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FEATURES             Location/Qualifiers 

     source          1..34132 

                     /organism="Bovine adenovirus 3" 

                     /mol_type="genomic DNA" 

                     /strain="HLJ0955" 

                     /serotype="3" 

                     /isolation_source="nasal swab" 

                     /host="cattle" 

                     /db_xref="taxon:10510" 

                     /country="China" 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?report=graph
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                     /collection_date="Dec-2009" 

                     /PCR_primers="fwd_seq: gagatggatgtgaacagcga, rev_seq: 

                     acattctgatgctggtactg" 

     CDS             join(560..1169,1277..1302) 

                     /note="E1A region" 

                     /codon_start=1 

                     /product="211R" 

                     /protein_id="AEW91326.1" 

                     /translation="MKYLVLVLNDGMSRIEKALLCSDGEVDLECHEVLPPSPAPVPAS 

                     VSPVRSPPPLSPVFPPSPPAPLVNPEASSLLQQYRRELLEMSLLRTAEGQQRAVCPCE 

                     RLPVEEDECLNAVNLLFPDPWLNAAENGGDIFKSPTMSPEPWIDLSSYDSDVEEVTSH 

                     FFLDCPEDPSRECSSCGFHQAQSGIPGIMCSLCYMRQTYHCIYSPVSEEEM" 

     CDS             1395..1868 

                     /note="E1B region" 

                     /codon_start=1 

                     /product="157R" 

                     /protein_id="AEW91327.1" 

                     /translation="MDHLSFLLDLKLLRSIVAGASNRTGVWKRRLWLGRLTQLVHDTC 

                     VENESIFLNSLPGNEAFLRLLRSGYFEVFDVFVVPELHLDTPGRVVAALALLVFILND 

                     LDANSASSGFDPGFLVDRLCVPLWLKARAFKITQSSRSTSQPSSSPDKTTQTTSQ" 

     CDS             1769..3031 

                     /note="E1B region" 

                     /codon_start=1 

                     /product="420R" 

                     /protein_id="AEW91328.1" 

                     /translation="MAEGQGVQDHPELQEHFAAFLVARQDDPDYQPVDGDSPPRASLE 

                     EAEQSSTRFEHISYRDVVDDFNRCHDVFYERYSFEDIKSYEALPEDNLEQLIAMHAKI 

                     KLLPGREYELTQPLNITSCAYVLGNGATIRVTGEASPAIRVAAMAVGPCVTGMTGVTF 

                     VNCRFERESTVRGPLIRASTHVLFHGCYFMGIMGTCIEVGAGAYIRGCEFVGCYRGIC 

                     STSNRDIKVRQCNFDKCLLGITCKGDYRLSGNVCSETFCFAHLEGEGLIKNNTVKAPS 

                     RWTSESGFSMITCADGRVTPLGSLHIVGNRCRRWPTMQGNVFIMSKVYLGNRIGTVAL 

                     PQCAFYKSSICLEERAANKLVLACAFENNVLVYKVLRRESPSTVKMCVCGTSHYAKPL 

                     TLAIISSEIRANRYMYTVDSTEFTSDED" 

     CDS             3117..3494 

                     /codon_start=1 

                     /product="pIX" 

                     /protein_id="AEW91329.1" 

                     /translation="MAEEGRIYVPYVTARLPKWSGSVQDKTGSNMLGGVVLPPNSQVH 

                     RTETVGTEATRDNLHAEGARRPEDQTPYMILVEDSLGGLKRRMDLLEESNQQLLANLN 

                     RLRTGLAAYVQANLVGGQVNPFV" 

     CDS             complement(3531..4661) 

                     /codon_start=1 

                     /product="IVa2" 

                     /protein_id="AEW91330.1" 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?location=560:1169,1277:1302
https://www.ncbi.nlm.nih.gov/protein/365775794
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                     /translation="MLDGDVLDHVSELWDKCSLMQQCLESMPMAEGLKPLRHFSSLDE 

                     LLAMGGATLLNALSDYNQAIRDAMNATMPYLRPDGSCKSLNFTMQPVIGVVYGPTGCG 

                     KSQLLRNLMSTGLIQPPPETVFFIVPQVDMIPPQELLAWETQICEGNYTPGPTGTLIP 

                     QSSTLKPAFKIMSYDDLTMDYNYDVAHPHNVFAQAAKTGPIAIIMDECMEDLGRHKAI 

                     SKFFHAFPSKLHDKFPKCTGYSVFVVLHNMNPRKDLGGNIANLKIQAKLHLISPRMHP 

                     SQLNRFINTYTKSLPLPITLLLKDIFSFHAQHSQYDWIIYNTLPPHESLQWLYLNPSE 

                     GLMPMYLNIHAMVYEALLRMHKTLIDRARWTRYYHRKNKDFY" 

     CDS             complement(4640..7711) 

                     /note="E2B region" 

                     /codon_start=1 

                     /product="DNA polymerase" 

                     /protein_id="AEW91332.1" 

                     /translation="MCVYKTYKGKLKITSIPARADRPRLPFPLNFLIHKRKLYLIDTI 

                     AEVQRCTDCGSYFKQMHTCSTRRRDFYFHHINTQSSDWWEEIKFFPLGAHPDTRRLFV 

                     VYDVETYTWHGSFGKQLMPFMLVFTVFGDAQLCEQAVNIAKKQKWSSWPKQANTFYYL 

                     NPQRNKVGSLFKQYRDALQEAASTLLWRQFLADNPFLENLCLKLGYVHASDIPFEELC 

                     KLELKGQPTFLEVYVVGHNINGFDEIVLAAQVINNKQGIPAAFKVSRNFMPRCGKILF 

                     NDLTFALPNPTHAPRKDFKDWEEGTPTSADYKFQFVKFMVRDTFALTHTSLRNAAAAY 

                     ALPVEKGCCPYKAVNEFYMLGTYRTDADSFPQRDYWSSEEEYLLNKSLWLQENSGTYD 

                     IVQRTLDYCAMDVLVTAELVKKLQASYLDFVHTSVGLPHCNFNVLQRPTISSNSHAIF 

                     RQVVYRSQRPNKSSLGNFLLAPSNEMYDYVRESIRGGRCYPTYIGVLTEAIYVYDICG 

                     MYASALTHPFPAGKPLNPFDRALAIKNWQNRLDQLHRPIDYFDRTLLPAIFTIDADPP 

                     PEAFLDVIPPFCSRKGGRLCWTNETLRGEVVTCLDAITLHNRGWRVQILNDPRTTVFP 

                     QWACLARDYVQLNIAAKERADKEKNQTLRSIAKLLSNALYGSFATKLDNRVTVFSDQM 

                     EDRYVKGISDGTYDIKSTAFVETDNLSSSVMSELKITYSPGKQQTDATRKHRQCTPTS 

                     NSSSDEDAPFYTLGDPQDHHVTYTYKPITFLEADDSALCLHTLQKKSSLIFNNRYPSH 

                     IASFVLAWTRAFVSEWADILYLEDRGTPLEDRTLKFVYGDTDSMFLTQRGKELMDTRG 

                     KHRLKGKNRPLVFDPTNPQLTWLVECETQCPHCHGDAHSQESVFLAPKLYALKNIYCP 

                     TCRAESSGKLRAKGHATSQLSYDLLVTCYYSTEQLGGEKFGTSRLSLRRSLVSRQTHQ 

                     QPFTVTETTLARTLRPWKDRTLRAIDRHRLAPYSNSHPNPRNKELCWMEMY" 

     CDS             complement(7930..9882) 

                     /note="E2B region" 

                     /codon_start=1 

                     /product="terminal protein" 

                     /protein_id="AEW91331.1" 

                     /translation="MFFAERERLRASNGADPAHHGIFRPLRNIWNRAREYARAAISAA 

                     GISWMSRHVYRYPTLMLRNLGARQPATQNWPLYLYPPPHFLIGYQYVVRVCNDYVFET 

                     RAYSRLVYRETVRLDQQIVDWSTMANCSYTINAGAYHRFIDLENFDETLRQIQQAVLA 

                     ERVVADLALIQPLRGFGRTEMADLPPQRRNVPVERFLQEQCMNLGECQDQAWGFANRI 

                     RIQQAGRRDLIILTTIRRLRCAYFNFLLSHPPPNRNNTERAAHVLSLPCDCDWLEAFV 

                     QRFSDPVDAQSLRFETAASTERVVAHVIDALSLPQPAARPLTELRGGAFELRPRENGR 

                     AVTQEMRIRRGEMVQRFIESLPLPTRRRRVARPAPPSPSPSPEPVELEMPPLEGEEEE 

                     EEEELPPRSFAEEVRAAVAEVIRLLQEELTVSARNEQFFNFAVDFYEAINMLEREGNI 

                     NESTIRRWVIYFFIVEHIATTLNYLHHHLRLSPVFARHVELNLGQVVMRARDEDGAVI 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=4640&to=7711
https://www.ncbi.nlm.nih.gov/protein/365775800
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=7930&to=9882
https://www.ncbi.nlm.nih.gov/protein/365775799


                     YSRVWNEPGTNAFSQLMRRISTDLAATVHRAGRGELDEEEIERFMTDIAYRDHSGDVE 

                     EIIRQAELNDASINSVDLSFRFKVTGPVAFTQHPEIQRINRRVVQHASDLRQQLQPMP 

                     ELNDPVQLPPLRPERQRPPLGPRRPL" 

     CDS             9912..10907 

                     /note="L1 region" 

                     /codon_start=1 

                     /product="52kDa protein" 

                     /protein_id="AEW91333.1" 

                     /translation="MMHPALRQMKPRSAAVVGVPAAAASASVDSGGTTAPPGVECGEG 

                     EGLARLYAHPDTHPRVCVKRDAAEAYVPRENLFRDRSGEEPEGSRDLKYKAGRQLRAG 

                     MPRKRVLTEGDFEVDERTGISSAKAHMEAADLVRAYEQTVKQEANFQKSFNNHVRTLI 

                     SREETTLGLMHLWDFAEAYAQNPDSKTLTAQLFLIVQHLQDEGIFREAFLSIAEPEGR 

                     WMLDLLNILQSIVVQERQLSLSEKVAAVNYSVVTLGKHYARKIFKSPFVPLDKEVKIS 

                     TFYMRAVLKVLGLSHDLGMYRNEKVEKLASIGRRSGDERRGAAVQPAPRTNHWRF" 

     CDS             11022..12737 

                     /note="L1 region" 

                     /codon_start=1 

                     /product="III A" 

                     /protein_id="AEW91334.1" 

                     /translation="MSDADPRIFQLVSRQETVAMAEAPRSLGPAPSNPSLQALFQSQP 

                     SAEQDWHGVLERVMALNKNGDFGSQPQANRFGAILEAVVPPRTDPTHEKVLAIVNALL 

                     ETQAIRRDEAGQMYTALLQRVARYNSVNVQGNLDRLIQDVKEALAQRERTGSGAGLGS 

                     VVALNAFLSTQPAVVERGQENYVAFVSALKLMVTEAPQSEVYQAGPSFFFQTSRHGSQ 

                     TVNLTQAFDNLRPLWGVRAPVHERTTISSLLTPNTRLLLLLIAPFTDGVGISRDSYLG 

                     HLLTLYRETIGNTRVDETTYNEITEVSRALGSEDASNLQATLNYLLTNKQSKLPQEFS 

                     LSPEEERVLRYVQQSVSLFLMQDGHTATTALDQAAANIAPSFYASHRDFINRLMDYFQ 

                     RAAAMAPDYFLQAVMNPHWLPPPGFYTQEFDFPEPNEGFLWDDLDSALLRAPVKRDED 

                     QGAVGGTPVGSAPASRAHTPPPPPGAAAAADLFFPNAFRNVQNNGVDELIDGFSRWKT 

                     YAQERQEIVERNRRREARRRAREARLESSDDDDSDLGPFLRGTGHLAHNQFMHLKPRG 

                     PRQFW" 

     CDS             12852..14300 

                     /note="L1 region" 

                     /codon_start=1 

                     /product="III" 

                     /protein_id="AEW91335.1" 

                     /translation="MLQPELQPIPLSPPPAYEAVVAGPSRRFLFDEIHVPPRYAAASA 

                     GRNSIRYSMLPPLYDTTKIYLIDNKSSDIQTLNYQNDHSDYLTTIVQNSDFTPLEASN 

                     HSIELDERSRWGGNLKTILYTNLPNITEHMFSNSFRVKMMASKKDGVPQYEWFPLRLP 

                     EGNFSETMVIDLMNNAIVELYLALGRQEGVKEEDIGVKIDTRNFSLGYDPQTHLVTPG 

                     VYTNEAMHADIVLLPGCAIDFTHSRLNNLLGIRKRFPYQEGFVISYEDLKGGNIPALM 

                     DVEEYNKSKTVRALREDPKGRSYHVGEDPEARETETAYRSWYLAYNYGHPEKGVRATT 

                     LLTTGDVTCGVEQIYWSLPDMALDPVTFKASLKTNNYPVVGTELLPLVPRSFYNAQAV 

                     YSQWIQEKTNQTHVFNRFPENQILVRPPAPTITSISENKPSLTDHGIVPLRNRLGGVQ 

                     RVTLTDARRRSCPYVYKSLGIVTPQVLSSRTF" 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=9912&to=10907
https://www.ncbi.nlm.nih.gov/protein/365775801
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=11022&to=12737
https://www.ncbi.nlm.nih.gov/protein/365775802
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=12852&to=14300
https://www.ncbi.nlm.nih.gov/protein/365775803


     CDS             14363..14878 

                     /note="L1 region" 

                     /codon_start=1 

                     /product="pVII" 

                     /protein_id="AEW91336.1" 

                     /translation="MAILISPSNNTGWGLGCNKMYGGARIRSDLHPVKVRSHYRAAWG 

                     SRTGRVGRRATAALADAAVATGDPVADTIEAVVADARQYRRRRRRGVRRVRRLRRSPR 

                     TALQRRVRSLRRQVARARRVGRRAAAIAADAAMAMAAPARRRRNIYWVRDAATGARVP 

                     VTTRPTVSNTV" 

     CDS             14995..16266 

                     /note="L2 region" 

                     /codon_start=1 

                     /product="pV" 

                     /protein_id="AEW91338.1" 

                     /translation="MASSRLIKEEMLDIVAPEIYKRKRPKRERAAPYAVKQEEKPLVK 

                     AERKIKRGSRKRALSGVDVPLPDDGFEDDEPHIEFVSAPRRPYQWKGRRVRRVLRPGV 

                     AVSFTPGARSSVRASKRVYDEVYADENVLEAAAAREGEFAYGKRGREAAQAQVLPAVA 

                     VPEPTYVVLDESNPTPSYKPVTEQKVILSRKRGVGKVEPTIQVLASKKRRMAENEDDR 

                     GIGSVAEVQMREVKPVTAALGIQTVDVSVPDHSTPMEVVQSLSRAAQVAQRLTQQQVR 

                     PSARIKVEAMDLSAPVDAKPLDLKPVDIKPNPTIVLPSSRSFSTQTDSLPAAVVKPRK 

                     PRVYRSTRRTSRGLLPYYRLHPSITPTPGYRGSVYTSSGVRLPAVRRRRRRRTRRATP 

                     RLSAAAAAALLPGVRYHPSIRQAATVTRLRR" 

     CDS             16393..16632 

                     /note="L3 region" 

                     /codon_start=1 

                     /product="pX" 

                     /protein_id="AEW91337.1" 

                     /translation="MSPRGNLTYRLRIPVALSGRRRRRTGLRGGSAYLLGRRRRRAGG 

                     RLRGGFLPLLAPIIAAAIGAIPGIASVAIQAAHNK" 

     CDS             16792..17586 

                     /note="L4 region" 

                     /codon_start=1 

                     /product="pVI" 

                     /protein_id="AEW91339.1" 

                     /translation="MDEYNYAALAPRQGSRPMLSQWSGIGTHEMHGGAFNLGSLWSGI 

                     RNVGSAVKNWGSRAWHSNAGQALRAQLKKTGLQEKIIEGVSAGIHGAVDLGRQQLEKA 

                     IEQRLERRPTAAGVEDLPPPPGTLLEADRLPPSYAEAVAERPPPADVLLPATSKPPLA 

                     VVALPPKKRVSEEPVEEVVIHSSAPPSYDEVMAPQPTLVAEQGAMKAVPVTKPAQPFT 

                     PAVHETQRIVTNLPITTAVTRRRGWQGTLNDIVGLGVRTVKRRRCY" 

     CDS             17733..20459 

                     /note="L5 region" 

                     /codon_start=1 

                     /product="hexon protein" 

                     /protein_id="AEW91342.1" 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=14363&to=14878
https://www.ncbi.nlm.nih.gov/protein/365775804
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=14995&to=16266
https://www.ncbi.nlm.nih.gov/protein/365775806
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                     /translation="MVLLHIAGQDASEYLSPGLVQFAQATESYFNIGNKFRNPTVAPT 

                     HDVTTERSQRLQLRFVPVDREDTQYSYKTRFQLAVGDNRVLDMASTYFDIRGTLDRGA 

                     SFKPYSGTAYNSFAPKSAPNNTQYRQADNGHPAQTIAQASYVATIGGDNNDLQMGVNE 

                     RQQPVYANTSYQPEPQLGIEGWTAGSMATIVQAGGRVLKNTTQTPCYGSYAKPTNEHG 

                     GITKAGTQVERKYYRTGDNGNPETVFYAEEADVLTPDTHLVHAVPAADRAKVDGLSQH 

                     AAPNRPNFIGFRDCFVGLMYYNSGGNLGVLAGQSSQLNAVVDLQDRNTELSYQMLLAN 

                     TTDRSRYFSMWNQAMDSYDPEVRVIDNVGVEDEMPNYCFPLSGIQIGNRSREIQRNQP 

                     QPQQWQNVANSDNNYIGKGNLPAMEINLAANLWRSFLYSNVALYLPDNLKFTPNNIQL 

                     PPNTNTYEYMNGRIPVSGLIDTYINIGTRWSPDVMDNVNPFNHHRNSGLRYRSQLLGN 

                     GRFCDFHIQVPQKFFAIRNLLLLPGTYTYEWSFRKDVNMILQSTLGNDLRVDGATINI 

                     TSVNLYASFFPMSHNTASTLEAMLRNDTNDQSFNDYLSAANMLYPIPPNATQLPISIP 

                     SRNWAAFRGWSFTRLKQRETPALGSPFDPYFTYSGTIPYLDGTFYLSHTFRKVAIQFD 

                     SSVTWPGNDRLLTPNEFEIKRSVDGEGYNVAQSNMTKDWFLVQMLANYNIGYQGYHLP 

                     PDYKDRTFSFLHNFMPMCRQVPNPATEGYFGLGIVNHRNNSGFIGFDSAAAPREGHPY 

                     PANWPYPLIGAHAMPSVTQRKFLCDRTLWRIPFSSNFMSMGSLTDLGQNLLYANAAHA 

                     LDMTFEMDPINEPTLLYVLFEVFDVARVHQPHRGVIEVVYLRTPFSAGNATT" 

     CDS             20488..21102 

                     /note="L5 region" 

                     /codon_start=1 

                     /product="protease" 

                     /protein_id="AEW91340.1" 

                     /translation="MGSREEELRFILHDLGVGPYFLGTFDKHFPGFISKDRMSCAIVN 

                     TAGRETGGVHWLAMAWHPASQTFYMFDPFGFSDQKLKQIYNFEYQGLLKRSALTSTAD 

                     RCLTLIQSTQSVQGPNSAACGLFCCMFLHAFVRWPLRAMDNNPTMNLIHGVPNNMLES 

                     PSSQNVFLKNQQNLYRFLRRHSSHFVKHAAQIESDTAFDKMLTN" 

     CDS             complement(21219..22517) 

                     /note="E2A region" 

                     /codon_start=1 

                     /product="DNA binding protein" 

                     /protein_id="AEW91341.1" 

                     /translation="MNRSGDLTRATSSADSSGDENPLVIDETPRKKVSRKRRAPTAEP 

                     PAEDVTAVKRAKIFKPSAPAAEAAAPALPAASRALLEADEVAWQRAMELAVGLCVPLK 

                     VDIKNLTLLPDSGTLECFRKVAQAWLNESKVYLPLTFSTQKTVLTIMGRFLYDFVLKV 

                     AGLGTTSWSPTGCVVWRHQCTEGGEGALHCLHGLPMLSKDQVIEMDVNSENGQRALKE 

                     TPHKTKITTNRWNRNVVQLKNEDAACCHFDAALPAGSFSSKSCGMFFSEGPKALQAFW 

                     QIMTFQKACYPRMQSAGTHLLMPLKCDCNWGHSQLPLLGRQVCKITPFNINAGSAVDK 

                     SLVEDPKLLASVEHPSVLVFQCCNPVYRQTRANAQRNCDFKISAPDMISALQLVKQMW 

                     SALVKQSPPITIPEFRWDPQYQHQNVILPIDQYDADDSLF" 

     CDS             22544..25096 

                     /note="L6 region" 

                     /codon_start=1 

                     /product="100 kDa protein" 

                     /protein_id="AEW91343.1" 

                     /translation="MAEKGSENQRPENDTELAAVSEALGEAASAPSANSPADTDSGVE 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=20488&to=21102
https://www.ncbi.nlm.nih.gov/protein/365775808
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=21219&to=22517
https://www.ncbi.nlm.nih.gov/protein/365775809
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=22544&to=25096
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                     MTPTSSPEPPAAPPSSPAVAPAPQKTQEEPSSSEPAAAAAEPEAASRPRPPTPTVQVP 

                     REPSEDQPDGPAARPSYVSEDCLIRHISRQANIVKDSLADRWELEPTVSALSEAYEKL 

                     LFCPKVPPKKQENGTCEPEPRVNFFPTFVVPETLATYHIFFQNQKIPLSCRANRTQTD 

                     TIMHLYSGDSLPCFPTLQLVNKIFEGLGSEERRAANSLKDQEDNSALVELEGDSPRLA 

                     VVKRTLSLTHFAYPAITLPPKVMAAVTGSLIMKQQRPAEAEAEALPEAEEPAVSDPEL 

                     ARWLGLNLQQEPEAAAQALEERRKIMLAVCLVTLQLECLHKFFSSEDVIKKLGESLHY 

                     AFRHGYVRQACSISNVELTNIVSYLGILHENRLGQSTLHSTLKDENRRDYIRDTVFLF 

                     LVYTWQTAMGIWQQCLETENVKELEKLLQKSKRALWTGFDELTIAQDLADIVFPPKLL 

                     HTLQAGLPDLTSQSLLHNFRSFILERSGILPAMCNALPTDFIPISYRECPPTLWAYTY 

                     LFKLANYLMFHSDIAYDRSGPGLMECYCRCNLCSPHRCLATNPALLSETQVIGTFEIQ 

                     GPPAQDGQPTKPPLRLTAGLWTSAYLRKFVPQDFNAHKIAFYEDQSKKPKVTPSACVI 

                     TEEKVLAQLHEIKKAREDFLLKKGHGVYLDPQTGEELNGPAPSAARNETPQHVGNRAF 

                     RGSGLGGPTAAATDSGLAGEQEGCEEGSSFSEPHRRPGRYIRGGGRLPPDGRGRRGHP 

                     GERFQRLHGRRRRGGGYDFDTPRPGALRRARGGRNPRHGSGDGGQEGPGQEE" 

     CDS             24729..25553 

                     /note="L6 region" 

                     /codon_start=1 

                     /product="33 kDa protein" 

                     /protein_id="AEW91344.1" 

                     /translation="MKPRSMSGTGPSAAQASEGQQPPLQTAGLQASKRAVRKVVASLN 

                     PTAALEDISEGEEDFPLTDEEDGDTLESDFSDFTDEDAEEEDMISTPRDQGHSGELEE 

                     GEIPATEAATAAKKGQGKKSRWDQQVRSTAPLKGARGKRSYSSWKPLKPTILSCLLQS 

                     SGSTAFTRRYLLFRHGVSVPSRVIHYYNSYCRPEADQNRHSEQKEPPECQRGAPSHSS 

                     SSSQAFSGTSPPQRSAPSGRRRKHRRPRQAAGANLSHSLCHIPTKSSSAVSPQSEK" 

     CDS             25732..26382 

                     /note="L6 region" 

                     /codon_start=1 

                     /product="pVIII" 

                     /protein_id="AEW91345.1" 

                     /translation="MSKEIPTPYVWTFQPQMGAAAGASQDYSTRMNWFSAGPDMIHDV 

                     NSIRDAQNRILMTQSAITATPRNLIDPREWPAHLIKQPVVGTTHVEMPRNEVLEQHLT 

                     SHGAQIAGGGSAGDYFKSPTSARTLIPLTASCLRPDGVFQLGGGSRSSFNPLQTDFAF 

                     HALPSRPRHGGLGSRQFVEEFVPAVYLNPYSGPPDSYPDQFIRHYNVYSNSVSGYS" 

     CDS             26441..27295 

                     /note="E3 region" 

                     /codon_start=1 

                     /product="284R" 

                     /protein_id="AEW91346.1" 

                     /translation="MKGFLLIFGMLMHFPLIHVGTIRLYAARPQCEPNATYVCDYGSE 

                     SDYNPTTVLWLARETDGSWISVVFRHNGSSTAVPGVVAHFTDHNSSIVVPQYYFLNNS 

                     LSKLCCSYRHNERSQFTCKQADVPTCHEPGKPLTLRLSPALGTAHRAVTWFFQNVPIA 

                     TVYRPWGNVTWFCPPYMCTFNVTLNSLLIYNFSAEAGGQYTALMHSGPASLFQLFKPT 

                     TCVTKVEDPPYANDPAPPEWRPLLFAFVLCTGCAVLLTAFGPSILSGIRKLISARFWS 

                     SKPYTALQ" 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=24729&to=25553
https://www.ncbi.nlm.nih.gov/protein/365775812
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=25732&to=26382
https://www.ncbi.nlm.nih.gov/protein/365775813
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=26441&to=27295
https://www.ncbi.nlm.nih.gov/protein/365775814


     CDS             27306..27671 

                     /note="E3 region" 

                     /codon_start=1 

                     /product="121R" 

                     /protein_id="AEW91347.1" 

                     /translation="MEPDGVHAEQQFILNQISCANTALQRQREELASLVMLHACKRGL 

                     FCPVKTYKLSLNASASEHSLHFEKSPSRFTLVNTHAGASVRVALHHQGASGSIRCSCA 

                     RAECLPVLLKTLCAFNFLD" 

     CDS             27898..30828 

                     /note="L7 region" 

                     /codon_start=1 

                     /product="fiber protein" 

                     /protein_id="AEW91348.1" 

                     /translation="MKRSVPQDFNLVYPYKAKRPNIMPPFFDRNGFVENQEATLAMLV 

                     EKPLTFDKEGALTLGVGRGIRINPAGLLETNDLASAVFPPLASDEAGNVTLNMSDGLH 

                     TKDNKLAVNVGPGLSLDSNNALQVHTGDGLTVTDDKVSLNTQAPLSTTSAGLSLLLGP 

                     SLHLGEGERLMVNTGAGLQISSDALAVKVGPGIAVDAQNQLAASLGEGLENRDNKTVV 

                     KAGPGLTISNEALTVATGNGLQVNTEGKLQLNITAGQGLNFANNSLGVELGSGLHFPP 

                     DQNQISIYPGDGIEIRDNRVTVPAGPGLRMLNHQLAVASGDGLEVHSDTLRLKLSHGL 

                     TFENGAVQAKLGPGLSTDSSGRSVVRTGRGLRVTDDQVQVFTGAGTTIGTDGSLTLNI 

                     RAPLQYSGSALTANLQGSGPITYNSSNGTFGLSLGPGMWVDRSRLQVDPGAGLVFQGN 

                     NLVPNLAAPLAISNRKISLNLGPGLTQASNALTLSLGNGLEFSNQAVAIKAGRGLRFE 

                     SSSQALESSLTVGNGLTLTDTVIRPNLGDGLEVRDNKIIVKLGANLRFENGAITAGTV 

                     NPPAPEAAPTLTAEAPLRASNSHLQLSLSEGLVVHNNALALQLGDGMEVNQHGLTVRV 

                     GSGLQMRDGILTVTPSGTPIEPRLTAPLTQTENGIGLALGAGLELDESALQIKVGPGM 

                     RLNPVEKYVTLLLGPGLSFGQPANRTNFDVRLSVEPPMVFGQRGQLTFLVGHGLHIQN 

                     SKLQLNLGQGLRTDPITKQLEVPLGQGLEIADESQVKVKVGDGLQFDSQGRITTAPNM 

                     ITETLWTGTSNNANVTWRGYSAPGSKLFLSLTRFSTGLVLGNMTIDSNASFGQYINAG 

                     HEQIECFVLLDSQGNLREGSNLQGTWEVKNNPSASKAAFLPSTSLYPILSESRGSLPG 

                     KNLVGMQAILGGGGSCTVIATLNGRRSNSYATGHSIIFVWQEFNTIARQPLNHSTVTF 

                     SYWT" 

     CDS             complement(30906..31565) 

                     /note="ORF5; E4 region" 

                     /codon_start=1 

                     /product="ORF5" 

                     /protein_id="AEW91349.1" 

                     /translation="MIHWPIPWKVIMPPEDAHLTRCLCDYCLSFVIPGKRRSYYVHGE 

                     EWLYIHCHCPKPRSLQCRSAAVYFQGLVKQCVHGAQFDRVYWYFRRELSKLSSVFLAY 

                     VGSVYVNNIHLIYFNSTFMIEEGSYIRCTPWGECVWVKGNSCMYLILICRSCNPLTEM 

                     SVNCCLKRCKQKIRYMLNLAPKRVKKHLGLARLRDRFLERLARFREPVLFDRYDLSML 

                     L" 

     CDS             complement(31504..31935) 

                     /note="ORF4; E4 region" 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=27306&to=27671
https://www.ncbi.nlm.nih.gov/protein/365775815
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=27898&to=30828
https://www.ncbi.nlm.nih.gov/protein/365775816
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=30906&to=31565
https://www.ncbi.nlm.nih.gov/protein/365775817
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=31504&to=31935


                     /product="ORF4" 

                     /protein_id="AEW91350.1" 

                     /translation="MVDQVRCPALGWSYSSYKIWMQAFSVVAFGLWLQHRDNPNLSVR 

                     LALLDLYYLSNRRQRQKEKSCHLSKTALWQKCFFMYCKYKRTQKLLQWSSECKVPRPS 

                     ALPITTCSQGSQRSRSSWLCHYDSLAHSMEGNHASRGRSLD" 

     CDS             complement(31957..32763) 

                     /note="ORF3; E4 region" 

                     /codon_start=1 

                     /product="ORF3" 

                     /protein_id="AEW91351.1" 

                     /translation="MEDQFRQLSLYDCAMVRLSMLGECQNEPSAAYFEHFGFFPIPLK 

                     PLMNSLDERLLRLPCDCCIFGRCDSEYFISGDATWRVYCCSKQADQSLQGLCRAAILM 

                     DLFKMCVAGTAFDNMFPFFRRELSKLSTRYIYYVGSVYVNKVHLLYFTNYVGASNQLL 

                     KSLPTFAWGNVYMGSGLDDKCIIIPCYDCADLSEVSVSRCLLRVKEMIMCYLTCLPSD 

                     HRYQCGLFEHRDKLIQRVATGEPVLRRVFDTWLFPTNGRRVRPQRSFYFP" 

     CDS             complement(33028..33237) 

                     /note="ORF2; E4 region" 

                     /codon_start=1 

                     /product="ORF2" 

                     /protein_id="AEW91352.1" 

                     /translation="MAQIVYSSLFVFHVPGPVLSHVQSFYAEDICPATIELLQRCLEI 

                     NLTAIPTCFAVVSKPVCYQLLSLKS" 

     CDS             complement(33250..33675) 

                     /note="ORF1; E4 region" 

                     /codon_start=1 

                     /product="ORF1" 

                     /protein_id="AEW91353.1" 

                     /translation="MACAQPLTFFIEFHLPAPVVDYIQTFTTRPVDTLAKDFLADALA 

                     EGLTLLLPVPSRIIIGCFSISTTDSITVVFSVSASNLTASVLDSFLKVLIVDWITHLS 

                     LIRAPNLPLRDPPPLDVSILTQTSLILLPSEESHFSAAI" 

ORIGIN       

        1 catcatcaat aatctacagt acactgatgg cagcggtcca agtgtcaatc attcctgcta 

       61 cgtcatcaat gatgtcacga cggcgagcgt ggcgtgctga cgtaactgtg gggcggagca 

      121 cgtcgcggag gcggcgcgcg gggcggggcg atgggcggag ttacgcactt gctacgtcat 

      181 ttttaaacat tttttagcaa atttgcgcct tccgcaagca tttttctcac atttcaggta 

      241 tttacagggc ggatttttgg tgttcgtact tccgtgtcac atagttcact gtcaatcttc 

      301 attatggctt agacaaattt tcggcgtctt ttccgggttt atgtccccgg tcacctttat 

      361 gactgtgtaa aacacacctg cccattgttt acccttagtc agttttttcg tctcctaggg 

      421 cgggaacatc aagaacaaat ttgccgagta attgtgcacc tttttccgcg ttaggactgc 

      481 gtttcacacg tagacagact ttttctcatt ttctcacact ccgtcgtccg cttcagagct 

      541 ctgcgtcttc gctgccacca tgaagtacct ggtcctcgtt ctcaacgacg gcatgagtcg 

      601 aattgaaaaa gctctcctgt gcagcgatgg tgaagtggat ttagagtgtc atgaggtact 

      661 tcccccttct cccgcgcctg tccccgcttc tgtgtcaccc gtgagaagtc ctcctcctct 

      721 gtctccggtg tttcctccgt ctccgccagc cccgcttgtg aatccagagg cgagttcgct 

https://www.ncbi.nlm.nih.gov/protein/365775818
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=31957&to=32763
https://www.ncbi.nlm.nih.gov/protein/365775819
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=33028&to=33237
https://www.ncbi.nlm.nih.gov/protein/365775820
https://www.ncbi.nlm.nih.gov/nuccore/JN381195.1?from=33250&to=33675
https://www.ncbi.nlm.nih.gov/protein/365775821


      781 gctgcagcag tatcggagag agctgttgga gatgagcctg ctccgaacgg ccgaaggtca 

      841 gcagcgtgca gtgtgtccat gtgagcgatt gcccgtggaa gaggatgagt gtctgaatgc 

      901 cgtaaatttg ctgtttcctg atccctggct aaatgcagct gaaaatgggg gtgatatttt 

      961 taagtctccg actatgtctc cagaaccgtg gatagatttg tctagctacg atagcgatgt 

     1021 agaagaggtg actagtcact tttttctgga ttgccctgaa gaccccagtc gggagtgttc 

     1081 atcttgtggg tttcatcagg ctcaaagcgg aattccaggc attatgtgca gtttgtgcta 

     1141 catgcgccaa acctaccatt gcatctatag taagtacatt ctgtaaaaga acatcttggt 

     1201 gatttttagg tattgtttag ggattaactg ggtggagtga tcttaatccg gcataaccaa 

     1261 atacatgttt tcacaggtcc agtttctgaa gaggaaatgt gagtcatgtt gactttggcg 

     1321 cgccctacgg tgactttaaa gcaatttgag gatcactttt ttgttagtcg ctataaagta 

     1381 gtcacggagt cttcatggat cacttaagct ttcttctgga tttgaagctg cttcgctcta 

     1441 tcgtagcggg ggcttcaaat cgcactggag tgtggaagag gcggctgtgg ctgggacgcc 

     1501 tgactcaact ggtccatgat acctgcgtag agaacgagag catatttctc aattctctac 

     1561 cagggaatga agctttttta aggttgcttc ggagcggcta ttttgaagtg tttgacgtgt 

     1621 ttgtggtgcc tgagctgcat ctggacactc cgggccgagt ggtcgccgct cttgctctgc 

     1681 tggtgttcat cctcaacgat ttagacgcta attctgcttc ttcaggcttt gatccaggtt 

     1741 ttctcgtgga ccgactttgc gtgccgctat ggctgaaggc cagggcgttc aagatcaccc 

     1801 agagctccag gagcacttcg cagccttcct cgtcgcccga caagacgacc cagactacca 

     1861 gccagtagac ggggacagcc caccccgggc tagcctggag gaggctgaac agagtagcac 

     1921 tcgtttcgag cacattagtt accgagacgt ggtggatgac ttcaatagat gccacgatgt 

     1981 tttttatgag aggtacagtt ttgaggacat aaagagctac gaggctttgc ctgaagacaa 

     2041 tttggagcag ctcatagcta tgcatgctaa aatcaagctg ctgcccggtc gggagtatga 

     2101 gctgactcaa cctctgaaca taacatcttg cgcttatgtg cttggaaatg gggctactat 

     2161 tagggtgaca ggggaggcgt ccccagctat cagagtggcg gccatggctg tgggcccgtg 

     2221 tgtaacagga atgactgggg tgacttttgt gaattgtagg tttgagagag agtcaacagt 

     2281 tagggggccc ctgatacgag cttcaactca cgtgctgttt catggctgtt attttatggg 

     2341 aattatgggc acttgtattg aggtgggggc gggagcttac attcggggtt gtgagtttgt 

     2401 gggctgttac aggggaatct gttctacttc taacagagat attaaggtga ggcagtgcaa 

     2461 ctttgacaaa tgcttactgg gtatcacttg taagggggac tatcgtcttt cgggaaatgt 

     2521 gtgttctgag actttttgct ttgctcattt ggagggggag ggtttgatta aaaacaacac 

     2581 agtcaaggcc cctagtcggt ggaccagcga gtctggcttt tccatgataa cttgtgcaga 

     2641 tggcagggtc acgcccttgg gctctctcca cattgtgggc aaccgttgta ggcgctggcc 

     2701 aaccatgcag gggaatgtgt ttatcatgtc taaagtgtat ctgggcaaca gaataggaac 

     2761 tgtagccctg ccccagtgtg ctttttacaa gtccagcatt tgtttggagg agagggcggc 

     2821 gaacaagctg gtcttagcct gtgcctttga aaataatgta ctggtgtaca aagtgctgag 

     2881 acgggagagc ccctcaaccg tgaaaatgtg tgtttgtggg acttctcatt atgcaaagcc 

     2941 tttaacactg gctatcattt cttcagaaat tcgggctaat cgatacatgt acactgtgga 

     3001 ctccacagag ttcacttctg atgaggatta aaagtgggcg gggccaagag gggtataaat 

     3061 aggtggggag gtgaggggag ccgtagttac tgttttttcc cagactgggg gacaacatgg 

     3121 ccgaggaagg gcgtatctat gttccttatg taactgcccg cctacccaag tggtcgggtt 

     3181 cggtgcaaga taagaccggc tcgaacatgt tggggggtgt ggtacttcct cctaattcac 

     3241 aggtgcaccg gacggagacc gtgggcactg aggctaccag agacaacctg cacgccgagg 

     3301 gagcgcgtcg tcctgaggat cagacgcctt acatgatctt ggtggaggac tctctgggag 

     3361 gcttgaaaag gcgaatggat ttgttggagg aatctaatca gcagctgctg gcgaatctca 



     3421 accgtctccg tacaggactg gctgcctatg ttcaggccaa cctcgtgggc ggtcaagtta 

     3481 acccctttgt ttaaatgaaa agaaatacac tcacacagtt tattatgctg tcaataaaag 

     3541 tctttatttt tcctgtgata ataccgtgtc cagcgtgctc tgtcaatcag ggttttatgc 

     3601 atcctgagaa gggcctcata taccatggca tgaatattta ggtacatggg cataagacct 

     3661 tcagaagggt tgaggtagag ccactgcaga ctttcgtggg gaggtaaggt gttgtaaata 

     3721 atccagtcat actgactgtg ctgggcatga aaggaaaaaa tgtcttttag aagaagagtg 

     3781 attggcaaag ggaggctctt agtatatgta ttgatgaatc tgttcagttg tgagggatgc 

     3841 attcggggac taatcaggtg gagtttagcc tgaatcttaa gattggcaat gtttccccct 

     3901 aggtctttgc gaggattcat gttgtgcagt accacaaaaa cagagtagcc tgtgcatttg 

     3961 gggaatttat catgaagctt ggaggggaag gcatgaaaaa attttgagat ggctttatgg 

     4021 cgccctagat cttccatgca ttcgtccata ataatagcaa taggcccggt tttggctgcc 

     4081 tgggcaaaca cattgtgagg gtgggcgaca tcatagttgt agtccatggt caggtcatca 

     4141 taggacatga tcttaaaggc aggtttaagg gtgctgcttt gaggaatcag ggttcctgtg 

     4201 gggccggggg tgtagttccc ttcacagatt tgggtttccc aagcaagcag ttcttgcggg 

     4261 ggtatcatgt caacttgggg gactataaaa aaaacagtct cgggtggcgg ttgaatgaga 

     4321 cccgtagaca taaggtttct gaggagctgg gattttccac aaccggtggg tccgtagacc 

     4381 accccaataa caggttgcat ggtaaagttc aaagatttgc atgatccgtc agggcgcaga 

     4441 tagggcatag tggcattcat ggcatctctt atagcctgat tatagtctga gagggcattg 

     4501 agcagggtgg cgccccccat agccagtagc tcgtccaagg aagaaaagtg tctaaggggt 

     4561 ttgaggcctt cagccatggg catagactct aagcactgtt gcatgagaga acatttgtcc 

     4621 cacagctcag agacgtggtc tagtacatct ccatccagca tagctctttg tttcttgggt 

     4681 tggggtggct gttgctgtag ggggcgaggc ggtgacggtc gatggcccgc agggtgcggt 

     4741 ctttccatgg cctgagggtt ctcgctaggg tcgtctcggt gaccgtgaag ggctgctgat 

     4801 gtgtctgtct gctgaccagc gagcgcctca ggctgagcct gctggtgccg aacttttcgc 

     4861 cgcctagctg ttcagtggaa taataacaag tcaccagaag gtcgtaggag agttgtgagg 

     4921 tggcatggcc ctttgctcga agtttgccag aactctcagc gcgacaagtt gggcagtaaa 

     4981 tgttttttag ggcataaagt ttgggggcta aaaaaacaga ttcctggctg tgggcgtctc 

     5041 catggcagtg ggggcactgg gtctcgcatt ccacaagcca agtcagctga gggttggtag 

     5101 ggtcaaagac cagaggacgg tttttacctt ttaggcggtg cttgcctcgg gtgtccatga 

     5161 gttcctttcc cctttgggtg agaaacatgc tgtccgtgtc tccgtagaca aacttgaggg 

     5221 tccggtcttc taggggagtg cctctgtctt ctaaatagag gatgtctgcc cattcggaga 

     5281 caaaggctct agtccacgcg aggacaaatg aagctatgtg tgaggggtat ctgttattaa 

     5341 atatgagaga ggattttttt tgtaaagtat gcagacacag ggctgagtca tcagcttcca 

     5401 gaaaggtgat tggtttgtaa gtgtatgtca cgtgatgatc ctgggggtcc cccagggtat 

     5461 aaaagggggc gtcttcgtct gaggagctat tgctagtggg tgtgcactga cggtgcttcc 

     5521 gcgtggcatc cgtttgctgc ttgccaggtg agtaggtgat ttttaactct gacatgacag 

     5581 aggagctcag gttgtcagtt tccacgaagg cggtgctttt gatgtcataa gtgccgtctg 

     5641 aaatgccttt aacatatctg tcttccattt ggtcagaaaa aacagtgact ctgttgtcta 

     5701 gcttagtggc aaagctgcca tacagggcat tggacagcag tttggcgata cttctgagag 

     5761 tttggttttt ctctttatct gccctttcct tggccgcaat gttaagttgc acgtagtctc 

     5821 tagccaggca cgcccactgg ggaaacactg tggtgcgggg gtcgttgaga atttggactc 

     5881 tccagccgcg gttatgaagc gtgatggcat ccaagcaagt aactacctcc ccacgcagtg 

     5941 tctcgttggt ccagcagagg cgtcctcctt ttctggagca gaagggcggt ataacatcta 

     6001 agaatgcttc tgggggtggg tctgcatcaa tggtgaatat ggcgggcagc agggtgcgat 



     6061 caaaatagtc aatgggtctg tgcaactggt ctaggcggtt ttgccagttt ttaattgcaa 

     6121 gcgctcgatc aaaggggttc aaaggttttc ccgctgggaa agggtgggtg agggcactgg 

     6181 catacatgcc gcagatgtca tacacataga tggcttcagt taggacgcct atgtaggtag 

     6241 gatagcatcg gccgccccga atactttctc tgacgtaatc atacatctca ttggaggggg 

     6301 ctagtagaaa attgcctagg gagcttttgt tgggacgctg ggatcggtag acgacctgtc 

     6361 tgaagatggc atgggaattg gagctgatgg tgggcctttg gaggacattg aaattacagt 

     6421 ggggaagtcc cactgatgtg tgaacaaagt ccaaataaga tgcttggagt ttcttaacta 

     6481 actcggccgt gaccagtacg tccatggcac aatagtccaa ggtgcgttgc acaatatcat 

     6541 aggtacctga attctcttgc agccagagac tcttgttgag aaggtactcc tcttcactgg 

     6601 accagtagtc cctctgagga aaagaatctg cgtcggttcg gtaggtacct aacatgtaaa 

     6661 actcgtttac agctttgtaa gggcagcagc ctttttccac aggtaaagcg taagcggcag 

     6721 ctgcgttcct gagactggtg tgcgtgagag caaaggtatc tcggaccatg aacttcacaa 

     6781 actgaaattt gtaatctgct gaagtgggag tgccttcctc ccagtctttg aagtcctttc 

     6841 gaggggcatg ggtggggttg ggcagagcaa aagttaagtc attgaaaaga atcttgccac 

     6901 aacgaggcat gaaatttcta ctgactttaa aagcagctgg aataccttgt ttgttgttaa 

     6961 tgacttgtgc ggctagaaca atctcatcaa agccgtttat gttgtgccct acgacataga 

     7021 cttccaagaa agtcggttgc cctttgagtt caagtttaca tagttcctcg aaaggaatgt 

     7081 cgctggcatg aacatagccc agtttgaggc agaggttttc taagaacgga ttatctgcca 

     7141 agaactggcg ccaaagcaaa gtgctggcag cttcttgaag ggcatcccga tactgtttaa 

     7201 acaagctgcc tactttgttt ctttgcgggt tgaggtagta aaaggtattt gcttgctttg 

     7261 gccagcttga ccacttttgc tttttagcta tgttaacagc ctgctcgcag agctgcgcgt 

     7321 caccaaacac agtaaacacg agcatgaaag gcatgagttg cttgccaaag ctgccgtgcc 

     7381 aagtgtaggt ttcgacatca tagacaacaa agaggcggcg agtgtcggga tgagcgccca 

     7441 gggggaaaaa ctttatttct tcccaccagt ccgaagattg ggtgttgatg tggtgaaagt 

     7501 aaaagtcccg gcgacgagtg ctgcaggtgt gcatctgctt aaagtaggaa ccgcagtcgg 

     7561 tacatcgctg aacctctgcg atggtgtcta tgagatagag cttccttttg tgaataagaa 

     7621 agttaagggg gaagggaagg cgcggcctgt cagcacgggc cgggatgctt gtaattttca 

     7681 gcttgccctt gtatgttttg taaacgcaca tatctgggtt gcagaaccgg acgagcgtgt 

     7741 cttggaatga aaggatattt tctggcctta aatcaaatgg gcagtgctcc aagtggagtt 

     7801 caaaaaggtt tcggagactg ctggaaatgt ctgcatgata cttgacttcc aaagtggtcc 

     7861 cgtcttcggc ctgaccgtgc agccgtagag tactgcgttt ggcgaccagg ggcccctttg 

     7921 gggctttctt caaaggggac gtcgggggcc caggggcggc ctttgtcttt cgggcctgag 

     7981 gggcggtagc tggaccgggt cgttgagttc gggcataggt tgcagctgtt ggcgcaggtc 

     8041 tgatgcatgc tgcacgactc tgcggttgat tctctgaatc tccgggtgtt gggtgaatgc 

     8101 tactggcccc gtcactttga acctgaaaga gaggtcgaca gaattaatag atgcatcgtt 

     8161 aagctccgcc tgtctaataa tctcttccac gtcgccgctg tggtctcggt aagcaatgtc 

     8221 tgtcataaac cgttcgatct cttcctcgtc cagttctccg cgaccagctc ggtggaccgt 

     8281 ggctgccaag tccgtgctaa tgcgtcgcat gagctgggaa aaggcattgg ttcccggttc 

     8341 attccacact ctgctgtata tgacagcgcc atcttcgtct cgggctcgca tgaccacctg 

     8401 gcccaagttt agctccacgt ggcgagcaaa gacggggctg aggcggaggt ggtggtgcag 

     8461 ataattgaga gtggtggcta tgtgctccac gatgaagaag tagatgaccc atctgcggat 

     8521 ggtcgactcg ttaatgttgc cctctcgctc cagcatgttt atggcttcgt aaaagtccac 

     8581 agcaaagtta aaaaactgct cgttgcgggc ggagactgtc agctcttctt gcaggagacg 

     8641 aatgacctcg gctacggcgg cgcggacttc ttcggcaaag gagcgcggcg gcagctcctc 



     8701 ctcctcctct tcttcttccc cctccagcgg gggcatctcc agctctaccg gttccgggct 

     8761 gggggacggg gagggcggtg cgggccgagc gacccgtcgg cgtcgggtgg gcaaggggag 

     8821 gctctcaatg aatcgctgca ccatctcgcc ccggcgtatc cgcatttcct gggtaacggc 

     8881 ccgcccgttt tctcggggtc ggagctcaaa agctccaccc cgcagttcgg tcagaggccg 

     8941 cgccgcgggc tggggcaggc taagtgcgtc aataacatgc gccaccactc tctccgtaga 

     9001 ggcggctgtt tcgaaccgaa gagactgagc atccacggga tcgctgaagc gttgcacaaa 

     9061 agcttctaac cagtcgcagt cacaaggtag gctgagcaca tgtgcagctc gctcggtgtt 

     9121 gtttctgttt ggcggcgggt ggctgaggag aaaattaaag tacgcgcacc gcaggcgccg 

     9181 gatggttgtc agtatgatga gatccctgcg acccgcttgt tggattctga tgcggtttgc 

     9241 aaagccccag gcttggtctt ggcactcgcc gaggttcatg cactgttctt ggaggaatct 

     9301 ctctacgggc acgttgcggc gctgcggggg caggtcagcc atttcggtgc gcccaaaccc 

     9361 acgcaatggt tggatgagag ccaagtccgc cactacgcgc tctgctagga cggcttgctg 

     9421 gatctgccgc agcgtttcat caaagttttc caagtcaatg aagcggtggt aggcgcccgc 

     9481 gtttatggtg taggagcagt ttgccatggt ggaccagtcc acaatctgct gatccagccg 

     9541 caccgtttct cggtacacca accggctgta ggctcgcgtc tcgaagacat agtcgttgca 

     9601 aacgcgcacc acgtattggt agccgattag gaagtgcggc ggcgggtaga gatagagcgg 

     9661 ccagttttgc gtagccggtt gtctggcgcc cagattccgt agcatgagtg tggggtagcg 

     9721 gtatacgtga cgcgacatcc aggagatgcc cgcggccgag atggcggccc tggcgtactc 

     9781 ccgggcccgg ttccatatat tccttagagg acgaaagatt ccatggtgtg cagggtctgc 

     9841 cccgttagac gcgcgcaatc tctcgcgctc tgcaaaaaac atacagatga aacatttttg 

     9901 gggcttttca gatgatgcat cccgctttac ggcaaatgaa gcccagatcc gcggcagtgg 

     9961 tgggggttcc tgctgcggcc gccagcgcga gcgttgactc aggcggtact accgcgcccc 

    10021 ctggtgtcga atgcggcgag ggggaagggt tagctcggct gtacgcgcac ccggacacac 

    10081 acccgcgagt gtgcgtgaag cgcgatgcgg cggaggcgta cgttccccgg gagaacttat 

    10141 tccgcgaccg cagcggggag gaacccgaag ggagccgaga cctaaagtac aaggccggcc 

    10201 ggcagctgcg cgccggcatg ccccgaaaac gggtgctgac cgagggggac tttgaggtgg 

    10261 atgagcgtac tggcatcagc tcagccaaag cccacatgga ggcggctgat ctagttcggg 

    10321 cttacgagca gacggtgaag caagaggcta attttcaaaa gtcatttaac aaccacgtgc 

    10381 ggacactgat ctcccgcgag gagacgactc tgggcctgat gcacctgtgg gactttgcgg 

    10441 aagcatatgc gcagaaccct gacagcaaga cccttacggc ccagctcttt cttattgtgc 

    10501 agcacttgca agatgagggt atttttaggg aagctttctt aagcatagca gagcccgagg 

    10561 gacgatggat gctagatcta ctaaacatat tgcagtccat tgtggtgcaa gagcgccagc 

    10621 tttcgctatc tgaaaaggta gccgcggtga actactccgt ggttacgctg ggcaaacatt 

    10681 atgcccgcaa gatttttaag agcccctttg tgccacttga caaggaggtg aagatcagca 

    10741 cgttttatat gcgcgcggtg ttaaaggtcc tgggtctaag tcacgacttg ggcatgtaca 

    10801 gaaacgaaaa ggtggagaag ctagccagca taggcaggcg ttcgggagat gagcgacgcg 

    10861 gagctgctgt tcaacctgcg ccgcgcacta accactggcg attctgaggc attcgatgaa 

    10921 ggcggggact ttacctgggc tccgccaact cgcgcaaccg cggcggccgc tctgccgggg 

    10981 cccgagtttg agactgaaga gacggacgat gaagtcgacg aatgagtgat gcggaccccc 

    11041 gtatctttca gctggtcagt cggcaagaga ccgtagccat ggccgaagcg ccccgaagcc 

    11101 tgggccccgc cccttccaat cctagtttgc aggctttatt ccaaagccag cccagcgccg 

    11161 agcaggactg gcacggcgtg ctggagagag tcatggccct taacaaaaat ggagactttg 

    11221 gctcgcagcc ccaggcgaac cggtttggag ccatcctcga agccgtggtg cccccgcgca 

    11281 ccgatcccac ccatgaaaaa gtgctagcta ttgtgaacgc gctcttggag actcaggcca 



    11341 tccgtcgcga tgaggccgga cagatgtaca cagcgctgtt gcagcgggtg gccagataca 

    11401 acagtgtgaa tgtgcagggc aatctggaca ggctcattca ggacgtgaag gaggctctgg 

    11461 cgcagcgcga gcgcaccgga tcgggggccg gcctaggatc tgtggtagcc ttgaatgcct 

    11521 tcctgagcac acagccagcg gtggtggaga ggggccagga gaactatgtg gcctttgtga 

    11581 gcgccttaaa actcatggtg accgaggcgc cgcaatccga ggtgtaccag gccggaccta 

    11641 gtttcttttt tcaaaccagc cggcacggct cgcagacagt aaatctcact caggcctttg 

    11701 ataacttgcg acccctctgg ggcgtgcgcg cgcccgtaca cgagcgtact actatctctt 

    11761 ctctgctcac accaaacacc cgcctgctct tgctcctcat tgcgcccttt actgacggcg 

    11821 tgggcatatc ccgagacagt tatctggggc atctgctaac cctttaccgg gagaccatag 

    11881 gtaacactcg agttgatgag accacgtaca atgagatcac tgaagtgagt cgggccctgg 

    11941 gttccgaaga cgcgtctaac ttgcaagcca ccctcaacta cttactaaca aacaagcaga 

    12001 gcaagttgcc gcaggagttt tctctgagtc ccgaagaaga gcgggtgctg cgctatgtgc 

    12061 agcagtctgt tagtttattt ttaatgcagg atggacacac ggccaccact gctctcgatc 

    12121 aagctgcggc caacatagcg ccctcgtttt acgcgtccca ccgcgacttt ataaatcgtc 

    12181 tgatggacta tttccagcga gccgcggcta tggctcctga ctactttttg caggctgtta 

    12241 tgaatcccca ctggctgccg ccgccgggtt tctatactca ggagtttgac tttccggagc 

    12301 ccaacgaagg cttcctgtgg gatgatttgg acagtgcgct tttacgggcg ccagtaaaac 

    12361 gagacgagga tcaaggagct gtgggtggca ccccggtggg ttcggcgccc gcgtctcgcg 

    12421 cgcacacacc gccgccgccg cccggtgccg cggccgccgc ggacctattt tttcctaacg 

    12481 ccttccgcaa tgtgcaaaat aacggagtgg atgaacttat tgacggcttt agcagatgga 

    12541 agacttatgc ccaggagagg caggaaatcg ttgagcggaa caggcgcaga gaggcgcgtc 

    12601 gccgggcgcg cgaggcgcgt ctggagtcga gcgatgatga cgacagcgat ctagggccgt 

    12661 ttctacgggg tacggggcac ctcgctcaca accagtttat gcatctgaag ccccggggtc 

    12721 cccgtcagtt ttggtaggcg cactgtatta agctaaagtc ctctcattta acacttacca 

    12781 aagccatggt cttgcttcgc ctctgacact ttctctcccc ccacacgcgg cgccctacag 

    12841 cctagggggc gatgctccag cccgaactgc agccaattcc gctgtccccg ccgccggctt 

    12901 atgaggcggt ggtggctggg ccttccagac gctttctctt cgacgagatc cacgtcccgc 

    12961 cgcgatatgc tgccgcgtct gcggggagaa acagtatccg ttattccatg ctgcccccgt 

    13021 tgtatgacac cacgaagata taccttatcg acaacaaatc ttcagacatc caaactctga 

    13081 attatcagaa tgaccactct gattacctca ctaccatcgt gcagaacagc gacttcacgc 

    13141 ccctggaggc tagcaaccac agcatcgagc tagacgagcg gtcccgatgg ggcggaaacc 

    13201 ttaaaaccat cctttataca aacctgccta atatcaccga gcacatgttt tctaactctt 

    13261 ttcgggtaaa gatgatggcc tcaaaaaaag acggcgtgcc ccagtacgag tggttcccct 

    13321 taaggttgcc cgagggtaac ttttctgaga ctatggtcat tgacctgatg aacaatgcca 

    13381 ttgtagagct gtacttggct ttggggcgcc aggagggcgt gaaggaagag gacatcgggg 

    13441 taaagattga cacgcgcaac ttcagtctgg gctatgaccc gcagacccat ttagtgacgc 

    13501 ccggcgtata caccaatgag gctatgcatg cggacatcgt gttgctgcca ggctgtgcta 

    13561 tagactttac gcattcccga ttaaacaacc tcttgggcat acgcaagcgt tttccgtacc 

    13621 aagagggctt cgtcatctcc tatgaggacc ttaagggggg taacatcccc gctttgatgg 

    13681 acgtggagga gtataacaag agcaagacgg tccgagcttt gcgggaagat cccaaggggc 

    13741 gcagttatca cgtgggcgaa gaccccgagg ccagagaaac cgaaaccgcc taccgcagct 

    13801 ggtacctggc ttacaattat ggacacccag aaaagggggt gcgggccacc acactgctga 

    13861 ctaccggcga cgtgacctgc ggggtggaac agatctactg gagcctgccg gacatggcac 

    13921 tggacccagt cacgttcaag gcttcgctga aaactaacaa ttaccccgtg gtgggcactg 



    13981 aacttttgcc actggtaccg cgtagctttt ataacgctca ggctgtgtac tcacagtgga 

    14041 tacaagaaaa aactaaccag acccacgttt tcaatcgctt tcccgaaaat cagatcttgg 

    14101 tgcggccccc tgcgcctacc atcacgtcca taagtgaaaa taagcccagc ttgacagatc 

    14161 acggaatcgt gccgctccgg aaccgcttgg ggggcgtgca acgtgtgact ttgactgacg 

    14221 cgcggcgaag atcctgcccc tacgtctaca agagcttagg cattgtgacg ccgcaagtgc 

    14281 tatctagccg cacgttttaa gcagacaggg ggcacagcag ccgttttttt tttttttcgc 

    14341 tccaccaggg actgtcagga acatggccat tctaatctct cctagcaata acacgggctg 

    14401 gggcctggga tgcaataaga tgtacggggg cgctcgcata cgttcagact tgcatccggt 

    14461 gaaggtgcgg tcgcattatc gggccgcctg gggtagccgc accggtcggg tgggtcgtcg 

    14521 cgcaaccgcc gctttagccg atgccgccgt ggccaccggc gatccggtgg ccgacacaat 

    14581 cgaggctgtg gtggctgacg cccgccagta ccggcgccgc agacggcgag gggtgcgccg 

    14641 agtcagaagg ttgcgtcgga gcccccgcac tgccctgcag cgacgggttc gtagcctccg 

    14701 ccgacaagtg gcgagggccc gcagggtggg ccggcgtgcg gctgccatcg cagcagacgc 

    14761 ggccatggcc atggcggcgc cagctcggcg gcgccgtaac atctactggg tacgcgatgc 

    14821 ggcaaccgga gcccgcgttc cggtgacaac ccggcctacg gtcagcaaca ccgtttgaaa 

    14881 tgtctgctac ttttttgctt caataaaagc ctgccgactg atcagccaca ccttgtcacg 

    14941 cagaattctt tcaaaccaat tgcgctctca gcgcgcgccg ataaacccac tgtgatggct 

    15001 tcctctcggt tgattaaaga agaaatgtta gacatcgtgg cgcctgagat ttacaagcgc 

    15061 aaacggccca agcgagaacg cgcagcaccg tatgctgtga agcaggagga gaagccttta 

    15121 gtaaaggcgg agcgcaaaat taagcgcggc tccagaaagc gggccttgtc aggcgttgac 

    15181 gttcctctgc ccgatgacgg ctttgaggac gacgagcccc acatagaatt tgtatctgcg 

    15241 ccgcgtcggc cctaccagtg gaagggcagg cgggtgcgcc gggtcttgcg tcccggcgtg 

    15301 gccgttagtt tcacgcccgg cgcgcgctcc tctgtccgag cttccaagcg tgtgtacgac 

    15361 gaggtgtacg cagacgagaa cgtcttagaa gcggccgcag cccgtgaggg cgagtttgct 

    15421 tacggaaagc ggggacgcga ggcagcccag gctcaggtgt tgccggccgt ggccgtgccg 

    15481 gaaccgactt acgtggtttt ggatgagagc aaccccaccc cgagctacaa acctgtaacc 

    15541 gaacagaaag ttattctttc ccgcaagcgg ggtgtgggga aggtagagcc taccatccag 

    15601 gttttagcta gcaagaagcg gcgcatggcc gagaacgagg atgaccgcgg gatcggttcc 

    15661 gtggccgagg tgcagatgcg agaagtcaaa ccggtaaccg ctgcccttgg tattcagacc 

    15721 gtggatgtta gcgtgcccga ccacagcaca cccatggagg ttgtgcagag tctcagtcgg 

    15781 gcggcccaag tagctcaacg cctgacacaa caacaggtgc ggccttcggc tagaattaaa 

    15841 gtggaggcca tggatctttc tgctcccgta gacgcgaagc ctctagactt aaaacccgtg 

    15901 gacataaagc cgaacccgac catcgtgctt cccagctctc gttcattcag cacccaaact 

    15961 gactctttgc ccgcggcggt ggtcaagccg cgaaaacccc gcgtgtaccg ttctactagg 

    16021 cgtacttcgc gcggcttgct gccctattac cgcctgcatc ctagcatcac gccgacaccg 

    16081 ggttaccgag gatctgtcta cacgagctct ggtgttcgcc tgcccgccgt ccggcgccgc 

    16141 cgtcgccgcc gtacccgcag ggcgaccccc cgcctcagcg ctgccgcggc tgctgcgctg 

    16201 ctgcccggcg tgcgctacca ccctagcatt cgccaagcgg ccacagtaac ccgcctccgc 

    16261 cgttaagcgc cgtgaaagtg caacaacaac aacaaaaata aaaaagtctc cgctccactg 

    16321 tgcaccgttg tccatcggct aataaagtcc cgctttgtgc gccgcaggaa ccactatccg 

    16381 taacctgcga aaatgagtcc ccgcggaaat ctgacttaca gactgagaat accggttgcc 

    16441 ctcagtggcc ggcgccggcg ccgaacaggc ttgcgaggag ggtctgcgta cctgctcggc 

    16501 cgccgcagaa ggcgcgcggg cggccgcctg cgcgggggct tccttcccct cctggctccc 

    16561 atcattgcag ccgccatcgg ggcaatcccc ggcatcgcat cagtggccat tcaggcggcc 



    16621 cacaacaaat agggacactg taaagaaagc tcaatctgaa taaacaaaac gctcgactat 

    16681 gcataacgct ctcggcctgc aacttctgct gcttacgtct ttgaccaaag tcactactgt 

    16741 tttcctttta cccagagccg gcgccagccc cacacagctt gttaacacgc catggacgaa 

    16801 tacaattacg cggctcttgc tccccggcaa ggctcccgac ccatgctgag ccagtggtcc 

    16861 ggcatcggca cgcacgaaat gcacggcgga gcttttaatc tgggcagttt gtggagcggg 

    16921 atcaggaatg tgggcagcgc cgttaagaac tggggctctc gggcctggca cagcaatgcg 

    16981 gggcaagcgt tgcgcgccca gctgaaaaag acgggcttgc aagaaaagat aattgagggc 

    17041 gttagcgccg gtatccacgg agccgtggat ctgggccgtc agcagctaga gaaagctatt 

    17101 gagcagcgct tagagcgtcg ccccaccgct gccggtgtgg aagaccttcc gcctcccccc 

    17161 ggaacactct tagaagctga tcgtttaccg ccctcctacg ccgaagcggt agctgagcgc 

    17221 ccgccgccgg ctgacgttct cctgcccgca acctcaaagc caccgctggc ggtggtggcc 

    17281 ttgcccccga aaaagagagt gtctgaagag cctgtggagg aggttgtgat tcattcctcc 

    17341 gcaccgccgt cctacgacga ggttatggca ccgcagccga ctctcgtagc cgagcagggc 

    17401 gccatgaaag cagtgcccgt gactaagccg gctcagcctt ttaccccagc tgtgcacgaa 

    17461 acgcaacgca tagtgaccaa cttgccaatc accaccgctg tgacacggcg acgcgggtgg 

    17521 cagggcactc tgaatgacat cgtgggtctc ggcgttcgta ccgtgaagcg ccggcggtgc 

    17581 tattaagcgg gggcgcgcag cggtaataaa gagaacataa aaaagcagga ttgtgttttt 

    17641 tgttagcggc cactgactct cctctgtgtg acacgtcctc cgccagagcg tgattgattg 

    17701 accgagatgg ctaccccgtc gatgctgccg caatggtcct actgcacatc gccggtcagg 

    17761 acgcgtccga gtacctgtcc cccggcttgg tgcaattcgc acaagccacc gaatcctact 

    17821 ttaacattgg gaacaagttt agaaatccta ccgtcgcccc gacgcacgat gtcaccacgg 

    17881 agcgttcgca gcgcctgcag ctccgctttg tgcccgtaga ccgggaggac actcagtact 

    17941 cctacaaaac ccgcttccag ctagccgtgg gcgacaaccg ggtgctggac atggccagca 

    18001 cgtattttga tatccgcggt acgctggaca ggggtgccag tttcaagcct tacagcggca 

    18061 cggcctacaa ctcctttgcc cccaagagtg cccctaataa cactcagtac aggcaggccg 

    18121 acaacggtca cccggctcag acgatagctc aagcttctta cgtggctacc atcggaggag 

    18181 acaacaatga tttgcaaatg ggtgtgaatg agcgccagca acccgtgtac gccaatactt 

    18241 cgtaccagcc ggaacctcaa ctcggcattg aaggctggac agctggatcc atggcaacca 

    18301 ttgtccaagc aggagggcga gttcttaaaa acaccactca aactccctgc tacggctcgt 

    18361 acgctaagcc caccaacgaa cacgggggaa ttactaaagc tggcactcag gtggaaagga 

    18421 agtactacag gacaggagac aatggcaacc ctgaaacagt gttttatgct gaagaggcgg 

    18481 acgtgctaac tcccgatacc cacttagttc atgcggtacc ggctgcagat agggcaaagg 

    18541 tggacggctt gtcacagcat gcagctccca acaggccgaa cttcatcggc tttcgggact 

    18601 gctttgtggg tttgatgtat tataacagcg gcggaaacct aggcgttctg gcgggacaat 

    18661 cctctcagct aaatgccgtg gtagacctgc aagaccgcaa cacagagctt tcctatcaaa 

    18721 tgcttcttgc aaacacaacg gacagatccc gctattttag catgtggaac caagccatgg 

    18781 actcgtacga ccccgaggtc agggtaatag ataacgtggg tgtagaggat gaaatgccta 

    18841 attactgttt tccgttatcg ggaattcaga ttggaaaccg tagccgcgag attcagagaa 

    18901 accaaccaca gccacaacag tggcaaaatg tagctaacag cgacaacaat tacataggga 

    18961 agggaaacct accggccatg gagataaatc tagcggccaa tctctggcgt tcctttttgt 

    19021 acagtaatgt ggctctatac ttgccagata atcttaagtt cacccccaac aacattcaac 

    19081 tcccacctaa cacgaacact tacgagtaca tgaatggacg aattcccgtt agcgggctta 

    19141 tcgatacgta cataaacata ggaacgcggt ggtcacccga tgtcatggac aacgtgaatc 

    19201 cctttaacca ccaccgcaac tcgggcctgc gttaccgctc ccagctgctg ggcaacggtc 



    19261 gcttctgcga ctttcacatt caggtgccac aaaagttttt tgctattcga aacctgcttc 

    19321 tcctgcctgg cacgtacacc tacgagtggt cctttagaaa ggacgtaaac atgatccttc 

    19381 agagcactct gggcaatgat ctgcgggtcg atggggccac tatcaatatt accagcgtca 

    19441 acctctacgc cagcttcttt cccatgtcac ataacaccgc ttccactttg gaagctatgc 

    19501 tccgcaatga cactaatgac cagtctttta atgactatct ctcggcggct aatatgttgt 

    19561 atcccatccc gcctaacgcc acgcaactgc ccatttccat cccctcacgc aactgggcag 

    19621 cgttccgcgg ttggagcttc acccggctga aacagaggga gacgccggcc ctggggtccc 

    19681 cgttcgatcc ctatttcacc tactcaggca ccatccctta cctggacggc actttttacc 

    19741 tcagccacac ctttcgcaag gtggccatcc agtttgactc ttccgtgacc tggcccggca 

    19801 atgacaggct tctaaccccc aacgagtttg aaataaaaag aagtgtggac ggcgaaggct 

    19861 acaacgtagc tcagagcaat atgactaagg actggttcct ggtgcagatg ctagcgaatt 

    19921 acaacatagg ctaccaggga tatcacctgc ccccggacta caaggacagg acattttcct 

    19981 tcctgcataa cttcatgccc atgtgccggc aggttcccaa cccagcaacc gagggctact 

    20041 tcggactagg catagtgaac catagaaaca actccggctt tattggtttc gattctgccg 

    20101 ctgctccgcg cgagggccat ccctaccccg ccaactggcc ttaccccctc attggggccc 

    20161 acgccatgcc ctccgtgacc cagagaaagt ttctctgcga ccgcaccctc tggcgcatcc 

    20221 ccttctcctc gaacttcatg tccatggggt ccctcacaga cctcggacag aacctacttt 

    20281 atgccaatgc tgcgcatgcc ctagacatga cttttgagat ggatcccatc aatgagccca 

    20341 ctctgctgta cgttctgttt gaggtgtttg acgtggcccg cgttcaccag ccccacagag 

    20401 gcgtgatcga agtggtgtac ttgagaacgc cattctcggc cggcaacgct accacataag 

    20461 tgccggcttc cctgtcaggc ccctgcgatg ggttcccggg aagaggagct gagattcatc 

    20521 cttcacgatc tcggtgtggg gccatacttc ctcggcactt tcgataaaca ctttccgggg 

    20581 ttcatctcta aagaccgaat gagctgtgct atagtcaaca ctgccggacg cgaaaccggg 

    20641 ggcgtgcact ggctggccat ggcttggcac ccagcctcgc agacctttta catgtttgac 

    20701 cctttcggtt tctcggatca aaagctaaag caaatttaca actttgagta tcagggcctc 

    20761 ttaaagcgca gcgccctgac ttccactgcc gaccgctgtc taaccctcat tcaaagcact 

    20821 caatccgtcc aggggcccaa cagcgctgcc tgcggtctct tttgctgcat gttcctccac 

    20881 gcctttgtcc gctggccgct cagggccatg gacaacaatc ccaccatgaa cctcatccac 

    20941 ggagttccca acaacatgtt ggagagcccc agctcccaaa atgtgttttt gaaaaatcag 

    21001 caaaatctgt accgtttcct gagacgccac tcctcccact ttgttaagca tgcggctcaa 

    21061 attgagtccg acactgcttt tgataaaatg ttaacaaatt agaccgagag ccatgattgc 

    21121 agaagcatgt cattttttat tgttgaaaat aaaacaacac gtaacatctg ctgcctgtgc 

    21181 taccgtgatt tcttctgttt tatttgcaaa tgggcgcctt aaaacaaaga gtcatctgcg 

    21241 tcgtactgat ctatgggcaa aataacattc tgatgctggt actgcgggtc ccagcggaat 

    21301 tcgggaatgg taataggggg actctgctta accagcgcgg accacatctg cttaaccagc 

    21361 tgcaaggctg aaatcatatc tggggccgaa atcttgaaat cgcagtttcg ctgggcatta 

    21421 gcccgcgtct gccggtacac ggggttgcag cactgaaata ccagcaccga cgggtgttct 

    21481 acactggcca agagtttggg atcttcaacg aggctcttat ctactgcaga gcccgcgttg 

    21541 atattgaagg gcgttatctt gcatacctga cggcctagaa ggggtaattg ggagtgaccc 

    21601 cagttacaat cacactttaa aggcataagc agatgggttc cggcactttg catcctagga 

    21661 taacaggctt tctgaaaggt catgatctgc cagaaagcct gcaaagcctt gggcccctcg 

    21721 ctaaaaaaca taccacaaga ctttgagcta aagctgccgg cgggcaaagc ggcgtcaaag 

    21781 tgacagcagg ccgcgtcctc attcttcagc tgcactacgt tcctattcca ccggttggtg 

    21841 gtaatcttag tcttatgcgg ggtctctttt aaagcccgct gcccattttc gctattcaca 



    21901 tccatctcta tcacttggtc cttgctaagc ataggaaggc catgcaggca gtgaagggcc 

    21961 ccctctcccc cctcggtaca ctggtggcgc cagaccacac agcccgtggg gctccacgaa 

    22021 gttgtcccca agcctgcaac ttttaacaca aaatcataca agaagcggcc cataatagtt 

    22081 agcactgttt tctgagtgct aaaagtaaga ggtaggtaca ccttagactc attaagccaa 

    22141 gcttgtgcaa ccttcctaaa acactcgagc gtgccagagt cgggcagcaa agttaagttt 

    22201 ttaatatcca ctttcaaagg cacacacaac cccactgcta attccatggc ccgctgccaa 

    22261 gcaacttcgt cggcttccag caaggcccga ctggccgccg gcagggcggg agcggcggcc 

    22321 tcggcggctg gggctgaagg tttgaaaatc ttggcacgct taacggctgt gacatcttcg 

    22381 gcggggggct cggcggtcgg cgcgcgccgc ttgcggctga cttttttccg gggcgtctca 

    22441 tctatcacta aggggttctc gtccccgctg ctgtcagccg aactcgtggc tcgcgttaag 

    22501 tcaccgctgc gattcattat tctctcctag ataacgacaa caaatggcag agaaaggcag 

    22561 tgaaaatcag cggccagaga acgacactga gctagcagcg gtttcagaag ccctaggcga 

    22621 ggccgcttcg gccccctcag ctaactcccc ggctgacacg gattcagggg tggaaatgac 

    22681 gcccaccagc agtcccgagc cgcccgccgc tcccccaagc tcgcctgccg tagcacctgc 

    22741 ccctcagaag acccaggagg agccctcgtc ctccgagccc gcggcagcag cagcggagcc 

    22801 agaagccgcc tcgcggccca gaccacccac acccaccgtt caggtcccgc gggagccgag 

    22861 cgaggatcaa cctgacggac ccgcggcgag accttcgtac gtgagcgagg attgcctcat 

    22921 ccgccatatc tctcgccagg ctaacattgt taaagacagc ctggcagacc gctgggagtt 

    22981 agagcccacc gtgtcggctc tctccgaggc ttacgaaaag ctcctctttt gtcccaaggt 

    23041 accgcccaag aagcaagaga atggcacttg cgaacctgaa cctcgcgtta attttttccc 

    23101 cacctttgta gtgcccgaaa ctttagccac gtaccacatt tttttccaaa accaaaaaat 

    23161 ccccctgtct tgtcgcgcca accgcaccca aacagacacc atcatgcacc tctactcggg 

    23221 ggactcctta ccgtgcttcc ccacgctgca gctggtcaac aaaatatttg aaggcttggg 

    23281 ctcagaggag cggcgcgcag ccaactcgct gaaagatcaa gaggataaca gcgcgttagt 

    23341 tgagctcgaa ggggacagtc cccgactggc tgtggttaag cgcacactct ctttgacaca 

    23401 tttcgcctac cctgccataa cattaccgcc taaggtgatg gcagctgtca ctggcagcct 

    23461 catcatgaaa cagcagcgac ctgccgaagc ggaagctgag gcgctgccag aagccgagga 

    23521 gcccgcggtt agtgaccctg aacttgctcg ctggttgggg ctcaacttac aacaggagcc 

    23581 cgaggccgcc gcccaggctt tagaagaaag acgcaagatt atgttggcag tatgcttagt 

    23641 aacacttcag ctcgagtgcc tgcacaagtt tttttcttca gaggatgtca tcaaaaagct 

    23701 gggagagagc ctccactacg cctttcgcca cggctatgtg cgccaagcct gctctatctc 

    23761 taacgtggaa ctaacgaaca ttgtctccta cctgggtatc ttgcacgaaa accgcttggg 

    23821 acaaagcacc ctgcactcca cccttaaaga cgagaaccgc agggactaca tcagagacac 

    23881 ggtcttcctc tttctggttt atacttggca aactgccatg ggcatatggc agcagtgtct 

    23941 cgagactgag aacgttaaag aacttgaaaa gctcttgcaa aaaagcaaga gggctctttg 

    24001 gacggggttt gacgagctca ccatagctca agatctggct gacatagtgt tcccgcccaa 

    24061 actcctgcac accttgcaag ccggcctgcc agaccttaca tctcagagtc ttctccacaa 

    24121 ctttcgctcc ttcattctcg agcgctcggg cattctaccg gccatgtgca atgcactgcc 

    24181 caccgacttc atccccatca gttaccggga gtgccctcca actctctggg cctacaccta 

    24241 cctctttaaa ctggccaact acctcatgtt tcactccgac atcgcttacg atcggagcgg 

    24301 ccccggcctc atggaatgct actgccgctg caacttgtgc agtcctcacc gctgcttggc 

    24361 gaccaacccc gccctgctca gcgagaccca agttatcggt acctttgaga ttcagggccc 

    24421 tcctgctcaa gacggacagc cgaccaaacc gcccctcagg ctgactgcag gtctctggac 

    24481 ttccgcctac ctgcgcaaat ttgtaccgca agacttcaac gcccacaaaa tagccttcta 



    24541 cgaagaccaa tccaaaaagc cgaaagtgac ccccagcgct tgtgtcatca ctgaagaaaa 

    24601 agttttggcc caattgcatg aaattaaaaa agcgcgggaa gactttctcc ttaaaaaggg 

    24661 gcacggcgtg tatctagacc ctcagaccgg agaggagctg aacggacccg caccctctgc 

    24721 agctaggaat gaaaccccgc agcatgtcgg gaaccgggcc ttccgcggct caggcctcgg 

    24781 agggccaaca gccgccgcta cagacagcgg gcttgcaggc gagcaagagg gctgtgagga 

    24841 aggtagtagc ttctctgaac cccaccgccg ccctggaaga tatatccgag ggggaggaag 

    24901 acttccccct gacggacgag gaagacgggg acaccctgga gagcgatttc agcgacttca 

    24961 cggacgaaga cgccgaggag gaggatatga tttcgacacc ccgcgaccag gggcactccg 

    25021 gcgagctcga ggagggcgaa atccccgcca cggaagcggc gacggcggcc aagaagggcc 

    25081 agggcaagaa gagtaggtgg gaccagcagg tccgctccac agcgcctcta aagggcgcta 

    25141 gaggtaagag gagctacagc tcctggaaac ccctcaagcc cactatcctt tcatgcttac 

    25201 tgcagagctc cggcagcact gccttcactc gccgctatct gctttttcgc catggcgtgt 

    25261 ccgttccctc cagggtaatt cattactata attcttactg cagacccgaa gctgaccaaa 

    25321 accgccactc agagcaaaaa gagccgccgg agtgccagcg cggcgcgccc tcgcactcct 

    25381 cctcttcctc ccaagcgttc tcggggacct cgccgcccca aaggtcagcg ccatcaggcc 

    25441 gacgacgcaa gcaccgaagg ccgcgacaag ctgcgggagc taatctttcc cactctctat 

    25501 gccatattcc aacaaagtcg agctcagcgg tgtcacctca aagtgaaaaa tagatcctta 

    25561 cgttcactga cacgcagctg cctctaccac aacaaggagg aacagctcca gcgaacctta 

    25621 gcagactccg aggcgcttct cagcaaatac tgctctgcag ctcagacacg accctcgccg 

    25681 ccctcttata ccgagtctcc cgccaaggac ggacccgcct aaactctcag catgagcaaa 

    25741 gaaattccca caccttatgt ttggaccttt caacctcaga tgggagcggc cgcaggtgcc 

    25801 agtcaagatt actcgacccg catgaattgg ttcagcgcgg gaccagatat gatccacgac 

    25861 gttaacagca ttcgtgacgc ccaaaaccgc atcctcatga ctcagtcggc cattaccgcc 

    25921 actcccagga atttgattga tcccagagag tggcccgccc accttatcaa acaacccgtg 

    25981 gtgggcacca cccacgtgga aatgcctcgc aacgaagtct tagaacaaca tctgacctca 

    26041 catggcgctc aaatcgcggg cggaggctct gccggcgatt actttaaaag ccccacttca 

    26101 gctcgcactc ttatcccgct caccgcctcc tgcttgagac cagatggagt ctttcaacta 

    26161 ggaggaggct cgcgttcatc tttcaacccc ctgcaaacag attttgcttt tcacgccttg 

    26221 ccctccagac cgcgccacgg gggcttagga tccaggcagt ttgtagagga atttgtgcct 

    26281 gccgtctacc tcaaccccta ctcgggaccg ccggactctt atccggacca gttcatacgc 

    26341 cactacaacg tgtacagcaa ctctgtgagc ggttatagct gagattgtaa gactgtccta 

    26401 tctgtgtctg tgctgcttct ctgcttccag ccccacaagc atgaaggggt ttctgctcat 

    26461 cttcggcatg cttatgcatt ttcccctaat tcatgttggg accattcggt tgtatgctgc 

    26521 aaggccccag tgtgagccta acgcgactta tgtttgtgac tatggaagcg agtcagatta 

    26581 caaccccacc acggttctgt ggttggctcg agagaccgat ggttcatgga tctctgttgt 

    26641 cttccgtcac aacggctcct caactgcagt ccccggggtc gtcgcgcact ttactgacca 

    26701 caacagcagc attgtggtgc ctcagtatta cttcctcaac aactccctct ctaagctctg 

    26761 ctgctcctac cggcacaacg agcgttccca gtttacctgc aaacaagctg acgtccctac 

    26821 ctgtcacgag cccggcaagc cgctcaccct ccgcctctcc cccgcgctgg gaactgccca 

    26881 ccgtgcagtc acttggtttt ttcaaaatgt acccatagct actgtttatc gaccttgggg 

    26941 caatgtaact tggttttgtc ctccctacat gtgtactttc aacgtcaccc tgaactctct 

    27001 gcttatttac aacttttctg ccgaagccgg ggggcaatac acagctctca tgcactccgg 

    27061 acctgcttcc ctctttcagc tctttaagcc aacgacttgt gtcaccaagg tggaggaccc 

    27121 gccgtatgcc aacgacccgg ccccgcctga gtggcgccca ctgctttttg ccttcgtcct 



    27181 ctgcaccggc tgcgcggtgt tgttaaccgc cttcggccca tcgattcttt ccggtatccg 

    27241 aaagcttatc tcagcccgct tttggagttc caagccctat accgccctcc agtaacactc 

    27301 cccccatgga gccagacgga gttcatgccg agcagcagtt tatcctcaat cagatttcct 

    27361 gcgccaacac tgccctccag cgtcaaaggg aagaactagc ttcccttgtc atgttgcatg 

    27421 cctgtaagcg cggcctcttt tgtccagtca aaacttacaa gctcagcctt aacgcctcgg 

    27481 ccagcgagca cagcctgcac tttgaaaaaa gtccctcccg cttcaccctg gtcaacactc 

    27541 acgccggggc ttctgtgcga gtggccctcc accaccaggg agcctccggc agcatccgct 

    27601 gttcctgtgc ccgcgccgag tgcctccccg tcctcctcaa gaccctctgt gcctttaact 

    27661 ttttagacta gctgaaaagc aaatataaaa atggttactt accgtaaatc tgttttgact 

    27721 tgtgtgcttg atttctcccc ctgcgccgta atccagtgcc cctcttcaaa actctcatac 

    27781 cctatgcgat tcgcataggc atattttcta aaagctctga agtcaacatc actctcaaac 

    27841 acttctccgt tgtaggttat tttcatctac agataaagtc atccaccggt taacatcatg 

    27901 aagagaagtg tgccccagga ctttaatctt gtgtatccgt acaaggctaa gaggcccaac 

    27961 atcatgccgc ccttctttga ccgcaatggc tttgttgaaa accaagaagc cactctagcc 

    28021 atgcttgtgg aaaagccgct cacgtttgac aaggaaggtg cgctgaccct gggcgtcgga 

    28081 cgcggcatcc gcattaaccc cgcggggctt ctggagacaa acgacctcgc gtccgctgtc 

    28141 ttcccaccgc tggcctccga tgaggccggc aacgtcacac tcaacatgtc tgacgggtta 

    28201 catactaagg acaacaagct agctgtcaac gtgggtcccg ggctgtccct cgattcaaat 

    28261 aatgctcttc aggtccacac aggcgatggc ctcacggtaa ccgacgacaa ggtgtcccta 

    28321 aacacccaag ctcccctctc gaccaccagc gccggcctct ccctgctttt aggccccagc 

    28381 ctccacttag gggaagggga acggctgatg gtaaacactg gagcgggcct ccaaattagc 

    28441 agtgacgctc tagccgtaaa agtaggtcca ggtatcgccg tggatgctca aaaccaactc 

    28501 gctgcatccc tgggggaggg tctagaaaac cgagataata aaactgtcgt aaaggctggg 

    28561 cccggactta caataagtaa tgaagctctt actgttgcta ccgggaacgg cctgcaggtc 

    28621 aacacggaag ggaaactaca gctaaacatt actgccggtc agggcctcaa ctttgcaaat 

    28681 aacagccttg gcgtagagct gggttcaggg ctgcatttcc cccctgacca aaaccaaata 

    28741 agcatttatc ccggggatgg catagaaatc agagacaaca gggtgacagt gcctgccggg 

    28801 ccgggcctga gaatgctcaa ccaccaactt gccgtagctt ccggggacgg tttagaagtc 

    28861 cacagcgaca cactccggtt aaaactctcc cacggcctga catttgaaaa tggagccgta 

    28921 caagcaaagc tagggccagg acttagcaca gacagctctg gtcggtccgt ggttcgcaca 

    28981 ggtcgaggcc tcagagtcac agacgaccaa gtccaggtct tcaccggagc cggcaccact 

    29041 atcggcactg atggcagtct gactctcaac atccgggcgc ccctgcaata ttctggatcc 

    29101 gccttgactg ctaatttgca aggcagtggt ccgattactt acaacagcag caatggcact 

    29161 ttcggtctct ctctgggccc cggaatgtgg gtagaccgaa gcagacttca agtagaccca 

    29221 ggcgctggtt tagtcttcca aggaaataat ctagtcccaa acctcgcggc tccgctggct 

    29281 atttccaacc gcaaaatcag tctcaatctc ggtcccggct taacccaagc ttccaacgcc 

    29341 ctgaccttaa gtttaggcaa tgggcttgaa ttttctaatc aagccgtagc tataaaagca 

    29401 ggtcggggtt tacgctttga gtcctcctca caggctttag aaagcagcct cacagtcgga 

    29461 aatggcttaa cgcttaccga tactgtgatc cgccccaact taggggacgg cctagaggtt 

    29521 agagacaata aaatcattgt taagctgggc gcgaatcttc gttttgaaaa cggagccata 

    29581 accgctggaa ctgttaaccc tcctgcgccc gaggccgcgc caactctcac tgcagaagca 

    29641 cccctccggg cctccaactc ccaccttcaa ctttcccttt cggaaggctt ggttgtgcat 

    29701 aacaacgccc ttgctcttca actgggagac ggcatggaag taaatcagca cggactcact 

    29761 gtaagagtag gctcagggtt gcagatgcgt gacggcattt taacagttac acccagcggc 



    29821 actcctattg agcccagact gactgcccca ctaactcaga cagagaatgg aatcgggctc 

    29881 gctctcggcg ccggcttgga actagacgag agcgcgctcc aaataaaagt ggggcccggc 

    29941 atgcgcctga accctgtaga aaagtatgta accctgctcc taggtccagg ccttagtttt 

    30001 gggcagccgg ccaacaggac aaattttgat gttcgccttt ctgtggagcc ccccatggtt 

    30061 tttggacagc gcggtcagct cacattttta gtgggacacg gactgcacat tcaaaattcc 

    30121 aaacttcagc tcaatttggg acaaggactc agaactgacc ctatcaccaa gcagctagaa 

    30181 gtgcccctcg gccaaggtct ggagattgca gacgagtccc aggttaaggt taaagtgggt 

    30241 gatggcctgc agtttgattc ccaaggtcgc atcaccaccg ctcctaacat gatcactgaa 

    30301 acactgtgga ccggaacaag caataatgct aatgttacat ggcggggcta cagtgccccc 

    30361 ggcagcaaac tctttttaag tctcactcgg tttagcactg gcctagtttt aggaaacatg 

    30421 accattgaca gcaacgcatc ctttggccaa tatattaacg cgggacacga gcagatcgaa 

    30481 tgctttgtat tgttggacag tcagggaaac ctaagagaag gatctaactt gcagggcact 

    30541 tgggaagtga agaacaaccc ctctgcttct aaagctgctt tcctaccttc cacctccctg 

    30601 taccccatcc tcagcgaaag ccgagggagt cttcctggaa aaaaccttgt gggcatgcaa 

    30661 gccatactgg gaggcggggg ctcttgcact gtgatagcca ccctcaatgg cagacgcagc 

    30721 aacagctatg ccacgggcca ttccataatt ttcgtgtggc aagaatttaa caccatagcc 

    30781 cgccaacccc tgaaccactc tacagttact ttctcgtact ggacttaaat aagttggaaa 

    30841 aaataaagag ttaaactgaa ttttaaaact gaaacagact tttattggtt ttggctcaca 

    30901 gcaagttaca acagcataga caagtcatac cggtcaaaca acacaggctc tcgaaaacgg 

    30961 gctaaccgct ccaagaatct gtcacgcaga cgagcaagtc ctaaatgttt tttcactctc 

    31021 ttcggagcca agttcagcat gtatctgatt ttctgcttac acctttttag acagcagttt 

    31081 acactcattt ccgttaaagg attacaactg cggcagatga gaattaagta catacaacta 

    31141 ttgcccttta cccacacaca ctccccccac ggggtgcacc tgatgtagct gccctcctca 

    31201 atcatgaaag tgctattaaa gtaaattaaa tgaatattat tcacatacac acttcccaca 

    31261 taggccaaaa aaacagagga caactttgac agctcccgcc tgaaatacca atacactcta 

    31321 tcaaactgtg caccgtgcac gcactgcttt actaggcctt gaaagtaaac agcggcggac 

    31381 cgacactgca agcttctagg ctttggacag tggcagtgga tatatagcca ctcctccccg 

    31441 tgtacatagt aggaacgccg cttcccggga atcacaaatg acaagcagta gtcacaaagg 

    31501 cacctagtca agtgagcgtc ctctggaggc atgattacct tccatggaat gggccagtga 

    31561 atcatagtgg caaagccagc tgcttctgga gcgctgcgaa ccttggctac atgtggttat 

    31621 tggcaacgca gatggacgtg ggaccttgca ttctgaagac cactgcaaca gcttctgcgt 

    31681 gcgcttgtat ttacagtaca taaaaaagca cttttgccac agagcggtct tactcaaatg 

    31741 acagctcttt tctttctgac gctgccttct gttgctcagg tagtacaagt ccaaaagagc 

    31801 caaacggaca ctcaaattcg ggttatctcg atgctgaagc cacagtccaa aagcaaccac 

    31861 gctaaaagcc tgcatccata ttttgtaact gctgtaactc catcccagag ccgggcaccg 

    31921 cacttggtcc accatagctg caaacaaacg ggacaattaa ggaaagtaaa atgagcgctg 

    31981 ggggcgcact cttctcccgt tcgtaggaaa cagccacgta tcaaacaccc ttctcaacac 

    32041 tggctctccg gtcgctactc tttgaattaa tttgtccctg tgctcaaaca acccacactg 

    32101 gtaacggtgg tcactaggca aacatgtcaa atagcacata atcatttcct tcactctaag 

    32161 caaacagcga ctaacagaca cttcacttag gtcagcacag tcatagcaag gaatgattat 

    32221 gcacttgtca tctaatccac tacccatgta gacattgccc caggcaaaag tgggcaggga 

    32281 ctttaggagc tgattgctcg ccccgacata gttggtaaaa tagagcaaat gcaccttgtt 

    32341 aacataaaca ctccccacat agtaaatata gcgagtagac aactttgata gctccctccg 

    32401 aaaaaacggg aacatgttat caaaagcagt gcccgcaaca cacatcttga acagatccat 



    32461 gaggatagca gctcgacaga gcccctgcag gctttggtca gcttgcttgc tgcagcagta 

    32521 cactctccac gtagcatctc cgctgatgaa gtattcacta tcgcagcgtc caaaaataca 

    32581 gcaatcacag ggcagacgca acagtctttc atccagactg ttcatgagag gctttagagg 

    32641 tatgggaaaa aatccaaagt gctcaaaata agcagcgctg ggctcattct gacattcccc 

    32701 caacatgctg agtcgaacca tagcacagtc atacaaactc agctgtcgaa attgatcttc 

    32761 catgattgag tctactgaga tattatctca aacttaaaac tgttgctcac caactctatg 

    32821 cgaacttgct caagaagctc ttggtttagg gtgacctctt ctggtcgtcg gaagtcactg 

    32881 atggaacaac aagcgccgcc caacttcaaa tttccagccg acccaatcca gtggtctctc 

    32941 aactcatgcg cacaagctat tatgcagtcc tcactctcgt caaagtcagc agcgcctata 

    33001 gaaatcaaca cactgagtcc cccgtcttca gcttttaagg gataacagct gatagcaaac 

    33061 tggttttgag accacggcaa agcacgtagg aattgctgtt aagttaattt ccaaacaccg 

    33121 ctgaagcagc tctatggttg ccggacatat gtcctctgca taaaagcttt gaacatgact 

    33181 caagacgggg ccgggcacat gaaacacaaa caaggaacta tatacaatct gggccataat 

    33241 cactcacatt taaatagcag cagaaaagtg gctttcttca ctgggaagca aaattagcga 

    33301 agtctgtgtc agaatgctca cgtccaaagg cggggggtct cgcagaggca ggttcggagc 

    33361 tctgattaaa gacaggtggg taatccagtc aacgatgagg acttttaaaa aactgtctaa 

    33421 aactgaagca gttaagttag aagcagacac agaaaaaact acagttatac tatcagttgt 

    33481 tgaaattgaa aagcacccaa taattatgcg tgagggcaca ggtaacaaaa gtgttaagcc 

    33541 ctcagctaac gcgtcagcta aaaaatcttt agctaaagta tctactggcc gcgtggtaaa 

    33601 agtttgaata taatctacaa caggagctgg taagtgaaac tctataaaaa aagttaatgg 

    33661 ctgcgcacac gccattattt taaaaaataa ggagtactca caaaatcagc tggagctgcc 

    33721 gcaagtgaag aagaccagct gaaggtttta ttttaaagct gttgggtata aaaaaaatag 

    33781 ggcgtgcaca aaaatgagaa aaataatgcc ggatatgact gttaagggcg tacactgaaa 

    33841 cggggtaata tttgagaaaa agattaaaat aatagctgaa caaatgttgt gtgcagaaca 

    33901 cggaacaatg gtggctaaaa aaacagtgta aacacatggc tcgcacgtac ttccgtgaga 

    33961 aaaattaaaa aaatttaccc aggagaagct gcgtcattag accgccctgt ggcgcggtta 

    34021 tagccctgcc ccgcgcgccg ccccgcgcgc cgtcgtgaca tcattgatga cgtagcagga 

    34081 atgattgaca cttggaccgc tgccatcagt gtactgtaga ttattgatga tg 

// 

 


	Bovine adenovirus 3 strain HLJ0955, complete genome

