagagtct atagatattt cggtaacatt tttaccccac gtttcagaat 

    34921 tcgccgaaaa cgtggtttcg gatttcccag ttaaatagtc gctggatgtc gatacatccg 

    34981 tttccatgtg tttagacgca attgatgcaa attcagttgc cgaaacttct gtagtcatta 

    35041 ggttgagcat tcgcacctct tcacaaagac acacgagtaa aaaagacaag aacaacatgt 

    35101 ttttgcgatt gcccaagagc agcggttttt taatcacacc cacaccaaga tagcagaata 

    35161 aaaatcttta gaacaatgtt ccgaattagt ttttataata caactcgacg aattcaaatt 

    35221 aaaaacacaa atgtcgatca taaaaaacac gattttgcat taaattcaga tttcctcata 

    35281 cgttcaaatt cgctatgtta gtttaatagt caatgcctgc tattcctttt aaccaataga 

    35341 gatttttcaa tgttcatgtt tccgctccac atcgcatcag caaatgtttc taaaacaggt 

    35401 aattcatcgc ctttgacgat tcacatggaa aacgtaaaga acaaagacaa taaacaaaat 

    35461 cattgcgata gccaagcccg tcaaaactaa aaaagaaaac gtctttcgtc tattgttcca 

    35521 caaattccac gccggccgag actgcggagg cggtatgcat tcaacaaacg atgtatcatt 

    35581 gctaacgtgc ggagaaacct gtccacacat gacgtccatc atcagcacct ctgaatagga 

    35641 cggcggcggc gtccgagggg gatccatcct cttcacgacg aagattcacg ttgaaataca 

    35701 aggcgaagat aaaatttctc caaacggact taaattacta agaaaatcgg agtaaacgag 

    35761 aaatgcgagc acgaatgcaa ctacgagaat gtatgttcct tcccagaatt catcggcacc 



    35821 tctaggaatg gggaatagag ttttgcttat aagcaacatg gtagaagaat acaacctacc 

    35881 ctctttcaat acaattaacc cccctgacta gagacgtaca tatctttaat aatcctcgct 

    35941 ctcgacgcga cctctgacag tgctcacgga gaggacaaag gacgtctcta gaaaacatct 

    36001 catccacctg cttaatatag tccgtatctt gcgtaaacca ttgcgtatgc aaccgacgat 

    36061 tctcattata acgcagacat ccaattttta aaaaatcgga catattgcga gctatgaaga 

    36121 gaaggctctc ctcacggtcg acgcaaaaaa gcataccgtg gccgtcaaac actactacga 

    36181 gctccctcca gtcaccgaaa aaattatgct gtacaataaa cactacatct agtagactcg 

    36241 tctgcagttt ccttcgccac tgaatcaaat gtctactaga aaattcagtc atgctcagat 

    36301 tgcaaaagcg aacaaaggtc ttgtacggat atgttttcaa ggtaaaaaaa gcattctttc 

    36361 tttcatttcg gtaatgtaag agctcagaaa acgatttact gtgagcaatc atatccagcg 

    36421 ccacagtact gtccagtgca taatcacacg tctcataaat cggataaaaa aaccgcaaac 

    36481 cattagaaaa caaatcgtga aaagaagaag ccacgtgata aagacttctg tcaaaaaaac 

    36541 cattatacac atagatgtgc ccccgcgccc cctgaaggac aatcggtccc ctgcaggttc 

    36601 tcgtttttgc cttatgtata accccaacca caaccaattc gcctccgcaa cacatatagg 

    36661 tcttcgccca attttgaaca tcttcacgtg aaatttccgg gatgttttct acactatgca 

    36721 gagtcaatcg ataatcctcg ggccagggta aagctaacgt ggcgccctgg cgattttcga 

    36781 taaaatttac cagcaaatcg atgtctttgc ttgaagataa acccataacg atgaactgcc 

    36841 cggctcaggg caaataaaca caaattggga aaacattaat actgcaaaaa attttattgg 

    36901 tgttcaccaa aacaggcacg ataaattgtc taatcacaca ccaaaataca tgcaacacac 

    36961 gactaaacaa aaaaaaccgt tcaataaatc acccgcatag aaagatctgt ctttcagatc 

    37021 gctgctcaaa gtcaacataa tcgaactaaa cccgagacct acaaaggctt caaagataat 

    37081 tcgatatagg cagacgttca tcataagtcc cgataagatc gccaccaccg cgcacgcagc 

    37141 ggctttgaat acgtttagtt taaaaaacac gttgttgacc acagtcagga aaaaaagatg 

    37201 gttagatttt ggcatactca agaacatttt tccgatccag agtatcgtaa ataataacaa 

    37261 aaattcgacc gtaaacttta caaggcattt caaatcaact tcacgaaacg acgtggactt 

    37321 caaaatcgga cgatattttt gcaaaccaag aaggaatcca gacgatcgta tcatccatcc 

    37381 atatctcaca gtaatcggca ggagagacgc agccgttatc aagacagaat aatcatcgaa 

    37441 catttgactc ttaaaaaaca aagacaccat gattcccgta aacacagctg gggaataaga 

    37501 cggcataatc atgacacaac gacttaaaat cattctcaac ctcatctcgg aaaatatcaa 

    37561 gcagatcatg accactgcag acaataatga tggcagtttc ggcgccatta aagacagaaa 

    37621 cacaatcttg aaatcaccta tgggtttata aaagcgtgga tcaaatcttt taaaagtcaa 

    37681 caaaaaggaa atcgcaacgg ttatcaaaac gccgatctgt ccgagggggg acctcccctc 

    37741 tgtcattcta aacgtataca accccggaat aacggcaccc ttagcaagac cgagaataaa 

    37801 actatctgtc agacgacgca tctctgcctc ttgggattgg gattagagct gtagtcaaaa 

    37861 tgcatggaat cgtcactttc gctatcttcc ttctcgttaa ataagctaga gcccgcagtt 

    37921 ccgtttttag cggggaccat gtagttggtt attttatatt gcatttcctg ttttgatgcc 

    37981 aacgcacttc cgtcttcgtt cttatgactc ctatcccctt ttccgtcatc ttgtttaccc 

    38041 attcgttcaa agcgagattc ctctttgagc tgttcctgag ttaaaaaggc ttccaccgtc 

    38101 aacaacgtgc ttttggaagt taatatcaat ttacagtcct tagcggctac cgtacgtaaa 

    38161 ctacacgacg tcttgattac agcacacata cttaaagcct gctgtaaatt tttggcagat 

    38221 agattaaatc gcatgctctt aacatcgtaa aatatgacct tattgctgtt cgaaaactcc 

    38281 agttcattca tctctgtcac gaattttata gtcggaggat taacctgtac tataatgtgc 

    38341 gccattaaag cgtcagattt accagagcgt ttagtcttag ttacgggcga aagccatttc 

    38401 aacacatcgg aaacagtcga atgatcaagg tcaatcctca acggcgatct cccgctgtct 



    38461 cgcaccactt cttgtccgtg cacacaggga accgacgcct gtgtacatgt atcggaagcc 

    38521 gttaccaaaa ccctcgtata cagatcacta tcatgctgaa tgtacatctt cgtaacctca 

    38581 ggattcgaga tgatgttcat aaaactttca aacagtggaa tatgattatt aatggttttc 

    38641 gttaaaaaac gatccgtatc tgacaaaaac aaacattccg cctgaatagt cagcttttgc 

    38701 acgagatgat ttttagcaga ctgaattatt atcgacggct gcggtgtgaa agtcactgta 

    38761 gtattctctt ttaacagttt tgcaaacgct ttaagcgatt tattaatagt tttccagctt 

    38821 ttcatatgaa aagctagggt cggcggttct ctcgtttctc tatgttcccg atgatcacgg 

    38881 tgatcacgat gatgatctcg actaccgcgc tccatctctg tcaagaacga agtcctagca 

    38941 ccaactcgcg ccttatgtgc tttaaaaaac aaatgaaatg accaacacat tatatactgt 

    39001 atttttttgg cgccaacatt ttattacatc actacaaaat gttctttacg tgcataacca 

    39061 caccatccga acatttcccg atcaacggta acggatttga taaatcaagg tgtttataca 

    39121 tctcagaatt acacaaaacc ttatacatag cgactttaaa tccggcttta tacagcaacg 

    39181 gtagcaacag tctcaaactc acagtatcgt tgaaataaaa cacatttgcc tgcccctgat 

    39241 ctaaaaaagg caatccactc ttatacatct caatcaagtc attcaaatga taactaaaac 

    39301 catctttgaa aacggctaaa tcatccaact ccttgtccgt aaataggttc gtgtccacgt 

    39361 ttaataccct atatcccaca gtcttcaaat attgctgatg cttgttaaat ctgttgagca 

    39421 acagattgtt atacacgggg atatataacg attttaattc cgacgaataa actgaagtga 

    39481 catcatttaa accgtctttt ccaattacga ctttgatatt tgaccgcctt aagattttat 

    39541 tgtcttccat cggccagaac gattcagaag agttgatgat atcgaattct ttctgcatgg 

    39601 cagtaccggc ggtgaaatga atattgcgaa ctccgtacat cagcacgtct ttcctcagcg 

    39661 ttgtccacaa ttcctcaggg agcgtgcatt cgacattatc aaaatgatca aagtataaca 

    39721 tccccagtgc gtattttgac ctgtcaaata aattacatgg ctctgctcct ttcatgcaac 

    39781 aatccacact cgttcgaaca caagtataat aaatgtgttc acatatcatc cgatataatc 

    39841 gacgagcatc tggatgtgca taggataacc cgacagtcat gaaaacagaa tgaagacccg 

    39901 tgacacagat acctagactt cgtccatctt cgattccctc acacagaaaa tctttatttt 

    39961 ctacagcata atcaatcaca gcattagcga ccaacaccat ttttcgaacc acccgcctta 

    40021 attcattaaa cataaaaaat ttacactgca aacgcacgaa atcaatctcc tcagttagct 

    40081 catcgcttac ttcgtcaccc aagaaatgta ccacattaag caacattctc aaacaagtgt 

    40141 taataccgtc tctgacgggt aaaacatcca aaaaatcacc cccgcaatac aaaggcacat 

    40201 gaggaatcat agaatattga tatacgtttt ttcggaaaat aagtcccatc ctgccccctt 

    40261 ttaaacaaag gcaaattttt tctataaaac tagacatagt aattttcgca tgatctgttg 

    40321 tccgctcaaa ctccaaatat tttgtcgaga aagttatctc gtcacacttt cccaattcaa 

    40381 aagctatatt tttctgaaaa agagaccact gcgccctttt tagctcgtac ctgtccatga 

    40441 aaatcccagg aatgatcaag caaaatgtga cccgagaagt ctgaggcaaa gcttcataca 

    40501 agtccagcca cattagtgca gacacatgcc agacttccac atagactgtc aactgaaccg 

    40561 tcttatcggt atcacgttcc accacccgaa tttgagacag caatatctca aaaatattct 

    40621 tggcttcctg ttgataacga gtcaaattca tgcttatatt agaaccgttt aacaaagccg 

    40681 gaaaaagatg ttcgccgttt actgttgtaa aatccacaag cgaatataaa catgtattgt 

    40741 aaatcgccac gtcaaaaacc gtgctattag ccttttccac gaggcccaaa tttgtcatac 

    40801 aggaaaacgg taaaacccat ttttgagtaa aaagggaaaa cgccagttct tcgaacatca 

    40861 cgtaaggatt ctcctgatat atctcccgca gataaccaat tcttaacacg atctctgtca 

    40921 aagtagcaca catacgaaga tagatgcatg gaatactctc ttcgacaccg tttaaagaat 

    40981 tggaaatttc ttctaaaaag cgagatgcgg ccagaactcc gggcatatac tggtttttcc 

    41041 aactcacgct tactttatag agtacgctgc gaataaaatc tcgatacttc tttacaaagt 



    41101 tcaatacatt tggcataatc acattcgggc atgataaaat taaatcgtcc ggacaaaaat 

    41161 cgtaaaaaac actcgtcttc agataccatc ttcctagcat tcgatccact cgtggaacgc 

    41221 aatgtgtagc tctcaaaaca gaaattatgg catcccgcaa acaccaagca tctaaacctg 

    41281 agtcgagacg atcgattatc ttagcgatgt cacgaacccg ttcatacaaa acagaagcgc 

    41341 atgaatattg agaataacaa aaacgttttt gcgaagcttc gtaatgacaa acgcattttc 

    41401 tgttgtagcc ataatcttta ttaatacgac gctcttttct cttcattttc aagcagaagg 

    41461 ctcagaagct atacaaacac ttttttctca gaaaggtcaa cgaatatgtt ctctagcttt 

    41521 atcactgaca gggtaattcc acgatactgc agaaaacccg atttaatgtc ctccgtcgcg 

    41581 caacgaccaa tacgctgaac gcttccaaag taactcagcg tggtattgct attaataaga 

    41641 tagttcaaga acagaaaccg ctccttttcg aaatactgtc gcaagatgtc aactatcaga 

    41701 tcttcgttct gaaaactagt cagaactacg tagatcccat actggagctt tgctaaaacc 

    41761 tccttgtaaa catgaaccac gtaaacatac tgggtggaat gctgccgcgg ttcccagtct 

    41821 ggttctagta taatctcttt taataccgtg agcccgtaaa tgttttcttt gttaacgtca 

    41881 tagacatttc cttgcatgac gcatgacaac agacaactgc tgccgcaaga aactaagctc 

    41941 gtcacaccaa acaaagacac tttgtcttcc aggtacctac acgtattgat catcgataac 

    42001 acgttatcaa ccattgagtt tgtatacatg gcagttaaag cggttctcac acaagtagac 

    42061 acattgaatg cgttagaaca aaggaaaaac agacccacaa acagaatttt agggttgtcc 

    42121 acatcagtct caaaacgata catcaacatt cccaaatttt ccagctccgg tgccagtaat 

    42181 tcacaaggag tgaaaaccct tgccgctata cgtaaattct gcctgccgga caaaaactgt 

    42241 ttcagaaatt tcctttcttt ttctacaaca ttatttaagg ttccctcatc gatagatata 

    42301 tattttctct tcttcacagc ttccacagta tccacaatgg cagctcgtgc actcgattta 

    42361 gagttcatcc ttagttcact caaaaaaagc acgtctccag aatcattact agccgctacg 

    42421 gcaaaaatcg aacttttatc cctggcagcc gatagcgtaa cacacaacag ggtaatagct 

    42481 tttattaatc gactaacccc gaaaaaatat cactttgacc tcatcagaca gtatgcggta 

    42541 ttctactttt taaactctac gaccttaaca tcagaaaata aattgctctc cgcagaactt 

    42601 ttatacgaag aactcagcca aattccctct tcgagttcgt cgggcacaga acttgaaaac 

    42661 ttaaataatg cagaggtcct ttacgtgttc gatcgaatac tcaattccat taaaatgcta 

    42721 aaaaatgagt tatcgtcccc aatcggcaag cttcgagcac aacccgccgc caatgaccca 

    42781 ggtacagata aaacgataaa atactccaag attcagtcga tcatacaaaa gataaacagc 

    42841 tttacacacg aaaattcact tcttgccaac tgccgcgccg tcgtagagct gatagacgat 

    42901 ctatatcgga aactttactc atggtttctg cacgttctca ctttcgaaga cattcagttt 

    42961 ccaggcgaca catttctaga caggctgttg aaaatggact actgttttac atattaccct 

    43021 tcttcaaatc gccatctaat agatctgttc gaaaaggcgt tggacaatca aacgttcacg 

    43081 aacctcgata aattttttga cacctcagga aacagcccag aactacttta tcaaaaaacg 

    43141 tttagcttga aaatattttc aaaaaatctc acagcccagg acaatggatt atatatctat 

    43201 ccactactta aaaccgacct gtccatcctc gacttcctcg gaaccgaaaa tattctcttc 

    43261 catcgaggcc tcatctatca catacttcat caaaaaacaa tccctcaaga acgggagaat 

    43321 gatctcaata aaatcaatca atttttcgct actgtcatcc agcaggtcat cgaaacgaaa 

    43381 agctcatgct tacccgcatc gttatcccaa ctgctagata caatttttca cttcaacaga 

    43441 atcggtttaa acatggaaac gtgcagaacc tacatcgaga tcctctcaaa ccacatggca 

    43501 acgccagaca cccaacccat aatcaataca ttcaccatta acttaaccca tattgttttc 

    43561 accgcgcacg tgttttttat ctgtatggaa aattttagcc caacattcat attctataat 

    43621 aggaaaaaac tcatactaga acaacagaga gccatcttga tcatcgaacg aaatgattat 

    43681 tccacactct ggaagcaaat atctgatcac atcgactgtc tcttcaacgt ctctctctcc 



    43741 gaatcctttt ttaaagaata taccaaagga ggaaacgaag atcaaaaaca gtttctatac 

    43801 aaaaacctat tcgaaaaatg gggtaacgta tttttccctt tcacgtactc ggtatccacc 

    43861 tcaaacaact ctacggcata ccatattaca acccttgagc taagggatat ctgcaaagag 

    43921 gtctatcaga gcgattcccc ggacgcatat gaatctttac ttccctacag cactcatcca 

    43981 tctttcaaaa cattattcgt taaaatctac gttataccta tggtttcaca cattaccaat 

    44041 cttacctttg ataaattaca atctgattgc agactcttaa ctctaatcca cgcctgcaaa 

    44101 ctcttactcc cctcgcaaca tctactacta cactacatgg cgtggctata tgccttctcc 

    44161 ataaacgtgg accatataga tctaggcact ttcaccgtaa taaagtccgt aatctttaaa 

    44221 atcgctgacc acataaacgt aatgacgcat acgatctact ccccggagac aaaccttctc 

    44281 gtaagcattc tactaaacgc gtataccaac tacctccaaa aatacgtaaa cccttggatc 

    44341 aaacaaacca taacggcaaa cttctccctg atacagacgt acataacttt cacgaaacaa 

    44401 tgcgccagca tcttggcgac caaatgcaac ataaacttag acaatctatt tatctacata 

    44461 actatcggaa cagacaaaat tgtaaccact tcgttttgct ccttcatcgc tacatgcaga 

    44521 aatttagtac gtcaacacga agaattcgaa aaatcactac aaacgatcca aatttccgaa 

    44581 accacactca cggggatgct acgaaacata atcacgagcg tctcctcctc caaagagctg 

    44641 ctaaccaacg aagcactaca aaaattcatc gacactgtcc aacgcatctc ccaacacgta 

    44701 aacgaaacat accagtctat ttccatgaac ctcgaaaaat gtaaaacctc aaacgacatc 

    44761 ctaatcgaat ccctgaagaa gatcatctac atagttgatg tactcagctc caatgcaatc 

    44821 ctaaacacgt cgttagcttc cagatgtctg gaagccgcca acctcgcggt ttcgaacaat 

    44881 tctttcacaa tactcgaaat taaaaaggac gcagttgccg ttttcaagcc ttttataaca 

    44941 caactatttg aaagcatgaa acccaccacg agtttacata agaaattgat gtctacccaa 

    45001 aaactaacca ccgaccacat tccatttctc gatacatttg acgataggta caacctggtc 

    45061 agacacgtcg aacgacaatt aaactggtac gctgcacatg ctgaggcagc gcagcaagat 

    45121 cttattactc ctcttaaatt ttaacggtcg cgttctaacc catgaaaatc attaccagta 

    45181 gcacaaacca aaatgactct aaatacggac cgagagccgg aaaacaatgc atgtcgaaca 

    45241 gcttttcatt tctccatacc gtttacttaa acggaattaa caattctctc aatgcgggta 

    45301 ctatagacgc cataatggaa gaaggctatc acttagacac ggccggcacc ttagccctaa 

    45361 tgttaaataa ctcagattcg caagactaca gactccccac cgagataccc aagaggatcc 

    45421 attctagata cggtgtcaca cagcatgaac tctcacggcc atttaacgga accctagaca 

    45481 cacaaaaaat tgacaatgag gtatatctcg gactcataga tttcatactg tatggcaaaa 

    45541 gcaagaatgg tcctactttt gcagtcatca cgatcggcgt gctatcgcga gcactttttt 

    45601 ttcttaacaa tactctctac ttattcgact ctcaccctac tgaacgagaa gccacggcag 

    45661 ccatctacat ctgtcaaaac attgaagaag tttatgaact gctcaccacc cacggcaccg 

    45721 aaggcttcta ctacgacgcc agcctcattt ttttcataga aacctccaat ttgtcgctct 

    45781 ctagtcacga cgccgagctt ctcatcctaa aaacatataa agaccccgac atagcgattg 

    45841 cgctagataa attttcttcc acggaaatcc atgagataaa aaaaacagat gatatcggat 

    45901 cgcaacaaga cctcgttgcg gataaaacga cagatctaga acacgcgcct cataaaagaa 

    45961 agaaaaactc tcatagtcta gaactagaac taaatgacaa aaagaaaaaa gataccgcat 

    46021 ccttgacata ttacgcaaca gaagttgacc tcattccgag tttttatgaa ctacgatcac 

    46081 aatttcaatc tttatttcac gatctcaaat cttttcctat aatgaaatct aatttcaact 

    46141 ggaccatata cttacaagat tctcctatta atcctaatca gcccttcgca acaccctttc 

    46201 tctggaacag agttttccac ttattgtgtc aaattatcga cgtgtttgta ggcgtcggat 

    46261 ccacaaatga cgattctagc aaacaacaac aacaaactat tttcataaat tatttattgc 

    46321 ctttcaagga cttttccgaa gtattcaacg aggcgttggc agcttgtcaa gaaaacaatc 



    46381 tggacatcat cttcatttac aataattacc tgtgcaaaac cacgaccttt cgaacactcg 

    46441 agagaatctt actaagtaaa tttctggcaa tagttgataa tgatcacaaa aaacattatg 

    46501 aatgggtcaa atcgtggacc acgcaaatgt tccaaggaat gccaaaaaaa ctagatgaca 

    46561 tagaaaatta tctaaaagcc tacgtggacc ataaccctgt gaaacacttt catgaattca 

    46621 tttgtctgaa taaggcagaa aaatacaaag tagctgttct gctaaacgaa aaacgaaaag 

    46681 agattcaaga ggctattgaa cgagaaaaga acagtttcgc acaactctct aattttattg 

    46741 acaaacttgg cgaaactccc gcacttccta tagaatcaga aaacgtgcac aaagttcaca 

    46801 cgagcgacat cactgaaggc atcgttccgc gtttcataac cgaatcgatt gaactaccaa 

    46861 acatctccac gctaaacaac acccaacaaa tatccctaga taaacaactc aatgaaaaac 

    46921 tcaccaacac cattcacacg ctcacaaaca aattcaccaa aatcgtacaa gataactata 

    46981 acaatatcgc tgccggtttc atgcccgtta ccgaactgaa ttgcctattt gcctacctag 

    47041 taaaccttta ttttaacatt gaagttttaa aacacagtgg cctaaacatt aacactgtgt 

    47101 tgcttcaaga ggtggaaaaa ctgtatgaca acacgcaatt tctacgcttc ggaacttctc 

    47161 acttcaatat aaacaacctt tcaaacttta ccctatctat cagaaaaatg ttcgtagatt 

    47221 tctataacag tcagaaaccc tcggacagag cttccgaaat cctagccgca atcgaatcca 

    47281 tcctagcgga tcccagcaaa aacaagacag tcgtaaatat agaaatgatc aaatcgcaac 

    47341 ttgaagaact ggggaaaatg gaaatctcca ccaccgaaaa caaacagaca gctgcaatca 

    47401 caaaacaaat cctcggggac caagagttaa cccccattta cgatttcctg caccacctct 

    47461 ctgcttataa cctacctaat actacaaccg taaaaaattt acacctccat ttcatcttag 

    47521 aacaacgacc agatatcgct atgactctac acgataaaat acaatccata cttgacatat 

    47581 atgtagacga catgctcaat gacataacgg tccctgaaca gacgttttca accgttctat 

    47641 ttcttgtaga tctcttccca aacagcaccg aaaaaacagc actgttcgaa tccgttctca 

    47701 cgctacggca attagcaaag aaatgcgcta acttaaaaac tctagatgaa ttcgacgatc 

    47761 tagcccaatt catcacgacg aatagcgaac aacttcaaaa catgatgaga cagcattttg 

    47821 gaaaaaaaat accaacgctg atgggacata tcaaatttct ctactctcaa aaaataatca 

    47881 ccactgaaga gaaaaactgg atacagagag caaaaacggt cgtcatcaca tctcccgaag 

    47941 aactgacagc cttcttagcc actgcaccca ctaaacacgc cttacaaact tgcaaacctg 

    48001 acctcgataa agcactacaa cgacatatgg aagagcaaat gaaacaaact gccgagaacg 

    48061 acaaaaaaca catcctcaca atcagaagca ccctcgaaaa aagactgaac gacatcttac 

    48121 ttattctaaa ggatggtcaa ttttcgtctc tggaaacaat gcatttgaat cttttagaaa 

    48181 cctttctgaa acaactgcaa gataacaatg tcatcattca ctttacccat gcactactgc 

    48241 cagtgttaaa agacatagaa acgaccatca gcaagatcat ctccgacgtt attgaaaaga 

    48301 tattaatcaa aactcctcta aaccccgaac agatgtccaa ggaagaacaa aaatataccc 

    48361 ctttactcag tttcttatcc aagttcaaaa aaacaacatt ctgcacagaa gatataaaaa 

    48421 cagaaatcga ccaaatgcaa aagagtatca cgttcctcaa gaaaattgct acctccgcca 

    48481 ataaacatac tagactcagc cactccatct acggacaaga attaaacctc tacgaagaac 

    48541 gcattacaga gctgagaaaa gagacgaaca aaatgaaaga acagctctcc aaagaatacg 

    48601 cattagctga aaaaaaaatt cttctctcgt cacaagatgc aaaaactgac aaaatttatc 

    48661 tagttctaaa tacgcacacg ctgaaagaaa taaaaaacac tcaattcaga gaaacagcat 

    48721 tcgctaaagc tctcacggtg gaagtcaaca ataaagaaaa tcaactccag gaattgttaa 

    48781 accactttaa cgcacaccta aaggcgaaaa tggatcagaa ccatataaca aaactttcat 

    48841 tcgatacgaa atggacagcc ttcgtttcgg attccaggct ctacatccca gacttcatta 

    48901 acatcaaact gcaagacttt atttctgatc cctttaaagt tataagtcag ctaatgaaca 

    48961 aagcaaccaa cgagatgcct tacattcaag cagagataac tctcaaatgg ttaacaaaat 



    49021 taatacacga catcaacaaa ttctgcctgt cagctataag cgaattcggt aaagaagcaa 

    49081 tcccattcaa ttacgcagcc ctacgagatt tggagtacca gatcaacacc aaatacgtag 

    49141 aaattgaaaa caaagtcatt tgcaacgaaa cggtcgaaaa cacgaaaaac attccaaaac 

    49201 tgactaagct cttgaagcag ttagatccta aacgcgttgc cggtggacag gaacagtatc 

    49261 aaactctcat gaacaagatt ctcagttccg aaacttctat gcaacagacc tacgaaaaag 

    49321 aacaactcaa aaaagaatac tttgagatcg tcaataatgt cgccagcttc aagttagcat 

    49381 tcaactttcc tcagcaacta caaaatgtgg aacggctaat agagaagttc aaatcgctgc 

    49441 ccaaaagcca gccatttgaa aaatttccac aggaaaatga tctactttct gactcactca 

    49501 acacagaaaa ttatattaac ggtctgcgcg cactcctcaa cttcataacg gcagcgcaaa 

    49561 actacatcca gaacacactt ctgaaacagt gggcggtctt tcagcaacaa aatttcatcc 

    49621 cgattgatta ctcagtagcg aatgtcaaac ctatttcgga tttatatgcc cgcctcagga 

    49681 ttgaacggga acgtcaagtg ttctaccaag taaactccgt ctttggaact cacctaatcg 

    49741 ttgacgatac aggagttccg ctgcaattcc ataacatctt taacaacgcc atagtaaagt 

    49801 ttttctccct gaactacaag cagattcatg taccagaaga caccccccgc ttggtatcta 

    49861 gccaatataa actcctgtcc gtatgtaaat ctttcataat gatactacag cagttctggg 

    49921 agaatataat caccctggac ctaggccctt acctcagaga cggtacacaa aattttaaaa 

    49981 gagaactcat accgatcgtg aacttgaaat tatttatata ctgcataaca caagcctgga 

    50041 cagcctctga agacagtact gtttccacag cgttcgaatt acccatcaag caattcacac 

    50101 ttttgatact atgctcacat cctgaatacc tctacggctg cctcagtcat tccacagatc 

    50161 tggttataaa ttcattagcc aaaagcatag acaaaaacag tctctataac acattcgtcg 

    50221 ttagccacaa ccctcccgag aagcccatgc atttaatgag aaatatatgt atcgacaccc 

    50281 agctatggca acccgccaaa cttatgaaag ataccttcca acaaacattt tttacacaac 

    50341 tgtgccccaa aaacgaaaag ttttttatct atctcactgc ctttttaatt ctaccctaca 

    50401 aatttatgaa ctatatctgg attcaataca aaccggccat ttttacccaa agatcttatc 

    50461 aaaacctaat taaggactta tgctccgaat acgtacacca aaataagatc actacgtcct 

    50521 cggtaactcc ccacgaacca gacacaataa aatccggaga aaggatcacc tcaaaaatca 

    50581 ccgtacacaa agcacaaaac acaccgacac tcactcgcct gcaggctcag gaatatgtct 

    50641 tcgactacat tctttactct ttcttgacag ggtatgaaat gacattcgct atgtacatcg 

    50701 ataccatcga aaaaacatac ctactttgca tgagacacct ggaaaacgta ctccacgata 

    50761 aagacttcca atctgtcctc agagcacgca cattcgacat cgactacatc ctgaaacagt 

    50821 catggactaa aaacatagtc gaacattcac tcttttcagt acagctcgat aaaatcgtct 

    50881 cctacctcaa ccacacaaac agagcgacac ccaatattcc tttgatatta tttaattatg 

    50941 acaacgaagt tgtcaacgtt tatctaccgc cgatgtccaa caatccaaaa aaagtcgcct 

    51001 tttacatcaa aaatcctttc cactttcccg tgcaagaata cgaagcgaca aatttaattt 

    51061 ccttccatct ctacccaaaa acaacagata ttttaaacca acttccgccc aacaatactg 

    51121 agtctactcg cccgggtaaa caaacctctg aaactttaac caccaaaaac ctctccgaac 

    51181 caaagtttaa aaagcctgcc gttactggac ttgtgcccaa gagccaatcg atcatcctat 

    51241 ccactgatac caacgtaccg gaaaccagtc cagacgtaaa agctaacacg gccagcgcag 

    51301 caataaaaga tgtcactcta gctcgagaaa aaatcaacga gttctccgaa tctataaata 

    51361 caactatttc aaaattaaaa tctatgtatc tgtaacattc aacacacagt catactcctt 

    51421 ttataaatgt ttattatcca aacatacgaa ataaatgaag ctttcatcaa tcactccctg 

    51481 tttttgtgtt cagtctatgc agcgccagca ttcttatcaa atcgagtcgg aacgccgttt 

    51541 tatccacgtt accgccgttc tgcttagcat attttggcaa aaaaacccca agaacgggat 

    51601 gactggccat attaggctgc agccccaaaa caccggtaag catctgctgc tttttctttt 



    51661 cttcttcttt ttttgaagaa cctgaaatct gagtgatctg attcgacaaa tcatcactac 

    51721 gtatggtcgt catttcaaat acacctcacg ttttgggaaa tctggcaacc ttgacagata 

    51781 ttaacacagt cttccagatc taagcaagtc tctctaaacg aatgctgaca gcgctgacac 

    51841 tgaaaatcag aaccgtgtga aacaagccgt aacaacttct tgacggtcac gttgtagaga 

    51901 tgcacagtag aataacagga tctacacgaa caaggaacaa taacatcgaa cttcacattg 

    51961 tcatttaaaa tagtgcaagc agaatttgtt ccgatcaccg ccttccatga aacggttttc 

    52021 accttcatcc ccaatacaca atgctcagac atctcatata tccgctcgaa caccaactgc 

    52081 tgactcccac acagcgaaca atacattaca tccgtgtgca tgctgtatat caaatttttc 

    52141 tcctgcttgt ctctaaaata gaacatggag ctcagcgaaa agccctgcgg cgaacacagc 

    52201 ttttcttttc cggagtttaa gcagtgacca cattttgcgc aaataacgca aatgtaactc 

    52261 tcttcgagta taaagcgaga acatttagtc ttacaatagc acataacggg taacgaaata 

    52321 acactggtag ctaagccatc ctttaaggac gtcgccaacg caaaggttag aatctttgga 

    52381 aaatcacccc gttcaggttt gctcggcacc ataggtacta gattattatg ctccactgga 

    52441 ataagatatc tgtctgcact aaaacagaag ttttccacca aagcctttgc catagtaaac 

    52501 atgaaattcc ccgccggaga tttcaaagca tactttcgca acatagaggg aaatgacaaa 

    52561 acgtgctctc tctgcctata tcgcaacatc accgtctcgg tctgctcata gtcacgtaaa 

    52621 cagaatagcc tcatacacgg taagttcacg tgcgtcggaa tcggaagcaa caactgttgc 

    52681 tcgaacagga acatgtgcaa ctcattgatt tcggaaaacg agggcatctc caacaactta 

    52741 ttaagcttgt acgggggata aaccctgaat ctagtctcga cgtccaccca tttgattgtt 

    52801 ttaagtttat aaagagacaa caattcgaga actttacact gccgatacac gaaatacaga 

    52861 taggcgagca aaacaaaaag accctttgtc ataaccattt tgttaaaaag tcgcttagtg 

    52921 attaatcgcg tctccggcct gcaacgcaac caaattgcga aaaactcatt ataaaatttt 

    52981 tccgttactt ccttattcaa gaatttttta tttgtcaaaa acattgtaag aacacacttt 

    53041 cctggcacac aggcctcacc catcacaaac aattgcaaat gcgtgtacgg cccatgttta 

    53101 cacaacggag ccagaagctg gcgtaggagt ttttttaagt agaacataac aaaaatacaa 

    53161 ggctaaaaga aaacagatgc cgacaagcgc aaaccgacaa tgtctttcac ttagtctcca 

    53221 aaacttcaca ccggacagta atgacttctc tttttcatag aactgcttta tactctcctg 

    53281 tgatgtcaca accgcagaag ctttatttac aactttcccg ctactttcga atcgcccctt 

    53341 ttccaaaaca tgtgaagacc ttcttctcaa accttgacaa aacctatttg attcgagatg 

    53401 ctgtttcccc atagaacact tctttaagaa aattgccttc aaaagcgaaa tgtattcaga 

    53461 ttcgttttca ggtccgaacg ccacaaactc aacaacgtaa gtgtcgtctc gattacgcct 

    53521 gattatacat ttcgtgaaca ctgcaaaagt tgaaggcttc atagccacta tgtcgctcat 

    53581 gcggacagtc aaacattcat taacacgcag gatgttgcat tctctcacag catgatgacc 

    53641 ttctacttta accggggcat gcaaatagca agacatcgac acagctccgc ctgtgttctt 

    53701 gaacacaaat ctgggttcct gcttagttac atgttcccaa agacttatca gatattctag 

    53761 attataagcg tagtctaact tgagaatgat atcacacaaa ggaaacttcg ggttcttcga 

    53821 caatagattc cgctcagtta tcctatagtc atgagacccc aactttaaga tacgacaggt 

    53881 cgcactcagt agttcatcgt acatcttttc tttgagtacg ttagccattt cacctattta 

    53941 aaagctattc cgtatttaaa tattcttgat gttctaatat tccatttaca tttaacagct 

    54001 ttgacaatat cgaagtaaga agtaccattt tttgagccat gacctctcta tgcacgcaat 

    54061 cgacatcccc gtgaacgtat ctagcaaaag caacgtgtct atatccaaca ctaagaaaat 

    54121 tcagtcgcgc ctccaaagaa ggaagcatca tttcatataa tcgtggcaac attggataaa 

    54181 acacgacctc aaactccctt ccctgctcac agactcgctc atacaaaagt tcaagattcg 

    54241 tcttttcagg tgaggaatcc atcatgtaca aaggatggga ctcagaagcg ttgcctatac 



    54301 aatctgagat actaaacgag attctgttat attgctacct cactcctcaa ccaccgatcc 

    54361 cttccgagac gacaacagcc accagcccca caaacataga aaacgaaata tccaatttag 

    54421 acaactctga aaacctagag gaattaaagc aactatccgt cgcattaaat atagacagac 

    54481 gatgcaacat ctgctccatc gtaaatctgt gcctcaaaca aaacaaatca tggatctacg 

    54541 actacagtct actgtgctac aaatgcaact acgcgccaaa aactccactg tctcttctga 

    54601 tcgtttccac agaattttta atgttaatac gggaacgatt tccaaacatc aatttcgacg 

    54661 gtctttttct aaacaacatt gtctccatct ttgactttca cgttcatttt tttattcaca 

    54721 gatgcttcgc aaatacagtc aacgatcaca tccaaagcga aaacataacc ctgaatcaca 

    54781 tggcaataat ccgatcgacc ctgctaaaag aagacactat accgcacatc aaaataaaaa 

    54841 aatttctaac caaaaaaatg aacccgaaaa aaacacaaag ctccgaactg aataaaaaac 

    54901 tcacagtgcc catgaagact cgcttcacga cactcttatt ctatatgtgg tctggcacga 

    54961 acgtcttcga ccgagttccc ttcacggacc taactatccg caaacatcgc ttcatcaaaa 

    55021 acctgtattc caataaaacc gacatcgaac tcacagctgg tcccattctt ttggcacaga 

    55081 ttccattttc tatcaccaaa aacaaaacaa ccagcgtctg tctcctatgt gaactgatga 

    55141 cagcttccaa acaagattac atttttttaa aatatctaca tcagagcatc atggactact 

    55201 gtcaaaacaa cctaaagatg atagatagag ttcagttcgt catcgccgat atcttcgaga 

    55261 agacaaaaat acacacgcac gtcaaaaatc tttccgacta cagcaaggcg atattcgata 

    55321 acgaattctc attctcagat gataacttca ctctcgatac ccacgtttac ctgatactcc 

    55381 gccagactgg aacagtggga gtctataagc acttcttttg tgatcccctg tgtctagcaa 

    55441 actgtaaaac catcaacccg gaggttctct tcaacactac agacgccgga gaaatccaag 

    55501 acttgaaagt caccatatgc taccgtaacg aatatttaag catcgtcgaa aaacatgttt 

    55561 ggctagcgat acatcttttc aaagcttttc agattattaa accaaaccat aaaaataaaa 

    55621 ctcaaattac agagtttctc aaagacttca ctaacctatt agcacttcac cacttcgata 

    55681 tcatcgatcc cattttcacc gtcaactact acgtttgaag aatgactgta cacaagagcc 

    55741 gtgttcgacg atcgcgaagc ctgtccgtga cacatagaat acaaaaacga cctgatcaca 

    55801 gagaaaaaac aaagctttac ttacaactga aacttcacga tctacacacc gtcttcaaca 

    55861 tgtttccaga atacgaacaa aaatttctag cgatcataaa actgccaatt accggtaaag 

    55921 aacccatcga cgtcccattc agtctcagca atcaccacca acacacctgc ctagaattct 

    55981 ccccctacgc taacgaacaa atctccaaaa gcgcctgcct acactgcgaa tccgtctccg 

    56041 ttccaacctc ctcagatgca atggtcgccc acttgaacca agtcaacaac gtcatgcaaa 

    56101 acagacttta cttctacggt tttcgaaagg acatggagct catacgaatg tccgccaaac 

    56161 aacccactat ctttcaaatc ttttatattg tccacaacac gatcaacaac atattcccta 

    56221 tcatgttcga aagaaaacaa aagctcggaa tgcacatagt tttccagtct cgcactctgc 

    56281 acattccttg tgaatgcatt aaacaaatag tagcggtatc ctcgggctac aacgtttatc 

    56341 tagatatact acaagaaagt gtaatcctaa ctgtcctctg cgaaacacta gataccaata 

    56401 ctaatatcca catcgacata gggatgcttc aaaaaaaact cgaagaaatg gacatcccaa 

    56461 acgaaataag cgacagactc gaaaaataca aaggacacct aataggtttc cattaaacca 

    56521 ctttattatt aacatgtaca aacgacaaaa cctaaataca ttcacattac ctctgcaata 

    56581 gcagaaaatg tttcatccaa atacactttc ataggaagta aatacaacag taacttctct 

    56641 ttttttatat cggttttcgg aaaaatgggt gagatcgcat tagtcacagc cttgataatc 

    56701 tgatcgaaat acttctccgc atgtatagga atcttgtgtt ctatcacata gttgggatct 

    56761 tctgctaatt catagttatg cgtctgttta ttgccaatag atggtgctat taacacgtac 

    56821 ataattcggt cacctacatt cggaatttct tcctttctct gcgccaacct tctaatgacg 

    56881 ctaaggtgag ccaaattcgg ttgcttatat gcagccattt ctttggaaag cacagaggac 



    56941 aacattaaat gtctcacgtc tgcccgattc tgaaaaagct cctcccgcgc ttcgcacaga 

    57001 cgacgcaaaa ttttatgaac acccacaggc actccttgct cacgcaactg tgtttgtgtc 

    57061 atgtgagaaa actccacagc agcagtctga acctcttcat caaaaaacaa caagtccacg 

    57121 atatctttca ccacaccctt cacaaaatcg caagaagtct ttctcaccag atctaccccc 

    57181 ttaaaaatta aaagcgaatc atcctgtcta ccaatgtatc tttttttaca aatcaaaatt 

    57241 aacggacata aaatcttttc aaactcgagc ttgataggcg acttgaacag acgatctgtg 

    57301 atatgtttgg cgatcatcgg cgcaatcctt cgcagagact gattaaccat atttctgaca 

    57361 gacataaaga tgctatccgt atcaccataa attacctcca cttccaaatc accagtaaaa 

    57421 tctgatgacg ttaaaccgaa ttcctcgcaa aaaaattgct cggactgcat cttggaatta 

    57481 acataatcca ccgtggaaca aagcatctct cttccaagac acgttacaga agcagcaatc 

    57541 gcaacacacg gcaataaccc gtgcgccgct cccgtaacac cgtacaccga gttacatgtt 

    57601 gttttcagag cgagctgctt tttatccaga agaagtttca tcatcggatc cgaacagttc 

    57661 tgcatctccg ccttcacttc tcgtctcttg gccagccagt cctttagtag acttccaagc 

    57721 acagactcac ggatacaagg cttcacaaac cgatgagtct cattccccaa cttcacggtt 

    57781 aagatgtcac tctctgacaa tccagctatc tgtcgttcat ccaaaactaa agtactataa 

    57841 cacagattat gcgccatcat aatgctcgga tacaaacttt gaaaatcaaa caccacggta 

    57901 ggcacagcat aataacccgt cttaggctcc aaaacggtag cccctttgta acctatccct 

    57961 tgtctgttgt gcgaagacac catactcgga agaatcatat tacggcgttt tgcttccgta 

    58021 agaatgcagg gaaatatctt cttctgctga ccctcgaaca ccacacatct agccgtgacg 

    58081 tgtgccaatc tggcgacctc ggcaacctca aaatgataat taatctgttt aaagagacgc 

    58141 acaactaaga cagagtcctg cagacaatac ttaccgacaa cagccctgcc actgggtcca 

    58201 ctaataaatt tctttggtat ttccttgtac gataactgct ccttttcttg ctggagacag 

    58261 atcttagcaa tagtatccag tttgtaattc tgcgccgtta tcttactaga atagacggga 

    58321 tacatatcca gatacaacac tccggaagta aacaccttgg tttgcgcctg aaggaacccc 

    58381 ttcttgtact gttcgtgagg gacagagatt ccaatctttc cattcttcag tttagaaaaa 

    58441 caaccaatat cataatggta aatcttatcc atccttatac acaaatattt taaatcaaaa 

    58501 ttattaatat tataaccggt aataaactcc ggagattcaa tccttaaaaa tatgaaaaaa 

    58561 cccaaaatta attcaaactc tgacgcaaat tcatatatat gcacgccgtc aattttttca 

    58621 catgttccca gagtaaacag atgtcgctca tcacggtcgc cttccgtatc gaaactaatt 

    58681 acagaaatct gaataactat atcgcctaaa ttttcggcat ccgggaaatt cccattttgg 

    58741 cccaaacact ctatgtcgaa ggaccagcat ccatataagg gccaattaac gtcttccaaa 

    58801 gaaactaaat cagagacatg acaattaatt tccacctcaa gattactccc ttttcccata 

    58861 tcttgaggaa tatatttttt tacattatac catccgaaac tcaaaaaacc attatcgacg 

    58921 aagaaacgag tcaaaacatc tacgtcgatt tcataaacta cgaatccctc attctgcaga 

    58981 atctttccaa tacgttgaga tacataaaaa tttccaaaac tcactttaaa cagattaacg 

    59041 acagtgttgg cattgtaccc atacaacgac aacttatcag ccggctcaat tacaaaagaa 

    59101 cacgacattt taacctcgcc ggttaacatc aaattgttta tagtagcctt caggcttttt 

    59161 ccgtcgacgc attcgcagta gaaatattgc tcctgcccaa acacgttcac gcagatcttc 

    59221 tcaccgtcct cagttctccc aaacattcta atcactgtcc ccgaaggaat cacaaaatgt 

    59281 ctatactgaa aaggaagatt ctcgatcgaa tccgtaaaca ttaacgtttc tacagcatca 

    59341 tatatgtgaa acttcatcct catatgatca taatccttgg accgagctat gtccaaactc 

    59401 ggccaggtca tttctttgct cagtaaatac tgtcgatctc gataaaacat acgcggttca 

    59461 gagtcacaaa catcctttat taagcccgcc gcaccatcat gcattatacc gcgaggaagt 

    59521 atacgaatgt aactcgatct gctttttttc tttaagcgat tcgcttccaa atatggatta 



    59581 aaaaatgaca ccgaatccat cacgcttctt ctacatttac actcttataa cctctatacc 

    59641 tgatcctgtc tatcaaacta ggttttgagg catgagactc ggaagacgaa ggttttcttc 

    59701 tgtaggactc gtctaaggac tttatggcct tgagcatttt taaagcatct tcttgtgaat 

    59761 attcatcgtc acttacttgc ccactgacgt cagccatacc ctcctccttt tccgaaaccg 

    59821 caacagatgt gcccccgtca acatctttaa cactaggtgt cttgacgaca gtggtccccg 

    59881 taacactgga cacagtagtc accggattgg tggcataagg aaacatcatg tcaataggct 

    59941 tactgagcac atgtctttgt ctaacgaaaa ccacaattat tatcacaaca actactatcg 

    60001 ctaaaatcaa catgagacca cccccgaatg gattttttag aaaagacacc actccaccca 

    60061 caatatcccc aagcgctcct gccgtaacac ttataaccga gcccaatcca gtgcctatag 

    60121 ccccaagccc ttgtaaaaaa gaattaatcc cattaacata cgaaggtgta ttcgtagcaa 

    60181 ttttagcttc tatagtatat agtgcgctct tatatgagtt atattcacga agaatattct 

    60241 ctagatcgaa aacgtttgct ctactcaatt cgtccggcga atataaatcg agtactttaa 

    60301 aatcggcatt ttcaagagga tcgattttta gtctaataaa agcatccaat acctcaatgt 

    60361 cttctatggg cgtcgaattc gtatgcgtat aatcggtata cacgtgcgca tgatttccag 

    60421 ataaaaagat cttcgtacta ggtatttcac attcctctgt cctatgatca cccaacagaa 

    60481 tttcattatc taaccctagc tgcccaggga caacctcagg cgtcgagttc acaaagctaa 

    60541 acgtcaccaa aggccgatta taacacatcg tttcactcct tactcccttt gcatcaacaa 

    60601 cccgcatact cttatgaagc tgaacggatg actgattaac ctctatgcat ttcgagatag 

    60661 ctaacacgtc accatgcaac tgtgcagata tcggacgacc gtaaacctca gacacgatac 

    60721 tcgacggact aatcttacta agttcgtgca acatcgttat cgttcgcttt tgatcgagac 

    60781 accaagattc tgccaaattc cccaatgcat cattgatata atctttcaaa gtatcataaa 

    60841 gatactgtaa ttgcacatag agaatgtcat gtctagactt aacatccacc acatctcgcc 

    60901 tcctacgtat tttttccgaa ccctgctcaa gaaacataag agatttttgc acaagaggct 

    60961 gccaaatcaa aatcaaatct cccgtagtct taaaaatttg ataactacca ttcatgctat 

    61021 atgtatcatt ataatctgac atatagactt cattaattat tttttcaaat tcatccttaa 

    61081 tacacgtttg tttcggatcg gtaagattta aggactcctt gggggcgacg aaagcggctg 

    61141 tcaactcctt agagataaag tgataagtct cattcgtctc cgctcgaagc ccgtgagtca 

    61201 ccgtggtcca gtgctttagc atacacaccg attcattctc ttccttgatt tcccaagaaa 

    61261 acaaagtatc cgctttctcg agaaaagcga ttttcctcac taacgtagtg gccccattca 

    61321 taccattcat tagatcttct atcatagtat agttttccaa gatcgtcaat ttttctaacg 

    61381 gctctgcaaa atgtttaccg tttgaaccgt tgaagaacgg agacccttcc acgatttcgc 

    61441 cagtcgtcaa agcaaagtaa ctaaacgggt atttcgcctt agccgtagcc tccgtcacaa 

    61501 tacaattgag agacgttgat gtagaatata gccacaaagg accccttgca aagtagggtt 

    61561 ctttcgtagt gataaatctt ttattagtta tagatttgaa attcagagga aataaattta 

    61621 gagtattgtt tttattatta tcctcatgaa aggcactaaa caccgtacca tcgggtcgtt 

    61681 tcatcgctac ggcggaataa cactgcgcat gagaattaac taaatttgct tcgtacaccg 

    61741 gcatggccaa acccatcacc gtccgatcca gaaaataaac cacacccaca tcacggtaac 

    61801 tactttggaa cgtcaactct tttttatacg ttctcactgg aaaagtgtag gtctcgatat 

    61861 ttgttttgta aatgatgaaa aaaccctccg acatctttgc attagactta tacggcgagc 

    61921 acgaaatatc tctgtcgaac cgcattaaat ccgtgccttt ggcaatcgaa caaatccgaa 

    61981 aaggatattt gtgattatag cccgctctga tataatgatc cggatcacaa tatatcatta 

    62041 aaacactatt catcaaaaag acagccagga ataatactgc catcttgctc attttcccta 

    62101 acgagatcta gtagattagg cgttcgaaca gagtaactta ctccttccgg cacgtctaca 

    62161 gtctctctcg acaactgagc ttgcaaatca caatataaca gcgaatacac gtctttaaac 



    62221 tttgtcatgc caccaccagt gtgaaataat aaaggagact cgtgattaaa tgtcaaaacg 

    62281 acatttccac tcaaatcccc ctcctcatct atacgcacaa tttttaatcg ctttccaaaa 

    62341 acatcattat atagtgcaac agaaagtgtt aactctctga taaaattcca catttttttc 

    62401 tgcatgtcat ttacatcagt tacaccggaa aagttaaaaa attcattgta ttcgcacacc 

    62461 atccacacac taggatgaat agtgccctct atgcatctag ctaaatcttc cttcatatgc 

    62521 ggtaacatct ccgcgtggtc gcaaccatac gccattgaga tattcgccgg aagtggatag 

    62581 gcagatttat gaaaatccga taacggaccc gttaacaatg tgtacataat ctcacttaaa 

    62641 tccggcaaga gctccaaagg gagcttcttc ggcatcagat tgtttttaat ataaagatgt 

    62701 tcatcgtatg tacagctatc tacacggaga gagccatcca agtacatttt tctgagaacg 

    62761 aaaccgttca taatcttcga taaggcctca aaaataaaat tcccatacac attcacactc 

    62821 actaccttat tgatgagcga ttcctgctct cgaatacatg ccatcaccct attataacca 

    62881 gattcagaaa ccttttgaaa atacgccttt ttccgggcca agacttcctg ctgaagatta 

    62941 tgagtttgaa gcatgcaatt gatcgtgttc agccttcccg gcgtttctgt cgtctgtgga 

    63001 tcccgaatgt catgcaagag actcttaatt ttatgttgaa cctcatcttc ctcagccaat 

    63061 cttttaaata ttggactttc ctcgagattt ttaatgctca ggccagtgac aagatctatc 

    63121 agcctcgaag gagacacata aatggagcca acgtacaagc gctcgtcatg cgttaacaaa 

    63181 ttttcactca aagccaagaa gtcttcagac acttcaccgt aaagataaag actaacatca 

    63241 ttctgtagtt gcttatacaa cgtatgacaa ctatttaact gctgaagcgt aatagcgaca 

    63301 tttctcacta tcgtttccga tattttagac caatacgtaa actcacttaa agaatatatc 

    63361 acgtcaggta ccttgctaaa aatattatac tttttcagag ttttctcagc atcactaaca 

    63421 tgcaacgact cggctgaacg ctgctgctta aaaatctttt tgatttcagt cgcaacagac 

    63481 tgaacagtac catagttcaa aatagcctcc cctaagtctt tctctatcgt ctcaatgttt 

    63541 ttttcaatat taaaaaaagc tttttgttcg gtcaaatgat tacaaaactt cccatgtaat 

    63601 cttcttcgaa gtgattttcc ttgatttgga gtcaaagtca attcttcgta acacttcatg 

    63661 caagtcttgg tttcgagata actctccggt ttcgcaacca tacatgcacc acacatgata 

    63721 gttaacaagt ctataatttt tccgcaaatc tgcaaccctt cttggggcaa aagtaaagca 

    63781 tatacggagt tgatcttact gattaattgt tctatatcat ttagcgtaga taattgcacg 

    63841 ataaactcaa caccgttatt caatgaaatg tttattgaca agtgctcagc acaacgtctc 

    63901 aaacacaaca ccttttcaaa atattttttt ctatcctggt ctaccataaa gctttccaac 

    63961 gctgcatcca aaagaagcac ctgttcatac atagctttta acagtacctg catataaacc 

    64021 gtcaaagctg acgcacaaag aagattttgt tctttgatac cttcaaaaaa agtttgatat 

    64081 aaatgcagaa tcacaatccc attctttttg aaatttgcca tatcagacaa tactattaca 

    64141 ggatcacaaa actttaaaca ttcaaggtcc aaagcacatt cattaagcct agcgcacaac 

    64201 acacacagag attgtaacga attcatactc cgattataat cggtttttct tagtcatcgg 

    64261 ctcatctgtt tcggtttccg tttcatcaca ttttaataca ccgtttcctt gatcatcctc 

    64321 ctccgctaga atttcagaaa agtcatagac cggagcatcg tttgaagaca ccgtctcgaa 

    64381 taccgactgc agattactta ttgaaaagtc tttcacattc atatcaacta agtgattcaa 

    64441 tttaagcatt atggatgccg ctaaggcttc cctaccatcc acaaaaaaaa gcatatcatc 

    64501 catagtcggc ttgtcttccc tatccctcat cacctcagct attattaata attctggatc 

    64561 aatatcgtta gttaaattct caacaatgct gagaaccttg cccttaacta cttccgtatc 

    64621 aaacataatt gcctcacgcc gaaccttttt cactataact tctgaaaact ttgtagcaat 

    64681 aatcgttttc tgtctcataa atctaaaatc ctgcaatgca gaagaggtag ggtttaagtt 

    64741 cctatccacg ccacttccgc ctatccaacc taactggcca aactgaaaat attccctatt 

    64801 agccaaactc acaaatttct ctaatgtcaa accaaatgta accaaagatc gacttgtgaa 



    64861 aattgtacca aaattgggtt ctttggacag tgacgcaatc acaggattcg gaacgccatc 

    64921 caaaactaac tttttaacat aaactaaata ttcctgaata gaagaaaatt taggctgctt 

    64981 gtctaacacc acgggaaaca acacaggatt ctgcgtaacc agcttagatg taagaccgtg 

    65041 taagctagtc aagtagtcat gaaaacctaa agccgacaaa aatttgttat gaaaataaca 

    65101 atctataaaa gttgagagac actctggctg tatgtcgata atatctatct catcataggt 

    65161 attcgtaata ctgaatgcaa atttaataaa agttttaact tcttcggggt taccaatatc 

    65221 taaagttttc ggaacattgt tgagcagaaa acgttgccat agctctaagc acgaaatctt 

    65281 cacattcgga aacaatttat catgatattt aaataaaaga aaggagatac agccagacaa 

    65341 aggattcttc ttatgtttca cgtttttttt aaaataagga ttgttgtgtg ctgtcttact 

    65401 agacttgttg aacggtctat tttttattct aaaatctcga agacattgca tagacaaacg 

    65461 gcaaagtttc gcctgaatcg tagttttcac atatttaccc gatttatata gatcgcaatc 

    65521 taagatttgc tccatatcaa catttgaagc gactttaact gttctcgtat tcagaaaacc 

    65581 ctttttgaga tagctgctgt gaaacgttcc gtatagtgac tggtactgct gaacgagcca 

    65641 tttagaaatt gaattaccgg tacaaggtct atcgacaaca tgacctgaag ccactatcaa 

    65701 tgcgaggttc tgcaaaaccg tcaaaatgac cttataatat gaaaacgtca aaaaaggaga 

    65761 aaaggcagtt gcataagggg tcgtatctac attaaatgac tgtagacaat tttctatctg 

    65821 ttctctaggc gtttgtgtcc ttctcatttc aacaatgcat ctagaaacac attcctcgat 

    65881 acactgtgtt aatccgtgaa ttatagaaac aaaatctttt ttacttcgaa cattgaaagt 

    65941 atcttcgcct gttacaggat caatcagaga atttttttta cagtaatcga agatctgaga 

    66001 tacgaattta cccctgtcca gtgagagcgt gttttgttga tcttttccaa tctctttgag 

    66061 ctcgctgaca ggcttcctgc caaaagagcc taatatatca acctcggcat aataccgaga 

    66121 aaacatgctc ataacaagtg gttccttttt aacattcttt ggtattgccg gcaaacgact 

    66181 accgacccgc accatggcag ttccaataca cgattgacaa catttcccat cacagaattc 

    66241 acataaattc gccgaacaat ttaccaaatg attgtaaatc tcagtatgcg cattacccgc 

    66301 gttataaacg ctcatacgat ttaaattcca cactacataa gaaagcagct gtggagaagt 

    66361 cgcacaggca taagccaagt gattagctga aaatttgtca tctttgcctg atgtcgaatc 

    66421 acatttgata atttttctat tatcgttata cacatcctca gtcaaagacg acaacgcatt 

    66481 acaaaaagac aaagatctca gcagtaactc ctgagtcatc accgaattaa acgcttgttt 

    66541 cacgtttggt ataaatgcca attttgagca atataagata gaatttgggg caaagatcaa 

    66601 aacagcaaga tgactagaca gatgtaactt taaattcgtg agctgcgcca tgcgttcagc 

    66661 gtgtgtctct gagtttctta tgattggcca gtcattaaaa ttcattatct gactagggtc 

    66721 atacaccgaa tccagatatt cggctacatg actaaacgat aattctgtca caacggaatc 

    66781 aaccaacatc aaaaaatctt tctcgaccgc tgaaattttc tgtccggaga tacccagata 

    66841 agttttatgg ggtgctaatt tgacagtttg ctccccatcc tgtgtaaatt gtttcaggcc 

    66901 agcatcgatt aattccttag tattagaaaa tcgtaatgtt gtaccccacg atgtaaaaac 

    66961 ataataaaaa agcgtctcac ttaacgcagg cagaaaaaat gctcgttcct gaataaattc 

    67021 tgtacaggaa gataaagaaa tcgtttcttc agtttcaaat aaagttgcgg aatatagagg 

    67081 aattttcaca cacgaatact ccccaacttg tacttgaatt tgttcttcaa cacaaggaat 

    67141 taacagacca gcgaacaaca actctttgaa accgtttcca cacgcaacat gacaaataac 

    67201 agaatctgca tctttgccga cagcagaaca aagagctttg atatcgatta ctttgcgtgc 

    67261 tgtaggcacc tcaaacgact gcaagtgaaa tttctgtctg gtttgctcac ataatcgaat 

    67321 aagatcacca tgatcttcgg ccataccaac taactgctca gttccatgaa aaaaaaaaca 

    67381 cacgggcata aaagacgtaa ttttagttag aattgtgcct ccaaaattag tgataggtgt 

    67441 tttaaccgtg gtcgagaaat cgttttctac agtcaaattc attaacaacg gcgaaataac 



    67501 tacaggagaa tttctctcca ttaacgataa aacagataaa acatccaaaa gttctttatc 

    67561 ttttgggaaa acatagatcc aagcagcagt agaaacggga gcagaaacta ccgtttcgtt 

    67621 ttcatcagcc atctttgtgg atttgatcac aaaaacaaag ataatggggt tttgtggtga 

    67681 aatccttata tattatgttt gacgtaacat aacacgcgtc atcaaacata agagtaaacc 

    67741 acaagttgga ttataccgtt ttctatatga ggtttacgga caaaagaaaa acgatttttt 

    67801 tatgcaaata ttttccacgc agatgatatg acacgcccct taatttaaat ttatgcaaat 

    67861 cgtcgtccac ctcaggtaca atagtatatt atatatatat tattttaata aacttattga 

    67921 ggacgggaga acgagggcgt ggcgtttacg tcatagtcta attatgcatt ctcagaacag 

    67981 gatttaaaaa ggctgcgagc ggctgactgt tcagagggac gctggggtac ggcttgagac 

    68041 gtttgattga aaatgattct tcgtgtgcta ttttctgcaa aaaaattaat tcgccggcga 

    68101 cagtaaactt ttcagcggaa tttcaaaaat taattccaca tgtaatttaa gcattttaaa 

    68161 acgtataact cacaacgtga aaacatattt acgaatacag tagtttccgt gatatttttt 

    68221 cgaaattaaa aaattttaaa tcgggtaaat gataaagcat actaagctaa gttttttgag 

    68281 gttttcggta taatgttaac atttagttcc acatgtaatt taagcgtttt aaaacgtata 

    68341 ggtcacaacg tgaaaacatt tacgaataca gtagttttcg tgatattttt tcgaaattca 

    68401 aaaattttaa atcgggtaaa tgataaagca tattattaga ttccacatgt aatttaagca 

    68461 ttttaaaacg tagaattcac aaagtgacaa aacattcaca aatacagtag ttttcacggt 

    68521 atttttcggg attaaatttt aaatcgggta aatgacaaag catgctgtta aattcacgtt 

    68581 tttagggcaa gttcttcgag gtttgctctg tgattatcag tgaatattca gcgtttcaat 

    68641 tttagattat ggttcggtaa aaatataggt ctttgaggtg tttgaagtcg aagtcgttaa 

    68701 tatcgtattc agaattaagg aattggtatt taggatagtt tttcagtatt tttagtcgcg 

    68761 acgaggttat gacgatgttt tcgtttgcat agtttaaacg gtaaattcag aatccgaaaa 

    68821 aagttcaaag agtttcatgg atagactcta aaacaggctt tcaaatttta gctagtattt 

    68881 attttgaatt tcacttaggg tacataaagt tttggcatca aaattttttt gattttagaa 

    68941 agaagtagtt cagagtgtga cagcaaaaag tttgtacaaa atgtaagaat ttgtttacgg 

    69001 taagatcgtt attctgagtc agaagaacat gcgtttaagt tagtttcaca ggtgtcagct 

    69061 tcatagtcta aatctaagtc catttcaaca ctcgattcac tttcatgttt agagttgacg 

    69121 ttttcattaa tgttaataat cacaatttct tcttgttttg cttgattgaa gtttagttct 

    69181 ctaggatttg gtattttgtt gtcggtttcc attgattctt ctatgagaat ttcggtagtt 

    69241 gtttttgtcg ttgttaggat tgaggtgtct ggtttttcga cacaaacttt ggacttgagt 

    69301 ttaggcgtat catgtttttt atgtgaacga tgagaggttt gaggtaggtc gtgatttgtt 

    69361 gaatagctgc atgaaggttc cgtgtcgacc tttggacaag taaaagaaag attttggtat 

    69421 tcttcaggaa aatttggaaa tagcttaaac tttggtgcgt ctttggcgaa ataagtgcaa 

    69481 aaaaatagac tcggtttcca aggagccatg attcgttcga ttctattttg acagctgaca 

    69541 tcatcgcatt tatggttact gaattgtttt ccgatgagtc tgctcatcag accgcattcg 

    69601 tatcgctcgg ctactcgtcc cgtgtcgaaa tcgcggataa attgcggttt ctttgtttgt 

    69661 atgatttgct ctttaatttg tcgtagtatt cgagcaaacg taacaacgat ggacatggct 

    69721 tgttgaattg ggtgtctaaa cgagtctgga gtttgttgtt gtacttcaag ctcggagttt 

    69781 ggcatctctc gatctagtac aggtttaccg cagagttgcc tgagttttcg gtattcgatg 

    69841 tcaccgtgtc cgttgtcgtt gaaaacacag gttaactttg ccatgttgag tttgttgaaa 

    69901 aattcgaatt tcatgacggt gatggtatac atgaataagt cttgtgggtt gaccggcagg 

    69961 ttgtgaagat cgtgaaattt aaaataactg caggcttctt ctactgtagc aactgtaaaa 

    70021 gcaagacaag gtgagttggt cagggagaat atccggtcgc ccatcagttg ctgattttct 

    70081 tctcgtgtga gcgagtctag acattgtcgg tagcgaagca gcaggtcggt ttccagtata 



    70141 tcattagtca ggaggcaaat tcgttcgtga gtctgtggga atctgtctcg gatgcgttgt 

    70201 tttggatcac gggcgtctcc gttgtaaggt ctcaggccga gagattttag cgaaaagttt 

    70261 gtgtcggcaa aggggactgt tggaagatta ggcagaaagg tgatcgcatt gttttgagcg 

    70321 cgtttttctt gttgtttctc ttcgatgatg gtcttcagct gttctaactc tgtcagactt 

    70381 agtgcgtcta gtctggattc atccagttgt ttcagaggtg cgagttttcc tcgaaaattt 

    70441 ttggcgaaat ggctgatgaa cttgctggtt tgtctatgcg tggaacgttt tatcgttcta 

    70501 aaggcggttt gtctatgata atcatgatgt gagcgtttta ctccacgagg atacatgttt 

    70561 gcttataata gatgaaatga cataaattgg tctctttata tgttttttga gatgcttttc 

    70621 gttggcgctt ttttgcggtt aagttctgcg aaaaaaggaa ggacggtgtt actgatgctt 

    70681 taatctccgg aaatactagg atatggcgcg atttagttag cgtgtgcgtt ggagtcaaat 

    70741 ggtaaagact aaaagaaggt ctgggtttag aggtagtaag ttagtttttt aattgctcca 

    70801 aggcgatgga acaatgtact tgtttgctgt tggactggca tttagtagca aagcacgtgc 

    70861 tccacaagat gagaattaac cgatttccgt cggctttgag ttgtatgtaa actaggacgt 

    70921 tatctcgatt tcctctatgt tgtctgttca ggcagctaaa atccgaaact cttccaaatt 

    70981 gtgttttttt gatctggagg ttctttgaat ctattttaat aaaagttact tgtgaaaact 

    71041 gttgcgctat cctagtctcg taatgagtaa ttagttgcgt tttaatgact ggccatccta 

    71101 ttaatctgat aaacgataaa agggagtcat ccgctgatgt tgcattgttg ttaaaaccat 

    71161 gcgtgtttag gtacttggtg attagagtct ctgtagctat gttaactttg ttccacagtt 

    71221 gtctggattt taaatccatg aaacttaggt tttctttagg gcagccttta tccgttatgt 

    71281 tatagattaa ttcttcgatg ggagccttct tagtaccgtg atgtagaagg ttgtttaaat 

    71341 ccatttgcat ctgaataaac gtcttgcaag aatttcggta acctgctggg acgataaata 

    71401 tgggagttag acgtccatgt agcattttcc ctttgtccat gtctgtcttg tacatataac 

    71461 ctattctgat gcagtgacct gtgtggtaaa tgccgatgtc gaaacattcc ccgggaaatg 

    71521 ttatggaatt gaggatctga ctaagctctt gatctaaaca cataacgtga tttaaaatct 

    71581 tggataattg ttttaatggt tctccaccgg cgatcgctgt gccattaggt aatgggattg 

    71641 atattctaag accgatcttt ttccgacaaa cacagaattg tttgatttcg gttggatctt 

    71701 cagtatagtc tagtgtgtcg ttagttgtgt cgcactgggt tttgaagaag aagatgggat 

    71761 gtgtgtctgt gtcgatgctt ggaaagattt ttttccaggc gttgatgagg gtaagtctta 

    71821 taaggcgaca catcgagaaa aatgtttcct ccgtaatagt tgctgtatct tgcagcggaa 

    71881 gatccaagtc tcctatgtaa tttgtgactg gtatgcgttc gttgaatatt tcgtgtcgtg 

    71941 tggtatagaa ttgtttttcg acgtcgtcgc agagaaaatg tgtgtcttgc agccagatgg 

    72001 cgcgagttag agcttcatca gagatatatt cgtcggggag atactgtaag atgcggttaa 

    72061 atcccatgtt ttcgtaccaa tcctcagagt ttccgaagca aaaaatattt ttatgtaaaa 

    72121 gctgcaccct gaatacagga aagggacggt gataatcttt gtgtaggtgt tgtcttctgt 

    72181 agatgcgctt atcttgtatc tgaacgtatc tatcggaagc ggagatttct aataatcctt 

    72241 gtaatcctgg ttttactgga gaaaaaagac cttctccgtt tttattacat ttcgctatgg 

    72301 cacgcgttat ttgttcggaa gttaatgctt ggatggtctt ctttttagag accagagcat 

    72361 actcgtattc tgtaacgttt agatttggat tttttaatct ttttatgtct atgtatgttt 

    72421 taaagtaaca atccgcatta aagtattgct tcatgataca cagtaaattt tcgtgcaggg 

    72481 aatttccaag aatgtggaga tttctctgac attgttgccc tattggtaaa ttagagtcgt 

    72541 aagaagtgag attgcagtaa ttgacgaatt ttgttgtctc tagggccgtg ttgtaagcga 

    72601 tatatatgta atggacacgg aatgtgttgg ttagatgtga actctttcta aatagattga 

    72661 tttgagtgtc tagatgttta aattcttcct tatcgcgaag atttttttgt ctggcgtacg 

    72721 ttgagaagtc tgcaaatagt tttctaaatt ttgattttaa agtgatgttt ataaattcgg 



    72781 acatggaaga atacgtgaac accatgtttc cggtgttttc cgtgaagcat tgaacataat 

    72841 ttttggtagt cgtgatggta ctcttttgtt cctcgaacaa atagtaaaac attgttaata 

    72901 aaagcatacc ttctgtttgc ccgtaggtcg ataaaaacca aaagggggaa gtgggcaata 

    72961 ggaatttacc ggtgagatat ttgataatga gcgatttgtg gaaataggcc atgtatttaa 

    73021 attcgacgtc ctctctttct tttccagttt gagataatat catgtcgaca tataacgatt 

    73081 cggtttcttt gtcgttgagg ctgttggcga catcttcagc ctttatcgga cttgcagttt 

    73141 gtatgtagtg gctgagattt aatttttcgg catggcagac aaataccgtg tcgattcgct 

    73201 ttgaattttt gcatttttga gtttgaaggc agaaactaac gttatttgat ggtttatatt 

    73261 taacaataat cggaaagatt aaatgttcac tgggacttct acataggata ctaaaaatta 

    73321 cgttggcggc atcgtattca gtcgcaaaca ctacgatggt cattgtgtag agctctgttg 

    73381 attacagatg aatttagctt taaatgccct tagggtattg gggtgttatg ggaaattgtt 

    73441 ttcgacgatt atctttgttt ggacaaccga ctcaggcaaa gtatgaaatg ttgtgctctt 

    73501 ccgacgattt agagaccgaa gagctgacgt attttctgga tatgacgtat aaagattttg 

    73561 gagtttatca gaatgatatt ataagtcatc aaaaagacac ggaaactatg aaaactctgt 

    73621 taggcttatt accaatgtac aaaaaaacta agctcaggca tacggttatg gagcgttgtt 

    73681 tatctaattg tcctaaccat gttaaagatg cgctctgtgt agagcttatg aaagctgaaa 

    73741 aaatattaca aacgatggat gtcgttttta tgaaaacttt aattggcgaa ttttccatgt 

    73801 gcaccgaaaa tcttaatcag ttgcttaaca aattcgctac agatcagtca acacttagcg 

    73861 atgtcgagaa aataaacagt ctcatagaga ttgatggcga aaacagcaaa cgtcttttag 

    73921 tcgagttgga tccgattctc catgaggaga caggattata tcaagcgctg ccaaatgttg 

    73981 tgacggaagc tccaagtgaa aaggttaaat cgatacgcgt tgagtctgaa ggtgagagtg 

    74041 tatagttaag cgttattgga ggcggcataa tgaaacaaga aagaggaatt ggcgtctagt 

    74101 acctgtagcc ggtttattgc acgttcaggc attaaactga ggcaaaaatg tccgcaagta 

    74161 aaaattatcc tggcgatgca gatgcctgta gggatgtaga tagttttgcg tgtggagttg 

    74221 aagatcttta tggagggaat tgtgtctttg ttccagatgt aggtttcgat caataagccg 

    74281 agtttggcaa tttcttttga gggaatcatg agagccttca gttcatcggc gcaaacgtac 

    74341 atggcgtcga agtattgtat cgtatagctg ttcggtttag ctataaattc tctggatgct 

    74401 tttagatgga aaattgcaaa ttcgggggga gacagattga tcatctccca tggttccggg 

    74461 atgtagcaag ggagaaagtt gattgagaat tccacatctc ctgggagaag cattagagag 

    74521 tgctcggata agttcattag aaaaactgaa atgtcggttt cgtcggttat tatttcagtg 

    74581 acgcattcgc agaatacgtc gttgctgtgg ccagtaataa ctccgaagaa accatctggg 

    74641 atgtacaggg aaatatctag ttttacgatt cgaacttgat cgtgcggcac ccatatgagt 

    74701 tctctattta cgagtgtgat tttgttggtg tccataaaaa cgtccatttt actattcctg 

    74761 tgatggctta ctaaaataga tggttcttcc gaaatacaag tgtccgtatt tgcatttctt 

    74821 tttgcgcggt gccttgggta gaaagttact gggttgtcgt gtttcctttc atagttaaca 

    74881 caatcggttt ctctttgctt ctcttttttg caggtcttcg acactgttcc attttgcgga 

    74941 atacctagaa gcgggattgg gcgttgataa gaggttagtt cgttttctag aaatttttta 

    75001 aatgatttct tatttacagc cggccacaca tcgtgcgttt tgtcttcaga tatgtctgta 

    75061 gtccaaagtt cattgatgtc cacatttcga aagacgaaaa attcaatgta tctcgagctc 

    75121 gtttgtctct gtagggtaat cgtttcggag atcttttctg aaattgcgct gtacattttt 

    75181 ccaggtgaca gagagctgtc tgctgttaat cacgtcgacg cgaagactag ttgaaaataa 

    75241 cgcttaagat gagttgtaag aaaagcgaaa ggcaacgctt atatgtcagt ctctggctct 

    75301 tttccattct tgtttttgcg gccgctacgg aagtggactt ttattctcca gagtgccatt 

    75361 cgcataccta tgagatcgtc ttgaattcgt tttcttcgat ctggcttttg ataaatcttt 



    75421 ttttattgtt atgttctttc gcgattttct tgaaatactg gtgttataag acttttgctt 

    75481 cagagacggt gaagggttat tagatcgcgt gagacttcta ttttaagtat aaatgtagca 

    75541 tacgacaaat aaaagcattt ttgttgtgat tggatcttgt tttattatct tcaatagatt 

    75601 ttataacgac aaaagacaaa actcatttca aaattgagtt tttattgaag actgaggatg 

    75661 agcagctttg gcaaacgtat gcagttatgt gctgtgttgt ttaaatcgcg tcgttcgtta 

    75721 tatgtgttat gcgttgcatt ttgggttgag tatgctttgg tttcagtagt gaggttatct 

    75781 ggatggttgt gtgagttttt atcggtgatg cggtaatcgt tgtttccagg tagagttgcg 

    75841 ttagcctccc gactttttgt ggaacttttt tttttaaacc tctgtagatc gtcccgtgat 

    75901 tgtttggggg tagatgttag tcgtttgtga cgagatgtta gcttttgtta gtttggctga 

    75961 ttgagttcta ttgctagtcg ttagctgtgt agtgatatga tctgtccacc ttagacttgt 

    76021 attcgttaat ggttccttag gcgttgttga taataaattt gaccaggtta ggatggcggg 

    76081 ctttgaagat gtcgttaaga acgtttcagc ggtgaaggac cgttgaggtg tagttgattt 

    76141 ttccgatgtg tgagcgttaa gaattggtgt catttgtgct atttctgtgt ggtttatctc 

    76201 ttcgtgagtg gacgctgaca ttctagtatg ctttacctct ttagtgactt tagtgattga 

    76261 gtatgatgaa ttactagatg gtaaaacgtt gttagttatg tgtacttcag ttttggcagt 

    76321 tacattcgac ggtagttttt gttttggagt gacagacaac gtctgaatgg taggtagctc 

    76381 gtttgaggat ttcaaggttg tcctctggaa tttgccggtc atgttttgta cttctgtgtt 

    76441 gtgactcatg tatgtgcgtg ccgtgttttg ccaagtggta aactttaaaa tcggagtggt 

    76501 gtgttcggcg tcggtgaatt ttgttgtact ctgctgtgat ttgctcttaa gataaatata 

    76561 gttttttggt gaagaatagg tattgccgtt aatttccttg attcctattg ttgtgaaggt 

    76621 ggtgctttcg atcttttggg ttgcgtttgt tgttactgta gcgctctcaa aggttttggg 

    76681 aattctgatt gtggtatttt caaaatttgt tggttttggt ggactttttg ggttttcggt 

    76741 gttttgttcg gttttaatag tggcgttaag acggattgta agagttggaa tgtcggttgg 

    76801 ggtgtacatg ggtcgaggaa aatctgaacg tttaactatt tttttgatgc tttccgttgt 

    76861 ttgcgttgtt atggtgggtg tgttcggtgt aacttttatg gtgtctgtat gcagttttgt 

    76921 agagtttttt gttacggggg gaggttctgg ggttggtatg ttggtactag ggatatgtgg 

    76981 tgatgtgaga gacgctgacg tcgatgatgg tgtcgtagtt agtatcgaat caaagtttac 

    77041 tatggttcgt ccaaaggaag tagtaacatt tataggtttt ggcgactgtt taaaatattg 

    77101 atcatttgaa gggacgcatg atgttgtgtt atagagcaag aagtaaacaa agctggtgta 

    77161 attaaagaag atttctgacg tgaacgaagt caatgaccgt gtcagattcg agttggaaaa 

    77221 tttgctcatt gccatccgca aggattcttc ggtcagtttt atgtcaaata actgtgctcc 

    77281 cagaatttta aatggtagta actctacgca tggcggatct gcggtatatg tagatagtgt 

    77341 ggcaaacaga agataaaata gagaaaaact gctagcgatg atagatttgt ttgcagccgt 

    77401 cgacgatagc actattttgg tttctgtccg cggtaaattc tgtaatggag acaagttaac 

    77461 cgcagacttg cattgtgaat ctcgaatgtc ccaagagaaa acgttagtta aaatttgagt 

    77521 gaagcagtcg agggatagat ttgtctgaca aaaacttgta tacaagtttc ggaggtcgta 

    77581 aaaatgttct ctttgttcgt cgctccaatt gtggcggttg acggttttga aagcttctaa 

    77641 gggatcagac gtgtatttta ttagattagc ggagtgtatg actatcgcga aaaggcccag 

    77701 aaaaaggccg agttgcgaga tgtgaagcat gtcgggtgag ttgaccacaa tgaatttgta 

    77761 caagtagaat gtgtgactaa aatagtattt gcttttttta taggattgga cgatgacctc 

    77821 caaatgcatg ctgtgttgga ccgcgattac gaatgccctg gctattttaa tgttattact 

    77881 agtaatttac cgggcgataa tcggatttaa tggcgatatt tatacgagca cgttgtcggc 

    77941 gtttagctgt atacggacaa attcatctaa tacctaagat aaataaaacg tttattcaac 

    78001 acaatctgat aagtctatat aatccgaata aagcaattat tgcgatcaga atataaatga 



    78061 taaccaatat gatagacact tggtctatat cgattccgac ttcagacatc tcaaaaacag 

    78121 agccgttttt ggctaacaaa agatagtgcg tcctggtgtt gggaacaagt aaattgttgt 

    78181 tgggatctgt caatgttttt agttcgtcta tgttttttat gtaaatgtat tgtaagggac 

    78241 cgtcgatatc atcatattcc atgactacgc tctgacagaa ctcgcatgtt tgagatgaga 

    78301 tgtttcgtag cacaagcaga tcttgtcctg catatttata gttggttgaa acgtaggtgg 

    78361 aattgagagg tatggctgtg attattatac tcgtagccac aattgtcgtt gtaattgtta 

    78421 ggctcactcc tttaatcacg taagagggag aaattacaaa tgtcacattc ggcagagtca 

    78481 gagaagctgc tggttcactt ggggagagac actgaatagc cgctactctc tccatatttg 

    78541 gcggtctgta tacggatagc atctccatca tgtctgatcg ataacggtca agggaagcgt 

    78601 acgtgagaac tgtttttaga aaagaatttg ttacatctct gcgtacgggg gaggcacaag 

    78661 gcgaataaat attttctaga ttcggtgccc tgtcagctgt aagcatgcgg gcccatgaaa 

    78721 ctatttctac ggggttacac aggtttccaa ttagtagttg catgtgcctc tgcatgcgtt 

    78781 catcggtagg gatgatattc gctatttcgg ctagcatgaa tagagtttcc ctatcggaaa 

    78841 atgtcagatt agtaaaaaac atgtgttttt catagatgtt ttgtagagtg ttggcaatgt 

    78901 cagtccactt gtacttggaa atcgttacat tggattcgta cgctgtcgct aagtacgtga 

    78961 gcagcgtaga tacggaaatg gatttgtttt tggttatgta gctatagtcc gagggctcgt 

    79021 attttaaaaa ttccttcatt tttgggtatt gtaacgtacc ttccgatacg ttcacacatc 

    79081 ggttgacaaa tgagtcgatg gacaggagat tttcgtgtgt ctttaacact cttaacacgg 

    79141 gcattggtcc tgtgtttttt gtgctatatg agaaatgtac gataccgtaa agaaacatca 

    79201 tctgcggtat gccggcatag ttgggttttt tacagtctcc tcttaatagg gtttggattc 

    79261 ctaggttatt aaatttgagt agtagagctt ctacttcatc tacgtcattc aacgtttcgt 

    79321 ctacgaatgt cgcatctgat atgaaacggt attgtacatc tattacgtct ttttcgacta 

    79381 tcaatagtaa atcgtctgtc aatgtctgtt tgaatatgaa tgaacttttc ttataagggg 

    79441 ctttaaagtt tatgctggtg gtgtttccgt acatcatagt cagatctccc gcgggattct 

    79501 ggatgtacag tatcataaag tccggagtaa agaaatgggt atagatgtct tcgcccacat 

    79561 agcgcgtaat tttagcgcat ctgacttgga ctggaaatat tagttccttg agagaattag 

    79621 gcagcttaca ggaaacgttg tcgtattgca tctgtcgaac ttctacgacc ctgacgtaat 

    79681 aaattccctg tgaagggtac atgtttaagg aatacacaac ctgcggttgg atagagcgat 

    79741 ctaagttaaa ttgtttgacc gaaggtacag gagaaagtct taaaatatcg ttcattggcg 

    79801 gctcataaaa acgtgtaacg cgtttttcat aatttgttaa cgattctgtc gtgttgatgg 

    79861 catcaaacag gtggtatgtg atatcggagc cgagtaagca tttagggact tgatatatcc 

    79921 gagtgtcgtt ttttgtataa aagttaaatg ttataaagcc ggggcgaacg attggatttt 

    79981 caaagtttcc atttctacaa tggctcgagt tcgatatgtt caacggtctc caaccgtaac 

    80041 agggagtcaa caggacaaag acccagagtc ggaggagcat agtttttctt catcgatgaa 

    80101 gtgtgaaacg gttctgctat tctttgaaag ttgaacactt tttgatcttt ccatattaaa 

    80161 tagattacaa aaatgatgtg taatggaact cggaattgtt tctaaattct ccgtgtcttt 

    80221 ttttccccgt gaaataacat gtctctgaca ggtttgcctg atatccggaa aaaaattgga 

    80281 cagtttcacc acttgaggat atataaacag atcttatctt ttcaaggaaa ttttgcgcga 

    80341 ctaaattatt ttttaggaga cgtgtttccg gctaatttgc gatcggcatc tgtctcggtg 

    80401 tttttcgagg tgcgtctagg gccgcgcatt ccggattgta tcgtcttgct aaagagtgta 

    80461 gatgtcaaag atgagtttgc ttttcattgt tattttttcg agtttaagac gactttgggg 

    80521 aagtcgacga tgcagtctgt gcatcacaac tgcattcacc aggcgcaata tttgcaaggt 

    80581 ttgagacagt tgcaacagtc tatttcgttc ttggatcaat atttaatcgc agacgaggtt 

    80641 tcgtggaacg ttgttcccgt aatctgtttt ttcaggcagt ggggacttaa gttagatttt 



    80701 tttaaaaagt tttcggggaa gaccaagcgg ttgtcatttt cgtttatacg tgatttgttc 

    80761 gccaggtctc aggatggcgc agtgcaatct cttttatcaa tacccaatta caccaatttt 

    80821 agaagggcat gtcagaaaca tactgatttg tacagaaaaa gatgtcgaaa agctccaaag 

    80881 tcagtcctca ctaagacttc gggagaaaat agatcaaggg catcgcgaca agttgctaag 

    80941 aatgcgccta aaaaccgaat tagacgcact gcaaaaaaag atgcaaaaag acagtgacgt 

    81001 tttgaattct catttgaaag cgatagagga tgctttgctg tttacgaatg atggggaggt 

    81061 aaacgtcgaa acgaaagctg atgcgcaact gataccgaaa tctcctgaga agctggaaaa 

    81121 attcaatcag gtcgctataa ccccactcga cccctttata agatttacag acgattttag 

    81181 aggagaaatg atcaatacat ttttcaataa tgcccagatg tggaatttta cgttcgggtc 

    81241 ttggttctat aagctcaaga gggtttttta caatgagccc ggtttaagaa gggctttaaa 

    81301 acttactaat gtggattctc tgactatttc aaaagagtta ctagcagtta ccgtcaatgc 

    81361 gttggagcaa gcgacggtgt atcctatatt cggaagtgaa atgtcagacc tggaagcagc 

    81421 cttgtgtatc ctggcagctt tttattccac ttatgagaat tcacagatcg acgaacgtac 

    81481 aaccctagaa gatgttataa ccctcttgcc tgtgatattt agattactcg gcagtgaaat 

    81541 tacagcattg aaaaatgttt ctccttctgg cacctatttt ggatttaatg atccttcttg 

    81601 tatgaaattt tttgttccca tgagaaaagg caagcattat gcagaaaaca cattcgggaa 

    81661 tcatgtgctt ataaagatgt tgttaggtag aggggtaatg caaaaaattc ccggtgagaa 

    81721 aattagtcaa aattttgatg ttgaagctcg tttacacggg gccattaaga atgatgtttt 

    81781 ggtgtattgg acatatcagc taatgaggcc aaaattggga aataatgttc caatcttcat 

    81841 acacgatcaa cattatttac ggtctggctt ggttgcaatt gaaagtcttt ttttattgtg 

    81901 gcggatcctg aactcagaaa gtttgtttaa caagagagtt gggaagtttc tcttaacttc 

    81961 ggtttttcca cagttggaga atgtcgattt cgccgaaaat aactttgaag ctggaaatat 

    82021 tcaaaatttt gaatacttaa tgcaccatta cgttgtgcct atgtacaacc tgcagaatga 

    82081 catatcaatt tcgactcttt ttcctggtct cgtggccgtg tgtgtaaatg agagtgtgag 

    82141 attgggatgg gaacataagt gtgcgggggc tccgtccgat gccgttcagg ttcaatctaa 

    82201 ggaaaatccg ttcgtggagt atatccgcgc tcaaatggaa caacaggcgg atgtggcgat 

    82261 acttgaaaag catgactgca ttctctttca tcttgaaaac ggtttaaaca tcactctatc 

    82321 ttttacatta ccgagacaga gattgtttgc aatggcttct tcattattta atgtaaatga 

    82381 tacttatgat ttcatctatt ttctagtttt gggttttctg ccaataccgg ccgttatata 

    82441 aggcgggatg ttgtgttgat tacgtcaata cggatggggt tttggatata aagacttaca 

    82501 gagcttttaa agaatcatta cttcgtttat tcaggatggg gaaagaaacg aagtctttgg 

    82561 cttggccagc cactgcggag ttttatggtt gggtatttat tttttcgtcc atacagttgt 

    82621 gtacaatggt tttgctgacg gttaggttta atagttttaa agtcggtcga gaatacgctg 

    82681 tgtttacatt tgccgggatg agctttaatt gttttttact tccgataaag atgggattgt 

    82741 tgagtggaca ttggtctttg ccgcgagatt tttgcgcaat tcttctctac atcgatgatt 

    82801 tttctatcta tttctcctcg tggtcattgg tgtttatggc gatcgagcgc atcaaccact 

    82861 tctgttacag cacaccgttg ttgaacgaga attccaaggc tctggcaaag gtgtgtttcc 

    82921 cgatagtttg gatcatatcg ggagtgcaag ctcttcagat gctgaataat tacaaagcaa 

    82981 cagctttgca gaacgagacc tcacagtgtt ttctcgcgtt cttaaggagc ggacacgaca 

    83041 tgtggttaat gttggtttat tcggtcatga ttccagttat gctggtgttt atttacctat 

    83101 acagcaaaaa tttcatgctt ttgaaagatg aactttcgac cgtgactacg tatctctgta 

    83161 tttatttgct gctaggtaca atagcgcatc tgccgaaagc tggcttaagt gaaatcgaga 

    83221 gtgacaagat tttttatggt ttgcgcgata tttttatggc gcttcctgtt ttaaaagttt 

    83281 attatatacc cgttatggcc tattgcatgg catgtgatga tcacactgtg cccgttcgtt 



    83341 tgtgtagtat ctggctggtc aatttgtgta agaaatgttt ttcgtgtacg cggcgcgaaa 

    83401 aggagtcgga tttagaggtt ggaataaaaa tgttaaaatg agtaaggagt ttatcgtttt 

    83461 tattcataag agaatagatc ttcggcgctg attcctgtaa ggtcaaatat ggcagagctg 

    83521 tcgagtaatt gtggattttc agacataccg cagaagactt taaagtcgtt ttggagaaat 

    83581 gaaaacagtc cggctttgtg ctcggctctt tgctgattgt acgccagtgt ggatatctca 

    83641 aattttccaa acattataag ataggcaaac cataggtgtt tgcagatgag ccgcactgtt 

    83701 ggttctcgtt cttgatcccc ccaaaatcgg ttaaagaatc tgcagatttt taaaagtcgg 

    83761 tgattataga tagctccaac ggagaaaact atattgcctt cacagattaa ttcttccgga 

    83821 attttgagat ttacaccaaa ctcgtccatg aaaagaaaat taatcatgtg actaacattt 

    83881 ccgctgtagt gcagcttttt tgagatatat gctgagtgac tttcgttaaa catatgtcgg 

    83941 agtagttccg cgtcagaatg ctgtttcaga atagaaaata ttcgaaacca gtagttgttg 

    84001 ctgattttac gattcaaaat cactatgtct ccgattccag aattgtacaa actttcgcgt 

    84061 agtagtaaga tcttgattcc gtgtgacagc attgatgtac atacgtgttg aattaaaagt 

    84121 aattcctctt gtttaaagct agtcagattc tcgtttctaa gcagttttgt ggttatgtgt 

    84181 aatattaaat tagggacggc gtcgttcaat tttatgtact gtcctatctg ggtcatctca 

    84241 aaatgtctaa agtttgggta ggtggattcc tttgtgttta tggtgaagaa ccgtcggaag 

    84301 aatgtttagc tctgcccagg gacacggttc aaaaagaact ggggtccgga aatattcctt 

    84361 taccgttgaa tattaatcac aacgaaaagg ccactattgg aatggtacgc ggtcttttcg 

    84421 atttagagca tgggcttttc tgcgttgcgc agatacagtc tcaaacgttc atggacatca 

    84481 taagaaatat tgctggcaag tcaaagttaa tcacagcagg ctcggtaatt gaacctttac 

    84541 caccggaccc ggagattgag tgtttaagtt caagttttcc tggtctatcg ctgtctagca 

    84601 aagttttgca ggatgaaaat ttagacggta aaccgttttt tcatcatgtg tctgtatgtg 

    84661 gagtcggtcg gagaccggga actatagcga ttttcgggcg agaaataagc tggattctag 

    84721 ataggttttc atgcattagt gagagtgaga agagacaggt tttggatggg gtcaatgttt 

    84781 attctcaggg tttcgatgaa aatttatttt cggcggattt atatgacttg ctcgcggata 

    84841 gtttggatac atcttatatt agaaaacggt ttccaaagtt gcagttggat aaacagctat 

    84901 gtggtttgtc taaatgtacg tatattaaag ctagtgaacc acccgtggag attattgtcg 

    84961 cagcgaccaa agttgccggt gatcaagttc agttaactac ggaacctggg tctgaattag 

    85021 cggttgaaac gtgtgacgtg cctgttgtgc acgggaatta cgacgccgtt gagtctgcga 

    85081 cagctacaac ggctatgagt aatcaaaatt tgccaaatac tactcctttg ctgtcgagtc 

    85141 caccgttttc ggattgtgtt tttttaccga aagacgcttt tttttctctt ttaaatgtta 

    85201 caaccggaca gcaaccgaaa atagttccgc ctgtttctgt tcatccgccc gtaactgaac 

    85261 agtatcaaat gctaccgtat tctgagtcgg ctgctaagat tgcagaacat gagtcgaatc 

    85321 gatatcacag tccttgtcag gcaatgtatc cctattggca atattccccc gttccccagt 

    85381 atccggccgc gttacacggt tatcgtcaat cgaaaacgct taaaaagcgg catttccaga 

    85441 gtgattcgga agatgaatta agtttcccgg gagatccgga atacacaaaa aaaaggaggc 

    85501 gccatagagt tgacaacgac gacgataagg agatggctcg agaaaagaac gatttaagag 

    85561 aattggtgga tatgatagga atgttaagac aagagattag tgcgttgaag cacgttcgcg 

    85621 ctcaatcgcc gcagagacat atcgttccga tggagactct gcctacgatc gaggagaaag 

    85681 gcgccgcgtc cccaaagcca tctattttaa acgcttcttt ggcgcctgaa accgtaaata 

    85741 ggagccttgc tggtcagaac gaatccacgg atctgctgaa actcaacaag aaattgtttg 

    85801 ttgacgcgtt aaataaaatg gatagttaaa atgtgttttt atgttgtgat caagtggtgt 

    85861 ttagctgtgt gttacaagga agattcagag tgaattcctg gacatggtga aacttgacac 

    85921 ataattgttt accgacgcgt tcaataaaac gaattgttaa aagttgtttt ttgttttttt 



    85981 tattttcgta taaaatggta tttaggcgct agttacgggg aagatctatg ggagtgattg 

    86041 tgacaaggaa tgaaatgaat gccgacgtct ccttctaata tcgttaggtt ttgtggggtt 

    86101 ccaggcggca tgaattccat gcgagtagat tctccgggtt ttagagaaaa gtgcaggggt 

    86161 accatatgtg cggtgtcgaa cgcaacgcgg agtgaactca aaaaaattcc catgttgatg 

    86221 tctggcgtta agtttgcaac cgtgcttaga cttggtgttc gcaatactgc ttggtttgtg 

    86281 aaagttacga tgtttcttac gggaccattt ggagattctg tgtttacata aagtttgctt 

    86341 gtttctgtcc agttgaattc gacattattc cccggtggta aaatttgttt ggggaagaag 

    86401 tatactacgc ctataggttg cgagtaattg atgcgacggt tcttcttaaa tgctttcatg 

    86461 gtgatgtaga gaggccgtgt ctcatcccaa atgccggtgg ttgtagagat tccgagcaag 

    86521 agtttgggta taaataaacc cgtaaagttt gaatttgaat taaagatagt gttaaaagaa 

    86581 caatggacag gagtaaccgt gttagggatg atatttttag ttgcgcagac agttattgaa 

    86641 tgggtgttgc attttagaag tgtttcttga ttctgcgaca atgtaatgtc tgcggtttgg 

    86701 ggggtcagtg aaatttgtat ggcaagttgt tcaggataaa aattatcgtc aaggagatag 

    86761 ttgttttcgt attttgcctt caaaattaat agatttccgc agagtaagat tctagaaata 

    86821 tagacgtttt tgtgtgatat aaattcgatg ttagcagttt taaaaatttg gtcgagcgga 

    86881 gtgttttgga gattaaccca tatttctgcc ttaaatgaat atcgtgttgg ctcttctggt 

    86941 gtttgttcta tccatcgtat atcagccact ttaattttaa tacgcgtgag agggccatat 

    87001 atgacaaact tcgcgtcgca ctgtccgtgg ggtataatgt ggcgatcgtg ggcttcgatg 

    87061 cgttgcaccg gtaaatttga tatattcacg tttgcgtgag gaagtgcaaa tatattaagg 

    87121 acgataggta atctactgag atccagatct agatctgaga tgttctgcac cgcgaagggt 

    87181 atgttgccgt aatcttttgg atcgatgtaa gtaaaaggcg atgatgtaaa actgctttcg 

    87241 tctctacaaa tgcacactac ggcggatgaa gggggggtga tacctaatcc gcatttaaac 

    87301 aatctcagtt cgccgggttt taatatggcg gtagttgtta ctcttagctg tagtacgtac 

    87361 gaagaccatt gtagagtggc gggttgcatg tttgcttttc tggatgtctg aagggaatcc 

    87421 tgttagtgta ttttggatgt taaatagttg atgtaaacgt agagagtcat atgcgtattt 

    87481 ttataataga gtgtttttcc acggacggga gagtctgcgg gtttccacgc gcaggcttgt 

    87541 cttcgtattc taagggatgt aatgtgagtt ccggtagcaa gtatgcagga aaacaattgc 

    87601 ccatgaagtg tacgtcgaat ggtttatcgg tattctccgt gtgtgttaaa agagatttca 

    87661 tgtcgctgtt tgagagggag cgaaacggct ttctaaacaa cttgttcgtc acaaaaaaga 

    87721 cacgacctaa catgtcgtgt tcggttacgg aaactgttct ttcgcacgaa atccgcaatt 

    87781 ttaacggttc ttgggcaaac cataaaaatg ggtacagctt gaagacatgc gtctggacag 

    87841 ggatgaagat gcctacgatt tttttgttag tgaactcgcc acgtagcgtg atctctttgt 

    87901 ttgtattact tactaaggac atatcgctgg gaaagaaaac ctctagattc ttcccgtctg 

    87961 cgcagatttt aaaatacggc atattcatat ttagcgtgac ggtgctccga tcaggggggg 

    88021 aaaaggtcaa gcgaagataa cattctttcg tgattggaaa ccgtcgcttg ttttccggca 

    88081 acactacgtt acgcaaaaag attgtgagaa aaggatcgtt aaattctatt ttgtagatag 

    88141 agatgccggg ttcggaaatc atgttgactc tgcagagtgg gatgatactt ttgaataggt 

    88201 tttcccaata gggacattct ctggtatcga tgctgaacac gctaaaaact attagcagct 

    88261 ttctgccata gcggtctaat ttttgagact gataaggact ttctgtccag tttaggttaa 

    88321 ataagatcaa agacatttca acgctatcat tctgaactac tttaaattga tttatcacgt 

    88381 tggttgtcga gataggcata ttggttaggc catattgttc gtatacggtc ggatcgatgt 

    88441 tttctttttg acatagcgca ttgatgtcgt caatctccag tgcatgtgac ggcagataaa 

    88501 tgggtatgga aaataaatga atccgtacgg gaaccgtcct agaaataggt aaaattttta 

    88561 ttttgatagt cgttgttttt tcgagaaact gtacatcgaa cagaacgtcc tcagtttccg 



    88621 attcagtgcc atctgttatg aataggattc ctggttttgt gcttgagatt cgacatttca 

    88681 aaatgatttc ttggtaagaa ttcgaaacta tgtgattgca atcaaaaacg agttgcaaga 

    88741 catggtttag ttgaggagaa aacatgctgg tacaaaaaac attttatgtt tcatctccct 

    88801 ttttaaatac tgtgtttttt taagggatga ggtcattttg tatgacggat ggaggacgcg 

    88861 ggtgtcccgg cggggtgtgt ttttataatc ctgcgtatga gtgatagaaa agtcatagta 

    88921 ggctagtgtt tttttaaaaa gcatttaatt tttataaata catgtagcca ttctgttatc 

    88981 tgcggaaacg tcacagacaa caaaatacgt tttctcgttg gtcaaagaat taatttggtc 

    89041 gatcatagtt aagactgatt tgactttttt taattcatct ttaatttccg tagcgtgaag 

    89101 ttgtccgcag cgctgtgtgt ttaacgttgt tcttttagat aatagttctt ggcatttgat 

    89161 caaaagcatt gaatggtctt ccagcgttag ccgatctatg taagttctca cgatgtctgg 

    89221 ggccatggcc gtgatcatgg acagcgagat gcaagctgtt ttcatggagt acattgattg 

    89281 tttgtcgttg actatgtctg gtaatttaat gagtacgtct ctgtattgga tagagcataa 

    89341 ctcatcgatg attgtttgca tctcattgta ttctctgtga actgctataa gaccaatgca 

    89401 tagcaatctg atgttgatct cggccgcaat ggctgtcgga acgactaaag gtacagtgag 

    89461 ctcccaatca cctagtttca atagcttttc ttccgagtgc gtcgataaag gtggaatcaa 

    89521 tgtcaaggtg tcaccctttt cccaggggaa gggtcctgtg ttctttatgg catactgatg 

    89581 gccggtcacc ggctttctca aaaccagttg attgccttcc accttttgca gaatggttac 

    89641 gaccatggtc cgtaatacgt ttcggacgtg gacgtaatct ttgttggagg agacgatggg 

    89701 ataaagacct aaattgccgc tacctattag atggtggtga gctgggatcg gtatgacgat 

    89761 gttcatgagc ttgcataggg tgctgatatc ggaaagtgac agtttgtgat cgaaagtgca 

    89821 gtagacggtt tccattttat atagatgatt cgataatgag ttggaaaggt atggtttctc 

    89881 ctatggcgta attacaataa tgggtttcgc tgatctgcgt attgccggtt ttagaccgac 

    89941 tctctaatag agcttggttg gatgaacagt gaagaggcag agcgttttgt aagaactggc 

    90001 atggtctgct tacgaagcta tccgtgccct cagagcacga gtattgtatt tcgctatcgc 

    90061 tgtttaaaca cgagttcgat ttcatgcagt attcgcttat cactttgtac atcatcttgt 

    90121 ttgtttttaa gatgtcagat tcggtaaaaa attgagcgtt gggactgtat gtcttggggt 

    90181 tgtaacatag ttgttctctg tgtgccgtgt tgtatagaat atcgcctaag gagcctggta 

    90241 gagatgccca aggatttgtg gttgcggcga atgtatcgct gtctgtttgg gtgtggtcgt 

    90301 acaatgcttt tctagccgcc tcttcgttgt gcgggtccgt tcccatcata cacgattccc 

    90361 tgcctcttgg gttgtggggc gatttgaaaa agttaatgtt tgtcgtgacc ggggtcagta 

    90421 taacttcgca gatagcttgt tgaccatgca gtagtatgga gggtgggttt ttgttaattc 

    90481 cgccgaatgt tatgatgttt agtgcttcgt tctcggaggg attaggtttt tctatcccga 

    90541 cgtgatgtcg aatccacgta tttatgtccg cgttggtaaa cgcgtgtatc gggaaggcgg 

    90601 agaaaaggtt ttgtatcttg ctccccatat ctgatttaat tcgcttaaga ttggcagtgg 

    90661 cggtggtaga gctaaaacct aagcccatat ctacaaaact taggtgctgg gtgaagttgt 

    90721 aagtggttgc gatatcttta gcttccgcgg tgaccgtggg atcgtctaaa attatagatg 

    90781 tggctgctct ggaactgtat aataggcact cgacgtcaaa attatccgtc cggactagtg 

    90841 tggccgcaaa gcccggatgg attttgtttt tgctttggat cgctatggca acgggagaca 

    90901 attttgagtg catggcggca agcgtcataa tgctcaacag ggaattgggg cagaaggctg 

    90961 agtacacgga aaacggtgtt cgttgccaat tataaaattc taatgctaat gggggcggga 

    91021 gtggaaaacc gccgtcgttt ctttgatagt gaggaaatgt atttaggaaa acttggatat 

    91081 cagcattcat ggtgccacag attcctgggt cggagaagaa tcgatgaaat gggattggtt 

    91141 gatagtaccg tcttagggtg gtgattggtg agatcaggca aagcccgttg tatagaatgt 

    91201 gttgtagtga ttgaaaatga acggagttgc cgtgtcgctg cgcaggatct aaggagacct 



    91261 ccacttccag tattttcgta ttttcattaa tgtagattag cgatttaaac agctgttttg 

    91321 cgatacagga tgtgttggct acggtgtagc cagggcccat accttctcgg atcagagaca 

    91381 ttagaacgtc gctggtaatc ggattctcct ggaaataatc atctggactg atgaacggtt 

    91441 ccgtgtagaa taagtctaga actagttcct ttacgttgac gccagcgcca caggccttgt 

    91501 tatttgatag tgccgggagt acgcagaagt aaaatatctt gctcaggatg gtggtttcgt 

    91561 tcgatggtct gtcattgtcg gtgaagacga cgcttgaatc tattagattc attctttgca 

    91621 catcggatat ttcgtaattt ctaactctta cggtgttctg tgtcagtggt gtatcatccg 

    91681 ctgttatttt tgcattcgtg tcgtttctgg gcatggtatg gacgaacggg cagaacagac 

    91741 gtccgtcgaa caacgcgttg gcgaaattca ccagaggttc gccgcaaagt tgctcgttga 

    91801 ggttggagat agagattgtt ctcttcacta ggcgaattag cgacacaaga tttctgtagt 

    91861 gagtgaaagc tgctcccggg atcagttcgt cgcccatgtg gttagagatt agcatgatca 

    91921 tctcgaagct gttgcaaaaa agaagtatat gtttcatgtt aaaccaataa gaaatacatt 

    91981 ggctaattac ttgttttagg atcataaaag catgcttgtt tccatgcact aaggtctcga 

    92041 taacgtaagc caattctggg tacgagccac tcgtcaagct ttcggtgaca attttgaggg 

    92101 tgaagtcgta gttttggcag ttcgtctttg catgttccag tatttgattt gtacgggctt 

    92161 cgtggaaaga gactggagct aacggtaaag gtatgttgcc tatcattatt cttggtgtgc 

    92221 agagtacttc tgtggctcgg tttttctgga tatacgtgag atcgaagaag gggtgtcttt 

    92281 cggtcggcag tgttggattg tccggtttgt aaaaatcttc aatgtttaat tcgtttttta 

    92341 agacgttggt gtttttgggt acttcttgtc gactttcgta taagttgtat aaggtctgta 

    92401 agatcctggc tgggttttct cgggtaattt ttagttgaca tagttgggaa aagcggtggc 

    92461 cggtaggcaa tggttcgctt ttcatgagtc gttcgacgat ggtcgagtcg tggacaatgg 

    92521 gatggcaaac cgacggcaat atgtcggcaa aatcaattcg ctgcacgatt tggtctttat 

    92581 tgtggaaaaa aacgctggtg ggtaggttgt tttccatggt gtcgtttaat ttcacacgtg 

    92641 tttccattgt actgaaaccg gtttcgctcg gtatgtagat acccaaaggg aaaaagaatg 

    92701 tcagttgtaa gctctgttct agcggatcgt tgacgtctgt gtttttgtaa actttgtgta 

    92761 ggtggtcgaa tgcgactaat ttatctccca atttcaacgt gttcagcttt aggtcggcgt 

    92821 acgcgcggtt tttgtcgaat atttctgatt tgttgttagt gtcttgttgt tctgtcccgg 

    92881 cgttcacggt gaattgagta aaatcggcca tgattgcacg gtatgcaatc gcagtcactg 

    92941 cgttttcttt gcccataata aagtgaccat atgagattgg ggcggagacg acttgtgtgg 

    93001 agatgtactg ggagagtatg ctggtgagtt tttggataga gccgatcggt cctaataaaa 

    93061 cgccatctag ggggacgttt tctttggaag tgtagttgtt cgtatcattt agaatgcttt 

    93121 ccgtaaccga ttccatcatg tcgtttagaa ttctatagat atatgaagta ttattatttc 

    93181 tgttcaaaaa aaataatgac gttaacaatc tgttctttag gctttgaaac atgttgctgc 

    93241 gctgtactcg gctcagagct tgtttattat gtactttgtt ctcattcatg gtcaggacga 

    93301 taaattgcgg gggggatttc ctcaataagg tttgcatgaa tgcgtgaatc agacctcgct 

    93361 cgagcgaatc ggctgaattc tttaaagatc ttaagactgt atgcaacgca ttgatgttta 

    93421 aaatctgatc gatgactgtg tttttaaatg tgttttccag atgttccaga caggcagcgc 

    93481 tcaaatcgaa cgatatgttt atggggtgtt tttctgagtg tttggctacc atgatggtgg 

    93541 tttcttttga agcggttacg tcgtttcctg tggcgactct gggtaattga ataaagaaga 

    93601 gaaccttccc gagggtcatt cgactcacat cattgaagcg gattacgttc gctgcaacgg 

    93661 cgatcggggt ggtgaaaaag ttaatccatt ctattttgtt gcagtagatt ccgagtaagg 

    93721 cttcaaaact gatgttgtaa cggctcggat cgtcaccgaa ataaattcgc aaattgtcaa 

    93781 aaagttgttc ggctgtgtat gttttaatgt cattgaaaat atttagaggt gcttcgatct 

    93841 taggtaaaat ttcggtcgcc tgccaatttt ccatgtttcg gcgttatgca gcacaccggt 



    93901 aattgtgaaa ctttaatagt taattcatgt tttggttcca cttgtgcacg gtcgattcca 

    93961 gtttttatag attcgtgtga tctgaccgct gaagtgtctc gcgatgagga aactcgttta 

    94021 gcgcgatccg tgcctgtagt tctggaaaag atcgagtcaa tcatagagaa aatttttcaa 

    94081 acgtccgggc caaatatcgt tcatgataaa gacagggcta aaattgcctt gtgtcgtctg 

    94141 ttgttaggac cagttgcggt gccatgcttc tgtgaagagt gggacaccaa cgactatttg 

    94201 tcgaaatctg gctgtaaatg cataggtcca atcttatata ttcataccag tcgatgtcgt 

    94261 tgtagcgaca ttccgatttt taagttttct attatgaaag attactatgc ttcacacgtg 

    94321 ttcagaggtt tattatctct gaaagagtgg aatacacatc taccgaatgt attgtgtacg 

    94381 tgtgagttgt cgatgagcga tagatatgtg gcgacagtgt atcctaagca aaattctatt 

    94441 tatctagaat actatccgta ttttttgtgc tacctgtgtc gccatcttac tgtcattgag 

    94501 attgagcagt gtacaaatga cttaatttcg cttcttggcc ctaaagtagc tcagcgagtc 

    94561 ataattcatt ttaaattgct ttttggtttt cgtcacaagc cgcatattgg tactgttgat 

    94621 tcgtggttct gggaaaattt ttttatgtta gaattgcata agctttggtt aaccgtagtc 

    94681 aaacataatc gggtgacgac agattttttt aatgtagtct acgagaaaat tcaaaactat 

    94741 aaacaatacg caatcaagac cctgaggatg tcgtctaagg cggttcctgc aatacagagg 

    94801 ttgtgtttgg caaaatttaa gcagcaactg ttgtatctaa atattaaggt tacggtaaaa 

    94861 aaaaataagc gagaaatgtg tttgaatggc tttgtttacg gtaaaacatt gtatgtcgtt 

    94921 gaatcttctc agttaatctt ccggaatttg cttctgttgt attacgatta cagtttgccg 

    94981 gacgaatgca agacaaacga agaaaacgtt ttgacggctc attacatacg agtaatttcg 

    95041 agattgtcgt ttaagcggtc tcggagtgcg ctcccgccag gcgtgagatc agattttatc 

    95101 tttgtggcac aacaacctaa acgtaaagag ttacctaatg ttcccggtgg tatcgatttt 

    95161 gctgaaatta cctcagtgag gcatggcgcg gtaactctta acgcgtttaa tacgaacaaa 

    95221 gtcatgaatt taaaagcaac catttcaaaa agggctaact ttgtatatca tcgcattcct 

    95281 aagacgatga cccacagttt tgtcatgtac aagcatacgt ttaaagaacc tgcgtttacc 

    95341 gtaagcacgt ttgtttcaaa cgatgattta gatatgagtt cgttgaatat caacatacgt 

    95401 ggaccgtact gcgacttttt atatgcttta ggcgtttata agatgcatgt ttctatccga 

    95461 gatctatttt taccggcgtt cgtttgcaat agcaataatt cagtggattt acagggactg 

    95521 gaaaatcagg atgttgtgag aaatagaaag aaaaaggtgt attggatcac taactttccg 

    95581 tgcatgattt ctaatgctaa caaagtgaat gtgggatggt ttaaagcagg aacgggtatt 

    95641 attcctcggg tgtctgggga ggaccttcaa aatgttttgc ttcaggaatt aaataacgtt 

    95701 cgagagattc ccgggttagt ctttgatatg gatttgcatc aactgcttgt tttactggaa 

    95761 caacgaaatc tacatcagat tccgtttctc gttaaacagt ttcttatttt tttacgtctc 

    95821 ggtctgttaa tgggttacgg gcactctcgg cgcaacaagg tgcatgatat catgttacat 

    95881 ttaatttcga atggtctgtt tgattttaat aagaactccg tagcaaatac aaaaatcaaa 

    95941 cacgggtgtg cgttggttgg gacgcggctc gccaacaatg ttccgaaaat cattgctagg 

    96001 cagaagaaaa tgaagctaga tcacatggga cgaaatgcta attcgctcgc cgtgttgcgt 

    96061 tttatcgtta aaagtgggga acagaaaaat aaaactgttt tcattaaatt gttggaatat 

    96121 ttagcggaaa cctcaactgc cataaatacg cggaatgaag tcgccagatt acttcagact 

    96181 ctgacggcta aggtgaaaac atgaatgtac tcgtggccga cgaatggttc gattgcgcga 

    96241 ttaggttaga ttcggaaacc atagctgtcc atgagatttt caatccggag ttaagtaaac 

    96301 tgcttaactt gcactcgaaa acagtctaca tgtccgacct atgcgctttt atttctggtt 

    96361 gtgttaatcg gaatgtcggt aaacttacca tatattggca tgtgaacggg gacataatct 

    96421 acgcattgac tggtatttta cattgtgtaa aaataaagat agagtgcggg gagagaattg 

    96481 ccgatggtcg atatagatta tacgaaattc ctaaattatt tttaatgaga ggacagtcaa 



    96541 cacccatgga attgaagtgg aagcacgccg tgggtatcgc gacgacgaat aagcctttgc 

    96601 tgacgcacgt tttaacagat gtgttggaaa cgtctccttt taccttgcca gatacgcttc 

    96661 tgtcggtgca ggagttgtct attttcagag agagattgtc gtacatttac tatgtgctgg 

    96721 gatcagatgt tgatatcgta gcgcggacag agagagagat ttttcaaaaa tgtgcagaac 

    96781 tagctcgcct acagcaagtg ttccttattc aaggaaatat tatggaaaac tttgtcctcg 

    96841 tccaggcttg tctatttcag ctgggggctg atggtttgtg ggaagagata tctggttctg 

    96901 tacgtcctag gccggagttg atgtccagtg cgttcattca acacagagta atgttgaata 

    96961 attgttattg tatcgctgtc atcttcaatg ccatttacaa acacaaactt tccctgccta 

    97021 ccgtagaaag aagccacgaa accgttaatc gtgtagttca ggaatattat aagtcttatg 

    97081 tgaatgctcc tctctctgtt cttgtgtgtg cgactaaggt gcttactttg tttacagaag 

    97141 aatataactt taagtcagct ctcgtatttg tcagtcagtt tttccaggtg gacgtcgagg 

    97201 cttcgagagc ggatgtgatt cgtctgtttt tagcgtgtct aaagggtgat taaatctctc 

    97261 ggaaagaggc tgaactgttt ccagagcata cataaatcgc cataattata gcgataatta 

    97321 agtcgtcgga acaggcttgt tttttagcgc tgtatgttat gtaattgtta acggagatct 

    97381 ggtgaatgtt tctgatttgt tctagtgcgt attccacggg atcgtaggta atttttattg 

    97441 taaacgatat caattcctgt gacgccttga tgtttcctga attaaaattc gagataaaaa 

    97501 actcaactgc tagttttttt tctttaccga gtaggtaaaa tggctgtgct atctgatttt 

    97561 ggtctggggt gtggaaaaaa gtcacctgta tagatttatt agccgtgatg ttttccttta 

    97621 tgatacatgc aatttttacg gcagaagctt gattggaatt cccttctatg atgattttta 

    97681 cttccgtgaa gaaaggatgt agatctagga ttgacaatat catatgcgcg gcacattcag 

    97741 ctattgccgt gtcggaactt gtcattaaac tttctagaaa gtagtgctcc atgccgtaga 

    97801 cgatatattg atctagatag gtgcctattg ctgctatgcc tgtgccagaa gcacggcggt 

    97861 tgcctgtata ggcaggatct aggtatacgt acagatcttt acctaaaaag ggaattagat 

    97921 ttttattgat ggtgctgtat cggaaaaact cgaattcggt ttggccttgt tccgtaatta 

    97981 aaacgtcgtt gatcacattg caagtggctc cgcccatgat ttcatggatg aaagctcctt 

    98041 ctaggaagag gttggccgtt tttttaactt cggcgttaat gctgatgaac ttgggtttgt 

    98101 ggagtcggta gcaagaacag gctgtggcgt taccgcgctc gtttaacata tgggcgtgat 

    98161 cttcgcatac gtaagaaact acggagagca tttcaaacgg agagttgttc agcttcatta 

    98221 aaaaagatgt tgaatggttt ccggaattgg tcgaagatat aaataggatc ttggtagatg 

    98281 cttggggcag gaaacctaaa atcgtgctga atgcgtcttt ctttataaag tggctctcgt 

    98341 cgacaataag cagattgaag ctctgtccgc gtatactctg agaggggaat gaattcggcg 

    98401 ttaaacgata taaaagacga ttttgagaac tgtgaaacga aagacgacct ttttaaaata 

    98461 attgataaaa taatcaaaaa ttgcgatttt atagtggaac aggtcgagtc tttgcctcgg 

    98521 agggtggatt cagcggccat cctatttgat aatctcgcgg tggagatatt taacgatgta 

    98581 atatatcgac aaaatggagt tgccgcgaaa atacgacagg gtaacgggca ggatattgac 

    98641 acataagaat aaccagatgt gtacaaccga atgttctcag atgtataatt tacacaatcc 

    98701 tatcacgttt gagttgggac ttggaaacgt gtttgtctgt atgcggtgtt tgacggttca 

    98761 ccactgtgat atgcaaactg actgtaccat tgtcaacacg catgaggggt atgtttgtgc 

    98821 aaaaacgggt ttattttata gcggttggat gcctgcgtat gccgactgct tcttagaacc 

    98881 aatctgtgag ccgaatattg aaactgttaa tgtcgtggtg gtcttgttat cttatgtata 

    98941 tagttttttg atggaaaaca aggaacgtta tgctgccatt attgatagca ttattaaaga 

    99001 tgggaaattt ataaaaaacg tggaagacgc tgtgttttat acttttaacg cggtttttac 

    99061 taactcaact ttcaataaga ttcctctgac gacgataagt cggctttttg ttcagttgat 

    99121 tataggagga cacgctaaag gaacgattta tgacagtaat gtaattcgtg tcagtcgtcg 



    99181 gaaacgagaa gacagtttac taaaaaagat gagattggag tatggaaacg cacttatact 

    99241 atgacatcct gtatcaatat caaggcgggg tgtatccggc tcatatttgc ctgccgacag 

    99301 atgtgtgtct tccgatgaga gtggattgta tcgagtcttt atattttcgg tgtgtatttt 

    99361 ttaagaatgg gatgcattat actgaatgga gtaaattaaa gtttactgtg atttcacgtg 

    99421 aaataaagtt taaagatgtg ttaaaggatg cagactctga cgaagttttt accggtttgg 

    99481 tggtaatgac tatcccaatt ccgatagtag attttcattt tgatatcgat tctgtaattt 

    99541 tgaaattggt ttatccgcag ttagtgcacc gggaaatagt gctgagactc tacgatatta 

    99601 tatgcgtcag acctccgtca gaccggccgt cagaagcatc agctaaaaat attgctaatg 

    99661 atttctatca actaacctca cagggaaata aacagacacc cgatgaggaa aaacgttgtc 

    99721 tattttttca gcagggacct ttagagccac cctctaccgt cagaggctta aaggcgcccg 

    99781 gtaatgaaaa gccaatacaa tttcccgccc atgctaacga aaaaatgacc gaatcttttt 

    99841 taagcgatag ttggttcgga caaaaagtca gatgcaaaaa aattttggat tttacgcaaa 

    99901 cgtatcaagt cgtggtatgt tggtacgagc tttcgttttc ccgcgagatg cagatcgaga 

    99961 ataatttact gtccgcttcc cagctaaagc gggttaacgc tgcggatttt tgggatagaa 

   100021 ctaatcggta tttgcgagat attggaagca gggtattgac acacatcgtg aaaacgcttc 

   100081 agattcataa taggcaattt aaacagaaat ttaattgcaa ttttccagat aatttcagct 

   100141 ttgatcgtct attatcattt atgcagctcg ggaaagattt ttggatttta aacttaactt 

   100201 tagacagctg cattattaag gcaattatct gtttcctagg ttttcaaaac gggggaaaat 

   100261 cttttttagc ccaagatgaa gtttgggggg atttaataga ctgttctaaa ggatcggtga 

   100321 tctacgggga aaagatccaa tggattttgg actcgactaa caatttatat tcgacgtgtc 

   100381 gggaaaaaca gaataagtcg tgggaattat atgttgattg ctgtgctttg tatgtatctg 

   100441 aaaagttaga gttggatttt gtgctacccg gcggatttgc aatcaccggt aaattcgcgc 

   100501 ttactgatgg cgatatcgac tttttcaatt ggcgatttgg gttatcttag aaattttctg 

   100561 cagaatgaat gtaactggtt cagaatttgt aaaaaaacat tctatcgcga atatcgtagc 

   100621 gttgcgacat cgtctcctac attctcgttg aataataagc ctaagaaatt ttgcatgcat 

   100681 tgcgagattg taatactcaa gcgaagtgaa gaatttatgt tcagccttgc ggtaaatggc 

   100741 atacattttg ggcagttttt aaccggaaaa atgaaattta ataagaaagc agttccggaa 

   100801 gggctctatt actatatatt ggaattggga agcataaccc ctatcgattt gggctttatt 

   100861 ccgagatata attccgactg tgttacaaac atgcgttgtg ttacaccgga ggttatttat 

   100921 gaaaattgct ctattgtgtg tcccgaagag gcaaatcgcc tcacggtaaa agggtccggg 

   100981 gacaataaat tgactccctt aggtgggtgt ggagcatggt gtctgaaaaa tggtggcgat 

   101041 ctgtatatct atacttttgc actcgcttac gatcttttcc taacttgtta tgacaaatcc 

   101101 acctttccat ctctggcgaa aattattttt gatatgatag cttgcgaatc cgaagattgt 

   101161 gtcttttgta aagatcacaa caaacatgta tcgcaagctg gacagattgt agggtgcgtc 

   101221 tctaatcaag aaacctgttt ttgctacaca ccgtgtaaga aaaaaatggc taatattaac 

   101281 aatccggagt taatctctct gctctgtgat caggaaatta ataagataga tattatgtat 

   101341 ccccaaataa aagcatcgtt atcactggac attaattctt acgctcatgg gtacttcggt 

   101401 gacgaccctt atgcgttaaa atgtgttaat tggataccag tcaggatcag cgcagctctg 

   101461 agcaggctga ttgttttgtc gtgtcctgtg tgtaagcgtg tggtaatgga ctaattgtgt 

   101521 gttgttttat gtattaattt tttatttctg aaaataaagt taaattaata gtacttacgt 

   101581 gtgtattgta gcagctggcg aaaagtgctg tgctctttat attttgatgg tcgattgtaa 

   101641 ttacattatc caggcatgtg attgtctttt ctggaaacat tcggcggcat ttaaactcga 

   101701 cttctttcat cacaaagtga gatacgtgtt tttgatgtgc cacgtaaccg atgctgattc 

   101761 cttcaatgtt cttcaataaa aaacttataa taggaactat gaaccacgtt tttccatgtc 



   101821 ttcttgggac taggaatacg ttagtttttt gtttcagcgt attcagagta ctttcgttta 

   101881 cgaattcaat gtcgaacacg tgggtcagat agttgataac acgattggct aaagctggaa 

   101941 gtttggtaac ggcgatgaag aagattacat gtatgagaat gttcttctga aatggttcca 

   102001 gttgtatttt gcgcgtgtct ccaaagtcgt tgaattctcc tttgatccat tttctgaaat 

   102061 ctttgataaa accgtctatt tgcaagaaca gcggttcacg atatagaatc ttaaaggatt 

   102121 caagaaattc cgtgtattgt gattcaaagg atttgtcgga agcgggtaaa aacttcattt 

   102181 cttgtagctt gtgcgaaagg ctcggtagta tagtaagagg cttacggttt ttaagatgtc 

   102241 gctgtttttc acaaaatgta tatagaggtt ttacctgttg gttatatgaa tgggcaaagc 

   102301 cgagttctgg cgtgagcatt ataaaacgct tcttatagaa gatggcactg ttggggtact 

   102361 tggtagatat tgtcgagcag tctctttcgc ctttccatat gatcgcttca tagttatttt 

   102421 ttatgtgggt tatgtcgcag gtacgtagca tggagcccga ccttacgttg gcggcggtct 

   102481 atcaggcggc ggcgaacctc acagagcaag ataaggagat ttttgccgaa gcggtaaaaa 

   102541 ctgcgttttc agtgtgtagt tcggcagccc cgagcgctag gttgaggatg attgaaacgc 

   102601 ctacacagaa ttttatgttt gtgacgagcg ttattccttc gggtgtgacg tctggtgaaa 

   102661 aaaaaacaaa gttaaatatc gatgccgctc tggataattt ggctttgtcg tttgcgaaca 

   102721 aaaaatcaaa gaagatggct agaacgtatt tgctgcagaa cgttttgcgg actcaagatc 

   102781 aacaagttgc catttcgggg aagtacattt tgtatacaaa aaaacacatt gaaacgtctt 

   102841 tgatgatcga taagacgaag ttagttaaaa aaattctcga gtatgccgag acccctaatc 

   102901 tgttaggata taccgatgtg cgtgatcttg aatgtttact ttggttagtg ttttgtggtc 

   102961 ctaaaagttt ttgccagtca gacagttgtt tcggatacag taagacggga tataatgccg 

   103021 cgtttccaaa tctattgcct ccgtatctgt acgaatgcgg ccaaaataat ggactgtttt 

   103081 ttggcattgt gcaagcttac gtgttttctt ggtactcaga ttttgatttt tcggcgcttg 

   103141 agatttcaga acgcgctcgt cgtcgaatca ggtcactcct gtacgactta aaacagaagt 

   103201 ttgcggagca agaagtttct gttttaccgg tagcgtcaca gatgtgtatc ttttgtgcat 

   103261 tatataaaca aaacaaactt agtctagaat acgtttctgg tgacttaaag acttctgttt 

   103321 ttagtccaat tataataaag gattgtttat gcgcgcagac gacaatttct acaactcaga 

   103381 tgctgccagg tacaaagagc tcagccatat ttccggtata tgaccttcgt aagctgctcg 

   103441 gtgcgcttgt catttcggaa ggtagtgtca agttcgacat ataatgtctt tgaaggacta 

   103501 tctgagacag tccatttcta aagatttgga ggtgagacat cgagattctt taaagattag 

   103561 attaggggag agacatccat tgagtgtgca tcagcatatg atcgccgcta ggcagatcat 

   103621 caaatcggac aatgcagaac aacagcatgt aatatcttct ttgagtggtt ttttggataa 

   103681 gcagaagagt tttttaagag tgcaacaaaa agctttaaag cagctagaga aattggacgt 

   103741 cgacgaaata attgatacgg cagcggaagt gaaagcagtc agtaatgata taaaagaaac 

   103801 tcttatagca agcactgaat tagaataatt atggacaacg gtgtggagac acctcagggt 

   103861 caaaaaactc agccgataaa tttgccacct gtcaggaaaa agttaagaaa acatgaggga 

   103921 ctcggaaaag gtgttaaacg aaaacttttt gccgaagata gccctccctt aaagaaacag 

   103981 atttccgcct gtagtgatat ggaaacactt tcttcgcctg taaagtctgg atgcgagtcg 

   104041 cgaagtgctt ctctcgatga aagtttcgga aaatgtaaac acgaaactgc ttgcgattgt 

   104101 tctgcgatag aggaattgct ttgtcacgag tcgcttctag actcgccgat aaaactgtcg 

   104161 aatgcccaca ccatcttcag ctcagacaaa cggaaactgg agctagagaa aattatagct 

   104221 tcaaagcaga tctttctaga catgagtgag aatgctgaac ttgcggccta cggcgaaact 

   104281 ttgtgtaacc tgagaatttt cgaaaagatc agctcgccgt ttttgtttga tgtgcaaagc 

   104341 gaagagcgtt cgtattcagt ggtctacgtc cctcacaaca aagaactctg tggacagttt 

   104401 tgtcaacctg agaaaactat ggctcgagtt ctcggagtgg gtgcttacgg gaaggtgttt 



   104461 gatctagata aagtggccat aaagacggcc aatgaagatg agagtgtcat ttcggctttc 

   104521 atagctggtg tcatccgtgc aaaatcagga gccgacttat tatctcacga gtgtgttatt 

   104581 aataacctat tgatttcaaa ttccgtttgt atgagtcata aagtgtcttt gtcacgtact 

   104641 tatgatattg atctccataa gttcgaagat tgggatgtca ggaatgtaat gaattactac 

   104701 agtgtgtttt gtaagttagc tgatgctgta aggtttctaa atctgaaatg tagaattaat 

   104761 catttcgata tctcacctat gaatatattt ttaaatcata aaaaagagat catctttgat 

   104821 gccgtgttgg cggattacag cttgtccgag atgcatccca attataacgg cacgtgtgct 

   104881 attgctaaag agtatgacaa aaatcttcaa cttgtgccaa ttagtcgtaa caaattctgt 

   104941 gacatgttta atcctggatt tcgaccactt gtcgccaatg caatgatatt ggtcaatgtg 

   105001 tgcggggctt ttgatggtga aaataatcct cttagacatt gtaacttgga tctgtgtgct 

   105061 tttgcccagg ttgtattatc gtgtgtgcta agaatgacag ataaacgtgg atgccgcgaa 

   105121 gctcagttat actacgagaa aaggttgttt gccttggcta acgaggcctg tcgattgaat 

   105181 cctctcaaat atccatttgc ttacagggat gcttgctgta aagtattggc tgagcatgta 

   105241 gtattactag ggttattgtt ttaccgagac gtagttgaga tatatgaaaa actatacgat 

   105301 tttctagatg agagagggga atttgggtca cgagaccttt ttgaggcaac ttttttaaat 

   105361 aatagtaaac ttaccagacg tcagccaatc agagagggtc tcgcgtctct acagtcgtcc 

   105421 gagtatggag aaaaactttt acatgacctt agagagttgt tcttgatcaa ttctactgcg 

   105481 gatctggata aagatacatc atctctcttt catatgtgat atagtaatgg atcttgatca 

   105541 aatatctgaa acactgagtt ctgtggccga agaagagcct ttaaccatgt ttttacttga 

   105601 taaactgtat gcaatacggg aaaagatcaa gcaagttcca ttttcgattg ttcgcttgtg 

   105661 tcatgtttac tgcatgctaa taaaatataa cgcttctaac aataattgca ttctgggccg 

   105721 taaacttatt gaggaaatgc agcagttttt gtgcggcaca agagtggatg gatcggaaga 

   105781 catttctatg gatctgagtg aattgtgcaa gctctatgat tactgtccat tattgtgttc 

   105841 tgctctgtgt cgtgcgcctt gtgtatctgt gaacaagtta tttaaaatcg tagagcgtga 

   105901 aactcggggg cagtcggaaa atcccctctg gcacgcgtta cggaaatata ccgtgacggc 

   105961 gactaagttg tatgacatct atacgacaag aagtttttta gagtataaag gacagcagtt 

   106021 ttttggggaa gcggtgattt acggcgcgaa acatgagcgt gttattagac acctcgtagc 

   106081 gaccttttac gttaaaaggg aagttaagga aacgttggga ttgctgcttg atccttcttc 

   106141 tggagttttt ggtgcgtctc tagacgcgtg ttttggaatt tcattcaatg aggatggatt 

   106201 cctgatggtt aaggaaaaag cgctgatttt tgagattaaa ttcaaatata aatatttacg 

   106261 ggataaagaa gatcactttg tttctgaact attaaaaaac cccacggaga aatccttttc 

   106321 ggattttatt ttatctcatc cggtgcctgt catagagttt cgagaaagag ggaagattcc 

   106381 gtcatctaga gaatatttaa tgacgtatga ttttcaatat cgtcctcaga gaaagttgcg 

   106441 tacttgcccc actccagcta ttttggcacc tcatatcaaa caactgctgt gtttgaacga 

   106501 aacacagaag tctacggtaa tcgtttttga ttgtaagagc gacttgtgtg agcagaagct 

   106561 gtctgtgttt cagaaggctg tgtttactgt gaatgtattc gtaaatccga aacacaggta 

   106621 tttttttcag agtctgttac aacaatatgt aatgactcag ttttatatta atgatcataa 

   106681 taatccagaa tatatcgaaa gtacggaagt gccttctgtt cacattgtga cggctttctt 

   106741 caggagaaga acagaggaag aaaggagttt gcatttggtg attgatgaga cggaatatat 

   106801 agaagaagaa atacctttgg ccttgattgt gactccggta gcaccgaatc cggaatttac 

   106861 ttgttgtgtt ataacagaca tatgcaatct gtgggaaaat aatatttgca agcagaccag 

   106921 tttacaggta tgggcgcaaa gtgctgtaaa ccagtatctt gcggcatgtg taagaaaacc 

   106981 gaaaacacct tgattgatta caagggaaat cctatatcac tagcggatga atttactgtt 

   107041 ttaaccgata ccgaatcgga agaggaaggg atggcagatc ttgaaaagcc cttacttgaa 



   107101 aaagtacaga ccacattagt tgctaagtgt gatacggaag ctgaaaaaaa attgccttgt 

   107161 aaatcaaaaa aatgatagac gacgcagatt tacggcacgc tcgttttttt tttatttttt 

   107221 tggctatttg acaataaaca tgattgtaat aaagtgtcac tcgttttcat ccattaggct 

   107281 cgagctttca gtattaagta gttgcttgta ccgacgcttc tttttaacta ggtagcgtac 

   107341 aagtcgacaa attataaaac cgatcgaaat tatggcgatg accgctaaat tgataataag 

   107401 tcctgtgctc cactcggatt caaagaaagt ttcgtactgg agaataggaa aagataggcc 

   107461 tacggcgcca caaaacatac cgacgtaata gccgaacaag ggtttaacgt agcgaaccag 

   107521 gacggcttct attactatac tatatatgca agccatgaca agaaaggtat tgatggaaga 

   107581 gtaagcaacg gttatggaac gtatgtagat actatttccg acgcccaggc aagtagtaat 

   107641 gccgagaaac attgtagagt aacctagcat gagttcggtt agattgataa caacggtctt 

   107701 gaattgtacg gtccccttta ggttaggatg aattttctga aaggcgaaaa atgacttatc 

   107761 cgctgattga aattgcgtta tcagcgtaac gttaaaggtg gtgaaacaca cgaagaagat 

   107821 gcaataggca aatgcgccta gggctaccag tctgaaagac aaggcggtga cgaataattg 

   107881 aaatgtatcc atgattaaga tgaattgaaa gcaggatgac gtgtccccca tccaggtaat 

   107941 atccctcgtt gtttggttaa cgttagatgt tttgttagag gagaacactt ttgcacagca 

   108001 gacaatgtaa taaataataa tcaggaggaa taacatagcc attatcagta cgtagcatat 

   108061 aatctgcacg gggtttatgt aaagttgatg cgtcatctga tatatttgat tgttagcgga 

   108121 gagattaacc gctttgaggt cattaatttc aaagtaggcg cacggaaatc ctaaatttgg 

   108181 aaagtttatg gctatcagat ggaccgtgac gtttatgaat gacaaggctg cacagattat 

   108241 agagaccagc cagatccgta aattaatggt gtctacacga ctggaggcca taccagctct 

   108301 gtgatggaga acaggtttca gaacgatact ctgttctcag agtggttcgg tcagagtttg 

   108361 tccgatgtaa gatttccgga caatgtcacc gtttattctc aagccgactc ggcggtgagt 

   108421 tttgaaaacg tcagacagcc gataaaactg gttcgcgcag cgatgggttc aggaaaaaca 

   108481 acagccttga ttcatttttt gaaacaggta cccagggaac tatctgtcct tttgatttct 

   108541 tgccgtaaaa cgttcgctgc tgaaattttg caccgtttta ctctcaatgg gttgaaggat 

   108601 tttgaattat attgcgatat tacggagcgg cagataaaca acagaaaagt cattgtccag 

   108661 atagaaagct tgcatcgtct tacagaaaat tacgatgttt taatattaga tgaaattatg 

   108721 tcgattataa agcagtttta ttccaaaacg atgacaaaaa ccaaagaagt tgattgtaag 

   108781 tttttatcgc tgatcaaaaa ttccagtcat gtaatagcca tggatgcgac gctgactcgg 

   108841 catgtggtgg agttttttgc cgcgttcaag ccagatactc aaatcgccct catcagaaat 

   108901 acatttgtgt ccgcgatgtt ttccaatagg atcgcttact tttgtgacac gttttttggt 

   108961 aaagagtttt ctttttttgc acgcttggaa gacaagctac gatgggataa gaaattgtgt 

   109021 ttgttttgca gcacagtgtt ggcagcggaa tacatgcatg atttgatacg gtctcggttt 

   109081 ccactcaaaa aagttctctt gttgacgtct aaacaaggga aatgctcttc catagaatcg 

   109141 tggatacggt atgacgtagt gatttatacg tccgtcgtga ctgtcggtct cagtttcgaa 

   109201 ccggtttatt tcagctcttt gtttgtttac attcagttgg ccaaaggagg gccggacatg 

   109261 gtttcaatat ttcaatccat tggtcgtgtg aggcgagtta tcgatgaaga tatatacatt 

   109321 tacatgaatc ccgtattaat tagaagctat gatcctttgg cacctattgc catacctccg 

   109381 tgcagtgatt ggagtgtcgc tgagcagtct atcatctcag agagttgcat cgacttccgc 

   109441 ggaaagtgca gcggagcgca taaatataat ttttgttccg tactgaagtc tctttttcgg 

   109501 tacaggcatt atatcgaaaa gactactatt acaagtttat ctgatagttt atttctgcta 

   109561 tgcagtctgt tatgtgagaa ttctattaag gtggacatcg ttggaaatgg attcccgatg 

   109621 cgcaaagagg tttttctgag tttcttgcag attctagttg aggagtgtca ttttatcgaa 

   109681 aagaagatta ctttgccggg tgacgacatg acgttccaag agattataag tagcagagaa 



   109741 actatcatga acggggattt ttatgaaaac ggtgatcaac tattacataa ggactatatt 

   109801 accgacatgg gaaagttcag agcgactttc ttatctccgg gcgttgacat tttcatcgca 

   109861 tcggacattg tatatgatct aaaaaatgaa agcaaacgct atgtttttgt gaacgtctgg 

   109921 ttgcaaaaat gtgtatctgc cggtgtggaa agcacggaaa tcgaaagagt tttttgtgag 

   109981 cggattaagt gctatatgct gccgaagagt tttctgtgcg acgagtactt tgttctaggt 

   110041 gacatttctg gggtttacga gtggggaatg ttaatagatc tggccttcct ggcggaaatg 

   110101 atccgaaaag atttgaaact gaaatcgtgc acggatacta ctactgacat ttctgaagat 

   110161 gatctccttc tgtgtgcggc caggaggtca agtgacatct tacaaataat gcaattagtg 

   110221 tttacggtgc atgtgcaatt ttttcaaaaa tacagtctgc agactctgca gctttttaac 

   110281 aagttgagag gcatgcggat tgtgacgggt gtgttctcta tagaaaaatt cagcatttcc 

   110341 atcctcaggc ttttctttaa atgtgcattt aatatgactc tgtccgccag cagacctcgg 

   110401 tacattcccg ggaaggcgta tcgcaatcta acaaaaaatg atatggagaa catgctagac 

   110461 aattgggaga tttcgcgcac caatcttaag acttgcaaag aactacgtaa agccctcacc 

   110521 gaggcctcga gagcaaggcg gaaacaaaca atttataaac tgcaaggctc ggatataagc 

   110581 ctctccgtta gtgaagttgg agttttcggg caacatgcat ctccgggggt gtgcgtgtca 

   110641 tcttagcctt tattgtgtgt acaatgactg ggagaataag atctacagag taccgatttt 

   110701 tcagtgtctg tttttagaag cggagactcg ttcgttaaaa acgtttttga ttaggggaca 

   110761 gagcctagac caagaatcgt taaatgagat agaagttaca agaaaagaaa caatgctttg 

   110821 ggaccttcag gaacaaagta atatgatgga caaaaaaata gcagcaatca gcaacctcat 

   110881 tatgaataac ggagagcttg ttaggaaact ttcaaaattt ttcgtgcctc taaccgttgt 

   110941 tcttggagat gacgggttag agattttgga agcatacgtc tgtggcgagg aactcatgtt 

   111001 gcctctggac acggtacctg ttatcttacg gtgtatcgga gactacgcgg ccttggacac 

   111061 gaagcatctt ttgagtaacg aatgtacaca ggcttccaaa aaaattcgct ttggatacag 

   111121 tgtgatggat tttcactttt cgttgactgt gtctgacgtg aaaatttgtt tttcacacac 

   111181 ggacaccggt gaggccgtat gtgaaaaaat gaaacaaatt ttttcttttt ctgtgtgtgc 

   111241 tttcggcggt gagcaagttc tcttagtgac gccaaaaaat gcttatgcct tattgttcga 

   111301 cgatgatttg tgtttgcttt tactgcagag cgtgtttgct ttcctgcacg agaagatatt 

   111361 cggagtttat aaacaggtgt tagttcagct ttgtgaatac atcggtcccg acttatggcc 

   111421 ctttgggaat gaaagatcag tttcttttat aggatatcca aatctgtggc ttttgtctgt 

   111481 atcggactta gaaaggcggg ttccggatac aacttatatc tgtcgcgaaa ttctctcatt 

   111541 ttgcggtttg gcgcctatcc tgggacctcg tggtagacac gtggtccccg tagtcaggga 

   111601 gctaaatatt gaaatgcctg gaagtgaaac ttctttgcag cgtttcaggt tcaatagtca 

   111661 gtatgtttca agcgagtccc tgtgttttca gacaggtccc gaggacacac atctattctt 

   111721 tagtgacagt gatatgtatg tggtgacttt gccagattgt ctgaggctat tattgaagtc 

   111781 cacggttcct aaggcctttt taccatgttt tgatgaaaac gccacggaaa tcgatctgct 

   111841 tttaaaattt atgtcaaggc tgcaacacag atcgtacgct ttattcgatg cggtgatctt 

   111901 tatgttagat gcttttgttt ccgcttttca gcgagcatgt accctaatgg gaatgcgatg 

   111961 gctgttagtg cgggacttac acatgtttta tttaacctgt gatggtaaag atacacatgt 

   112021 tgtcatgcct ttactgcaaa cggccgtaga aaactgttgg gaaaaaacta cggaaatcaa 

   112081 acaaagacct acatttcagt gtgcggaaat ttcgcgctgt ggatttatcg tctacgccag 

   112141 attttttttg agcagtgggt tgtcacaatc taaagaagcg cactggacag taacggcgag 

   112201 taaatattta tctgcatgta ttcggaccaa taagacaggt ctttgctttg ccagtataac 

   112261 tgtttatttt caggatatga tgtgtgtttt tatagctaat aggtataatg tttcttattg 

   112321 gatcgaagag ttcgatccta atgattattg tctggaatat catgaaggac ttctggactg 



   112381 cagtagatat acggccgtga tgtctgaaga tggacagctt gtgagacaag cacgtggaat 

   112441 tgcgttgact gacaaaataa acttttctta ttacattctc gttacactga gagtgttgag 

   112501 gagatgggtg gagagtaaat ttgaagacgt tgaacagaca cagtttatta ggtgggaaaa 

   112561 caggatgctc tgtgaacaca ttcatttact gcatttgaat taactttatt tctttacata 

   112621 acatagaaga atgagactta gctagatgtg tctccattct tcgaataaaa agtttgtgcg 

   112681 aattgtgttg ctagttgtat gacttggaga gaactgtctt gcagctgtct agattctaat 

   112741 gataaattga tgaaattgtg actacgtttt gtgttaaaat aaagttccaa aacttctata 

   112801 tgcgtgtttt tcatttcatt gtatagtcta atcatcagag gcaccttgtg gaggatttct 

   112861 gaggcgtgtt cgttaaaaaa aatgtgtctt agtgtacaaa ccaacgtgtc acacgtgtta 

   112921 aataatattt tcgttatcgg agatagggct ggaaagagaa cgagcttagc gattagtttg 

   112981 tgtagggtgc tttgcttcag tggaagattt tctaatgcga acactagtcc gcaaagcata 

   113041 aattcttctg gcgtatcaac tttcatatgg attagtctgc gtttgaactg aaagggattg 

   113101 agtcgcagtt cttgcagtgt atcttccgag tctagtatta tgatgccaat gaagccttga 

   113161 aatcccaatt ctttttcgca gatggtcttg tactccaggc cgttgatcat ggttccgtct 

   113221 tccaagtgga accatattcc gtcatctcct actgttatat ttactaacgg atgtcgtgcg 

   113281 agtgatatac acttatcaat cttgatcacc tttaggatag ttcggacgtg taagatgttg 

   113341 aatacgtctg aggtttctaa ttcttttaat tttttcaagg atttcattct ccgggtttgg 

   113401 ggagaaaatg ttcgaatcga aaatcggttc gctgttttcg gggtgcgttt gggttaaatt 

   113461 aaacacttct gatatctgat ttagctctcg gacgtatacg agtcttaaat aatgcttgat 

   113521 tttgctgctt tcgtagatgg ctaataagat ttcaccgagg gatagaaaga gaaattcttc 

   113581 gggaatcgat tcgaggttgt aaatgtttaa gaatcgcctt aggaaaggca cgatgagcag 

   113641 ctcgatgcta tagttagagt atgtgatact ttcttcctgt ccttgattat taacgttttt 

   113701 tcttaaccgg aaggttcgca tgtattccat ttcccatagc tggtctattc gtttgtcggc 

   113761 atattgcgtg tctgggatat actgtgaaaa aaaactgttc gcgactgatc gggtgtcatc 

   113821 tatggaaacg ctagtgaatg ggagcctttg aactatgttt agcgctcgag ataaagagag 

   113881 attctcgagg tcatggtcca gattcgggtt atagcgatca caatcgttat tcgtctcgag 

   113941 caaggagtgt agatccttga ttttcctttc gaacatttgg tttgttgttt tgagtgtttc 

   114001 gatttcatcc atctgtgttt gtatctgctc ctccatgcac ttgatgattt gttttttgaa 

   114061 cagatctcga acgtctctct ctcctgtgtc gatcgcagag cgttttcgga actgtcctcg 

   114121 gttcaacatg agtttatttt ggtctattat agagggagtg atttcttgaa taaatccttc 

   114181 aacgctgtcc ctaatgccta ttttagattt gctgtccgat aagttgagta aaaatttgat 

   114241 taaacttttt ttcgcgtcgc tgcttttctc ttctttttct atcatgtcca ttatcttttt 

   114301 gttggttaca tctgtctttg ctgtggttag cacctttatg ggaaatgtat tcaataattg 

   114361 gcacattttt tgatgacgcc gcagactatt gtgttttttt agttctggag aaaggtgtgc 

   114421 gaggggcgta gtcagcatta agcgatttct aataacatat ggggtgctgt acgtgaaaaa 

   114481 cgctatagcc ttcttgtttt taaaacaaga aatctgctcc gaatttcggt ctcggaaaat 

   114541 cttaatattg tgaaaatccg gaatgatcac ggaagataga cccagtaaaa cgggagttac 

   114601 aatgttttgt ttatgccgca ctatgtcgtg gattagttta gatgacactt gttgtaggag 

   114661 attgtataag ttcggggccg taggggtggt tctcatgaac ggaacgattc ctacagtaca 

   114721 gatccagtct acatatctgt tatagtgact gttgtctatg ctctgaagaa taaaattaat 

   114781 tatattagat atatcaccca agatcacctg tttaatcgcg tgggcccata cgctaaaata 

   114841 atcttgaaat gacaattttt tgttgtggaa cggaaatgac ctcacatgac gtttccattc 

   114901 atcgtggatt tgttgaatgg aaacgctgtt taaaagggct tgcgctactc cataggctat 

   114961 ttgttttttc agtacggcgg aatctcggag agcgttgtgg attgtctgac ctttgaaaaa 



   115021 atttttgtgt ccgtgtagca tttcaataaa agtcattatc tgctccgagg gataaatcat 

   115081 gtctatctct tcgttgttcg gaggtagata cgataataag tttttgctta acatgtcttc 

   115141 ggctcccaaa atagagttga ttgtagataa ggtggcttcg ttatcagaag gacgcttgga 

   115201 ggggcgcctg ccggaagatt ggtttcgcca catcatggat cccgaaaccg agttcaacag 

   115261 cgaatttgct gatgctctgt gcataggtat tgatgaattc gctcaacctc tgcctttttt 

   115321 gccgtttaag gccttgttag taaccggtac ggccggggcg gggaaaacga acagcattca 

   115381 gaccttagcg gccaacttag attgcatcgt tactgcaacg acatctatcg ccgctcagaa 

   115441 tttgagcgtt gttttaaata gaagtaaatc cgcgcaagtt aaaacaattt ttaagacttt 

   115501 tgggtttaat agttcacatg tatctatgag cgaacgtcaa agttatattg caaatgacga 

   115561 gaggtcgatt caaattcaac agaagcaaga cctgtccatc tattggaatg ttatctccga 

   115621 catagcggat agggcgttgg gtgctgtcgc atgcaaaact aaagagttac ctgatttgtg 

   115681 tgagagtagt gttatagtta tcgacgaggc gggtgtaata ttacgacata ttctgcacac 

   115741 tgttgttttt ttttattggt tttataacgc gttgtataaa acccctttgt atgaggacgg 

   115801 aattgttccg tgtatcgtgt gtgtgggttc gcccacgcag agtaatgctt tggtgacttc 

   115861 atttaatccg ctgactcaaa ataaggacgt gaagagagga atagacgtac tttcggcctt 

   115921 gatttgcgac gacgtgctgt ctaaatattg cgaagtcgat aacaactgga taatctttgt 

   115981 aaacaacaaa aggtgtgcgg atcatgcgtt cggagatttt ttaaagcaca tagaatttgg 

   116041 tttgccgttg aagccggagc ttatagagta tgtcgatcag tttgtgaagc ccgcttcgta 

   116101 catcagaaat cccatgaacg aaatagaaac gacccgcttg tttttatcgc ataacgaggt 

   116161 aaagaactat ttccgttcac tgcatgagca ggttgaagtt accaacagaa ataacttgtt 

   116221 tgtgtttccg gtttattttc tgataaaaaa caagactttc gaggactaca aaagtgaaat 

   116281 tggcaatttc tccttagaaa ttgaaccgtg gtttaaatct aatattcatc ggctgaatac 

   116341 ttattctcag ttcgcggatc aggatttatc gaaaacggtt caattggagg agattgtttt 

   116401 ggaagatggg tcggtggaag agactttgat aacctgtcat ctgaaacata tcagaaacag 

   116461 ttcaataggt gtaacgtcca agatcaaggc ttcgaccgtg ggtttttccg gaacttatga 

   116521 aaaatttgta gaactgttac agagcgattt atttatcgaa aaaacgtcat gtgatcaaac 

   116581 tatccacgca tattcttttt tatccggtct tatgttcgga gggatgtatt ctttttgctg 

   116641 ttcgaaattc accacccctg aagtgttaat ggaaatcaaa aacataaaga tgcccagtat 

   116701 tgaattctta gaaagtgaaa tgtcgaggat gtctccggac gtacaaaccg tagagacaga 

   116761 tgaaaggtat gatttcggat tagtcgatga tgggttatcg gatgtggatc tattagagat 

   116821 cgatccttgc ggagatccat tttttactag gtatagtaag ttgcctttaa ctaattctct 

   116881 gtcgttcgag gaaatcagtt tgctttatac gacgtttaag gatatcttta tatctaggtt 

   116941 tgctattctg cagaagcata caaaagggaa gttcggaaag actctcctag ttacttataa 

   117001 cagaaacaac gtttctagaa aacagtgcgg tgagatctat tcccatttaa agagttttta 

   117061 tggtatgctc acttacgcta tccctgccaa taattatact ctggagggct atacaaatga 

   117121 taacgtagtt catttaggaa cggataaaca attaccgcag atattatata aaaaaggatt 

   117181 acctagatta gttataaaag atgaaatggg gttcatttct gttttagata ataacgtgtc 

   117241 gaaatttatc gacgtcgtaa atggtcagag ttttcatcta tgtacaacgg tggattacgc 

   117301 cactgtttct aaagtttcta tgaccatcac gaaaagtcaa gggctttcca tacaaaaggt 

   117361 cgcaatagat ttcgggagtg atccgaaaaa tttaaaattg agttctattt atgttgggat 

   117421 gtcacgagta accgacccga ataatttaat aatgaatgtt aatcctttga gactgaatta 

   117481 tgagaatgat aactttattg ctccgcatat tgtaaaagcg ttaaagaacg aaaataccat 

   117541 gttaatattt tagggaggtt ttctatgagt atataaaaaa ctaaaacatc agatgaattg 

   117601 tgcgtgtaat tgttaaaatc ccatacggtc gaatgagctc attcccgtcg gtccgttttt 



   117661 ctctgcaaaa caaaggtacc acggggattt agtacagtat gtctccaaac agagaagggt 

   117721 atgaaacttt atgaggaact ggtgagaaat aacttacggt tatgatctcg gtttcgtcgc 

   117781 aaaattgaat acagctacag gggtgtggtc tgatatgaca tctgcaaaaa aacaaatgaa 

   117841 agtctccccc ggagtacacg tatgtactcc ggggggaaac ctcaaaaatg cacaatttag 

   117901 cctattaagc agccgcgaac tcgttaatag ttactttgat gttaactcag gtggtggctt 

   117961 ggatggtgtc ctaagtatca atcgaagctc ctttattttt tgcactactg aagttatttt 

   118021 aggtatcggg gtaagaataa gatgacgaaa aaaatatgct agatccgtcc attaaatcct 

   118081 agagttgttt ttagtaatag gttatttaca aaagcctgca tatgatccaa tgtttctgta 

   118141 tgaatccaga taaacaaaaa tccaggagta atgattggaa tcacaaaatg attagatgct 

   118201 taacttactt aataactata cttaactata cttatagact aaacttaact taactatact 

   118261 taatttttag gtccttataa tgtgaactaa ataatcaact gttttgtgcc caacccccca 

   118321 ctactaaagc aatcgtcttt gatttatgaa acaacgaggc ccacttcacg ttattacata 

   118381 gatcaaggtc tatctcttgg cggtttttga attctttcga gagcgtaacg gtttctaggt 

   118441 ttcagacacg tttatccatt cgccgggtat cgatcggatc atatcattag ccgtgaataa 

   118501 tctctgactt tagatataac gtgtgaaaac tagtaaaaaa ggacaagagc agccgccttt 

   118561 gccgtcttca tgagcgttaa acactcatga ggttcgtatc ttacaacaca atatgtgaaa 

   118621 tattgtgagc gaggttaccg gtgtccaagt cgtaatccga aaatcatata ttgaaacttg 

   118681 taacaatgtt atgcagttgt actcaaagta tatggtgatg aattgaacat gtttttgatg 

   118741 ttttcgatgg tattcgaaaa taattttaga tatcctgtag tttttttctg atgacttttc 

   118801 tgatgacttt tctgatgaca atatagaaga tggcaaaaca acaagttact ggtagttctt 

   118861 gatgttaaat aaaatgaatc ggagatatga caagtagaga gaggtaggtg atacgagtaa 

   118921 aatcgaaggg tgtttccaca cagacggggg ggaaattcta tgagaaccac agccagaagc 

   118981 aattgacgac aatagagaaa ataagcaagc atattcatct gttatagaaa gaaccagtga 

   119041 cctacgactt tccattcagg ctagcatggt gtgaacgagg gttttttccg aaaaaactag 

   119101 atgactattt ctttaagcaa gtgtaatttt tagcagtcca agtttttatg caacgcagat 

   119161 tttaatgatg tgtccctcga taactatacg ctggaaacta acttacatct tagttgataa 

   119221 acgattttct attaaaaaga ctaaagggat tttttgatat atacaaaatt gtattgagct 

   119281 cttggaagtg cgtagatgca aaataggtta aatcttacct tgaagttaca acaggtcaac 

   119341 gttaaagtag acgtaaattc catgtgtcga atgcgctgta aactttttca cggaaaatta 

   119401 aaaacaccga atttgttcac gattatataa gcatgaattt gcaattttaa tagtcctata 

   119461 aagttttcat ttcgatctaa ctacatttta gtatttatgt tccataatgt atcaaagtgt 

   119521 atacgttcaa tctgtataag agtctgcatc aagcttcacg tgatttgtag ttcgcggttt 

   119581 agtattcgct gttttgccgt gtatgagact tacatagttt gatccctaat acttctgaca 

   119641 ggcgacgagc ctttttatat gcattttacg acaaagtcca cgcccttgtc gctgacgcaa 

   119701 tacgtaaagg ttttcggttt ggatgagaat gtggttaacc gttaataaaa aagtcgatac 

   119761 ggaaaaaaag tcgaacggta tttttagata tcgggtcaca tatcgattta atagattttt 

   119821 atatcgtgtt tgttgtccga cttagatatg tcgtttcatg ggaaaaataa atcgttttag 

   119881 ttgcgtgctg tggtttttgg atcgcaaacg cttgagcccg gaagtgtgat tcgtgcgcat 

   119941 aaaaggacct tggtaactgt gttcgctagc tcatttgtgt tagatgagcg gcaaatgact 

   120001 catctttctg ggatttatat gggaatattc tggtaaaagt gcatgtatca attttagtcg 

   120061 tttttggatt tctgtaatgt tacgatttgc tatgtgtatt ttcatgatgt cgagcatgtt 

   120121 tattttattt tttacacaga taagatgtat gctgaagaac gtgcatatgg atcatttgac 

   120181 gatgttatgg aagtttatca acaaattgtt accgagtcta ttcagctgaa aaggcttcat 

   120241 ttcggcagtg gctgtttaat tgagttctta ggtgactctg gaacgtgtga aacattttgt 



   120301 agtggatgga tatcaatgat ttgttggaca tccgatacaa attcaatggg ttctttaacg 

   120361 gtggatattg ggatagatga tggaaaatat aaaacgtaca gtagtcgggg ttttttactg 

   120421 tgttcgaaat cgatcacgtc gatttctcag aatactgaag gtagagatag gattttgact 

   120481 gtttcccaag aaggcaacaa acttcaaata acgtttgtta ctctcactaa agttttcaaa 

   120541 gagcaggata tacgaaatct gggcgatgtg aaatgtatgg aaaagtttga aaaagaatgt 

   120601 cgagctttag acagaaaaaa acacgacgat gaacacagaa aacgctcggg gaagcaaaaa 

   120661 gaaaaaagaa aagtggagga cacggacaaa aaaaaagatg atgacagacg gaaacaagaa 

   120721 gaaagaaaac gaaacgacga agacaagcaa ccggacaaaa aggaggaatc ggatggtaaa 

   120781 tatgaatgta tagttgttgt aaatttttat ttttcgtgtg tcacgatcgt ggattttttt 

   120841 ttaaataata tctgttttgt tgcaatttca gaacttccta aggagaagag accgaagtac 

   120901 catgacatga aacgtaattt ggaagaacaa agtcacgagg atggcataac accaacttct 

   120961 acgacactcg taaatggagc ggttgagggt gcgttaccgc cctgtatttc tattgataat 

   121021 cacgaagatc aacaacatga tgaattagac aagcgcgctt atgcgcaggt gggtggagtt 

   121081 tcgggttcgc caaaacctag gtcttcgggg tctttgttgt gcgtatctaa agctgatctt 

   121141 tttattttag gggacgaacc gagaaggtct atccaatgaa gataattatg ggaattttcg 

   121201 gcttaataag tctttagaac agcttagggc caaacttgtt gcaagcagcg gcgacattgt 

   121261 agaaagatcg cttttgaaat tgaaagagtg tttggataat gtaaaggata atttaataaa 

   121321 aaatgaatgt gctgatgtta ctggtccaag taaatgttta agtaaaacaa aacatatcga 

   121381 gccaaagaaa cagatagtgt tttctgattg tgtcaggccg gtacccgtgt gtgagattaa 

   121441 gccgtttatc gatgtgcgac tatttgaaac ggcgcagaac ccaagaagac ttcgacaacg 

   121501 gaccaggaca atcgtcggat caacagatgg tgcgatcgag caacagcgtg ttatttcggg 

   121561 acaaaaccga ggcagagcac gaggacgtgg ccgagggaga gctcccagga gacgaaattc 

   121621 caatataaat aattcaagga cacaaactac aattgttata gacgatagca gcgaagccga 

   121681 aaactttgaa aatgagggga gttttaatga agatttactg gcaaccacaa tattggaaac 

   121741 actgtaaatt ttattgttgt attataatta ttaggtaaac tgaataggtt ttattcgttc 

   121801 agaatgttcc aattgattgg gtctttcccg tgctccgtaa gaaataaatt tgctcgcacg 

   121861 aaatgattgc aaccaataaa tggcatcctt gcagatttca ctttgggcga tggatgtgca 

   121921 ctttctaaga cgagatgttt ccgtgcgtct attagataag agagtttccg ggcatggttt 

   121981 ccccacaata agaaaacgag agagtccatt tctatcgata gtttgctgat aatcttatag 

   122041 ctcagtgttt gccagccaaa tgcctcgtga gacattggta atccatgaac tacagtgaat 

   122101 atcgagttta gcaataggac tccttcacta caccaggagt ttaaacagcc gttgtcaggg 

   122161 ggggaaaaat tcggcacgct tctttccagt tctttaaata tattctttag agattctgga 

   122221 atcgagcact ctttcactgt accgaaggcc aagccgcaac ctctgccgtc gggatacgga 

   122281 tcttgtccca aaatcacaac ttttacatcg tcgggtttgc ataaaaaact ccaagcgtgg 

   122341 acgttacccg gagaggggtg gaccgttaga tgagccctat cgttgtccac caatttatat 

   122401 acatgtttaa ggtgtgtaat ttctaacttg gagagttgca ggaaactcaa ccagtctctg 

   122461 tttatgccga agagtgaatg ctgatcatct attgaaaggt tttcacagtt tttttcttca 

   122521 tcctgaacgt gatctaacat ccactgtagt agggccatgg tcggggaatg aaatgcagtg 

   122581 gattaaattc cctaggagga ttttatgtga atgggacgtg atgtcatagc caattatgtg 

   122641 tttctaatca gaattgtagg gcgggaactt cggaaaggta gtttagaatt gtaggtttcc 

   122701 atatgtttta gcaggtcgag ctctactccg gttttcaagt ggaaatactt taaacaattc 

   122761 aaaatcgtat caaaaagagt caaagagtta aaagggaacc taataatctt tgtgacgcct 

   122821 ctagcaggat tctccaagta taataaaaaa ccaatgttgc tgtaaaaact gtctgtgttt 

   122881 tctgaaatgt taaactcgag acccgcaatg ttatcaacaa aaaagttatt gacgtacgta 



   122941 attttttcgg gcgaatattt tctacagtta tctctgatgc aggttgttat tccgacggaa 

   123001 ggtgaacatg tctggaagcc attgaaaaag tttagccagt tgtcccgaga ttctgggtcc 

   123061 cttattagcg caaacaatgt gcgtagttgt tccgggttat cctgtaggag taagaagtcg 

   123121 ctgagaaatt catcggttac cattatacgg ctaaaaggct ttttttttgt cgggggttgt 

   123181 agcagtattg acataacgtc ttcattatat accggaggct ggtagattgg ttctagtaat 

   123241 agaggtactt cggatttcgt gcagtttatt acagctgcga tacagtcgtc aagtttttca 

   123301 aaatagaaag aattatggtt gaaaagaggt attgcttttg agaaggttag taatatgagt 

   123361 gacattacaa atagtaaaag ttccatggtt attttttatt tggaaaagtt aacacgacgg 

   123421 gaacaacatc ttatatatag tagggaaaaa gtcttgtcga aatatccatt cggcttttta 

   123481 ttggtttttt ttatacggca tatattggta tggctatcgg atttatatgt agttcccccg 

   123541 atgcggagct gttttccgaa aaatcacgta tttcgtcttc tgtcttgtta ggatgtttgt 

   123601 tgtgttgcat ggattggtcc gctgccgtac ctgggaaaac agagtctttt agaaaacttt 

   123661 ttgatgcagt catgattaaa aagctaaaaa gttgttctgc tgcttacccg tctgatttgg 

   123721 agcagggctc gatgtgtgat atggcagatg catcgccgac aagtcttgaa ttaggattgt 

   123781 cgaaattaga caaagaatca tgaaagtatt cgaagacatt aatactggtt ttctttttcg 

   123841 ttacgacgaa caatatagaa gacgcaaaga gagaccaatt tagattcgag ccaaaaaagt 

   123901 ttatttagtc agtttaatag tttgccataa tcatcccaat aaatatattt gttgaaagag 

   123961 ttgtatatgg tgatgtgttc ttgaaggagc atcggttgtg ttagctttgc gatattcaaa 

   124021 gtaatctcgt tggaatagca gatcgcaaaa ttgatacaaa cgtgagcggc gcataataaa 

   124081 tccttttccg ttggcgcgtt tatcatgaga gagcaaatgc cgacaagctt tttttttgag 

   124141 gcgtttaccg gtataggagt tacagcgttt tttcggagtg cgtccgtttg tgggacggtc 

   124201 cctctgaaaa actgattgat tgcaatagcg actaccggtt catggtgaac cgattcagaa 

   124261 attatctgct cgcccacgtt aataaccatg ttgccgatgg acatcaattt ttcttgcatg 

   124321 gcgtttatta agatcttatt tcgggaataa acctgtattt gcacaattga agcgttgtag 

   124381 cagcggaata atctgtatat ttctgacata aaatttttag gtgagcacgg ggagtaaggt 

   124441 ggagatgttt cgtaagattg aaaaattttg aaagcgttga ctgtatttcg atcttgcctt 

   124501 tggcattccg tagacctgac aatttcattt ttttccgttg tcgatgtatt tacaggcatg 

   124561 ttgaatgaca ggtcggcgag aggtttgtcc gtaaatacag taacacgatt aatttctttt 

   124621 tcttgacgaa acacggcgtt tgagattttc cgtagtttgg aatgggcgta gatcgcgtta 

   124681 tttcgatatt tttccttatt aaattttata tcggatgggg tgtgctgggg aaagactctt 

   124741 gcagttgcat aatcgacggg tttttcggtt ggggcggttt gcggagatag attgttttgt 

   124801 attcgattat ttcgtatagt cgttttagtg ggtagatttt ttttccgttc tacgaacagt 

   124861 ttcgttgttt ttctagttcg gcgagatttg acggtatgtc ttgttttaga ggtgttttta 

   124921 tttcctctgt ctttcatctc ttctgaactt aagctatata aattttaact tttaaatgca 

   124981 acgatacaca ccgaaatcag tagcactata acagatatca atatcagaat taatggtacg 

   125041 atccaggtaa atacggtttc gtcagaattt gagcctctta ccgcttcttt actgtgttcg 

   125101 tcgtgattct gcacagtgtg ttcgccggaa gttacaagag cgctagcctt ttggttggta 

   125161 aaccaactcg acgctagaca tgagacggtt tttccgacaa attccagctt cgttcgtctt 

   125221 ttgaaagtaa agttcacact aacggttgac gatccgttct cattctgtct aactattggt 

   125281 atgtctctct tatatacttc tccaagaaat ttaataacca catttggttt tggataagac 

   125341 gtcacggtac acgtaacgtc taaaaaattg tctaagtaac gaaagtacaa aacgacgatg 

   125401 ggtttcataa tgagttttaa gcaactagtc gcagacgttt tctcgttatc tactgtgaat 

   125461 gtacaggtta aacatgtcgc gtcatatgct gatttggctt taattttcaa cagagatgta 

   125521 gttctattgt gttttatgtg gaaatataat ttactgtcca cggcgagatt gttgatctta 



   125581 tttagttcgt gtataaggac gtggccatcg tcagtgaacg ataagttgtc catgttttgt 

   125641 acctcatgat tcgatataag tcggctttta ttgtaccacg agacgcttcg gatgtttgtg 

   125701 gtcgtgttga ggcgacaatg gaaagtgaca attgacccta tttcgtatat taaagaagga 

   125761 ctcgtctccg ggtggagtac aaaatgtgca cttatgatat atagaagcgg caataaccga 

   125821 agcatcagag aactcatagt gtacacctgt gtcaaatagc agtttctgtg cgagatagcg 

   125881 gtttctgata tatataagtc acgcttaaaa taaaaaaaaa cttaaggatt tccgttatac 

   125941 tgttttattt ttttttaaaa aaaaagttgg gagttaacat tttgaaagtg tactaaattt 

   126001 cgatttaaaa tctttgctga taggattata gatggagata ggattgtcac cgtcgatgat 

   126061 tgaacacacc cgaaggacaa tttctttagg gttatctttg gcatacttat tgcatgtttt 

   126121 aacagctcct acaaagtcga tgggcgtagc ggcgtaaatt atcatagtct ttacgtccga 

   126181 atgtctcgta aatagatcat gtgttgtgtt gttttcaaat ttatcccata attcttgcgg 

   126241 tccttgtttt tgtagttgga taaatcgttt aatttcatct ttgtcataat acttaggcgg 

   126301 tgcatgattc attttaaatg cctctgaaac agtgatgttg ggtcgaatca ttaattcttt 

   126361 ttgcattatc tttatgattt gagctacttt ttttgatctt gtaaagtaca taatgatggc 

   126421 tgcgttgtta gagagcccat tacagcagat gctgtataca gcttctttta gatttttctc 

   126481 actgcaaggt tttttgggga tctgtttgta ttcaaatgct ctcatagtat ttctaaatag 

   126541 tttttgaaaa tcttttgtag ccaccctccc gcggtgaatt ttaaattttt ctgatacttt 

   126601 tctttctttt agtctaatat aatctctata acacaaatcg tcagtttcac ttacttcaga 

   126661 ctctgttttc tgcgctccgg atattctttt cttgcagaaa ttttttatgc tggaatctga 

   126721 atcatcatcg cgggggcgtt tttttttgca tttttttgtg ttgtgtaatt tgacattttg 

   126781 tttttgatgt aggtgagaag tcgtgatatt aggtgccttt ttttgttctt catcaatggc 

   126841 gttttcggaa tgattggatt gttcatgtgt gttaaatgga ctagaattgt gtaggggaaa 

   126901 tttttcacct gcttccgggg agtttctaaa cacatctgca tgtctattcg attcgtaatc 

   126961 tgaagacatg tttgtagttt tgtgttttga atctgattta gattttattt gtttattgtc 

   127021 tttatattga gttttgcggc atgtttttaa tgtggatttg gaacatgata aagaagctga 

   127081 tgatgatgtt gatgatgatg atgatgatct agttctggaa gactgatagt aaaatggtgt 

   127141 aaacttctct tttccggtta ctatatgtga attagatctg caattttctt caatactgga 

   127201 agagatgctt gatgatccag atttgtgttt ttttcttctt acaatggtca gtgaatctgg 

   127261 tgaatttcga cagtgagatt tgcatctaga catagaactt tctgaatcgg tgtcattggt 

   127321 ggattctgat ttttttctgt tggttcttat atgaggtctg aatcgggggt tgtaaaattg 

   127381 atcattgtga ttaaagcact ggagtcgagc tgcagtattt ttgtagaaat ttagatcttc 

   127441 tccacatcga aattttattt ctgatatttc aaattttgta ttaattgagg tgtcatgtgg 

   127501 aggcgtttgt cttttattag aatcgcaata aatctgcctc agctccctgc tggaagccct 

   127561 gctggaggct ctgctggagg cttttcttga ggctttactt gaggccctgc tagaatccct 

   127621 actggaggct ctgctggagg ctctgctaga atccctgctg gaggctctgc ttgaggctct 

   127681 gcttgaggcc ctgctagaat tcctactgga ggctctgctg gaggctttgc ttgaggcttt 

   127741 accggaggct ttgcttgagg ccctgctgga agccctgctg gaggctctgc tggaggcttt 

   127801 tcttgaggct ttacttgagg ctctgctaga atccctgctg gaggctctgc tggaggcttt 

   127861 gcttgaggcc ctgctagaat ccctgctgga ggctctgcta gaatccctgc tggaggctct 

   127921 gctggaggct ttgcttgagg ccctgctaga atccctgctg gaggctctgc tggaggctct 

   127981 gctggaggct ctgctggagg ctttgcttga ggccctgctg gaggctctac tggaggctct 

   128041 gctagaatcc ctgctggagg ctctgctgga ggctctgcta gaatccctgc tggaggctct 

   128101 gctggaggct ctgcttgatg ccctgctaga atccctgctg gaggttctgc ttgaggctct 

   128161 gctgggagcc cttttagaag ccatggtgca acttttactc agatgtttat cagagttttt 



   128221 gccacaagtt cggttaggat ctttagattc atttttggtg gaattgcagt taggtttctt 

   128281 gtcagtacac tcatcactgt tagaagtgct attcgtgatg cttttgttat tgttggattt 

   128341 gttaaaagca gtaggattta aattactccg aataggtgaa ttgtctgtta aatttttgtc 

   128401 ggcgcttgca gtgtggtttt tagcactgtt tttgtccata attgaaggat tttttaactt 

   128461 gcaatatgga gaaggtgatg ggataatagt ttttaccgga gatttgtatt gaccttcttc 

   128521 atcagagcta ctggaataat ggtgtgtttt tgattttggt gatgtagatg tggctttccc 

   128581 tgaaacattc ttaacggata cttccttaaa gttttggtgt ccgttggagt ttgtagtatt 

   128641 ttttttagat gttgtacgtc caggagaatg tttcatttta ggataattgt ctttggagtc 

   128701 atgatgtttt ttgtaagaat tatctttggt cggggctctt ggagtatgtt ttgatatggg 

   128761 aactgtgtct tgtagagaag tttttgatcg gtgtagattt tgttttattt ggttgaattc 

   128821 tggtgtcgaa tagaatttat ctgtatggtc cgcaaagtct atggcgggtt caggtgtcaa 

   128881 cggaagagga gataataggg gatctaattt tgaaaaatct ctagctttag taacggcttt 

   128941 atcttcatgc tcattagatt ttctctcttt aagatcagaa cgtgatgagg catggttttc 

   129001 atcatgtttg tttgtttgag aactgcgttc ttttttcttc tggactgatc tacaacggat 

   129061 atgtgctttt ttgtacttct gaatatccac gtcacgattt gagccattgc ctgttaacgc 

   129121 ttccttcggt aacggaataa cgtcagtgtc atatattttt ttaataatat tcagttttgt 

   129181 gggactaggt ctgtatgata aactgatcgc gtcattagat gttaaaactt gattttctct 

   129241 ggatgtttcg ttatccttag tagcctcatg ttttttagtt tttgtagttt ctggtattgt 

   129301 ctgtgctttt gttggatgat tgtaattgtc agattgtacg tgtgtggagt ctgttgaaaa 

   129361 tgccatgcta tagtcattgg ctccaaaatt gaacttgttt gttagttgtg taaaatcttt 

   129421 atagttattc atacgggggt ctggattctg ttgttcgtag tttggatacg tgtaatgttc 

   129481 atatggtaaa tccgcggatc tgtctgagca atcgtatgat ctgtggcctc ttccgcgtct 

   129541 gttataagtt ctggtaaaac atcttttgta tggctgttga tactttgagt ttggattgta 

   129601 gtaattatat tttccatttc ctcctctggg cctatacgaa tgatgtctaa agttatagtc 

   129661 atatcctcta ttggtatttc tagattctct gtaggaactc tctatatctc tgtatggatc 

   129721 atgataaggt tgatacggta acgaggtgaa attgttctgt agatttgcat tttggttatg 

   129781 tgacgtgtac atgggctgta ggagttgatt cggtagttcc gaagcaaagc gcacctgggt 

   129841 cgaaccgctt tcgtttgatg gtagattgga agcagaggat gtgcattgtc tgtgggtctg 

   129901 agctactatc cgtggatcct ggatagtttt tgaaaatatt ctggattctt gagaatatat 

   129961 aggatcttga tgcgtattat cactcaacgg ttgtgtgtgt gtgatgtccg catcacagta 

   130021 tagtccggat aatttcatgg cgctttgaat gacgtcgtta tcatttcctt gtttgcattt 

   130081 gtgttctgga aaacatgttt ataaaattga agcttaatag acagtatttg cttaatgtat 

   130141 ttaataaatt acggataatc attttcatta tgatacagcc cgtgcagacg atgatgttca 

   130201 taccgattgt gcgtggtgtg caaatgaaga cattatagtc tgtagtaaaa attcactaaa 

   130261 tcgaattact aacaatgggg gggattattt atataacaat agtatattag gtgtcatata 

   130321 ttaatttcat ttaaaactag gatggacaat gacataagtt atatatgaaa cccggtgaag 

   130381 ttaatgacaa ttgaattgga tggtctatta atttattttt aaatatttgc attagattat 

   130441 attataataa aattgtttta atgttaaaaa tttaaatgat tgatgtattc attattgaca 

   130501 tgcagtaaat ccagtatatt ggataaaagt gggatttatt agtcgggggg gcgtatgtat 

   130561 aatattcatg tttttaagat atggtattta tcaataatct acttgtctaa ttgtgttggt 

   130621 tgtgtgcaag aaacctgtgg atatattaag gaataattga aattgaattg ggtgaagttt 

   130681 gtgactatca aagggttaat atgcataatc aaataaatac tgatgctaac atggggatgg 

   130741 atataattta ataattagaa tataattatt aaattatgta ttatgaatat aacataattt 

   130801 aaagtttata gtagactagt tttattatgt ttctaatgtg atagcgccct ctgctgttga 



   130861 ggtagattat atgatattga gcattttaag tatagtagtt tgaatatgtt tctgatgtga 

   130921 tagcaccctc cgttgttcag gtgaaaaatt aatagtggta aatagacatt tttaaagtac 

   130981 tttaaaccta gtaatttcat ctattgtgct ttttgtgtat gtctttgtgt atgtctctgt 

   131041 gtctgtgcag tgcacgtgtc tgtgtctgtg cacgtgtctg tatgtgcatg tgtctgtgta 

   131101 tgtgcatgtg tctgtgtatg tgtatgtgta tgtctctgtg tatgtgtatg tctctgtgta 

   131161 tgtgtatgtc tctgtgtatg tgtatgtctc tgtgtatgtg tatgtctctg tgtatgtgta 

   131221 tgtctctgtg tatgtgtatg tctctgtgta tgtgtatgtc tctgtgtatg tgtatgtgta 

   131281 tgtgtatgtg tctgtctatg tgtatgtgta tgtgtatgtg tatgtgtatg tgtatgtctc 

   131341 tgtgtatgtg tatgtctctg tgtatgtctc tgtgtatgtg tatgtgtctg tgtatgtgta 

   131401 tgtgtatgtc tctgtgtatg tgtatgtgta tgtgtatgtc tctgtgtatg tgtatgtgta 

   131461 tgtgtatgtc tctgtctctg tgtatgtgtc tgtgtatgtg catgtgtatg tgtatgtgca 

   131521 tgtgtatgtg tatgtctctg tgtatgtctc tgtgtatgtg tatgtgtctg tgtatgtgca 

   131581 tgtgtatgtg tctgtgtatg tgcatgtgta tgtgtatgtg tatgtgtatg tgtatgtgta 

   131641 tgtgtatgtg tatgtgtatg tgtatgtgta tgtgtatgtg tatgtgtatg tgtatgtgta 

   131701 tgtgtatgtg tatgtgtatg tgtatgtgta tgtgtatgtg catgtgtatg tgtatgtctc 

   131761 tgtgtatgtg tatgtctctg tgtatgtgta taatagaggg aaacaaatag atagaggata 

   131821 gagagataga tatggggggg gatataaata tggtaatttt caatctgtgt ttccaaaatt 

   131881 gggaatcatg tgtagcatct taccttcaaa gtgattacag ttaataagat gttggaataa 

   131941 aaaatggatt tggtatttta gatatatact ttcaagtgtt tggtgtgaca ttcaaagtct 

   132001 aatggttgaa aatgtttttc ataaatggta gctattatgt gaatgttaag caaaaacaga 

   132061 atatacctga aagaataata ttttgtagag tgttatgatc tagttatagc taatgtaata 

   132121 tattttttaa cagtactatg atttatagaa ttaagatgtc tcgggggcat tagtcttaat 

   132181 caactggttt agtttgggaa agtgaaagta aaaatctgaa tacttgacat ctgtataagg 

   132241 tttttcaaga atacaattgt ttatagtatc acgtctctaa gaaagctgga attaacttat 

   132301 ggaaatatta tatgatgact tataagtcag ttgatgtaca tgtcttggaa ttaaaaagag 

   132361 aaagcaatgt ctatattact ttttattatt tgtaaggtga tattgaaaat aaattcattt 

   132421 gaggaatcac gtgtttgttg atgtattaca taatacaaaa agttacattt gcttatgtaa 

   132481 tttctaatct atagcaacaa aaagagttac acaatatggg gaaagtctat attttacaac 

   132541 agtataagca tatttacata atacacatct gtatgctaat gattgctaat caatttacat 

   132601 ctcggtttta tctagctaat agatttgagc attttctatg aacggatcat aatcagaagg 

   132661 gtagccatct aatttaaagg cctctgtacc atcactgttg caatcactta tattggtaca 

   132721 tttttcatta gaattacttg taccttcagt gcatctgttc tcatcatttt gacttgttgt 

   132781 gtcattgata atatttagta tggaggaatt atttcctgtt accggtgggt caaacacttg 

   132841 agttgcggtt gttgcaaaag tttgggaatt tgccacattt aaatctttct cacatgtagt 

   132901 aggggtgaca acattatatt tattgcaaag atcctggcaa tgtttgatta tgccctgttt 

   132961 aatgatatca tttagatcca taaaattatc cataaccata tctatgataa gtctcttagt 

   133021 tggtgttatg actcccgagt ctattttgct attctgtatt ttattataaa tatatgagac 

   133081 attgtcctta tcatagtctt catcatccgt tttgatgggg acaaagtgat tcataaagca 

   133141 gtgtttggct tctgtcccat cattgtcatc ttttgcatcc acattttcag aactgtgaat 

   133201 aggacaattg tctacttggt gagttttttt catataccaa atccaatttt ttctgggaat 

   133261 aaatttggat ttgataccac tgataccctg cattgacctt attgggatgg taaacactgg 

   133321 agttggaaaa cctttacttg gacaatcacc attattggta actttatcat aatcacttaa 

   133381 atgtaactgt tcatgttcag atgtacagtc atctgactcg ctgctcgatt cagaatcaga 

   133441 ttctgattta atagctttta ttaagattga gttaccaata atattgtcac catcctcttc 



   133501 atcttcactc tctgaactta ttacaattac gtctgcagcc ttaggtaact tatctgtctt 

   133561 aatcttttta tgtttgggtg atttacttga aacatgtttc cttttagcta ccctcttttt 

   133621 aggtttgctt cccggggtca tagacttagg tttgacattt ttcttagaag gggtgacctc 

   133681 tggtggtgaa catatagaat tgctaaatgg tgtattctca tcagtgctat tcatatgaat 

   133741 gttattagtc ctcgcagctg aatcagagtt tgcaatgtaa tcaatttcat cattgttatc 

   133801 gctttcactc tcatagggtg ccgagtgatc agtttcataa ccaaacatca acatttctga 

   133861 tattaaaggg ttgccattgg aaccatcttg ttctgtccct tcaactactg aatcacattg 

   133921 agtgtcaagt agtctttcta gcaacatgtt tttacaactc tggaggccgc tgatggaatt 

   133981 caagttatca gggccgccca gatctgtcac tgaggctgta cctacacagt tagggtttgt 

   134041 ttgttcgtcc cctgactgtc tgctgttttc agtgaatgtt cctacatatt tggatttccc 

   134101 tggcacttct ggagaaggag tgcatggata cattttattg tcatcatctt catggataga 

   134161 ttcgatagaa gattcctctg aatatcttcc atggtcatca aaatcagcta agtctaatat 

   134221 cattgagtct gatgggtctg tgtttccatc acaaatggaa gactgtctat ttttatccat 

   134281 attaatgtag ccttccatta tttgaagggg agctaaaggt ttaattaaac cagtatcatc 

   134341 ataacttgat tctaagcgtt cacatgcttg ggtaatcata gtcagtatgg tagctttaaa 

   134401 tccctgtctc agaagtttga ggtgttgcca tgaaaattca ttgctgcata taataatact 

   134461 ctggagaata gcattggcaa gatttttggc ggcagtaatt aaatttttac aattcacatt 

   134521 aagtttaagg aatgctttat cacaaccatc catgaagatt tgattcatct gctttatagc 

   134581 aaatgtctgt aaaatttgca tatttttagc atttgtttct actatctcat ttttaccttc 

   134641 cagtaatgtc tgtttaagta catttatttt ttcacaaaag tccttactgg agatgtcagg 

   134701 attggacatc tctttgttgt gtgccatcat catcaacatg gtggcgccct ggttaagttt 

   134761 ctgacaatct aatgtcacag tagctttaga aaaaatgtct ttgacagcct taataatgtc 

   134821 attgttcata ttagctctca aatccaggag caagtttctg gattctgatg ccaccttttt 

   134881 cactaaccca tcgaatttat cacatgcaaa aacaatgaat ctaggttcgc accaattaaa 

   134941 aaaatccaac tcttttccat gcaacatttt tgaataagat tcaacatatt tagttgaagc 

   135001 actacttaat aaattaatgt ttatcagctg tgataattgt tctaatccta gtcctatgaa 

   135061 catggattgt tgctgcgtta ataagccagc gcacttaatt aatttgtctt ccatgtcaga 

   135121 ctgttcctgt ttcatggcag ccttcactga tgcaccaata ctttggatgc aattcccagc 

   135181 ggactgagct aggatgtaaa agaagatatt ctgagtatgt tatatgtcac atgcttaaaa 

   135241 ctatgttttt tcttgttttc tatcttggga catataatat aattcatgta cttaccagct 

   135301 aaagttttca agtcttcatt tgatccttct tctacattat tggactctat gttgttggaa 

   135361 gactctggta taataagacc aaagctttca aggcctggaa gaatcaggtc atcgaaggat 

   135421 gtatcacaca tgagactctc ttccaatatc tgttggatag attcttccat cattggatcg 

   135481 ggacggtagc tgtaagtata aatatttttt aagtacttag aaaaattccc aaatagtctt 

   135541 aaataaaata gatctaataa ggactaatca tacttactct tgcatacgtt catcattgga 

   135601 tcccatgttg tttccagagg gttttgctgg ctccattgta tattaagatg caaattgaga 

   135661 caccgcctac tgtgctgata gccaatgaaa aaatatctcc cgtcagcaca tataatacta 

   135721 tataaggaca ttaccaccac ctctttcttt gcagagattc tctgcttgca catctgtaac 

   135781 actgaccata atggggaaaa tgtcatctac tggaaatgga aaaactaatc taaagatact 

   135841 ggcatgtatg ctattgatat ttctaatagc aacaatatct ttgttaatac tggaaattat 

   135901 atcgggccaa agatattcca atgatgattc cgaaggtgtg actgcggcgc tgaagcatgt 

   135961 aagcacacct actaccaact gcactgaaac cactactcct ggttagtgaa ggatctgtct 

   136021 tttttatttt aatgtattga ttatatattt gcatacattt cttaagaatg aaaaaaaaaa 

   136081 tatcacggat ggtttgtttt tagatttcgt aacgagccaa gccacgggaa acaaagaatc 



   136141 aatgaaaaaa aatgaagggg aacctccagt ttggattcag gctttaacta caacattatc 

   136201 aattatccta ttggtttgca taataatggc atgcattata tgttcccgga ccacggaaga 

   136261 agagaagagc ggaatgcaat cttctgcttc ttcagtagag actttacagt ctttaaatga 

   136321 ggctatttta ccgaaaggtg aaatgaatgt gtaatgtctg tatttttctt tgcagagatg 

   136381 tatggagagc ttatattggg ggaaaatacc tgactgttct gcctatattc gaatgttgaa 

   136441 gtatgtacaa tataatttct taccttttaa gagtaattca aggtggaggt ttctttggag 

   136501 atgattccag gtggtggttt tgggcgcaat caatcttctg ggtgggaaga aaatccagca 

   136561 atgtaataat tgatgggatg caatcgatgt gacaaatctg taagattaaa tgtgaacatt 

   136621 ataaattatt ttgtgattaa caaattacaa tcatgtgcat gtgaaaatat cattaaattg 

   136681 ttttacaatt tttaaatgca atttaaaaga atttttgtag caatcttaaa tattaatcgt 

   136741 tacaaaattg acttaccaga ctgcaacgat ataagaaaga atgtctgtga tgagaatgtt 

   136801 ctccggagcc acttcttgag aatagtggca ctgaactggc tgtaacttct gcttatatac 

   136861 aattctgtag cgggtgtgat gtacaggaaa atgacgaaga tgaaggaacc aatcgctgta 

   136921 taacgttaaa ccgcaagtgc agaaatacac cccttttaga caaatatgga attgaaatta 

   136981 gttaatgctt gcaaaaattt agggttttgt tatattttac aaaaacagga atttgtggtc 

   137041 tggatttttt gaggttttct ataataaaca acattttact gataaattgt catgtttttt 

   137101 ctaagaacat ctgttacaca tcataagaca tgtggttttg gtgttagcgt ttctcaataa 

   137161 ataaatgact cagtcagggg aaaatgttgc aatcgcggtc ccctctaacc tttaatttta 

   137221 tgagaaaaac aggaactgcg gttgccccgt tagcaaattt tagggttctt gttagcttgg 

   137281 gcaggaaaga ccccaaccgc gatacccact gacctttaat tttaagagaa aaacaggaac 

   137341 tgcggttgcc gcgttagcag attttagagt tctcgtttgc ctgggcagga aatattttcc 

   137401 gagaaaaaca ggaactgcgg ttgccgcgtt agcagatgtt agagttctcg ttcgcctggg 

   137461 caggaaacac ctcaaccgcg gtacccactg acctttaatt ttccgagaaa aacaggaact 

   137521 gcggttgccg cgttagcagc ttttagagtt ctcgttcgcc tgggcaggaa acacctcaac 

   137581 cgcggtaccc actgaccttt aattttccga gaaaaacaga aactgcggtt gccccgttag 

   137641 cagattttag agttctcgtt cgcctgtgca ggaaagaccc caaaccgcgg tacccactga 

   137701 cttttaattt tccgagaaaa acagaaactg cggttgcccc gttagcagat tttagagttc 

   137761 tcgttcgcct gggcaggaaa gaccccaacc gcggtaccca ctgatcttta tctttatgaa 

   137821 gaaaaacagg aactgcggtt gccccgttag cagattttag agttctcgtt cgcctgtgca 

   137881 ggaaagaccc caaccgcggt acccactgat ctttatcttt atgaagaaaa acaggaactg 

   137941 cggttgcccc gttagcagat tttagagttc tcattcgcct gggcaggaaa gaccccaacc 

   138001 gcggtaccca ctgaccttta attttccgag aaaaacagaa attgcggttg ccgcgttagc 

   138061 agcttttaga gttctcattc gcctgtgcag gaaagacccc aaccgcggta cccactgacc 

   138121 tttaattttc agagaaaaac agaaattgcg gttgccgcgt tagcagcttt tagagttctc 

   138181 attcgcctgt gcaggaaaga ccccaaccgc ggtacccact gatctttatc tttatgaaga 

   138241 aaaacaggaa ctgcggttgc cccgttagca atttttaagg ttctaacccg cttgggcagg 

   138301 aaagacccta accacaacac ccactgacct ttaactttat ggaaaaacaa attattttgc 

   138361 tcaccatgca gttttttata tatcgttaca tctctaccca atcagcaccc ttgatgatgc 

   138421 atacattaag ggaatgttga tttttttttc attgtaccca cttacgaata acgaatcaga 

   138481 agccagaaag tagaatattt taatgatgta ttaatcatca tttcctacca cacctattaa 

   138541 cttcagtatt tataggagag gcatttttcc gttatgcgcc attagctgtt cttctgctaa 

   138601 ctcggacgca gcggtacagg gtgcgttatc agtgtcttat aatgtgatgt ctttttttta 

   138661 ttttcttgtc ggtattttaa aagtagtctt ttaagatgtt gttaaatata tagttataaa 

   138721 attttcggaa ccgtgtagtc aataaaacaa tttatagaac ggttcctggc ccaaaacaga 



   138781 aattgattta tgtcatcttt ctgaattaca ggaaaattgc gagggatgac tttatcaaat 

   138841 gtaaaattat acaccctctg tgatagattt attttgtgga tattggaatg taccatcgag 

   138901 cgtatatcaa cgcaagatgt ggctatgatg ggacacggtc ctatctgtac atggtcgttt 

   138961 tcattaattg ggaatattat tttttgacct ccaaggaggg attttataat attaaaattt 

   139021 tcaaagttga tatttatgtc tttccaccac aagactaaaa cctgtccgta agctcttaaa 

   139081 ttttttgtat tcaaagatcc atgtaatatt ccatgtaacg gtatattttc aagaatggct 

   139141 cccgttaaca tcgattttcc acatccgggt gggccgataa aactaacggt gttttttttt 

   139201 cctcctctgt ggcttagcca ctgatataat atggttcctg ctaatatagg gtcaaaagac 

   139261 tgcagacaga acagctggta aaccggattt tcataaatct gaaagtcagt gtctatgtgc 

   139321 gctataaaat cgatagcttt cctagttgct cttattcttt ttttagctat agatagagcc 

   139381 ctatggatta gcacgtcccc gtgtgttagc gtcaacaatt gcatgtatga tctaatgtct 

   139441 cttcgtatcc acgcgtcttc cgtgactatt ccaagatcag acagccattc gatggttccc 

   139501 agaaatttag attttaaaga tatcccgtta atcccatcct ttggaaacag cataagtttg 

   139561 acattaggtt ttttattaaa atgggatatg atgtgttttc gatgtatttc atcgcatacg 

   139621 tctcccagtt cgttaatatt tgtccacgcc cattggaact gtggtctaat aatttgaaga 

   139681 agggcaaagg ggatgtaact tagactgaag acctgggttc cgccaccatt cttctttgtt 

   139741 ttggcatacg tgcaccaatc atctatttta ggggcgttcc cgtcgaagaa atctttaatt 

   139801 aatacgcccc tgatttccgt tgtgtgtttt cctatcgttg cgctgggaat tccatctaaa 

   139861 gctatcaata atattaggga gggtctgcca gctttattct ccgcttgagc gtaccacttt 

   139921 gcaggggtgg ggacggcagt tttattattc cagtaattga gtatgacatc gatcattttg 

   139981 gtacatgcag ttatccattt aatatcgggc gctcccggtg agtgcatatc cctgaaatgt 

   140041 ggcacggaca cgttagagaa tttacagaaa aaatccgtag atattccagg gatttctgcc 

   140101 tcccactcca tggggccttt gatagtcaac atgatatatt tgtccttagt ccagaaatca 

   140161 tcactcggat ttattatgga aaacataccg ttcgcgcctc ccaagttttt tatagttgta 

   140221 tacagaaaat aaggtaattc ccctggcttg tcacctctag atgtctgcaa gtccggacga 

   140281 tttcttttgg caacaaattc tcaatatgga tccgacggaa cttttgtcgg acgatgcaat 

   140341 ctcgtccacg tgtgacgaaa acactgcagc tggaactgat attatgcagc ctttgtgcgt 

   140401 tgatatgtct gtccaaccga cgacatcggg gtgttatacc ggaacgatga tgtcagactc 

   140461 gtattcctcc aatgacacac cggatcaaaa ctgccaatca catccgactt tgacggacct 

   140521 ttcgccggaa gacatgaaca atcaaatcaa tgttcaaccc aatcagatga cctttcaacc 

   140581 catttcccca ccgatacagg atcgaaatta tggctatagc aataatatga ttaatcccat 

   140641 caaacctgca tcaattatca aattacatgg tcattcgata ggagaaatga catcttcaga 

   140701 cccttcctct catgttaatg ctcaacactt tgtccaacag tctaatccta aattctttct 

   140761 aaatatgcat ccgtgcatga ccgctaactc acaaggaccc ggggaatgtc agtctgtcca 

   140821 taatcaatct tctggaagcg ggtctaattc ttatgacatt actacggcac cccgcgatga 

   140881 atggatattg actacatccg gcggagaatc ctggattctg aaacggaaca cccctaatcc 

   140941 tccaaatagc agaactaatt taattttcaa caacgcacaa ccgattttcc atatccaacc 

   141001 tcaagtatct gggtttagcg actgttccta tcagaggggt ggtctcaatt cacgtgagta 

   141061 tgtaaatttg gcaggttaca ctcccgtgag caacatgcag aatatgaaaa actcatgggc 

   141121 gacacaacta ggagcatcca ttgactgcat gactgcgtca ccaactggta tagatgcgaa 

   141181 tgtcaactct gctttccagc cggtgggggt ggtatcaaat aatcggggtg ctaatgttcc 

   141241 aatgggaggc atgggtaatt atatagagaa taacagtcca tggaaccaat actataaatc 

   141301 ggaaatggct aataattcca taaatgtcaa cgagtcgaat ggttatggcc atgtggggtg 

   141361 tgttaatgac gccatttccg ataaacaagg tggcaccgct aacgtcccat cttctctatt 



   141421 gaatccggat caccaagatt ggatgaggat gactggtacg agcacacata tgttaaacaa 

   141481 tataaatgct ataacagaaa tgaaaaacta tgatttcccg gaaaatgatg gcaatgtcca 

   141541 cggagccacc ggtgtatatt tatcatcaac cctgtccaat ggtcagcagc atagcgcatt 

   141601 tgaaggaaat ggaacatttc ccgtggtaaa taccggcaat ccaagaacga cgttgaactg 

   141661 tgctcctcag ttgttgtggc ttggaggaaa cccgacaatt gcacatccaa tgaatgggaa 

   141721 taatgaaacc ccagataaaa atgtatgcaa gcctaccccc agcacaggtg taataaaaaa 

   141781 aataaacttt gactgtgttg accgagggga aggaatagga aattttccca aactggcgtc 

   141841 ttttgtagct ataagagaaa aaatgtcaaa cacggtcaat ccttcttgtg gaacttttct 

   141901 agcacagttg gagggattac gccagcagaa ttcatttgaa aaaaatatat cccttactga 

   141961 tgtacagttt tctgaagaag atgatgtgct ttccagtgca tcctcggtca gctgtaatag 

   142021 caactgcgac atgaaaatcg gagtttcgca gcaaggtacc actgtgtcta atttacaaca 

   142081 agggtttagg caacaaatca acatgaactc atccgtggtt aaaatggacg ggagctataa 

   142141 aacacaagag atgtcaaatg actgcgcgac agacatcacg gataatgcag gcatcattca 

   142201 agaaaataaa cgtatacact ctcaaattga gaatccagag gatggccggg tacgggaggg 

   142261 ggggtgttca gacgacaaaa atcaacctcc gcggaaaagt gcgcgtattc ataacatgaa 

   142321 gtccgaaggc gtgacttgcg gtatgtgcat gacggctgcg gattccacac ggcaggatgc 

   142381 gtctggaggt tcaagcagcg gaaccaagaa tgaatattac gatgatgaat cggaattaac 

   142441 cggactgtcg gatacagaca gcgacaacga agtccaatgc tgtcaaaaag taacaaaggt 

   142501 cggtcccaag acgtactcct cagaaaattt taatcctgat tatcgccaag ccaagagatt 

   142561 gcttgccgac attccataca gaggatggat tccagaccca gtcaatatgg aagaaaacga 

   142621 cggtccgttc attccaatag tgactagacc acccactgtg tgtatgaacg gtagacgccg 

   142681 gaggactttc ttccggcaat gtgttaccgc tttcggtcct ctgagtaagt taatttattt 

   142741 caaagaatta ctgcagagct acgtgtccaa aaataacaat agttatttaa gtatcagttg 

   142801 gcctcccaaa cacggggtgt atgtcatgtc agagaagaaa ttagggtatg aacatatacc 

   142861 taccttgaag gacaagtttc cactgccatg tgggtggatg atggtccttg gagttgtcgg 

   142921 tgcagaaccg cccgcggctc tgaataaaaa catggtgatt ctcctgtgtg aaaatagatg 

   142981 ggtgcttctg cataattact caaactctac acacgagctg tttttagccg cctcggattt 

   143041 gaaacagttt atggaggagg gtctgtctag atgtgatcct atatatgaag aaccaacagt 

   143101 gccgtacggt gtggccatgg aaaactctct tcgagatttc ttgagaaaca gtagaacgtt 

   143161 tcaggatctt atggatcaaa gggacaacat gcacggatgt aactggacct ttaacggaat 

   143221 gcctggtaga ctaggtgaca gagtcataca tctctgcaat cctgaatcgg ttgattccat 

   143281 accaggagac gaggccgtcg tatgtgaagg aagacccttg tatttctttg catatgttac 

   143341 cactttcaaa tcaaaccccg ctactaaggc taccgtgtta atagccgcgg ataaagattt 

   143401 aaaaatatat ggctatcata aaggtcgccc caggatacgg tacttgtgta agaacgtaaa 

   143461 aactttcttt aaagccgggg ctagaaagtt ctatttagat tttcagatta cacctaaaag 

   143521 cttgcttgcc gtcaacgaag aggagtatct gaatactcta caaaacgctc cttgtctgct 

   143581 cttaaaacca tctgtgttta gaaagactta ctctcaggaa ggtaaataag aattcctatg 

   143641 tcaatagttt tacttcacag tccccaccct ctttttttaa ttaaaacgga aaggccgttg 

   143701 gatccaatct gccgagagat ttactgtttc tttgacattt atcagggata cgtatattgt 

   143761 gtaccttgta atttctatgt aaacttctgc tatttttttt aatgttgagt aattgaacat 

   143821 tgtaaatagg taaactgttt tttcaaaatg gctagaaatt ctatgtactt atcttttttt 

   143881 ctgtgtattg taaaagggaa gatttgtaag gacaaagttc agtaacattt aataaagaac 

   143941 atgtgacacg atttctgact gtctcattaa tttttgtatt ttaataagag ccaataccaa 

   144001 ggtgagggaa acgtaggttc cggccaaggt gaggaaaacg gaggttcctg ccaaggtgag 



   144061 ggcaacgtag cttccgaggg ataaaaaagt aattcgttac tatgagtagt cggataaaac 

   144121 atttgtagtt ttttgtctaa cacataataa ttatcttgat aacattcatg tcggaataaa 

   144181 tccgatataa acgtttccat ctgtagatat cttggcccgt tttccatctg tagatatctt 

   144241 ggcccgtttt tgcgtgccaa catagcactt ttggttaaat tgtttatcac atctcttccg 

   144301 tagtcactta aaaaaaaaca aaaaagacat gaaatgttat agtcggccta cctgcaattt 

   144361 atataagtac aaataaacac agtaaaaata aaatgattca catatggatt aatacctaat 

   144421 gactagattg aaatccatcc acgttacgga caagggtttt tgaacttggt cttgcattgt 

   144481 atatacaatt gttctattgt ccgtgagagg tcgacaaaac ttctggcctt cattttgaaa 

   144541 cagactgaac aaatatcaag ttataaatta accggcgatg tcctgtgtta ttacgcagac 

   144601 tatacacgta tacatccaca tgcacacacg ataaaatggt atagtaatca ttcaggttta 

   144661 cccgaggtga cgttttcccc gagtaaaccg aacgatactt acatttcacc gtctaggcag 

   144721 gtcgaaatca aggaagagac agaagtcgat gagttaagaa cgacatagct atcacagcac 

   144781 gaagtaatct tcggtaacgt gctaaaaagc ggtagcgcag ccattccacg atatgcatgg 

   144841 aaatgtatta aaatatacac aaccaagaaa tgcataatta tctagcagca atatagtttg 

   144901 ttattcaaac aatgattctt ttatcttcat ttaaatataa tatgaatatt tacagctata 

   144961 tatacaattg aatatacaca tggtcgataa cgcactatta tatatattcc aaaaaacaac 

   145021 aaaaatttat cgggggttat atttatctac atcgataaag tgtacaaatg tatatgtaaa 

   145081 cacaacaaga aaatatacat gtcccaaggc gtgtacattc taacacgcgc acataacggt 

   145141 caggtcctca cgacagtagg ttatatagtt ctcattttga tgttttcagg ttttacgtct 

   145201 ttcggattgt aaaatacgtg cccaccctga cataaagctt gtccgaggtg tttatataca 

   145261 tattcttttt tttcgaacat attttgcgta gtatatctcc cttggactgt gaagatgttg 

   145321 ttaaccatca gtagtcccgc atttctaaaa cgttgttttg aagttccggt ctgtacaaat 

   145381 atggtgctgc aaattaacaa aaactgcata aatataaaaa aaattccgga aaagtcattt 

   145441 atttaattac catcttttat aaacagcact caccataatg cgggagccat gtgtgtcgga 

   145501 ctggctatat cgtattttat attagtcgtt gtcaggtttt ctggcaaaga gtgccacaat 

   145561 gcgcttacga tggcaggatc tatgtcgctg tgcataaccg gaaaatcgga aaaaaaatta 

   145621 acataaaaga ttactccaaa aaatttgttc ctaccaatcc cctgttattt aaactcaccg 

   145681 tatagttgtt ccttgctgtc cgaccattga caatatttgt gaggcaagtc gcattgcgat 

   145741 ggtttccatc agttcctcag tttcaaatag tgcatttcta aaccctctgt tagaaacata 

   145801 agttaaggaa tctcaaacga tacatcgcac acaatataaa ttcaaacttg cgttaaaaaa 

   145861 aaagaaaata agcttactta cagtacggaa gataaataat tcttcgtctc gtttttattt 

   145921 aaacgtgaac accattcgaa accttgcagt gtttcaaacc tgacaaaaaa cgaaattcac 

   145981 aattacaatt ttagaattgt gttccacctc catgtggcaa agctaataaa aaaacataaa 

   146041 tgtagttttt tagtaaaaat cactaaaatt acttacacga cgtagctatc gtttggacaa 

   146101 tgagtatcgt ttataggcac gtatacgtca acgatatctt gccacggttc gaaatattga 

   146161 gtctgagtcc acgagttaga agattctaac gtacgacgac catgctgcac gtctcggtga 

   146221 cgacaacacg tgtcattagc gacacgttta tacctcaata tgtcctctat attaacgggc 

   146281 gcaaagcgcg tgcaggtttc ccaatcctgc ccgtcgttgt cttttcgaac gatcgcaaac 

   146341 gaggttaacg tcttcatagt ctgtccgcca ttgtttcgta ttttcaaaat ctcgatactg 

   146401 acgatcagtt cacttgagtg aataaataca tgtgtgcccc acggagaggc aagacacggg 

   146461 aaacgagaaa aaattttatg gttacaaagg cttccagccc catagtttct actctgaaag 

   146521 gatgtaggta tgcgtgcggg gttgatacgt atgcgcgtac aggggtgtgg tctgtcttct 

   146581 aagggggggg gtggagtgga gagtgtaaga caagtactgc aacgtttcta gagtaacagg 

   146641 tgcatccgaa gacgcggcag ggtgtataga tgggactctt tttagtaaac tcggggtgtt 



   146701 tatgtaactg ggatcttaca cttttttaag tccataaata caaaatgctt gtttttcctt 

   146761 gtcaataaag gagacgtgat agaaaggcac acaaacttgt acaggtactc accatagagt 

   146821 ttctttcact ttgtagtttt ggcgtagctc taatttagta gtcattggac agaaagctat 

   146881 cgccgtcatc gcggtcagtg gtttcaggcg cctcatatag gccaaactgt tatagttgct 

   146941 cccaaaagcg ccataaagca gagacaggtg aaggccgagg ctgctagaga gaatttgcga 

   147001 tagaccctta ggcattattc tatctttaaa atttctcact cctttgttgt cggccgagag 

   147061 aggaacgcag attatgatat ctccgaacat gatgctgcga taaattagat atgattatta 

   147121 tctattcatt tatttatgat ctcagtagat tccgacatcg gataaacaag atgaaatgaa 

   147181 acgctgcatc cttaccgtgc ttgtgtctct atggtacaac cgcagctatt gtcatcgcaa 

   147241 acggcgtagt tcaggatgtc tgctatatct tctaaggtag tagtcgggtt ttcatctacg 

   147301 gggacgaaag ctttaactct ttttaaactt aacatttcgg aggtagaaaa tttagagatg 

   147361 atttccgata gcgtccgtct cctcggcgta gaatttctac cttcgtaaat gttaaaataa 

   147421 atgtctttgt catagtattt tgcggtatag ttatgtttgt cctctggcgg cggtgtggat 

   147481 ttcacggttc ccgcacgtcg gtgggccgta gcgttcgtcg gagccgtcgc catcgaaaac 

   147541 gcacacaaaa atatcagcgc acaagatctc ggtggtttca taacacccaa ccttgcggtt 

   147601 gccattctcc gtctcagtcc tgtgaaaatt ttgtatgcgt gggagaaaca ggacatggag 

   147661 taaaggaaga tgatgttaaa tagactatac acgacaacaa acgcgaaaca catcctatga 

   147721 cgacgggaga caataataaa acggttcgcg tcgggaaaca ttcgcgtgaa tctaaaacca 

   147781 tgagaaatta atgcaactag agagttcaca aaaatcatat atggctgccg acaacgtcgg 

   147841 gcgcgttcat agtcgtttac cgtgtgcgac tgacacacgt agtcttcaaa ctctgccttc 

   147901 taaagtcaca cctcgatgga aagatgctgc ggcgtaccgt tgtcaaacag cgaactcaaa 

   147961 gatgagtcgg ggccgatcat gttcatctgc ggcaatataa agcggggaga ggagcggtat 

   148021 aaatccatag cgaggaaaaa tacatccaat cgccatttgg cgatcagtac tctgtcgctc 

   148081 atttttttcc gtaaccggcg tgtgtgcaga ctgtcgtttt ggtggtcaca tattaagtct 

   148141 gcgtcatttt ttcctctctt tctatctctt cctctctatt cttttatctg tctctgtctg 

   148201 tttatgaccg cgcccgttgc accacttatc acacaacgcg cgccggtgcg cgcttttacc 

   148261 cgtttctccg gcctctttta ctcacctctg aggcactcaa cggcactccg gccgggtcac 

   148321 tttttctcat aaaagcggtc tacctccact ccgctaagcc ggaccgtacc cgcacctgaa 

   148381 cagttattcc catatagccg ccgtttttct gcagcggcga gtcggagtgc gctcgggacg 

   148441 ggatcctttt ttcgtttcgt tttcctaaac caccgtcgcc ccgcggcgcg aagtcagacc 

   148501 gcgccagggc cggcacactt ttttctccaa caccgtttct ccgggagaca gaatacctcg 

   148561 cgttttaaaa attacgttaa atcccccggg ggggctaaaa aaaggggggg taataaccct 

   148621 aaccctaacc ctaggtctag ccctaaccct aaccctaacc ctaggtctag ccctaaccct 

   148681 aaccctaacc ctaggtctag ccctaaccct aaccctaggt ctagccctaa ctaaaacatt 

   148741 aaccctaact aaaacattaa ccctaactct aacaccaacc ataacactaa ccataaaact 

   148801 atccctaaca ctacgcctag ccctagccaa agtactaacc ctaaccgtag ccaaagtact 

   148861 aaccctagcc atacccctag tcataaccct agccataacc gcataactct gttcacaacc 

   148921 ctaacactaa tcctcgcatc cgcacctaac gctgcccctc tttcacacca tcaccccctg 

   148981 ccgcttcaac ttcaccttct tcctccatct cgccccgctt gtttctacac ttgtccaccc 

   149041 ctctattctt actctaggat gccgctaacg gtgccatatc gtcttccgct ctccaactat 

   149101 tggtggctac tcttgggtcg acattccctt cgtcatgttc attcctacgt gcgtctgcac 

   149161 aagggtctac gcattccttt accttggccc gagcaggaat gcctacattt acatcctaag 

   149221 ccttacaagt gtctcctgcg ttacccctgt ataacaacac aaccgcatct tcttcagggc 

   149281 tggcctacga agtcttctct atgtgagtgt catatacatt tccacttttt cacatgattt 



   149341 attgcgtttt gtctactaca ccgggtacat tttggtttcc ctcagggttc gaccctaaac 

   149401 cctaccatcc ttcggccgac agcaagttgc taccgctggg cctgatcacg ctgtccgcct 

   149461 gttccacgcg cgtgtcgcag ccgacacacc ggagcggctt cgacgtgaca gatctgtctc 

   149521 tcagctggct gacgggatcg tccccttggc tcgtaatcct acaagggcag ggggggtctc 

   149581 tgttctgcca cgacgtgctg caaggccgac tctatgtcct gtcgcactcc gtgtcgctct 

   149641 ttctaaagac gggcctccgc cactgcgagg ccatctatcg cgcaccgctg tggcgcgacc 

   149701 gacccctgcc gagcctgtgg acgtgccggg accccgacaa ggccttctta ccgacattac 

   149761 tggccagaag cgcccgacgc ggcctggccg cgttctacgc cctgtggaga ctgcatctgg 

   149821 gatcgcgctc ggagctctcc caccccgtgt tggagtggga gagaacagag ctagtcctga 

   149881 cggactggag acgcgggcgg ccgtgtacgc acctcccgtc cgactcgcgg tcccagcgcg 

   149941 ctacgtcgag tggcgccacg aacacgcggg acgcggcgac agaggaggcg gcggggggga 

   150001 aaaaggaggc agagggaggc gggcccagcg tcgcggaaca cttcgcgagg tgcagaccgc 

   150061 tgctggacga actgtgcgga gagggcggct ggcttccctt cgcgtttctc tcgacatctg 

   150121 cgcacgtctg gctgatccta acggaaggag gccccgtcct ggcggtcgac ctgaacgaca 

   150181 cctccgtgtg gcgcatcgcg gacgacctgg agctgctgcg tcgcctgggg aacctgctcc 

   150241 tcgtctcagg cctccggctt cctctccatc tcccgagcgg gagcggcgag gcggccggag 

   150301 agccggggta cgaccaagaa gagagaagag ggagagcgtc gacggcgagc gcgacggccg 

   150361 cgacgtcgac gcgcggaccg acccgtccga cacgggtgac gcgtaagggg cgtgtggcaa 

   150421 ccggaggcgt ccatctcccc gcacgccccg aatctgagga acagacagac ggccaccacg 

   150481 ggcgccagga gagcagccac gacgaccagc gcggcgggag cgaacgagga caccgcgatg 

   150541 acggcgcgca ccgccacgcg aatgagaaaa cagagcccca gcagcgcgga gagcacgagg 

   150601 aagggaaaca gaccaactcc gggcgccacg agcacggaca ggagagccac gtcgcaagaa 

   150661 gagacgagga gggaacggag cagggcggta gcggaaggag ctgcggggga gcgacgcaga 

   150721 cgtacggcgg cagaggccga catgattcct gcccgtcgat ccccctgtcc gtccccgggc 

   150781 ccgatccccg cctgtgggtc ccgcccgctc atctgttatt cccttcccct ctgccaccga 

   150841 tgacgcccgt cgacgacgag ccgtccgtcc gccctcggcg cccgccgagt cccgcggagg 

   150901 aaccccccac gtgtcgtccc cgtccgcccc gcccgtcgtc cgacaccccg ctgtccgctg 

   150961 tctcgcgccc ctccgctccg cccgtccccc cgccgtccac tgcgcgtgtc cgtttcttcc 

   151021 tctcttcctc ctccccctcc ccgtcctact ctccctcccc gttgtctccg ccctctcccg 

   151081 tctctccctc gtctcccaga tctccgttca tcccccccat cagatctccg ggactccgag 

   151141 cgaaaccgcg agtgtcctcc gggcatcccg cgacgttccc gccggcgccc tcgtccgcgc 

   151201 cggcccgttt cgaaacagtc ccgtccgttc cctcatcgga atctccgtcc gcgccgtgcg 

   151261 tcggaaagtc gcagccgccc gccgcacaca cggcgtgaga cgccgcgcga ggcgacggag 

   151321 gcgacgaaag aggacgggaa gaacaggcgg aagaacacga agacgaagag gaagaagaca 

   151381 cgagaacgaa atgaggggaa cacgccgggg accgagcggc ggatggagcc cgctcggtct 

   151441 cgcacttccg cgatacccag cgggctccgt cgccgcttcg gacccgaggt ccgacacgcc 

   151501 cccacctcgc gcaccgcctc cgccaccacc gctgacaacc tccgcatatc gcccccatac 

   151561 acacccagca gcagagtccg gcgcacgcac acgcgcggag cacgcacgag aacacgccag 

   151621 acatcgaccg ccggaggtaa cggagcccgt gcgccgtccc ggtttcagcg ggagtgtgtg 

   151681 cgggcgtacc gtcacacgga aaagccagcg ggacgaaacg atcgacccac tcccgctatt 

   151741 cgcccgatcc gccccgataa aaacaagtca tctcactcct gccagttcac acggacgcga 

   151801 ccgatgacaa taaaaaaaaa acacaccccc caccagcgaa cgcccgccgg cccatccacc 

   151861 tcccctccca cccccgctcg agtcgcgcag gcgcgtcgac gggcagtccc tcggacgcct 

   151921 ccacggcaac gctcctcccc tgtcccctcg gtccaacccc tcccatcccc ctccccggag 



   151981 cacacacgcc gactccgtcc gcagaggcgg cgaccgcagc ggcagcggaa actgtaacgg 

   152041 ccacgttctc cgaacagcga cagtaacggc ggcggcggcg gttgtcgccg tcacggtagt 

   152101 cgtggcggag cacccgggga ggcgacgacg ggcactaccg gcgccgagat catcgcgcta 

   152161 cgaaaagagt agccaatgta aaaagttaaa gattctttgt atatcaaaaa aaaatactac 

   152221 gtggaaataa aaaataaaaa aaaatataca atataaaagt gtattataaa ataaaaacaa 

   152281 aataaagact agacaccgac taaacgctca tccttctccg tacgtcccct ttccgtaagt 

   152341 gccaaatgcc gcatatccat gaacggacac acgccggtag aatccgacct tcctcacaac 

   152401 aggtagcccg cgacctaagc acaggacggt acctgaaacc gaaagtataa agggcggcct 

   152461 cccatgttcc gcccatgagg cgggacttcg agacgagcca cccttcgtat acgtccggcc 

   152521 cctcccacgc gcgcctatag gacgcacccc ctcgttccga aaccgctaaa gggtacagtc 

   152581 gccgtcacac cccctgtccc tagctcgcga cgggccgggg caaaccctgc cgcggcggca 

   152641 aagccgaaac gagaccgcga cgtacgcggg cataaagaac gagaagtcaa cgcgcaatcc 

   152701 caaattatcg cgagactgtt tgctcgggcc cgccctcgtc ctcataccct ctccccgccc 

   152761 tcatgccctt ccacacccgg tagacaaaaa aaaaacacga aacatacatt aggtaaaggt 

   152821 aattttcgcg gttaaaaatg tttccacgtg acgtccccgg cgattcccgg agatgcgaca 

   152881 cgcgacgcat tggcccgttg acatcggggt ccgcatacgc ggttcccccg gggcgtcgcg 

   152941 acgtcggtgc cgcagaaaac accgcggtcc gccgtcaccc ttcagtcacg cgctatttcc 

   153001 gcgatcgtat aatttatctc caccgacacg ggttctgtct gtcacttctc accgagccgc 

   153061 tccaccacca acagtgtcac tgactacatc gcatacgtgg tgttttgcct gttttttgtt 

   153121 tatctctcca cccctccccg tcgcagacca gcgaacacct tgccacatcg acaccgacta 

   153181 cacccgacct cgcatgacaa cggtcgccgg tcgcaacgca gctgcagcgg gcggcgaatg 

   153241 aaaaaaaaat aacataaata tactaaaaga gaggcccccg tcccacatta ggacataaga 

   153301 gcaggcaaac aaaaaacccg tccgttattc acgcagcatc cgtaaagcca tgtcgacgcg 

   153361 acacacagag aggacgggcg gacgcatccc ggtccgacgc gacagggcgc gactggccca 

   153421 ggcgcgagcc cgtgctcgct tcgagtggct tctcctggcc cgcggcaggc cgtccaaact 

   153481 ctacggctat gcgagtcggc atcgcggaga actgatccac ctaccgtggc cgccgtactg 

   153541 gtgtctagaa ctccaccacg atccgtacag agacgcccga agtaccaccg tgtggggcca 

   153601 ccgctggggt tggccgccga cgcacgtgag acccagatgc gttcaagact gcggtgagtg 

   153661 gacgtacggg cgagccgcgg ggagggatgt cggtcagaga gtgagtgggt acaaggttcg 

   153721 tcgacaacca ccagagacac tggccggtgg acagtgggga caaaaaaaaa gtcacgtcag 

   153781 gggcggagaa atatagggta cgcagaccgt caaacggcga gtaacggaaa acgagtataa 

   153841 aaacaaggag gggggaagaa acatagtcaa gtctgtggcg cgcgagatcg tcagccggca 

   153901 aagtcggtga cggcctccgg ccccagagac ggctcgcgga gtggagtcca gttattgtta 

   153961 tgtttttgta attttttttt atccacaatc cggtatccgt gaatccccgc ggaggtactt 

   154021 tccattaacg atggtacagg cggtatgact tccggaacac ggtgattacg gatatcctgt 

   154081 ctcgtttacg cgagacctct ttgttttaat ctcctataac ggtaaaaaaa acacaaaaga 

   154141 aagattagag ctcctccttt tttatgcgtt atggcatcct cgcatcagtc accattcctg 

   154201 tggcgtgtgc ttttcgcttt gaattgtacg cgacaggatc cgaatccgtt atactccgca 

   154261 agggcatagc gaccacggct gtatgcggca tctaccgttg cacgggatgc ctttgcgtgt 

   154321 gcagatgtgt tgtgcttttt ttatacggtc agagaccaca gacaaaaata aggcaacgcc 

   154381 cgccataacg tttatggttt cttgttgttt tgtttgggtt atgttctacg cctcttctat 

   154441 cgtgtcggcc ggatccatca ttttcaatcg ttgacgtacg cgcgtcccat cacagctcta 

   154501 gactcgtgtc tgtacgtatg ttgcggatac ggagagaaac ttcaacccgt gggtttcgta 

   154561 aagtcgtatg taaccaactc ccagctcgac acgctccgcg tgctcctggt gggcaaagac 



   154621 ggagccgtgt acgtccacca catgagggcg gcaagactct gccgactggc gtcgagcaca 

   154681 acggagttta caagacgagg gctgcaacgc gacgccgtga cgtatgaaga agacctagag 

   154741 ctgccggacc agcgtatgtg cggaacgaac gcccgacatc tgttcgacgt gatcgccgcg 

   154801 gccgccgacg aacacaacct gctgaccgtc ggcggcctgt gtcagacgca cgccggagtg 

   154861 tgctgcaact tactagagac cgtgggagat ccgtggacgg cggttccggg cgcgcgcatg 

   154921 actctgaccg tgccgcaggt ccagtaccga ttatggcccg aagcccggag agacctccgc 

   154981 cggcacctgt acgcgggaca tcccctggga ccgtggctcg tgtgcggcgt tctctcgaga 

   155041 gagagagaga cgcagaggcc gtcgcctccc atatgcagcg gcggcgcgac tgtaggaaac 

   155101 gtggccacgc cggggccacg cgaggtggag atcgtttggg tggtcttgac tttggcggga 

   155161 ccgctgttag cgttctggcc cgataccggc aagatctgtc gtctggccaa ctcgttctcc 

   155221 actctgtgga ggatgggacc gcgggccatg agaggacact ggacgtattc ggctccgggt 

   155281 agacatctcc ccggggatgc gtggccactg tgcgaacacg tgagaccgca ggtgggaaag 

   155341 cttcccagga agagagcgta cctggattag acgtcacaga ggtgacgtaa gcatgtcacc 

   155401 tacggccaga gacgtgaccg gaggaaaatc atgtgtatgt gtggagtgtg tatgcgtggg 

   155461 gtgcgtatgc gtgcgcgtac tcgttttctt ccccccttcc ctttaacccc acgaaaaata 

   155521 aaatccacga acgtagacag tcacacacag ggtgcttacg ctccgtgtta ctgatggcag 

   155581 gtaaccaaaa aaagtatgtg tcgggcgtga tgcaccgccg ctctatagca tagtcgctat 

   155641 atcagcgccc gatgccaacg cgacagggtg agtcacatag atcgggactg cttcaaagcg 

   155701 cgttgcgttc gcctcttata taggcacccc ggggggtggg aggagtgaac atccaaagga 

   155761 ggtgcgtccg ggattggatg cgaacgtaca aaaccaacat cgtcagaaaa aaataagaaa 

   155821 aggcggagac acatagcctt ggcgggaaga cgacaacagg tttaaaaata gacagtgaaa 

   155881 aaaatagcag actgtgacgt ccaatacaca tgtggcgatc atccaatcaa cggggtgtat 

   155941 cgaggcgcag aaacaaaagt atgcggaagt acacacgaca cggtaacgcg gaccgaagac 

   156001 agagggcgat cgctagcatg gcaagtataa gaaaaaaaaa aaccacgttc caaaaacacc 

   156061 tatacgggaa acatctcttc actccctccc cgtctcaagc accgcaacat tcacctccgt 

   156121 aatccgttgt ctccgcgttt ctaccacaga cgcgtacaca cgcagacaca cagacacgac 

   156181 aacccaccca tgtggtagtc gcgggtgggt acgtagatgg ggcatacggg ggtcagactt 

   156241 ggagacaatt cagaacgaca tcacgcgcga ggtgccaccg tgttggaccc acgatcgcct 

   156301 ggcacggtgc caaaggaaac cgccggctga ccctaaccct aaccctaacc ctaaccctaa 

   156361 ccctaaccct aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa 

   156421 ccctaaccct aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa 

   156481 ccctaaccct aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa 

   156541 ccctaaccct aaccctaacc ctaaccctaa ccctaaccct aaccctaacc ctaaccctaa 

   156601 ccctaaccct aaccctaacc ctaaccctaa cccatccccc aacgcgcgcg cgcacgccgc 

   156661 tatgggaggc gccgtgtttt tcaccaacac gcgcgccgct gcgagagacg cgtg 
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