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/transl table=11
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/gene="ureD"

/note="putative"

/codon_start=1

/transl table=11

/protein id="AAA25019.1"
/translation="MLKTTKKSLLVFIGVFFLIFGVDQAIKYAILEGFRYESLVIDIV
LVENKGVAFSLLSFLEGGLKYLQILLILGLFIFLMRQRELFKNHAIEFGMVEFGAGVSN
VLDRFVHGGVVDYVYYHYGEFDLPFLTSLMS"

2659..3375

/gene="ureA"

2659..3375

/gene="ureA"

/note="putative"

/codon_start=1

/transl table=11

/protein id="AAA25020.1"
/translation="MKLTPKELDKLMLHYAGELAKKRKEKGIKLNYVEAVALISAHIM
EEARAGKKTAAELMQEGRTLLKPDDVMDGVASMIHEVGIEAMFPDGTKLVTVHTPIEA
NGKLVPGELFLKNEDITINEGKKAVSVKVKNVGDRPVQIGSHFHFFEVNRCLDFDREK
TFGKRLDIASGTAVRFEPGEEKSVELIDIGGNRRIFGEFNALVDRQADNESKKIALHRA
KERGFHGAKSDDNYVKTIKE"

3379..5088

/note="putative"

/codon_start=1

/transl table=11

/protein id="AAA25021.1"
/translation="MKKISRKEYVSMYGPTTGDKVRLGDTDLIAEVEHDYTIYGEELK
FGGGKTLREGMSQSNNPSKEELDLIITNALIVDYTGIYKADIGIKDGKIAGIGKGGNK
DMODGVKNNLSVGPATEALAGEGLIVTAGGIDTHIHFISPQQIPTAFASGVTTMIGGG
TGPADGTNATTITPGRRNLKWMLRAAEEYSMNLGFLAKGNASNDASLADQIEAGAIGE
KIHEDWGTTPSAINHALDVADKYDVQVAIHTDTLNEAGCVEDTMAATAGRTMHTFHTE
GAGGGHAPDIIKVAGEHNILPASTNPTIPFTVNTEAEHMDMLMVCHHLDKSIKEDVQFE
ADSRIRPQTIAAEDTLHDMGIFSITSSDSQAMGRVGEVITRTWQTADKNKKEFGRLKE
EKGDNDNFRIKRYLSKYTINPAIAHGISEYVGSVEVGKVADLVLWSPAFFGVKPNMITI
KGGFIALSQMGDANASIPTPQPVYYREMFAHHGKAKYDANITEFVSQAAYDKGIKEELG
LERQVLPVKNCRNITKKDMQFNDTTAHIEVNPETYHVEVDGKEVTSKPANKVSLAQLFE
SIEF"
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