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LOCUS       HECUREABCD              5100 bp    DNA     linear   BCT 26-APR-1993 

DEFINITION  H.pylori urease (ureA, ureB, ureC, ureD) genes, complete cds. 

ACCESSION   M60398 X57132 

VERSION     M60398.1 

KEYWORDS    urease. 

SOURCE      Helicobacter pylori 

  ORGANISM  Helicobacter pylori 

            Bacteria; Proteobacteria; Epsilonproteobacteria; 

Campylobacterales; 

            Helicobacteraceae; Helicobacter. 

REFERENCE   1  (bases 1 to 5100) 

  AUTHORS   Labigne,A., Cussac,V. and Courcoux,P. 

  TITLE     Shuttle cloning and nucleotide sequences of Helicobacter pylori 

            genes responsible for urease activity 

  JOURNAL   J. Bacteriol. 173 (6), 1920-1931 (1991) 

   PUBMED   2001995 

FEATURES             Location/Qualifiers 

     source          1..5100 

                     /organism="Helicobacter pylori" 

                     /mol_type="genomic DNA" 

                     /db_xref="taxon:210" 

     gene            510..1847 

                     /gene="ureC" 

     CDS             510..1847 

                     /gene="ureC" 

                     /note="putative" 

                     /codon_start=1 

                     /transl_table=11 

                     /protein_id="AAA25018.1" 

                     /translation="MKIFGTDGVRGKAGVKLTPMFVMRLGIAAGLYFKKHSQTNKILI 

                     GKDTRKSGYMVENALVSALTSIGYNVIQIGPMPTPAIAFLTEDMRCDAGIMISASHNP 

                     FEDNGIKFFNSYGYKLKEEEERAIEEIFHDEGLLHSSYKVGESVGSAKRIDDVIGRYI 

                     AHLKHSFPKHLNLQSLRIVLDTANGAAYKVAPVVFSELGADVLVINDEPNGCNINEQC 

                     GALHPNQLSQEVKKYRADLGFAFDGDADRLVVVDNLGNIVHGDKLLGVLGVYQKSKNA 

                     LSSQAIVATNMSNLALKEYLKSQDLELKHCAIGDKFVSECMRLNKANFGGEQSGHIIF 

                     SDYAKTGDGLVCALQVSALVLESKLVSSVRLNPFELYPQNLVNLNVQKKPPLESLKGY 

                     NALLKELDKLEIRHLIRYSGTENKLRILLEAKDEKLLESKMQELKEFFEGHLC" 

     gene            1841..2239 

                     /gene="ureD" 

     CDS             1841..2239 
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                     /gene="ureD" 

                     /note="putative" 

                     /codon_start=1 

                     /transl_table=11 

                     /protein_id="AAA25019.1" 

                     /translation="MLKTTKKSLLVFIGVFFLIFGVDQAIKYAILEGFRYESLVIDIV 

                     LVFNKGVAFSLLSFLEGGLKYLQILLILGLFIFLMRQRELFKNHAIEFGMVFGAGVSN 

                     VLDRFVHGGVVDYVYYHYGFDLPFLTSLMS" 

     gene            2659..3375 

                     /gene="ureA" 

     CDS             2659..3375 

                     /gene="ureA" 

                     /note="putative" 

                     /codon_start=1 

                     /transl_table=11 

                     /protein_id="AAA25020.1" 

                     /translation="MKLTPKELDKLMLHYAGELAKKRKEKGIKLNYVEAVALISAHIM 

                     EEARAGKKTAAELMQEGRTLLKPDDVMDGVASMIHEVGIEAMFPDGTKLVTVHTPIEA 

                     NGKLVPGELFLKNEDITINEGKKAVSVKVKNVGDRPVQIGSHFHFFEVNRCLDFDREK 

                     TFGKRLDIASGTAVRFEPGEEKSVELIDIGGNRRIFGFNALVDRQADNESKKIALHRA 

                     KERGFHGAKSDDNYVKTIKE" 

     CDS             3379..5088 

                     /note="putative" 

                     /codon_start=1 

                     /transl_table=11 

                     /protein_id="AAA25021.1" 

                     /translation="MKKISRKEYVSMYGPTTGDKVRLGDTDLIAEVEHDYTIYGEELK 

                     FGGGKTLREGMSQSNNPSKEELDLIITNALIVDYTGIYKADIGIKDGKIAGIGKGGNK 

                     DMQDGVKNNLSVGPATEALAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGG 

                     TGPADGTNATTITPGRRNLKWMLRAAEEYSMNLGFLAKGNASNDASLADQIEAGAIGF 

                     KIHEDWGTTPSAINHALDVADKYDVQVAIHTDTLNEAGCVEDTMAAIAGRTMHTFHTE 

                     GAGGGHAPDIIKVAGEHNILPASTNPTIPFTVNTEAEHMDMLMVCHHLDKSIKEDVQF 

                     ADSRIRPQTIAAEDTLHDMGIFSITSSDSQAMGRVGEVITRTWQTADKNKKEFGRLKE 

                     EKGDNDNFRIKRYLSKYTINPAIAHGISEYVGSVEVGKVADLVLWSPAFFGVKPNMII 

                     KGGFIALSQMGDANASIPTPQPVYYREMFAHHGKAKYDANITFVSQAAYDKGIKEELG 

                     LERQVLPVKNCRNITKKDMQFNDTTAHIEVNPETYHVFVDGKEVTSKPANKVSLAQLF 

                     SIF" 

ORIGIN       

        1 aagcttttca gctagaatag acatgcaaaa ctacctatta aaaagatgtg aataaaaaga 

       61 tgcaacaatc taaaaaacac aaaacttaaa aagaagccca ataataaaaa cccattactg 

      121 agcttaaaga agttaaaaac gccccaaaac taagcgagac ggattttttt cactgaagcg 

      181 ttaagtcttg agactttcct agaagcggtg tttttcttta aaatcccttt gctgacaaat 

      241 ttatgcaact ctttattagc gattttcaaa cgactcttga gctcttgcta catcattgac 

      301 agcgacggct tcacgcacgg ccttaatgat atttttaatt ttagttttat aaaacctgtt 
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      361 gcgttcggtt cttttaatgg tctgtctgat tcgcttttct gcggacttat gatttgccat 

      421 agccttgttt taatcccttt gtaatgtaaa atttggcata attctatcta aaaattgatt 

      481 aaaaatagtt taaaaggtat tttataacga tgaaaatttt tgggactgat ggcgtgaggg 

      541 gtaaagcagg ggtgaaactc acccccatgt ttgtgatgcg tttaggcatt gctgccgggt 

      601 tgtattttaa aaaacattct caaacgaata aaattttaat cggtaaagac accagaaaaa 

      661 gcggctatat ggtagaaaac gctttagtga gcgctctcac ttccataggc tataatgtca 

      721 ttcaaatagg gcctatgcct acccctgcga tcgctttttt aaccgaagac atgcgctgtg 

      781 atgcgggtat tatgataagc gcgagccaca acccttttga agacaatggc attaagtttt 

      841 tcaattctta tggttataaa ctcaaagaag aagaagaaag agcgattgaa gaaatctttc 

      901 atgatgaagg attactgcat tccagttata aagtgggcga gagcgtcggt agcgctaaaa 

      961 ggatagacga tgtgataggg cgttatatcg cgcatttgaa gcactctttc cccaaacatt 

     1021 tgaatttaca gagtttaagg atcgtgctag ataccgctaa tggcgcggct tataaggtgg 

     1081 ctccggtcgt ttttagcgag cttggggctg atgtgttagt gattaatgat gagcctaacg 

     1141 ggtgtaacat taatgagcaa tgcggggctt tacaccctaa ccaattgagc caagaagtga 

     1201 aaaaataccg cgcggatctg ggctttgctt ttgatggcga tgcggatagg ctagtggtgg 

     1261 tggataattt agggaatatc gtgcatgggg ataagctttt aggggtgtta ggggtttatc 

     1321 aaaaatctaa aaacgccctt tcttctcaag caattgtcgc tacaaacatg agcaatttag 

     1381 cccttaaaga atacttaaaa tcccaagatt tagaattgaa gcattgcgcg attggggata 

     1441 agtttgtgag cgaatgcatg cgattgaaca aagccaattt tggaggcgag caaagcgggc 

     1501 atatcatttt tagcgattac gctaaaaccg gcgatggctt ggtgtgcgct ttgcaagtga 

     1561 gcgcgttagt gttagaaagt aagcttgtaa gctctgttcg gttaaacccc tttgaattat 

     1621 accctcaaaa cctggtgaat ttgaatgtcc aaaaaaagcc ccctttagaa agcctgaaag 

     1681 gttataacgc tcttttaaaa gaattagaca agctagaaat ccgccatttg atccgttata 

     1741 gcggcactga aaacaaatta cgaatccttt tagaagctaa agatgaaaaa cttttagaat 

     1801 ccaaaatgca agaattaaaa gagttttttg aagggcattt gtgctaaaaa ccactaaaaa 

     1861 aagcctgttg gtttttatag gggttttttt tcttattttt ggcgtggatc aagcgattaa 

     1921 atacgctatt ttagaggggt ttcgctatga aagtttggtt atagatattg ttttggtgtt 

     1981 caataaaggc gtggcgtttt ccttgctcag ttttttagag gggggtttga aatacttgca 

     2041 aatccttttg attttagggc tttttatctt tttaatgcgc caaagggagc tttttaaaaa 

     2101 ccatgcgata gagtttggca tggtgtttgg tgctggggtt tctaatgttt tagaccggtt 

     2161 tgtgcatggg ggcgtagtgg attatgtgta ttatcattat gggtttgatt tgccattttt 

     2221 aacttcgctg atgtcatgat agatgtgggt gtgggcgttt tattgttaag acaattcttt 

     2281 tttaagcaaa aacaaaacaa aattaaggca taattgccct ttttaaaata aaaggtcgcg 

     2341 tacgtcagtt ggtagagcac taccttgaca tggtagtggc cgctggttca agtccagtcg 

     2401 tggccaccat tatcactcca attttaattc tcattttttt gcgagttttt gatctttata 

     2461 aattctaaag gggtattaaa tgcactccca ataacgcttt tatagcgctt caaaaacata 

     2521 acactaattc attttaaata ataattagtt aatgaacgct tctgttaatc ttagtaaatc 

     2581 aaaacattgc tacaatcaca tccaaccttg attgcgttat gtcttcaagg aaaaacactt 

     2641 taagaatagg agaatgagat gaaactcacc ccaaaagagt tagataagtt gatgctccac 

     2701 tacgctggag aattggctaa aaaacgcaaa gaaaaaggca ttaagcttaa ctatgtagaa 

     2761 gcagtagctt tgattagtgc ccatattatg gaagaagcga gagctggtaa aaagactgcg 

     2821 gctgaattga tgcaagaagg gcgcactctt ttaaaaccag atgatgtgat ggatggcgtg 

     2881 gcaagcatga tccatgaagt gggtattgaa gcgatgtttc ctgatgggac taaactcgta 

     2941 accgtgcata cccctattga ggccaatggt aaattagttc ctggtgagtt gttcttaaaa 



     3001 aatgaagaca tcactatcaa cgaaggcaaa aaagccgtta gcgtgaaagt taaaaatgtt 

     3061 ggcgacagac cggttcaaat cggctcacac ttccatttct ttgaagtgaa tagatgccta 

     3121 gactttgaca gagaaaaaac tttcggtaaa cgcttagaca ttgcgagcgg gacagcggta 

     3181 agatttgagc ctggcgaaga aaaatccgta gaattgattg acattggcgg taacagaaga 

     3241 atctttggat ttaacgcatt ggttgataga caagcagaca acgaaagcaa aaaaattgct 

     3301 ttacacagag ctaaagagcg tggttttcat ggcgctaaaa gcgatgacaa ctatgtaaaa 

     3361 acaattaagg agtaagaaat gaaaaagatt agcagaaaag aatatgtttc tatgtatggt 

     3421 cctactacag gcgataaagt gagattgggc gatacagact tgatcgctga agtagaacat 

     3481 gactacacca tttatggcga agagcttaaa ttcggtggcg gtaaaaccct aagagaaggc 

     3541 atgagccaat ctaacaaccc tagcaaagaa gagttggatt taattatcac taacgcttta 

     3601 atcgtggatt acaccggtat ttataaagcg gatattggta ttaaagatgg caaaatcgct 

     3661 ggcattggta aaggcggtaa caaagacatg caagatggcg ttaaaaacaa tcttagcgta 

     3721 ggtcctgcta ctgaagcctt agccggtgaa ggtttgatcg taacggctgg tggtattgac 

     3781 acacacatcc acttcatttc accccaacaa atccctacag cttttgcaag cggtgtaaca 

     3841 accatgattg gtggtggaac cggtcctgct gatggcacta atgcgactac tatcactcca 

     3901 ggcagaagaa atttaaaatg gatgctcaga gcggctgaag aatattctat gaatttaggt 

     3961 ttcttggcta aaggtaacgc ttctaacgat gcgagcttag ccgatcaaat tgaagccggt 

     4021 gcgattggct ttaaaattca cgaagactgg ggcaccactc cttctgcaat caatcatgcg 

     4081 ttagatgttg cggacaaata cgatgtgcaa gtcgctatcc acacagacac tttgaatgaa 

     4141 gccggttgtg tagaagacac tatggctgct attgctggac gcactatgca cactttccac 

     4201 actgaaggcg ctggcggcgg acacgctcct gatattatta aagtagccgg tgaacacaac 

     4261 attcttcccg cttccactaa ccccaccatc cctttcaccg tgaatacaga agcagagcac 

     4321 atggacatgc ttatggtgtg ccaccacttg gataaaagca ttaaagaaga tgttcagttc 

     4381 gctgattcaa ggatccgccc tcaaaccatt gcggctgaag acactttgca tgacatgggg 

     4441 attttctcaa tcaccagttc tgactctcaa gcgatgggcc gtgtgggtga agttatcact 

     4501 agaacttggc aaacagctga caaaaacaag aaagaatttg gccgcttgaa agaagaaaaa 

     4561 ggcgataacg acaacttcag gatcaaacgc tacttgtcta aatacaccat taacccagcg 

     4621 atcgctcatg ggattagcga gtatgtaggt tcagtagaag tgggcaaagt ggctgacttg 

     4681 gtattgtgga gtccagcatt ctttggcgtg aaacccaaca tgatcatcaa aggcggattc 

     4741 attgcgttaa gccaaatggg cgatgcgaac gcttctatcc ctaccccaca accggtttat 

     4801 tacagagaaa tgttcgctca tcatggtaaa gctaaatacg atgcaaacat cacttttgtg 

     4861 tctcaagcgg cttatgacaa aggcattaaa gaagaattag gacttgaaag acaagtgttg 

     4921 ccggtaaaaa attgcagaaa tatcactaaa aaagacatgc aattcaacga cactactgct 

     4981 cacattgaag tcaatcctga aacttaccat gtgttcgtgg atggcaaaga agtaacttct 

     5041 aaaccagcca ataaagtgag cttggcgcaa ctctttagca ttttctagga ttttttagag 
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