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LOCUS       CP012983             1196214 bp    DNA     linear   BCT 22-OCT-2015 

DEFINITION  Burkholderia cepacia ATCC 25416 strain UCB 717 chromosome 3, 

            complete sequence. 

ACCESSION   CP012983 

VERSION     CP012983.1 

DBLINK      BioProject: PRJNA298860 

            BioSample: SAMN04167160 

KEYWORDS    . 

SOURCE      Burkholderia cepacia ATCC 25416 

  ORGANISM  Burkholderia cepacia ATCC 25416 

            Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales; 

            Burkholderiaceae; Burkholderia; Burkholderia cepacia complex. 

REFERENCE   1  (bases 1 to 1196214) 

  AUTHORS   Kwak,Y. and Shin,J.-H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (19-OCT-2015) School of Applied Biosciences, College of 

            Agriculture and Life Sciences, Kyungpook National University, 80 

            Daehakro, Bukgu, Daegu 702-701, Republic of Korea 

COMMENT     Annotation was added by the NCBI Prokaryotic Genome Annotation 

            Pipeline (released 2013). Information about the Pipeline can be 

            found here: http://www.ncbi.nlm.nih.gov/genome/annotation_prok/ 

             

            ##Genome-Assembly-Data-START## 

            Assembly Method       :: RS HGAP Assembly Protocol v.2.0 in SMRT 

                                     analysis v. 2.3.0 

            Genome Coverage       :: 100.4x 

            Sequencing Technology :: PacBio 

            ##Genome-Assembly-Data-END## 

             

            ##Genome-Annotation-Data-START## 

            Annotation Provider          :: NCBI 

            Annotation Date              :: 10/19/2015 16:05:09 

            Annotation Pipeline          :: NCBI Prokaryotic Genome Annotation 

                                            Pipeline 

            Annotation Method            :: Best-placed reference protein set; 

                                            GeneMarkS+ 

            Annotation Software revision :: 3.0 

            Features Annotated           :: Gene; CDS; rRNA; tRNA; ncRNA; 

                                            repeat_region 

            Genes                        :: 7,681 
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            CDS                          :: 7,490 

            Pseudo Genes                 :: 103 

            rRNAs                        :: 6, 6, 6 (5S, 16S, 23S) 

            complete rRNAs               :: 6, 6, 6 (5S, 16S, 23S) 

            tRNAs                        :: 69 

            ncRNA                        :: 1 

            ##Genome-Annotation-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..1196214 

                     /organism="Burkholderia cepacia ATCC 25416" 

                     /mol_type="genomic DNA" 

                     /strain="UCB 717" 

                     /host="Allium cepa (onion)" 

                     /culture_collection="ATCC:25416" 

                     /type_material="type strain of Burkholderia cepacia" 

                     /db_xref="taxon:983594" 

                     /chromosome="3" 

                     /collection_date="1948" 

     gene            complement(1..658) 

                     /locus_tag="APZ15_32395" 

                     /note="3-dehydroquinate synthase; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(707..1771) 

                     /locus_tag="APZ15_32400" 

     CDS             complement(707..1771) 

                     /locus_tag="APZ15_32400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349552.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-dehydroquinate synthase" 

                     /protein_id="ALK22629.1" 

                     /translation="MHRYPWIDLRALGAQAGAVAADAARAGARRVVVAEAGRDTCAAG 

                     AAALLTVSTAGVATLVDDAHAPLAGVHVRIDGAADFDAARAAIARHALVLLDYALATT 

                     MPLERLLEGVRDAACRIVVSLADPHGAAYLARKHAQSPVDIAFAPRDAAALRGVLAAC 

                     GELRSREPLKLKAFEVQRVEPLGVGLHAVIDGCSQLDGEECVLAGASATSMLLVVAAG 

                     AAHPPGRPLVFGIDAGSAESFVFCGGDRARQLSLLRSGERILTVGAAGDTRAIVVGRV 

                     RIESAPLVALHTRSASGTSTRVVLRGDRAVRFRTDGGTAVGLADVAPGVRLAGYEPGA 

                     GWVDCRMRAAASRSAVAVSR" 

     gene            complement(1824..2585) 

http://www.atcc.org/Products/All/25416.aspx
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=983594
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1&to=658
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                     /locus_tag="APZ15_32405" 

     CDS             complement(1824..2585) 

                     /locus_tag="APZ15_32405" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349551.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fructose-bisphosphate aldolase" 

                     /protein_id="ALK22630.1" 

                     /translation="MRRVVRAASGKCLMVPLDHSLADGPIAHPQQLRQLVGDIAAHGG 

                     DAIVVHRGRARFLAPDVLSDLALVVHLNGCTRYAEDANAKTLFASVEDALASGADAVS 

                     VHVNLGSKTESQQLLDLSRIATECARWSLPLLAMIYPRGPGLGDRPQAELIAHAANVA 

                     ADLGADIVKLPYSGDAASMADIIAGSSLPVLVAGGAKLPEDEFVAFTSRVMNAGALGI 

                     AAGRNVFAAPKAAPLIRRLSDAVHGVERRAAHLAA" 

     gene            2898..3956 

                     /locus_tag="APZ15_32410" 

     CDS             2898..3956 

                     /locus_tag="APZ15_32410" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349550.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK22631.1" 

                     /translation="MKFGVSFLPDTGPADRPAADYYAQALKLSALSERLGYTYVKMTE 

                     HYLKPYGGYSPSPLMFLAAVAAQTKSIRLMTGGIQASFHHPIQLAAEAAQLDAISNGR 

                     LELGFARAFLPYEFDAFGIDLDSSKTRFQQTIDATVRLLAEESASEDTPFFRYRDAQS 

                     LPRPTQQPRPPVWVAALLTPSSFEWIGERGFNLLMAAPPRKAALAKTQEMVALYRDTF 

                     ERHHGHTGRKPQVAISIPLMIGTSDAHALALAEPRLRHHWRNFAEAAKSWEQVQSPAY 

                     QGYNEAMKNKMGGMDTADLDATAVLGTPDTVRQRIRALEADLGLDAILWHIDYGAQPY 

                     ELMSNNLEVFARDVLPGL" 

     gene            3997..5223 

                     /locus_tag="APZ15_32415" 

     CDS             3997..5223 

                     /locus_tag="APZ15_32415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349549.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1824&to=2585
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                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK22632.1" 

                     /translation="MTPSLSLDTIVVGAGIGGLAAALALRRAGHRVTVLEQSRAFREV 

                     GAGLQVVPNATRALRTLGVLDRQRLAAVAPIATIRRRWQDGSLLGSFPLGDDVEAEFN 

                     APYWNAHRADLHAALLDAVRDPYTAGPPVPVLGGIAVRGLDAYGPDGATLVDAAGTRW 

                     RADLVVAADGIHSTLRHALLGDDAPHYSGDDAYRALIDADAIDPRSPVFEIVREPQVT 

                     IWLGPGRHAIHYWVRDRRLLNLVVIVPGDGSTRESWSSKGDRATLEAELAGWDPRLVG 

                     LIRCASDLSRWSLHDRQPLTRWVWDSVCLLGDACHPMLPYQSQGAAQALEDAVVLGRC 

                     VTGLASKDALGAALVEYQRLRIDRSARIQLASAGNGGVFHLPDGPEQQARDAELKSRR 

                     ADFKSYHWTWADAYQL" 

     gene            5290..5814 

                     /locus_tag="APZ15_32420" 

     CDS             5290..5814 

                     /locus_tag="APZ15_32420" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349548.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="flavin reductase" 

                     /protein_id="ALK22633.1" 

                     /translation="MTNTVDIAQQLKQAMRGVAATVTIVTTGGDGAAAAPCALTASSF 

                     TSVALDPPTVLVCINRRASIHASITGRRRFCVNALRSCHVPLALACSTTGSDARFAHD 

                     AWRTDAATGLPYLENAQTSFFCDTLEQVEVGSHSILVGRVTRVAMSADVNPLMYVNGA 

                     FAAVRSLPSDAGGG" 

     gene            6013..6936 

                     /locus_tag="APZ15_32425" 

     CDS             6013..6936 

                     /locus_tag="APZ15_32425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349547.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22634.1" 

                     /translation="MAPDLNLLISLDALLEEGSVVGAARRMNLSPPAMSRTLARIRET 

                     VGDPIFVQAGRKMVPTPRALELRGVVRETVERASQLLAPSAEIDLGTLDKQFNVRAND 

                     VFVGLHSSRLLEEMARGMPRAMLRFMPEEDDIDDDALRSGRIDLFISASRRLGPEIRV 

                     QPLFTTTFVGLARHDHPIFDDDITPERFARWPHIGVSRRGKSAGPIDDALAARGLARH 

                     VLLVVPTPYAAIFALQASDLILPLPEHLARGAVRAGLGVRTFELPVPLETVLITQAWH 
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                     PRFQSDPAHQWLRRVVRGLCTGQPALRAAHA" 

     gene            7037..9139 

                     /locus_tag="APZ15_32430" 

     CDS             7037..9139 

                     /locus_tag="APZ15_32430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349546.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fusaric acid resistance protein" 

                     /protein_id="ALK22635.1" 

                     /translation="MHDAADQTRAVAAPPRRLTRAAAALIARIDIFTPRGAYVARSVI 

                     AAALALGVAYLLELETPYSAASTVLLVINPVQGAVIGKGVWRVVGTIAGMVVAFVLMG 

                     CFAQQPLLFILGFAFWLGVCVAGMTLLRHFRASGTVVAGYTIGLATYGAMQHPELTFE 

                     HVIGRGSTVAIGVLCLSLVSMLLGTRDVHAKLDALVTRVTADVARVIAAQRNGLAAAP 

                     ADDKRHALFAGIYGIDDLLALGKAESEDLAQRAAAVRHGMASLFGALAGGMPPLPADS 

                     PGARAVASLQPRLAAAWQAAADALGDGPGGATHAHALLGDARERLRDALDGIALGDPR 

                     DDAALLIAGERLIEQIDDYRAALDGLVELQRPRPGYRPARVRFHRDTGAALRNGVRAA 

                     CAIVISGAFWLATGWNQGDMMLLVVAPYCALLATAGNPAAGAQAFIKGTVLAVPAAFV 

                     CAFGILPRIEGFPLLVVALALFWMPGIYATSVPKTALAGLAYLVAFNTLTGATNPFRP 

                     DVALFLNQSVAWVLATFLTLLTFRLILPGNLATDATRLRRTIRDDTLALVAGRRVTAA 

                     GWQQRQQHRIAQLGALLAGQPVAMTQASIEALAALHVGKELLRIRRGAARDGLPDPAR 

                     RCVRAGLAGLARHAAAPPRAARHARRAAHALAGLAAAQPGTTELKWLMAAFADVYVLL 

                     HTYAAYFTAVPERARDAQ" 

     gene            9129..9323 

                     /locus_tag="APZ15_32435" 

     CDS             9129..9323 

                     /locus_tag="APZ15_32435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349545.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22636.1" 

                     /translation="MLSEFPLAGIYLPPFFVYACATVPLYLAVRALLARLGVLRRVWH 

                     PALFEFAISLVLVATLILYF" 

     gene            9348..10262 

                     /locus_tag="APZ15_32440" 

     CDS             9348..10262 

                     /locus_tag="APZ15_32440" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=7037&to=9139
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349544.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22637.1" 

                     /translation="MSLKPLTRSLLTLATVAVAIVLVAALWHAYVLAPWTRDARVSAH 

                     VVRIAPEVSGTVVEVAVVDNQRVAKGDVLYRIDPQRFALAVEQAEAQVAATAESMRQK 

                     RDEAQRRTGLDDLVPREDIQRSSRAVAIAQAEHRKALAALDVAKLDLERTTLRSPVDG 

                     YVTQLRLRHGDYAVEGKPGISVLDAHSFWITGYFEETKLRRVATGAPATIRLMGFDPL 

                     LSGHVTSIGRGIADENGTLDELGLPAVNPTFSWVRLAQRIPVRIEIDRVPAGVLLAAG 

                     MTCSVEVGERGRERTPRGRLASWLHAWM" 

     gene            10274..11749 

                     /locus_tag="APZ15_32445" 

     CDS             10274..11749 

                     /locus_tag="APZ15_32445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349543.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK23522.1" 

                     /translation="MRCPFPPVRATCRVRAFVAACACALAACTTVGPDYVAPQPAHPP 

                     GWSAPRDTVTADPAQLQDWWRAFGDAQLDALVEQAIAHNQDLAIARQRLLQARAERDQ 

                     IASRLGPTVTAGGNADALRSSRALEWPPGIGQSRTYRLGFDASWELDLFGGTRRAVES 

                     ADAQIDALDDDRHAILVSLLAELASDYAELRATQERLRIATDNVASLDATRQLTERSN 

                     RRGLGTSFAVAQARAELQLAQAAVPPLQQDVARLAHAIGVLVGGFPETLRDSLSAPGA 

                     TLPVAPALPVTLPSDVIRERPDIRAAERRLAAATAQIGVARAEQFPHFAIPLSLGTTA 

                     SLVQDLFSGASVAWSVALDGTQTLYDGGRAKAGVDAARAAAEAARLAYEQRIRGAFRD 

                     VEDALVAIGAARDQQAMLAAAVDSSQDAQSRATRLYRNGLGEYLSVLTAQRATYRARD 

                     ALALSRLAQVQGAIALYKSLGVGWRAAPPVAQAAAAQASAH" 

     gene            11807..12247 

                     /locus_tag="APZ15_32450" 

     CDS             11807..12247 

                     /locus_tag="APZ15_32450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349542.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702178
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                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22638.1" 

                     /translation="MSALNPNDFALHDIHLFPVCVFRPEHATPGYAPRWEGEIDTLMR 

                     HGEPFVIVYVELDTDESHDDRKHRAVWLKQNKVELGAVCKALVSVEPDPDRRAEVAAQ 

                     GEVAVKAFGIPHHAVASFGQAVSLAARLTRQHSGNDALQTGQQA" 

     gene            12300..13049 

                     /locus_tag="APZ15_32455" 

     CDS             12300..13049 

                     /locus_tag="APZ15_32455" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012733762.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22639.1" 

                     /translation="MRYPALTITSSHTLASCPSRLPDPGEILLWRLRGEWQLITSEQG 

                     HLCLSKTELRRARMHPNRAHGRRFAIGRSALRAILGTLAGRAADELTLIEREADHIAI 

                     AGCDSLDGLDIVVGHAGIWIVIAIARGPIGLGMAQAGTYAGPASRDQLRLDSLSNACG 

                     SGHGATLASLAPFAGPFREVDTPHAGRWRLLDIPLPGLVCAATVAARQMDKIHAVGWR 

                     GERKDWLADRDRHLRAATSSGTAACIAAETG" 

     gene            13324..14481 

                     /locus_tag="APZ15_32460" 

     CDS             13324..14481 

                     /locus_tag="APZ15_32460" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349515.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22640.1" 

                     /translation="MKNQKRACYGAVCALVAAMLAGCGPSEQQAAAPAIPVAAMTLAA 

                     APLDLTEDLPGRVAAHRIAEIRPQVSGIVQRRLFEQGSEVRAGEPLFQINPAPFKADM 

                     DTAAAALQRAQAALERAKVQTTRLKPLVEADAISRQVYDDSVSQRDQAAADVAQARAT 

                     LARRQLDLKFATVEAPITGRIDQALVTEGALVASSDSQPMARIQQIDQVYVDVRQPAA 

                     SLDSLRGALAGQPDTAGNGLPVDVLRDDDSRYDVKGRMLFSGVNVDPGTGDVLLRVLV 

                     DNPKRELLPGMYVRARIPRAHYADALTVPQQAIVRAGGKPQVWVIDAKNQAHLKAVEV 

                     GELTNRSYRIKSGLQAGQKIAIEGMERLSDGAPVTATAWKAPEAVKTASSH" 

     gene            14502..17645 

                     /locus_tag="APZ15_32465" 
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     CDS             14502..17645 

                     /locus_tag="APZ15_32465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349514.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acriflavine resistance protein B" 

                     /protein_id="ALK22641.1" 

                     /translation="MSQFFIRRPVFAWVIALFIILLGLIAIPELPVARYPSVAPPTVT 

                     ITATYPGATPQTMTDSVLSLIERELSGVRNLLYFESASDTSGQAKITATFKPGTDSAM 

                     AQVEVQNKLKSVEPRLPPVVRQNGVIVESASTGFLLFVGLKSDSGRYDENALADYMAR 

                     NVVEDLRRVEGVGKVQLFGSEQAMRIWVDPQKLITYGLSMNDLTTAVAQQNVQIAPGS 

                     LGAAPALPGQRVTVPLTAQGQLTSPEQFAKIVLRANANGSKVVLGDVARVELGPQSFT 

                     FVNSENGKPATFAGVQLAPGANAVKTAEAVREQLDMIAKTMPSGMTYSIPFDTAPFVK 

                     ISIEKVIHTLIEAMVLVFLVMYLFLQNVRYTLIPAIVAPVAMLGTFTVMLMTGFSINV 

                     LTMFGMVLAIGIIVDDAIVVVENVERLMVEEGLSPKDATIKAMKEITGAIIGITLVLT 

                     AVFLPMAMSSGSVGVIYQQFTMSMAVSIMFSALLALTLTPALCATMLKPVEHGHHEKR 

                     GFFGWFNRRFDRMTSWYETRVGKLVGRTGRVMLLFVAISTALVFGFRMLPSSFLPEED 

                     QGYFMTGFLLPSDSTVERTGDVVKTLEKHLASRPGIESSISIIGYGFSGLGSNAALNY 

                     AVLKDWDKRDGANAMDEAMRAQAAMGGVTEGTVMSLLPPAIDGLGTSSGFTMRLQDRA 

                     NQGYAALKAAEAKLLELAAQSKVVTGVYPDSLPAGTSVKLDIDRDKAEALGVSFTTIS 

                     DTLSAAMGSTYVNDFPNAGRMQQVIIQADAPARMQIENVMKLYVRNATGGMVPLSEVV 

                     RPVWSETPLQLVRFQGYPSARISGGSAPGYSSGAAMAEMEHLAAQLPPGFTVAWTGQS 

                     LQERESASQAPMLMALSMVVVFLVLAALYESWAIPLSVMLVVPLGLIGALAAVMLRGM 

                     PNDVFFKVGMITVIGLSAKNAILIVEVAKQLREEGMGLIESAVQASKLRLRPILMTSL 

                     AFGLGVVPLMIATGASAETQHAIGTGVFGGMVTATVLAIFFVPVFFVFVMSIQERISA 

                     WRASGKKPATVTHEQEG" 

     gene            17650..19092 

                     /locus_tag="APZ15_32470" 

     CDS             17650..19092 

                     /locus_tag="APZ15_32470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349513.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22642.1" 

                     /translation="MRLLILTAAVSAALALSACSMAPTLVRPAMPVPTAYTTAAAADQ 

                     HANAADLGWRTMFGDRRLQRLIELALDNNRDLRLAALNVQAAEAQYGIQRSARLPSIG 

                     AGASFTRQRTPADSQSNPPIFETTQNQYGVNVGVSAFEIDLFGRVKSLSDAAFARYLA 
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                     TDHGRRAVQIALVGSVANAYFAERLAQEQRALSERTLNDWRQSLDLARRLKLADQASG 

                     VDIAQAEGQVASASADLEARSRAVEQAGNALRLLVGTDLPKNLPDPLSLERQPVMTQL 

                     PAGLPSELLYRRPDIQQAEQNLVAANADIGAARAAFFPRLSLTSSIGFLSPGLGSLFA 

                     GGQNVWSFAPQVTLPIFQGGRLRSELNLAEVRKSSAVVEYERAIQTAFREVADGLAGR 

                     ETFSRQIDAQARVVKSAERRTDLVNLRYRAGIEDRLELLDSQRQLYAARQALLDLRNA 

                     ELGNAVALYKALGGGLVDTDVPPANNVANN" 

     gene            19206..19895 

                     /locus_tag="APZ15_32475" 

     CDS             19206..19895 

                     /locus_tag="APZ15_32475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349512.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK22643.1" 

                     /translation="MNPLILIAEDDPEIADILDAYLAHDGFRTYRVGHGQAVLDVQRV 

                     LKPDLILLDVRMPNKDGWEVLVELRRRGDTPIVIITALDREIDRLQGLRFGADDYITK 

                     PFNPAEVVARIRAILRRLETAAAGRFIKVGNLEIDTQSYLTTVRTDSGETSIALTLTE 

                     FRLLAHLAGSPNRVFTRSELIDACLADVDALERTVDSHISRLRKKLECAGASGMPEVM 

                     RGVGYRLRSSQ" 

     gene            19892..20152 

                     /locus_tag="APZ15_32480" 

     CDS             19892..20152 

                     /locus_tag="APZ15_32480" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010097842.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22644.1" 

                     /translation="MSTHHRSRLRVARIVGLLTVAVVLTVATGWFVVYGLILVVSSPA 

                     TDNPIALVIRETPSYPVLAAVLLAGLVATVVDLVKLARRTRS" 

     gene            20556..21182 

                     /locus_tag="APZ15_32485" 

     CDS             20556..21182 

                     /locus_tag="APZ15_32485" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349508.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="paraquat-inducible protein A" 

                     /protein_id="ALK22645.1" 

                     /translation="MDTFPTLIACEHCDSVYRRRALAPHEVARCERCSAVLFRSSWLD 

                     IDRWLALAVAAGVVFTIANLCPIMRIGVQGLHSEATLWQSALALAHGFAAPIAIPTAF 

                     AIVVVPFLQIATLIWLLAFARVGRRAPAFGPLMRLLVALRPWSMIEVGLLGILIAIIK 

                     LSSLMQIIPGAGLWATAVLMVLIPLIAGHDARQLWDRVVPVEPAGGRP" 

     gene            21179..21826 

                     /locus_tag="APZ15_32490" 

     CDS             21179..21826 

                     /locus_tag="APZ15_32490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349507.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="paraquat-inducible protein A" 

                     /protein_id="ALK22646.1" 

                     /translation="MSLPVRAGQLGMVGCHACGLVCRAHASATTDTHPHAAETARCPR 

                     CGSALHARRPDSIVRAWALLIASLIFYIPANLLPVMRTTLLGSHSESTILSGVVVFWK 

                     AGSYGIASVIFIASVVVPCTKLLAIAMLLVTTGRRSVSAMRERAVLYRAVELVGYWSM 

                     LDVLVVAIICALVKFGPLSEIEPRAGILFFGMVVILTMLSAMSFDPRLIWDAEEA" 

     gene            21823..23493 

                     /locus_tag="APZ15_32495" 

     CDS             21823..23493 

                     /locus_tag="APZ15_32495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498912.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="mammalian cell entry protein" 

                     /protein_id="ALK22647.1" 

                     /translation="MNPASGPQGLEPHDPPVSRNRMRLSLVWLAPLVAALIGLSMVIH 

                     AWLSVGPEITIAFNTAQGLEAGKTPVKYKDVVIGTVTAISLSDDSSHVVATVSFVKNA 

                     RNLIRDDTRFWVVRPRVGMSGVSGIDTLFSGAYIGMDTGRSDKARKAYTGLETPPTVI 

                     NGTPGTSFALRAADLGSLDIGSPVYYRHLMVGHVASYKLDMHSRDMNLQVFIDAPYDR 

                     LVTTDTRFWNASGMDLSLDANGLKLKTQSVATIVGGGIAFATPEDGGTTAAPAGKLFT 

                     LAVDEAAAMAAPDGPSQLIRLRFEQPLRGLAVGAPVEFSGIEMGTVVSTRLDFDRASR 

                     RFQSIVMVKVYPYRLGPVVEKLQKTDGNGNPRAAQFLAGLVEHGLRAETRTGNLLTGQ 
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                     LYISFDFVKNAPKVPFDANATPLTIPTVTSTFDKLPEQIADIVEKINKMPLESIGKHV 

                     DSSLTNLDATLRQVNGQLLPSTTRTLDQANQTFGALRQGIAEDGPLQENLANTLTEVQ 

                     RTARSLRTLTDMLGRRPESLLRGTGADHAPLAPADTSTPPVQQEPRQP" 

     gene            23490..24119 

                     /locus_tag="APZ15_32500" 

     CDS             23490..24119 

                     /locus_tag="APZ15_32500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349505.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22648.1" 

                     /translation="MSFPIRARTIALGAGAVIALTACASNPVHYYTLVSPATSATATA 

                     ARGTAPLAINVLPVGIPTQLDQQQMVVRSGAGTAVILDNERWIAPLGDELRAALSSAL 

                     VEQLGARNVTGLPRPSNQTVMSIRTQVRRFDAWPGSRAQFEADWVVGVQQDMPGPRIS 

                     CSTRLDEAAPGSHADMVRVQQRMIGQFAARIASTVRSFGSGRPACPADS" 

     gene            complement(24215..25369) 

                     /locus_tag="APZ15_32505" 

     CDS             complement(24215..25369) 

                     /locus_tag="APZ15_32505" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498528.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22649.1" 

                     /translation="MASARRARPGAPRARKAPPGPLKYNASGSTDGDAMTGSDALSAQ 

                     PGPGRALPSPSATVPISLVNGFLASAGVQRDVVERYLRGAGIPIELLGEPHARVTEEQ 

                     FSTLYRTLAIDLDDEMPGIFSRPLRGGTLKYLCLSLLDARNLETAQHRFGQFFHILLD 

                     DFFVESKRDGLVAQVLLRPNDAIGPIGALGQELMLKLVHGVCSWLIGQKIPLLQIEFA 

                     CPRPRHAVDHLYFFTGSVAFDCERTLMRFSADYLDAPIRQSKRNLRKFLARAPGDWIF 

                     ESFSEQLVCHRVRQYLSAALPDLPVIDQAAEHLHCSVRTLSRHLAAEGTTFQVLKDEL 

                     RRDIAIQRLTDTPDTIAAIGADIGFDDPSAFHRAFRHWTGSTPGTYRRRA" 

     gene            complement(25369..27003) 

                     /locus_tag="APZ15_32510" 

     CDS             complement(25369..27003) 

                     /locus_tag="APZ15_32510" 

                     /EC_number="6.2.1.3" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011545750.1" 

                     /note="Activates fatty acids by binding to coenzyme A; 

                     Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="long-chain fatty acid--CoA ligase" 

                     /protein_id="ALK22650.1" 

                     /translation="MTKRHWTGSYGSIPAEIDPDRHPSVSALLDDAMHRFADRPAFHS 

                     YGRTLTYADVDRLSTALAAYLQQVVGVRKGDRVAVMLPNVLAFPVAFVAVAKIGAIQV 

                     NVNPLYTARELEHQLNDAGVEVALVCGGSMGTFAEVVAGTRVRTVLSVGRGDLGVVDA 

                     PAGACDALPPGSIPLADAIAAGESLAFEPVPLGGADLLLLQYTGGTTGLSKGAALSHR 

                     NLVANIAQFGAIVPAAREPGEEVVVTAIPMYHIFALTVNFLSYFAIGAQNWLVANPRD 

                     MDGFIDVLKAARPTVFVGVNTLYAGLAGHPRLTEVDWSRLKLSAGGGAAVIDVISSRW 

                     KAVTGNFIREGYGLSETSPVVSFNPQSIDTFTGTTGLPLPSTDVKLLDDQDREVAIGE 

                     AGEICVKGPQVMSGYWQKPEANAAAFTTDGYFRTGDVGVFDEAGFLRIVDRKKDMIIV 

                     SGFNVYPNEVEAVATAMPGVAECACIGVPDARTGEAVKLFVVLAQDAYASEEQLVAHC 

                     RASLAAYKVPKLIRFVDRLPKSTVGKILRRELSRTD" 

     gene            27307..28095 

                     /locus_tag="APZ15_32515" 

     CDS             27307..28095 

                     /locus_tag="APZ15_32515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337237.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="HAD family hydrolase" 

                     /protein_id="ALK22651.1" 

                     /translation="MQPLSLAPADTFSSVRFLLTDMDETLTHHGRLSARTYTALERLQ 

                     AGGIRVIPVTAAPAGWCDQMARMWPVDGVIAENGGLFIRRGPDGHGVERRYWHADDAL 

                     AGARDALRRIARQVEAAVPAARPADDQDFRLTSLAYARTGGDHDDRVRDALVEAGADA 

                     TINNLWIIGWVGGYDKLSMSLRVLSDTFGVDAGAGAARDCVAYSGDSTNDAPMFGYFT 

                     HTAGMSTVVEYLQQLPALPRWITQGPGGSGFVEFADAILRTRAD" 

     gene            28524..29627 

                     /locus_tag="APZ15_32520" 

     CDS             28524..29627 

                     /locus_tag="APZ15_32520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498532.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22652.1" 

                     /translation="MPRSVPLNPTTARAARLPDLEPAHALRQQRFTPAKLAVLLDVAA 

                     QAGIDPVAVLDGTGLTPAAVADPFTLTSPLQFLTAARNAIGRYDGSDLGVRVGHRLHV 

                     SSYGMYGYAMLCSESLAHAFESAVKYHRLANGMLAIRWVEQGDTASWLFPDRHEVALP 

                     DLDEPLYRFLIDMQFALHVTIIKDVMGAWCVPARAQFAQPQPAHAALLGNALECPIAF 

                     DQPHHVLSYPAAWLARAPQLANPITAAQVSSHCASLLDELRSQAGVTRRVYQELTRTP 

                     GQFPDIDAIAAILCITSRTLRRKLEAEGTSYSELLASVRKALAIDYLSTTTLSTEDIA 

                     STLGFSDAVGFRHAFKRWTGMTPSDVRRNKRGG" 

     gene            complement(29647..31152) 

                     /locus_tag="APZ15_32525" 

     CDS             complement(29647..31152) 

                     /locus_tag="APZ15_32525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349500.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23523.1" 

                     /translation="MKLTLTQRLSLVFSVLLLACSGASAWLQIRANDMREQEVVQGLS 

                     RDLAANIVNSVTHSAPLMDANGLRPDAVRTLFGQLMGVNPSVEVYLLDNAGRIKGDDA 

                     PPGHVKRDRVDLAPVQRFIAGEPLPILGDDPRSPDARKVFSAAPLQRAGQPPSGYIYV 

                     VLLGEAHDRLAARVDAGNVLRTTLWSMALVALLGLLAGLTAFSFITRPLRRLTDAMRR 

                     FDANGTPDTQPPVPRSRPGRRGDDIVVLESAFAQMADRIGDQWRALTHQDQQRRELIT 

                     NISHDLRTPLTSLHGYLETLSLKADTLADTERRRYLSIALAQSAKVGRLAQALFELAR 

                     LESGGVQAEREPFSLVDLVQDVFQKFELTAQARGVALHARIPARVPVVSADLGMIERV 

                     LTNLLDNALRHTPAHGEVEVALEPRGDRVLVTVADTGEGIPAARREGLFQRPQRPMSG 

                     GAVTSGGLGLLIVHRMLALNGSSIRLVDRPGRGAVFEFALAVAAPATGDGR" 

     gene            complement(31152..31871) 

                     /locus_tag="APZ15_32530" 

     CDS             complement(31152..31871) 

                     /locus_tag="APZ15_32530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006484292.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK22653.1" 

                     /translation="MDQPKRILIVEDDADIADVLSLHLRDERYEVVHSADGAEGLRLL 
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                     EQGGWDALILDLMLPGVDGLEICRRARAMTRYTPIIITSARSSEVHRILGLELGADDY 

                     LAKPFSVLELVARVKALLRRVDALARDSRIDAGTLDVAGLAIDPIAREASVDGARIDL 

                     TPREFDLLYFFARHPGKVFSRMDLLNAVWGYQHEGYEHTVNTHINRLRAKIEADPAEP 

                     VRILTVWGRGYKLAAPGQRDG" 

     gene            complement(32274..32876) 

                     /locus_tag="APZ15_32535" 

     CDS             complement(32274..32876) 

                     /locus_tag="APZ15_32535" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349498.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22654.1" 

                     /translation="MRASKRQQVVDKAGELFSRHGFHPVGIDWIIAEADVARMTLYHH 

                     FASKDDLIKAVLEQRYTFIMDSIAAKLEPMADATERLKGIFDWYGVWFRSPEFAGCLF 

                     ERALAEFGATCPKVTDVAVRYRDDLLAIMERLLSEIIPRRRAHQLAGVYVMLLSGATA 

                     DARAIGDPRAAARAWEAAKVLLNESTVATGSTRQTRSRPG" 

     gene            complement(33026..33886) 

                     /locus_tag="APZ15_32540" 

     CDS             complement(33026..33886) 

                     /locus_tag="APZ15_32540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349497.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23524.1" 

                     /translation="MTKPFGRRAMQTSVFRKPPVLFALVNQALARIPRRRRTALGATV 

                     GLLLAASVFSGCAPLSASAPTDPQQRLAAEQRNANALYSQKVLAYKPMFENPGGYGRA 

                     QILDAYEAVLQQYSVAAITYVRTIYPEARQTLPPVLQPLPAPSGPVTLAVVNRDYEHV 

                     LGMGAAMWEMDMAANFGRPSRFPIPKYTGPVLIMPPTPPFPPLQDVRDPKFARLVAMT 

                     KKLDDAQKADLAREHAAIEQQYAEQAAWRARHPTGQYDHIDPRTGLPYAAPQQETQRW 

                     CMMNGGRVPC" 

     gene            complement(33973..34344) 

                     /locus_tag="APZ15_32545" 

     CDS             complement(33973..34344) 

                     /locus_tag="APZ15_32545" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22655.1" 

                     /translation="MTLKAGIDEIARSLDGLHPPWLPAYDLRAYAAKVDSECGYGSDM 

                     MVAIDINTRMFEEIVAFVHVCGAFASLQPSTARQYACVRNDSAEIDDVLALNASRACP 

                     TYTGLLKSLVDRGIVVRCALD" 

     gene            34752..35546 

                     /locus_tag="APZ15_32550" 

     CDS             34752..35546 

                     /locus_tag="APZ15_32550" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012318447.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22656.1" 

                     /translation="MLGLALTVPAAAQTTVSAPRVVSELKDIRMKPLANLPMAGSAND 

                     RGDCSQLVIQPKSAAARLVAAQGWAVMSDMPLGPYRAISFAGQMEAATSGTCSITQGN 

                     VAVFENGRLIALAYGKSAEDTAIGRLAPLESGAVRIWDGDIAPSPAGDLHVDRDGTLR 

                     LSRVADEDAVCQGRAKVPNVYNMPIDKARKALIANGWNPVRGGASGEPRQSALVRRGI 

                     VETESCAGTGLAFCDFGYTGPAGKLTLTTVGEGALPSVTDYDVKCR" 

     gene            35765..36370 

                     /locus_tag="APZ15_32555" 

     CDS             35765..36370 

                     /locus_tag="APZ15_32555" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006448651.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22657.1" 

                     /translation="MAADLPLQALLGVFGGVKPATWPAFDSVTGVHWDDAGPLVNPDT 

                     NAREATRYRGGSLLLAGFGEVDMPDGKVGESAGVKKDNEGHVGVVLNGNATAVLSIVL 

                     RKFYPNDDTQDILLRQFGRGAAVKRIAGSCARDYGTTAPNTQKNVFYRVSIANAAVPV 

                     FAETYVDEDGGNHGPGATTFVFYRNRPDQRITSMRCKRVDA" 

     gene            36544..38415 

                     /locus_tag="APZ15_32560" 

     CDS             36544..38415 
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                     /locus_tag="APZ15_32560" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019362537.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22658.1" 

                     /translation="MRSARLRLAFAGLMLGLGWHHAAAAAGCEANFRREADTGTGTRF 

                     STFSTVPGLDARNAIAQLKQIAASDGFVIGDENYTGPAGQLTIQQKQSDRARGFAITL 

                     TANQDTKTISVATTLPPGMQAAPEAIRGGMCGMLDRVDMSRNAVGSGVAATAPASSSD 

                     AFLGAPAFTTCTYNFRPALDGVTGRHYTTWLPIKALNPADAASRLTQAATAAKLSVTS 

                     NERYGTLTDVTIVQPLPEQGEKRSFPIRFMLEEALGVISVVARLNPKQEMDDETLRKE 

                     ICTLVAAMTAAPPGESKAPPALPRERKLESWHTGIDWLINRAVVAGKSLVIVPAINLD 

                     KKYTSNEAIDPRKWAFRTDVTATTIWQNRADAHDVIRVGPDEPFTEVGLHGYVSTFVA 

                     GNAQYFVYIVNPGTYTVAGNTYETTSEAMSQLGTRQKPGSSSLGLIALLPKKNTDFIQ 

                     SQEWFNAQYRDREVTNTYCSSVFVQSGGCAFWATEKSTVSEMTEPAGWKTVTREKSVD 

                     GLAVSTRLKREFASFSVAPGEAIVIDGLYPTPPNADYDKQACEIAGGQIQCDLTRYTL 

                     TRIAADMAHVRGLASDPGFYPRATRILSNARYRPLRLLGKPGELRSVYGQDYSLGVR" 

     gene            38449..39081 

                     /locus_tag="APZ15_32565" 

     CDS             38449..39081 

                     /locus_tag="APZ15_32565" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498853.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22659.1" 

                     /translation="MTAKPPIARSLFRTSGVVVAALSFCLPFDCVYGQLADSAAPDRA 

                     GESPVESRAPANLSTTQALQRMLALLQDSSQVTDITPETVHRIFGVQTKAIDKDQFGY 

                     GQRLPGNWAFSLQRLTIGDTGTRVDLMFDPIPGAPASPLPACEPDFARFTEALESMGF 

                     SRHPHYGEHGRWLFDAFERQRMHVSVYAIDARSDNGEPPGPACVKAVLVQ" 

     gene            complement(39119..40228) 

                     /locus_tag="APZ15_32570" 

     CDS             complement(39119..40228) 

                     /locus_tag="APZ15_32570" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013691475.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA alkylation repair protein" 

                     /protein_id="ALK22660.1" 

                     /translation="MTTTQVPVPLKESLGKRQFHALSDALHSIEPAFDRSAFLATVLE 

                     GLDGLTLMERVRRASLAIDTGARPLPGGYDAVLALLQEAAPRLGRGFVSLIAPDYVGQ 

                     YGRHAFDRSMDALKYFTPFGTSEFAVREFLRIDLARALATMEAWSHDADDAVRRLASE 

                     GSRPRLPWSFRLREIEADPSLAARILDNLRSDPSAYVRRSVANHLNDVAKTHPVWVLD 

                     RAERWGGDHPHTRWIVRHALRTLVKQGNARALAILGADSAPRLEIGPFGVTPAQVALG 

                     ESITLACELQSTAETAQRLVVDYRIAYVKQNGDASPKVFKLKGLTLEPGQRVTLQHSR 

                     PMRDFTTRRHYAGRHEVELIVNGQVVARSFFELAV" 

     gene            complement(40385..41146) 

                     /locus_tag="APZ15_32575" 

     CDS             complement(40385..41146) 

                     /locus_tag="APZ15_32575" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006159414.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23525.1" 

                     /translation="MRKTARRLQLGSGILLWLYISIHMINHALGIWSIDIAERGLHLA 

                     IGLWQSLPGTIVLYGAAGLHFALAIRTIYGRRHWSLPPAEWLRLWAGLSLPMLLIRHV 

                     VGTRVATSFYGFEPNYERVIVSLLTSGTQGLQIALLAPGWVHGSLGLWFHLRRRALFR 

                     RARFVLLALLVLLPVLSAAGFVQMTRAIVPESLAVPAPDAALVAHRAALDNWRHLLVA 

                     GYLSLIAIAFTGGQLRNRLFGDDPSAEPRREPTRE" 

     gene            complement(42495..43346) 

                     /locus_tag="APZ15_32580" 

     CDS             complement(42495..43346) 

                     /locus_tag="APZ15_32580" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007950504.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22661.1" 

                     /translation="MAAGAAGAGASSCSFANGDVCCAFADAGGVFDAGGVAGTEAVAT 

                     FVTTAGPDAGEVAAAAAVAVSIGADAGVSAGVVATTALAMTVPAPVMSDAALAGASGT 

                     VDAAIGSGVAGALAWRPCHQNAPPAQATATATPAAMILSFADVSSFVGAGCAIGRDTT 

                     PDTGRMGSVSGAGAVSVSGTSRGSATVSTAIMSSAASAASVLADALAGPDCPSVTTGE 
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                     TYDAATVSPRWSAAALGVTVAAASCDGSGALARPDSASAMFATWGISFEAVFAAGDST 

                     PMSCAGA" 

     gene            43574..44308 

                     /locus_tag="APZ15_32585" 

     CDS             43574..44308 

                     /locus_tag="APZ15_32585" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349461.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22662.1" 

                     /translation="MHCATTAHLNEAPENTDMTIQKTLAAACSVTLLASGCATQNGAG 

                     GISSESVLRCTALGAGGALVGALIGGTKGAIGGAVAGLAACAVIEVATRQTKTAAEVD 

                     RDYRASNRNNLPPYAKIDAYNTVVTPRSAVKAGEPIRLASQIRAVSGTNEPVQEVKEV 

                     VTVYAPSGEQFKRGEKIVNATPGSGEFDNSFTLKLPSGAPQGTYTLKSQVYLNGKPGS 

                     VRQSSIQLAQVDGVTVVALLDAPAAH" 

     gene            44338..45519 

                     /locus_tag="APZ15_32590" 

     CDS             44338..45519 

                     /locus_tag="APZ15_32590" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349460.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22663.1" 

                     /translation="MSTLDHAPVSGKFGLLRAAEAVTNWRALAMCAFALVASMLMGML 

                     TIQVLGHSPVLGLLFVIATCAISLIGYSAVGIVLMRDAQGEPVGFVDALLQATFTVHR 

                     LIGVGVLLAVGWVLFLLALLIVFLVCKIPGLGPLLYAIAYPLAAIVAGAIFAGMWYVG 

                     YPLAAPAIWQGNSTLQTAARLLQIGRRQLLGVIVRMFGLLLLVGVLSAVVLGILGTGA 

                     AIASSISAATGTSPLGGLMSTLGGLGGFGRHAGAYGLGADAAEGGFDYRSMAYLGAYG 

                     FGNGLLVAIGLVIPFLTFVNGTCLIYLQTVSGVDFSATEEKLSQHVADAKRHAEQARE 

                     RAADHLAKARASHAAGTASLPASDTAPPATDEATACAQCHKPMAADDLFCGECGARRH 

                     A" 

     gene            complement(45607..46731) 

                     /locus_tag="APZ15_32595" 

     CDS             complement(45607..46731) 

                     /locus_tag="APZ15_32595" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011349428.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK23526.1" 

                     /translation="MAAADAYDVIVVGAGIVGLAHAYTAALEGLRVCVIERDAACVGA 

                     SIRNFGFVTVTGQHAGHSWRRARASREVWADVAPQAGIDVLHKGLHLIARRPEAMHLI 

                     DAFMQTGMADGCRVMTPGEAAAVAPELRLDGAQGVLHSPHELRIEPRTAIGLLASWLA 

                     ERFGVRFRYGEMVHEVRTPTVRTSRGVLHAERVIVCGNADSRHLYGDWFARHEVRLCQ 

                     LQMLRVRPRRPLALRAAVMSDLSLLRYAGFAALPAAGALRARLNAEEPVCVGYGIHLI 

                     AVQSADGSLVVGDSHEYGAAPLPFATQEIDAQILRLLHETLDVPELDVVERWTGSYPS 

                     APDADCVIEAPDDGTRVVVVTSGAGMSTGFGIAQDVFAAW" 

     gene            complement(47106..47339) 

                     /locus_tag="APZ15_32600" 

     CDS             complement(47106..47339) 

                     /locus_tag="APZ15_32600" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880367.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22664.1" 

                     /translation="MLTLRLEAEHVPSVRLRIAGETHENVCVTETGTAREYRFLMPRP 

                     SVTAAEWRDCAARIEALQPAPRDLVLAGDIHRL" 

     gene            complement(47376..47885) 

                     /locus_tag="APZ15_32605" 

     CDS             complement(47376..47885) 

                     /locus_tag="APZ15_32605" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372533.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glutamyl-tRNA amidotransferase" 

                     /protein_id="ALK22665.1" 

                     /translation="MNRSNSGPGRHPLRHDRRMQPHTKDSYRDPKRPKGDRICEGCGA 

                     VCDAGRWTWYAAPLDRRQLECPACKRMRENLPAGELVLHGVYLCAHRATILDLLERQA 

                     ILETSEHALERIMEIEKSADTLVVRTTGVHMVRRLGEALLHAHHGDLAIHYRDGEDIL 

                     RAQWTRNDA" 
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     gene            complement(47924..48571) 

                     /locus_tag="APZ15_32610" 

     CDS             complement(47924..48571) 

                     /locus_tag="APZ15_32610" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006488300.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="OsmY domain-containing protein" 

                     /protein_id="ALK23527.1" 

                     /translation="MKSDAALKQDVEQALFWNPAVDARRIDVDVHDRIVTLRGTVDSW 

                     AQKLEAQKTALHVEDARALVLELNVAPQENACADQELAIAITFALGWQEALRDHKIRV 

                     EVDHGCVTLDGEVDHAYQSRAAEKMVSRMIGVVGVANRIRVRTDHTVPDVGTRIAEAL 

                     ARRARRESAGIAIDAADGIVTLTGKVASLAERRAACGAAGSVRGVREVVDRLTVG" 

     gene            48851..49039 

                     /locus_tag="APZ15_32615" 

     CDS             48851..49039 

                     /locus_tag="APZ15_32615" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006488308.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23528.1" 

                     /translation="MNRRQYRISLATLSVFIALASLAGIIHGMLFDERVFRYSIVTLI 

                     LSILSFAVLLNLAPGDRP" 

     gene            49249..50745 

                     /locus_tag="APZ15_32620" 

     CDS             49249..50745 

                     /locus_tag="APZ15_32620" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012218235.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22666.1" 

                     /translation="MRATALPVVFRTAASRYGRFVALATGIGLLSGCLSLAPPDQRPA 

                     APIPAAFPDPSAGATPAAAPVPAWRDYFVDARLRALIAQALANNRDLRAAVARVEQAR 
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                     AVYGIRSADQWPTIGAGAAYARFRAPGGLLTPTPFIGQAYEVRLAETQWELDFWGRVS 

                     NLKDAALQRYLASDAARRAATLSVITSVANAYLTLCEYDERIALTRATIDTRRESLRI 

                     FRLRHAAGAISRLDLTQAEILLQQAESLGAQLQQARASAADALALLVGAPPDLAGTPL 

                     ALDDAAVAPSLAPGLPSSLLAQRPDVIAAEHELQASRANIGAARAAFFPRIALTSSIG 

                     SGSSALHELLTSGTGVWSVIPNVTLPLIDGGRNRSNLALAHAQHDEALARYERTIQSA 

                     FRDVSDALASRYWLADEVRIERATLDSQAERARLAKLRYDSGATRFLEVLDAQRDLMN 

                     AEQQWVMTRRALLSSRVALYGALGGATQDGDAAAARPTNESTNPDSIR" 

     gene            50742..51815 

                     /locus_tag="APZ15_32625" 

     CDS             50742..51815 

                     /locus_tag="APZ15_32625" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012218236.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin D" 

                     /protein_id="ALK22667.1" 

                     /translation="MKTLKRPLLIGAGVAVLAIGITYFGWTRWRDGQADAGLVSGNGR 

                     IEATEIDVATKLPGRVTAMLVDEGDFVKAGQPLARMDVVVLQAQLDEARAREAQAVNT 

                     AASIDAQVAQRRSDKAAAEAVVVQRESELDAATRRLARSETLSRDGASSMQELDDDRA 

                     RAGSLRATVNAARAQVQAAQAAIDATRAQLVAAHSAVTAAQATVARVQADISDSDLTS 

                     PRDGRVQYRVAESGEVLPAGGKVLNVVDLSDVYMTFFLPETVVGRVPLGADVRIVLDA 

                     APEYVIPARVSYVSSTAQFTPKTVETATERQKLMFRVKARIDRDLLQRHLKLVKTGLP 

                     GVAWLKVDPNAAWPARLAIKVPQ" 

     gene            51812..54619 

                     /locus_tag="APZ15_32630" 

     CDS             51812..54619 

                     /locus_tag="APZ15_32630" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372529.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug ABC transporter ATP-binding protein" 

                     /protein_id="ALK22668.1" 

                     /translation="MKSALPADTGAGATEAPPAPAPVARLSGVSLRYGDKAALDDVTL 

                     DIPAGRMVGLIGPDGVGKSSLLALVSGARAIQQGRVWALGGDLASRRHRARVCRRIAY 

                     MPQGLGRNLYATLSVEENLQFFARLFGHDAAERRRRIDALTRSTGLHPFLDRPAGKLS 

                     GGMKQKLGLCCALIHDPDLLILDEPTTGVDPLSRAQFWELIARIRAARPAMSVLVATA 

                     YMDEARRFDRLIAMDAGRVLATGSPDELLARTGCDTLEGAFVALLPDAQRRGHEPIRI 

                     APFQPEPAAGYAIEADGLTMRFGDFVAVDHVSLQIRRGEIFGFLGSNGCGKSTTMKML 
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                     TGLLPASEGTATLFGQPVAADDIDTRRRVGYMSQGFSLYGELTVRQNLVLHARLFGVP 

                     EADVPGRIDEMAGRFGLTGVLDALPESLPLGMRQRLSLAVAMVHKPELLILDEPTSGV 

                     DPVARDDFWRLMIELARQDRVTIFISTHFMNEAERCDRISLMHAGRVLASASPGELVR 

                     MRGAGTLEEAFIAYLTDAQRADSVPMDAASDAGWLNAPPEAPAARAGAARAAAWFSPA 

                     RAGSYLWREVLELRRDPLRATLALFGSLVLMCVISIGISLDVDNLTFAVLDRDQSILS 

                     QDYAQNLGGSRYFVPRAPLADEREIDRRMRNGQLSLAIEIPPGFARDVAHGRRVEIGA 

                     WIDGAMPMRAETIRGYVAGMHENWLRDQAKRRLGASLAPTVEIAVRYRYNPDVKSLPA 

                     MIPAIMPMLLLMLPAMLTALAVVRERELGSIVNLYVTPVTRAEFLLGKQAPYVMLPML 

                     NFLLMVVLADVAFGVRIKGSFFTLAAAVLVFNVVATGIGLFASTFTRSQIAAIFMTIV 

                     GTLIPVVQFSGLLTPLSSLEGAGKWIGAVYPATYMLAISRGVYNKALGLGDLSSQFWP 

                     LLAAAPAILAMTAALLRKQER" 

     gene            54622..55746 

                     /locus_tag="APZ15_32635" 

     CDS             54622..55746 

                     /locus_tag="APZ15_32635" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880376.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22669.1" 

                     /translation="MSRLLVIFRLGVKELWSLARDPILLVLIVYTFSASIYVAATARP 

                     ETLHKVPIAIVDEDASPLSARIASAFFPPQFAPPPIVDAAAADHGLDNGDYTFSLDIP 

                     PDFQRDVLAGRHATIQLNVDATRMTQAFTGGGYVQQIVSGEIDAFVRRYRGTASPPVD 

                     LAMRMRFNPNLDEVWFGALMELINNVTMLSMILTGAALIREREHGTIEHLLVMPVTAA 

                     EIMLAKVWSMGLVVTVAAVASLTLVVGGALHVPIPGSIPLFVAGMALHLFATTSMGIF 

                     LATLVRSMPQFGMLLVLVLLPLQLLSGGLTPRESMPLAVQDIMLAAPTTHFVELAQRI 

                     LYRGAGLDAVWIQFAVLFAIGCALFLLSLTRFRKTIAQMA" 

     gene            55929..56135 

                     /locus_tag="APZ15_32640" 

     CDS             55929..56135 

                     /locus_tag="APZ15_32640" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880377.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22670.1" 

                     /translation="MMRLPNRIVLATLGVFTALASLLGVEHAMLAGSPVLPYAVVALV 

                     SGVAAFVAQLDSAAGERRRCARCR" 
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     gene            56119..56349 

                     /locus_tag="APZ15_32645" 

     CDS             56119..56349 

                     /locus_tag="APZ15_32645" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22671.1" 

                     /translation="MQGVDDANFGERLLIVGPSGSGKTTLLGVIPGYVQLLVTDVQYH 

                     QARLAWLQAVAQRLQDTVAFYVALGGGWGDPG" 

     gene            complement(56384..56830) 

                     /locus_tag="APZ15_32650" 

     CDS             complement(56384..56830) 

                     /locus_tag="APZ15_32650" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006415447.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22672.1" 

                     /translation="MTLIANLDGARTGYRLCFVRAPWAWFTCLPLDLQCGQSWADVPY 

                     QDVAQPPYSDSRTQLLRVAFDAPRLLPPEAGRHGQDWSVEQINGGAVPWLRSEEFVDA 

                     MKLAVPAGATLAEFVETIEAAGGTVYGPLGWAELPPWQRPDIVAHT" 

     gene            57117..58520 

                     /locus_tag="APZ15_32655" 

     CDS             57117..58520 

                     /locus_tag="APZ15_32655" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006415440.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MBL fold metallo-hydrolase" 

                     /protein_id="ALK22673.1" 

                     /translation="MKLTFLGATETVTGSKYLLEHGNRRVLVDCGLFQGTKNLRLRNW 

                     SPLPLAPDTLDAVVLTHAHIDHTGYLPVLVREGYRGPVYCTAATAELCDIMLRDSARL 

                     QEEEADFANRHGYSKHHPAQPLYTLDDAQRALQLLKPVAFDECTALGGGLAFRLLPAG 

                     HILGAASVVMHWNHKVLAFSGDLGRYHDPIMQPPLAPAHADFLVVESTYGDRLHPESD 
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                     PENELAALFDKTFARGGVVVMPCFTVGRAQEILHYIARLKASGRMARVPVYLDSPMAT 

                     DVTEIYRHHILEHRLTPSEANALGHAATMIRSVEQSKAIADHHGPMVIIAGSGMATGG 

                     RVLHHLSRYAPDARNTIALVGYQAAGTRGAALAAHEPTLKIHGEYVRVRAQVESITTL 

                     SAHADYEEILRWLGTMQRAPVRTFVTHGEPAAADAMRRRIAERLHWPCEVPTYAQCVD 

                     LDAVESGDTHEPAALSS" 

     gene            complement(58646..59686) 

                     /locus_tag="APZ15_32660" 

     CDS             complement(58646..59686) 

                     /locus_tag="APZ15_32660" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009693635.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alcohol dehydrogenase" 

                     /protein_id="ALK22674.1" 

                     /translation="MKALVYHGPGRKALEERPRPELQSPTDAIVRMTRTTICGTDLHI 

                     LKGDVPTCEPGRILGHEGVGIVEQVGAAVDSLKPGDPVLISCISSCGRCEYCRRGLYS 

                     HCTTGGWILGNRIDGTQAEYVRIPHAQTSLYRIPPGADEDALVMLSDILPTGFECGVL 

                     NGKVQPGCSVAIVGAGPIGLAALLTAQFYSPARIIMIDPDSNRLEVARRFGATDCIDG 

                     RSGDPVAEVMKLTDGVGVDCAIEAVGIPATFEMCTSLVAPGGVVANVGVHGVKADLHL 

                     EKLWDRNISITTRLVDTVSTPMLLKTVRAGRLDPTRLITHRFSLDDVERAYDTFGRAA 

                     QTHALKVIIEVG" 

     gene            complement(59728..60720) 

                     /locus_tag="APZ15_32665" 

     CDS             complement(59728..60720) 

                     /locus_tag="APZ15_32665" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012366074.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphate acetyltransferase" 

                     /protein_id="ALK22675.1" 

                     /translation="MSENPPPEGLDDACLPGLLPRPDGALPELIARARNAAPLVVAVV 

                     HPCDATSLVALAALRTSPLGAAIEPLIVAPRAKVQRVANEASVDLSKWTIEDVPHSHA 

                     AAARAVELAAAGRAGALMKGSLHTDELMGAVVAAGSGLRTDKRMSHCFLIEAPAYPRP 

                     FILTDAAVNIAPDLAQKAAITQNAIDVAHALGVACPRVAVLCAVETVNPAMRSTLDAA 

                     ALAKMAERGQLTGAIVDGPLAFDNAISLRAAHDKGIDSPVAGRADILVVPDIEAGNLL 

                     AKQLEYLGGAVSAGIVVGARVPIVLTSRADSVAVRIASCALATVLAQGRHHLQS" 

     gene            complement(60717..62537) 

                     /locus_tag="APZ15_32670" 
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     CDS             complement(60717..62537) 

                     /locus_tag="APZ15_32670" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006415435.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="poly-beta-hydroxybutyrate polymerase" 

                     /protein_id="ALK22676.1" 

                     /translation="MTASVIRAPFTHESNPPPDRGGQASRSAECPAGTTSPAEQWNRA 

                     AHATVAAMTFGLSPVSLALAMLDWGAHLAVSPGKCFELATQACTAAVAPAANRREGDA 

                     DAADMSGLAVHAGEADPRFAVPAWAGWPFSAYRDSFLSIQRWWRDATRGVPGVERHHE 

                     ELVGFVARQWLDACSPGNFLATNPVALDATMRSGGANLAAGFRNWLDDASALLDRTSG 

                     TRARDTRTYLPGRDVAITPGRVVWRNALCELLQYDPTTPAVAREPILIVPSWIMKYYI 

                     LDLQPHNSLIRFLVDAGYTVFAVSWRNPGAEARDVGLDDYLRDGCMATLDAARSICGE 

                     AVHAVGYCLGGTLLAIGAAALTRDGRQHDALRSVTLLAAQTDFSEPGELGLFIDASEL 

                     SALDALMWRQGYLDGAQMSAAFELLNARDLIWSRMMSEYLLGTRTKPNDLMSWNADTT 

                     RMPYRMHSEYLTRLFLDNDLAAGRYCVDGRPVALSDLDVPTFVVGTERDHVSPWRSVY 

                     KLHLLTHHALTFVLTSGGHNAGIVSEPGHAGRHYRCATREPGAAYRSRHDFVRDTPAV 

                     DGSWWTCWRDWLHARSSGDVPARTPAAGFAAAPGTYVLET" 

     gene            complement(62534..63280) 

                     /locus_tag="APZ15_32675" 

     CDS             complement(62534..63280) 

                     /locus_tag="APZ15_32675" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006415423.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetoacetyl-CoA reductase" 

                     /protein_id="ALK22677.1" 

                     /translation="MSARRVAFVTGGMGGLGAAISRCLHDAGMTVAVSHTEHNDHVAT 

                     WLTQERDAGRAFHAYEVDVADYDACQHCAARVLAEFGRVDVLVNNAGITHDATFVKMT 

                     KGMWDAVLRTNLDSMFNMTKPFVPGMIDAGFGRIVNIGSVNGSRGAYGQTNYAAAKAG 

                     IHGFTKALALELARHGVTVNTVAPGYLDTAMLESVPKEVLDTKILPQIPVGRLGRPDE 

                     IAALVGFLCSDAGAFATGAEFDVNGGMHMQ" 

     gene            complement(63270..63809) 

                     /locus_tag="APZ15_32680" 

     CDS             complement(63270..63809) 

                     /locus_tag="APZ15_32680" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012366071.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22678.1" 

                     /translation="MSAHALTTPNDACRAGCDLALRMAALNRGWQQEWHALAGRCIER 

                     DRDAVRGLQQALTATNEWTAFGEAARLAMRDYTVATVAIWQDATELCMRGQFESAGAW 

                     RTWLREYGPGGLARYQTDWLPDLGRLAVINEASMPWRDWMAAFELGITEAVGASDGGP 

                     VAMRLPDDHLAAREHDHVR" 

     gene            63999..64838 

                     /locus_tag="APZ15_32685" 

     CDS             63999..64838 

                     /locus_tag="APZ15_32685" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012218245.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="universal stress protein UspA" 

                     /protein_id="ALK22679.1" 

                     /translation="MSYKSMVVHLDTSARAHSRLEFALRLARRFGAHLTGLFAVYTPE 

                     PYSFYVMAGSADYFREHRERRDERLAALERLFHAETARAKVPATWVHADERANLAVLR 

                     AARLADLVIAGQSDPNDPETFIDDQFPENLVLSAGRPVLFVPYTGEFPSIGERVFVAW 

                     DGSREAARAAHDALPFLEHAKRTTVAAVVDADSEAATTRIPAADAALMLARHAHDVNV 

                     LDIGTGAGASIGDTLLSRAYETGSDLLVMGAYGHPRWRELVMGGATRTVLGSMTLPVL 

                     MSH" 

     gene            65084..65587 

                     /locus_tag="APZ15_32690" 

     CDS             65084..65587 

                     /locus_tag="APZ15_32690" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012218247.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="universal stress protein UspA" 

                     /protein_id="ALK22680.1" 

                     /translation="MYSNILVALDGSDTSSRALDAALTLAAETGARLTPVYVVDFLVP 

                     AYDTYGYDPSILVDAFREEGLRVTDDAARRLKARDVAGTPQISNVEPAGEDIPRRIVR 

                     LADETGADLIVMGTHGRRGFQRLFLGSVAERVLRLATCPILMIPANCPSEKPAETAAA 

                     STEKEPS" 
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     gene            65584..66417 

                     /locus_tag="APZ15_32695" 

     CDS             65584..66417 

                     /locus_tag="APZ15_32695" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006752858.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="universal stress protein UspA" 

                     /protein_id="ALK22681.1" 

                     /translation="MSYKTLLVHLDDSERCATRVGLALELAARWNAHLIGLYVVCQDL 

                     FEPLRRPDEPLKLAVYERLCEQRRKEAEEKFLTVAERAGRSVEWQAPAGDATAAAILH 

                     ARHADLLVLGQEDPDDRMTYVARHFVEDVVMGSGRPAIVVPYAGDVRTIGENVLIGWD 

                     GGREAARVMADALPLLARARFVNVETVVRGQPDPDKTPAGVDVAAYLERHGVRASFST 

                     TPRDRSVGVGATLLNRVTDLHADLLVMGLYSHARMHERVLGGATRTILETMTVPVLLS 

                     H" 

     gene            complement(66461..66931) 

                     /locus_tag="APZ15_32700" 

     CDS             complement(66461..66931) 

                     /locus_tag="APZ15_32700" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372521.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="universal stress protein A" 

                     /protein_id="ALK22682.1" 

                     /translation="MYARIFAALDGSRASRLALDEAIALARDSGGLIVAVCVVSDAPR 

                     VADVDSGYIGQRDPAGLDADRAAIAVADAETAFRLCGVRGTAHTLDACGEDVSSVLAR 

                     AAAECDAELIVMGTHGRRGVRRALLGSVAESLVRTADRPVLVVREGQGACAAVL" 

     gene            67173..67424 

                     /locus_tag="APZ15_32705" 

     CDS             67173..67424 

                     /locus_tag="APZ15_32705" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22683.1" 
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                     /translation="MTVHVPAFKAGPSPRRVRPARSATLAALLTLALGLATSFGLIGI 

                     RERAHMLDGTVTIENRPGTGFTITVALPLHAIQQGDVLS" 

     gene            67421..68068 

                     /locus_tag="APZ15_32710" 

     CDS             67421..68068 

                     /locus_tag="APZ15_32710" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372519.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LuxR family transcriptional regulator" 

                     /protein_id="ALK22684.1" 

                     /translation="MIRVLIADDHALVRDGLRHILQNASGFEVAGEACDSASTIALVR 

                     GTAANVLVLDLSMPGRNGVELIKQIKDEKPALHVLVLTMHAEQQYAVRAFRAGASGYM 

                     TKESASAELVAALTKIAAGGVYVSLTMAEQFAQSLNEPTDLLPHQRLSDREFDVFRRV 

                     TTGESISEIAQALCVSVKTVSTYKTRILEKMQMPNDTALVRYAMRHKLFDDPDEL" 

     gene            68439..69239 

                     /locus_tag="APZ15_32715" 

     CDS             68439..69239 

                     /locus_tag="APZ15_32715" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006488370.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Crp/Fnr family transcriptional regulator" 

                     /protein_id="ALK23529.1" 

                     /translation="MQSHADVSQTMPLHPLHPLQPSRPFIPLHPVERADQPKRAASRC 

                     STCALRTVCMPPDLSPDDFARVDAMICTTRHVRRGETLFRAGDAFNSIYAVRTGSFKT 

                     IVMHRDGDEQITGFQIVGESLGLDGVHTGRHNGDAIALEDSTVCIIPFGQLEQMCRDV 

                     RPMQHHVYQMMSGEIVRESAQMLLLGTMTAEQRVAAFLLNLSTRFKARGYSAAEFVLR 

                     MTRDEIGEYLGMKLETVSRMMSKFQRKGLVAAQGKQIRIVDSDGLGRI" 

     gene            complement(69271..70260) 

                     /locus_tag="APZ15_32720" 

     CDS             complement(69271..70260) 

                     /locus_tag="APZ15_32720" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006752861.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="alcohol dehydrogenase" 

                     /protein_id="ALK22685.1" 

                     /translation="MLAMMFDGTTPHLREARVPDPLPAPGQLLIDVHACGVCRTDLHV 

                     VDGELAHPKLPLVPGHEIVGTVRVLGEGVTGFSVGDRVGVPWLGSTCGHCAYCASGRE 

                     NLCDSPGFTGYTIDGGYAECAVADHRYCVHLPRRYSDLEAAPLLCAGLIGYRTLRMAG 

                     DARRVGIYGFGAAAHLVAQVAHFEGRKVFALTKPGDTVAQQLALSLGAAWAGGSDETP 

                     PEPLDAALVFAPVGALVPAALRAVDKGGIVVCGGIHMSDIPGFPYAWLWGERRIASVA 

                     NLTRADAAAFMRIADAMPLRVEAVRYALTDANRALDDLRAGRVSGAAVLGMRG" 

     gene            70435..71436 

                     /locus_tag="APZ15_32725" 

     CDS             70435..71436 

                     /locus_tag="APZ15_32725" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372517.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nitroreductase" 

                     /protein_id="ALK22686.1" 

                     /translation="MTAVPPLAASAHPEAHLKSLLAYAVLAPSSHNSQPWRFIVDGPT 

                     IAVCADRVRALPVVDPFDRELIISCGAALLNLRVALDHAGLAHTISTFPSEVDPDLLA 

                     LVRVCDDGYSDASLGALFDAIPERVTTRAPFESTAVPDTLQRELIAAGAAEGVEVACV 

                     DAIAHRARVAELVAEADRQQFADPRFRRELASWIDPRRHVDGMPAFAAGVPTLLDFAA 

                     PVVTMAVRTFDLGNGLAALHHQLVGASPLIVCLSTVRDDREAWLAAGQALERVLLVAT 

                     RAGHTASYLNQPIETAGLRAHLRHMLGLRGEPQLLLRVGRGPHTPHSPRRPLDEVVS" 

     gene            71488..71823 

                     /locus_tag="APZ15_32730" 

     CDS             71488..71823 

                     /locus_tag="APZ15_32730" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006493297.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C" 

                     /protein_id="ALK22687.1" 

                     /translation="MNLLRFAALCAIAAAAGPAAAQTAVPEPTDLVNAQHCMFCHTPD 

                     MRFLGPSFHEIAQRYRGDPAAAAELERKLRVGGRVHWGDTPMPSAEDRGGPLSADDAH 

                     QLVQWVLSQ" 

     gene            71846..72835 

                     /locus_tag="APZ15_32735" 
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     CDS             71846..72835 

                     /locus_tag="APZ15_32735" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372515.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22688.1" 

                     /translation="MPTAIKRLPARTVRGNARRRAAPGAPPADTRGTRARTRPDALAG 

                     NDDSARPGPRRARRPAQRPKRTPADDDATILQRASMRGIRLQLDYWKAEARLQSEGIG 

                     HAVVIYGSTRIVAPAVANARLDEANRLLAQRPHDAGRRRAVAAASRLVEHSAYYRVAR 

                     EFGRIVGHADRCTRAARLAVVTGGGPGIMEAANRGAYELGAPSIGLNIELPREQAPNP 

                     YITPGLGFRFHYFAIRKLHLLERAKAAVFFPGGYGTFDELFEVLTLLQTRKIPPLPVI 

                     LVGEAYWRRAVDLAFLADEGMIDRRDLDLFTYCESAPDIWRAIGSWYARRRAV" 

     gene            72975..73199 

                     /locus_tag="APZ15_32740" 

     CDS             72975..73199 

                     /locus_tag="APZ15_32740" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372514.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22689.1" 

                     /translation="MTHATPLPDSGDQARRPDAAALDTQALVALARDAGMLVILDGQI 

                     GRERYESVTGSIATLARFAQALQLSALKAA" 

     gene            73315..75081 

                     /locus_tag="APZ15_32745" 

     CDS             73315..75081 

                     /locus_tag="APZ15_32745" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006488350.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transporter" 

                     /protein_id="ALK22690.1" 

                     /translation="MNRHLSEHVAHLFPGIALLTHYRRAWLSRDLYAGIALSAVLVPV 

                     GMSYAQAAGLPAVTGLHASIAALLAYALLGPSRILVLGPDSALAALIAGAIAPLADHD 
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                     PQRAIALAGAMALSAGTICILLGTLRLGFVTDLLSRPIQYGYLNGIAIALAIGRLPEL 

                     LGMPAAGGDVFSSVPPIVHALAEGRFSTDAALLGIGALATIFLMKRVMPRAPGVLIAV 

                     LAATVVAHVSPLHGIATVGTLPAGAPVAHLPVVSVADLGALASGAVAVALVSFADISM 

                     LSRALSARSGETPDRNQELVALGAANLLAGMMQGCAVSSSASRTPVAIAAGAQSQVTN 

                     LVAAACIAILLVAAPTLLTGVPRAALAAVVMYAAFGIADVRSVVRLYRMRRGECLIAV 

                     LCFAGVVGIGVVPGILLASALSLLSFVWRAWHPYDAVLGRLAGVRGYHDIARHPDAVQ 

                     TPGLLLFRWDAPLFYANVEIFCEHLHAAIVSSASPVTRIVIAAEPVTDIDVSAADRLV 

                     ALCEELRAQTIALDFAEMKGPVKDRLRAYGLFDAFDPASFFPTVTDAVAHHVRRQREH 

                     ARDDEPVAHPAPPPADRDRADG" 

     gene            complement(75174..75413) 

                     /locus_tag="APZ15_32750" 

     CDS             complement(75174..75413) 

                     /locus_tag="APZ15_32750" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372513.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="UDP-glucose 4-epimerase" 

                     /protein_id="ALK22691.1" 

                     /translation="MTLSGEVHDADWSVTIETIAAEAGGYRCRIHVTFTSPDGACERT 

                     FAHSRNHDTEREAAIDGLRAGMTWVEMRKSNTFTV" 

     gene            complement(75469..76119) 

                     /locus_tag="APZ15_32755" 

     CDS             complement(75469..76119) 

                     /locus_tag="APZ15_32755" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006488287.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="OsmY domain-containing protein" 

                     /protein_id="ALK23530.1" 

                     /translation="MKTDKQLKQDVQDELESDPAIDATRIGVEVVNRIVTLSGHPPSY 

                     AEKLAIERAANRVAGVKALVVDMTVHLPDDDVRTDEDIANAVRSVLHWTVGLHDDAVK 

                     VQVEHGWITLSGRVDWAYQSHMAVRAISQMRSVTGVTDHIAVQGAVGSADIGGSIKRA 

                     IMRHAEREAKHIAIEVHDGTVRLSGKVGSFSERKAVRGAAWSARGVRAVVDDLVVE" 

     gene            76350..77015 

                     /locus_tag="APZ15_32760" 

     CDS             76350..77015 

                     /locus_tag="APZ15_32760" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012218259.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nitroreductase" 

                     /protein_id="ALK22692.1" 

                     /translation="MTEQQLLAYSPTPPAGPVSPQGESPPLIDLPYPDLDGGPPLMTA 

                     LAARMSSREFAATPLPPATLGAMLWAADGVNRPVGGGRTAPSAHAFNEIDVYVALPYG 

                     VYRYDAPAHRLVLKHAVDARNLTGYQDFVGRAPLDLVYVVRTAAILDMPPQQRDVFSA 

                     IAAGAIAQNVSLYCAGAGLGTVVRGWINHRVLADALRLNEDELPILAQTVGYRAGGAA 

                     SNA" 

     gene            complement(77120..77554) 

                     /locus_tag="APZ15_32765" 

     CDS             complement(77120..77554) 

                     /locus_tag="APZ15_32765" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372510.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="heat-shock protein Hsp20" 

                     /protein_id="ALK22693.1" 

                     /translation="MSNVTRYDPFSIEPVADLFQGLFRPLRGMTLADEPDLASMKIDV 

                     TESDDAYKVNAELPGVARDDIDVQVTGSTVSINAKIQRNSEQKEGERVIRRERYSGAV 

                     SRSFSLSGEIDDAKATATYQDGVLSLTLPKKAPVAQKKLTIG" 

     gene            complement(77735..78010) 

                     /locus_tag="APZ15_32770" 

     CDS             complement(77735..78010) 

                     /locus_tag="APZ15_32770" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014726047.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22694.1" 

                     /translation="MQISFPCEHPTYCSQDPALAFPALVEGRRVHCAITAEALEDHFR 

                     AASPREQDLVEAFARHRPAIERAARCLLEEMGGRPILLHSGYFRFCT" 

     gene            complement(78108..78581) 

                     /locus_tag="APZ15_32775" 

     CDS             complement(78108..78581) 
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                     /locus_tag="APZ15_32775" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880410.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="universal stress protein UspA" 

                     /protein_id="ALK22695.1" 

                     /translation="MYTNIMVAVDGSPSSKLALDEGLKVARSYGARLFAVFVVDRSLL 

                     VTYAGRMDPDALLDEVRRDGAAVLRSAERAISHAAVNGDTEIVETEPGQNVAERLQRY 

                     VVERSIDLAVIGTHGRRGVRRLFLGSVAERFLRGSSCPVLLVRAGDAAPAAAAAA" 

     gene            complement(78724..79197) 

                     /locus_tag="APZ15_32780" 

     CDS             complement(78724..79197) 

                     /locus_tag="APZ15_32780" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372507.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22696.1" 

                     /translation="MKQRVWAVGVLLALGACAGVERNAAFRSTETQLFATRQAAALQC 

                     STPAECDRAWRLARRYVEGHSSTRITRADADTIETAPPFLAGEVYLWASRTASGGGAA 

                     VIRLKAMCKGMYGSDGGPGWRYDACATKILDIERGFRADVSQARSPDAPQPVAPR" 

     gene            complement(79442..80296) 

                     /locus_tag="APZ15_32785" 

     CDS             complement(79442..80296) 

                     /locus_tag="APZ15_32785" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019431690.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22697.1" 

                     /translation="MLMLLLAACGGDSDSSVPGGPVAAASARASQAAAWKPLVPGTSW 

                     QWQIDGNTINEKVLDGVNNARKMYDVDMELTDAGTIQRLKAKGITVVCYMEVGGREDT 

                     RGDAGRFPDSVLGYPVEGYEDHERWLDIRQTAILMPLMLARLDMAKKKGCDGIEPDLD 

                     DSYRQETGFPLTRDDQLRYNTALIAAAHDRGMSMGLKNGSGIAAAMAKVADWALNEQC 

                     NRFHECGSYASFIALNKAVFNVEYTRPDGMTLAAFCPADNQAGFDGILKLSSDTLSAL 
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                     PRAACRFE" 

     gene            80639..81790 

                     /locus_tag="APZ15_32790" 

     CDS             80639..81790 

                     /locus_tag="APZ15_32790" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878004.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA dehydrogenase" 

                     /protein_id="ALK22698.1" 

                     /translation="MNFEATPDQRAAAATYRAVALRHFASSPRRGFDWATWRALSEAG 

                     LWRTLVAGRDAGADASLNVFIAAFEAIVTATRSVGFAMALANQATVIRALLLHGTPSQ 

                     RDRFLPALTSGAVAATAISEKGTGTEIRALQSRVTLDGQDCRLDGHKYNISHAPDAAL 

                     ILVAASAAHDGRPGTALVLLDPQRAGVTRTAPQETLGVADLPIGDMTFDGVPVGTDDL 

                     LCTPKDGLRVLMDIASMNRALFGLLCADVVGPFLADALAYVGERGALGVTLDKHQHVQ 

                     RRLVDIHVGAERSRWMALAALDQLRAGDPSALASCSIAKLGGARDLTQAALHLLAIYG 

                     SDGYRRGPLATFVADALAMGTAGGTEEMHARNIFSQMQRRATASHMHAA" 

     gene            81829..82233 

                     /locus_tag="APZ15_32795" 

     CDS             81829..82233 

                     /locus_tag="APZ15_32795" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878005.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thioesterase" 

                     /protein_id="ALK22699.1" 

                     /translation="MTIQPGLRARATHRVDTISLADQWGGEAHALASPIMIIFIEQTC 

                     MQATDHLLGSDLMTVGYNFEIKHLAPTPPDWEVTVDAELISVEGRMMTYKVSVRDAAG 

                     VVGEGIHTRCAVGRDSFHERLAERRDRAPVAQ" 

     gene            82257..83246 

                     /locus_tag="APZ15_32800" 

     CDS             82257..83246 

                     /locus_tag="APZ15_32800" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878006.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="2-nitropropane dioxygenase" 

                     /protein_id="ALK22700.1" 

                     /translation="MRPTPLHDLRLPLIASPMLIASYPEMVLAQCKSGIVGAFPALNA 

                     RPSAQLGDWIDRIDEELAAHRAAHPDACVGPYAVNHICHQTNTRLEADLRICIDRRTP 

                     ILITSLRAPPREIVEAVHAYGGVVLHDVTTVRHAEKALEAGVDGLILVAAGAGGHAGT 

                     LSPFALVSEVRRIHDGFIALSGAIATGAAIAAALALGADCAYMGTRFLASHEANVAQR 

                     YKDTIVEATAADIVYTDAFSGVHGNYLRQSIEAAGMDVRNLPRSEHAHLDFSPESGAR 

                     QWRDIWGAGQGVGSMDTVLSVEQIVAQLEIEYGVALERVRHESARIGRHAPAH" 

     gene            83287..84423 

                     /locus_tag="APZ15_32805" 

     CDS             83287..84423 

                     /locus_tag="APZ15_32805" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017424191.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chorismate mutase" 

                     /protein_id="ALK22701.1" 

                     /translation="MTLTATDLPALDPVALQRAQIDAIDQELLALIARRMQHAAAIGR 

                     FKALDGRTIRQPARETEIVAGLCARPHGLLQARHVAAIWHTLFRVSRELQRVPSVAFL 

                     GPPGTFTETAMQRYFGAPIRPHACDTLEATFAALAAANVDHAVVPIENSTEGTVTRAI 

                     DLLADATAPVVGEIVLPVAHCLLSASGTLEGVDCVLGHQQALAQCRAWLDAHAPQLRR 

                     VPVASNAAAAREAASMTDCAAIAGERAADQYGLRIVANAIQDEPGNRTRFLVLGGPPA 

                     EPTGHDRTSLLLQLDDTIGALAGVFDALARHRISVLWLDARPGRAAGWAYRFFVDIDG 

                     HQDDAHVRAALGDIRTIAADLRILGSYPRAPFVDAGAVAEPSAT" 

     gene            84420..85100 

                     /locus_tag="APZ15_32810" 

     CDS             84420..85100 

                     /locus_tag="APZ15_32810" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22702.1" 

                     /translation="MSAASADTAVARRVRAICDGHDDRLLVLLGVVPPSLRRDTGAWL 

                     RALRADYEDELELLTHVQRVATPDVDDDARAALLRRLGRLRLPTALVVDTSATAYGRW 

                     CTRNGATAHGWRLLETARGAAPVGGVLVPWRDCLAAPATSRRVLADFGHAWAGIDTSV 

                     AMLTDALLANDVQVGGIALGDLLAQPGAAPVSPARMTGVLDRLANTVRLRRITAATRR 

                     THSLRSRL" 
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     gene            85136..85612 

                     /locus_tag="APZ15_32815" 

     CDS             85136..85612 

                     /locus_tag="APZ15_32815" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878008.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="shikimate kinase" 

                     /protein_id="ALK23531.1" 

                     /translation="MPGAGKTTIGAALAAALDRPFADSDREMEQRFGAPLAMLFPLPT 

                     FRAREAGVIDALSQRDTLILATGGGAVLRDDTRARLKARCHVIYLVSDIDALYRRTGR 

                     DPARPLLNVPDPRAVLAELQRTRDPLYRACAHRLLDTRGASIDEIVAAALAESASA" 

     gene            85844..87223 

                     /locus_tag="APZ15_32820" 

     CDS             85844..87223 

                     /locus_tag="APZ15_32820" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019921806.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22703.1" 

                     /translation="MAGCAPFGQQPDQQKITPVEQLDPGLALHAAKGQADVDAQWWRT 

                     FGDPQLDRVLADALAGAPSLKAQRARVDEALAQADVSAADSLPLLGAAVSATPTRLPR 

                     SYTTPPPAAGHWQVNAQALLNASFDLDVAGRLRALTRAATLRAGEQQSLERAATVSLQ 

                     AALVETYLQLALELQLLDIANDTLRQHDYLLRLTRQREAAGLDMPVAVARAGEPLPLA 

                     QADVERQRAAVALLRHRLAALVGRGPGYADTLTPSPRVLHAVAPLPATLPAALVGRRP 

                     DILAARYRVEAASADIDAARAAFYPDINLMAFVGVQSFGFRALLHGSSGTFGAGPAIT 

                     LPIFEGGRLRAGLRAQTDAYNAAVADYDDTVVNALAQVSDSLVQLDALARQRDLNRDA 

                     LARAQQTYDIETRRYQKGISGYLDVLLAETRLLEDRRSVARADTSLAVEHVRLIAALG 

                     GATNPGAQQ" 

     gene            87220..88467 

                     /locus_tag="APZ15_32825" 

     CDS             87220..88467 

                     /locus_tag="APZ15_32825" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878010.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin D" 

                     /protein_id="ALK22704.1" 

                     /translation="MNRTDTPPAAAPAAAGAASPPPAEQALRTTRRRYFRWFFIALAL 

                     AALAGGYWWVTSRGTETTDDAYVTGDVVQVSPQVAGTVDTIMVQNAEWVHAGDPLFRV 

                     DPTDAKLALDDAVAQLAHAVREYRTAHADTAREAAQILQRKAELSKASDDLQRRLGLA 

                     QDGGVSREDIRHARDAMTSASAALDAQQAAYDASRARVDGTSIDSNPLVRAAAARVRS 

                     AALALRRTEIRAPLAGLVTRRVVQVGQHVTPGAPAMALVPLDHVWVEANFKESQLRGM 

                     HAGQAVELRSDLYGSDVVFHGRIEGVEAGTGSAFASVPAQNATGNWIKVVQRVPVRVA 

                     LDPGELRAHPLRIGLSMNASVVLGDNAPGTASASVRPAPAAARRPIDATSIFDDDASS 

                     GDALVNDTIRANDGVAVRRAPGA" 

     gene            88470..90008 

                     /gene="emrB" 

                     /locus_tag="APZ15_32830" 

     CDS             88470..90008 

                     /gene="emrB" 

                     /locus_tag="APZ15_32830" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878011.1" 

                     /note="multidrug MFS transporte; with EmrA is involved in 

                     resistance to hydrophobic antibiotics such as nalidixic 

                     acid; Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug resistance protein B" 

                     /protein_id="ALK22705.1" 

                     /translation="MAPVARAAAPKLPLEPLQGPALVLVAIAISVANFMQTLDLTIAN 

                     VAVPTIAGDLGVAPDMGTWMLTSFATPLAITLPLTGWLAQRFGQVRLFRVSVVLFVLT 

                     SILCGLAPNFESLLLFRALQGAASGPITALSQALLLAVFPAARRNVALSVWQTTTFVA 

                     PVLGPIAGGWITDNLSWPYIFYVNVPTGALVLLVLTRFLGRRDNPTRHLPVDFVGLLL 

                     LAAAFGSLQLMLDRGQNLDWFAAVEIRALAVLCVVSFVALVLWELTDAHPIVDLRLFA 

                     DRGFTAGTIAVTVGFGVYYGALVLVPLWLQTEQGYTATWAGIATAPLGIAGIVIAPLI 

                     GRIQGRTDPRHLATVALVGWGAASFWRMGFNTDVTLGDIAANSLLMGAATAFFITPLV 

                     SLSIAGLPRERLPAASGVQNALRRIGTSVATSVAPTYFERRSRVHNTYLVDRITPFDP 

                     AAGDWLARLEHAGMSPAGALASVSRSIDVQAHMLALNDFSFGCLLLFGATLLTVWSIR 

                     YRRP" 

     gene            90032..91231 

                     /locus_tag="APZ15_32835" 

     CDS             90032..91231 

                     /locus_tag="APZ15_32835" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017424201.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22706.1" 

                     /translation="MNAPDLQNVVAPDIAPARTARLICFGVFLGALTFGLLLPVVPLY 

                     VHDTLGFGTLVVGTAVGAQFLATVLTRSVAGRRADHRGAKRTMCAGLVSCVVAGGVYV 

                     ASATAPAGPGARLALLVAARLLSGLGESQLVTGALAWGIGTLGATRSGRVLSWTGMAL 

                     YGAIALGAPCGMALARAGGLAAVAGATIVLPCIALALVASLPAVAPQPGLRVPLSRVL 

                     RIIARPGCSLALQGVGFAAIGAFVTLLFQARGWEGAGLALSCFGGAFVLVRVLFGHLP 

                     DRFGGYPVALAALAVEAIGQLLLWAAPVSGVALVGATVSGLGCSLVFPALGVATLRHV 

                     PAQARGTALGGFTAFQDVAYACTGPLAGWVVARTDYPSAFAVGACAAFAGVLLTAWLM 

                     HTDRSPP" 

     gene            91347..92369 

                     /locus_tag="APZ15_32840" 

     CDS             91347..92369 

                     /locus_tag="APZ15_32840" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014435049.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldo/keto reductase" 

                     /protein_id="ALK22707.1" 

                     /translation="MEYRTLGGTGFKVPVLSLGTATFGGGNAFFREWGSTDAAGAREL 

                     LDIALDAGISMFDSADVYSDGLAEELLGQAIAGRRDRVIVSTKGTFRLGEGPNDVGSS 

                     RHHLANAIHGSLKRLGTDYIDVYQLHGFDAQTRVEETLRTLDDFVRAGKIRVIGCSNF 

                     SGWHLMKSLAAADRDGLTRHAVHQVYYSLIGRDYETELMPLALDQQVSAIVWSPLGWG 

                     RLTGLIGRGRPLPETSRLHKTANEGPPVTDALLHHVVDALDEIAAETGKSVAQVALNW 

                     LLRRPTVANVIIGARNATQLRENAQAASWALTPDQVKRLDAASTTQLPYPYWHQRGFE 

                     RNPAPV" 

     gene            complement(92366..93568) 

                     /locus_tag="APZ15_32845" 

     CDS             complement(92366..93568) 

                     /locus_tag="APZ15_32845" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017432279.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="salicylate 1-monooxygenase" 
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                     /protein_id="ALK23532.1" 

                     /translation="MLQRIGHDVRLFEQAPAFARVGAGIHLSPNLMRVMRLLGVHRQA 

                     LWAGQEPDAFANRQAADGELLYRLPLGEHAIGRFGATFVTLKRGDLHAALLGAVAPGT 

                     IAWGKRLAGLDPAGDAIRLTFEDGSSETADLVIGADGLRSRVREALRGFEAPEFSGQV 

                     AFRGAYPRALLGELAIEDLTKWWGDRKFVLSYWLDRARREFYFAAMTPQAEWPTQASS 

                     MPGDVDEMQAIFADFHPAVRHMLARAPRESVMKWALFERSPQFEFGNERVVLIGDACH 

                     PMRPFMSQGAAMALEDATILLRALIGSSNAASAFSTYAQCRVARLGEVHRVSAANTFM 

                     HGPTEPDWVFGYDALTAHASPALPPLPVELDWLVGASPLAARMQAAATRAVPSHRSPP 

                     MPHAQAPY" 

     gene            complement(93637..93954) 

                     /locus_tag="APZ15_32850" 

     CDS             complement(93637..93954) 

                     /locus_tag="APZ15_32850" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878014.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-fructose-6-phosphate amidotransferase" 

                     /protein_id="ALK22708.1" 

                     /translation="MTAYIVFDIDVHDARGYEQYREIGAPTVAEFGGRFLVRGGEAAT 

                     LEGAWSPRRVVVLEFDSIDRAKAWYESDGYRRARDIRERTARTIGIIVQGAAPAATVG 

                     EQG" 

     gene            complement(94004..94291) 

                     /locus_tag="APZ15_32855" 

     CDS             complement(94004..94291) 

                     /locus_tag="APZ15_32855" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878015.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-fructose-6-phosphate amidotransferase" 

                     /protein_id="ALK22709.1" 

                     /translation="MSAYVVVDVDVYDEVRFAEYRKLGVPTIAAHGGRVLARSDDVVV 

                     LEGEWTPRRLVVLEFDDLDAARRWHGSDEYQRARQLRLDAADTHSIALGSL" 

     gene            complement(94288..94650) 

                     /locus_tag="APZ15_32860" 

     CDS             complement(94288..94650) 

                     /locus_tag="APZ15_32860" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017424202.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="naphthalene 1,2-dioxygenase" 

                     /protein_id="ALK22710.1" 

                     /translation="MKTEWTYAVDTAAVREEGLTGVIVGGRDIALFAVDDEIFATDNQ 

                     CTHGEARLSDGFLLDDEIECPLHQGRFSVRTGAALCAPVTACVKTFPVKIEAGRVFVR 

                     FDTEVAHDEADASTGERT" 

     gene            complement(94660..95193) 

                     /locus_tag="APZ15_32865" 

     CDS             complement(94660..95193) 

                     /locus_tag="APZ15_32865" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878017.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="salicylate hydroxylase" 

                     /protein_id="ALK22711.1" 

                     /translation="MTISSALADARPATRGTGTVAATFADFYGLVDLNARYASALDRG 

                     DWDAWPEFFEEDCTYQLLPRENHERDFPLALLAFESKGMLKDRVYGIKETLFYDPYYQ 

                     RHLIGTPLITYLDESVIEAETNYAVLRTKSEQMSDVYNTGRYLDRIRRTPHGLRFESR 

                     ICVYDSEMVPNSIIYPI" 

     gene            complement(95194..96453) 

                     /locus_tag="APZ15_32870" 

     CDS             complement(95194..96453) 

                     /locus_tag="APZ15_32870" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017424203.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="salicylate hydroxylase" 

                     /protein_id="ALK22712.1" 

                     /translation="MNSPIDIAHALDWKGDGASRTPFEAYTSDALYQRELERLFYSKH 

                     WCYIGLEAEVPSPGDFQRTEVGERSVVMTRTEDGEVVVFENACAHRGMQFCRERAGNA 

                     KDFHCPYHQWNYDLKGNLVGVPFRRGVRQSGKINGGMPPDFDPKNHALRRLRVSTRGG 

                     AVFASFDQDVESFEDFLGPDILRYYDRLFHGPKLTVLGYTRQRVPSNWKLMVENIKDP 

                     YHAGLLHTWFVNFGLWRADNPAQLVTDAHHRHGAMISIRSGGGGGEVTHNVTSFKERM 

                     TLNDDRFLDVVHEPWWGEPTVVMLTLMPSVIIQQQVNALSTRRIRPVSPGVFDYVWTH 

                     FGFETDDEDMTRRRLRQANLFGPAGFVSADDGEVIECVQQSFEQIQHGNVYNELGGRE 
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                     VDERTDHMVSETLVRGMYQYWRHVMEA" 

     gene            complement(96531..97520) 

                     /locus_tag="APZ15_32875" 

                     /pseudo 

     CDS             complement(96531..97520) 

                     /locus_tag="APZ15_32875" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014291698.1" 

                     /note="catalyzes the formation of 

                     3-deoxy-D-arabino-hept-2-ulosonate 7 phosphate from 

                     phosphoenolpyruvate and D-erythrose 4-phosphate, 

                     phenylalanine sensitive; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phospho-2-dehydro-3-deoxyheptonate aldolase" 

     gene            97775..98200 

                     /locus_tag="APZ15_32880" 

     CDS             97775..98200 

                     /locus_tag="APZ15_32880" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878020.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thioesterase" 

                     /protein_id="ALK22713.1" 

                     /translation="MTKNHYETEITVKYRETDGLGHVSSPVYYDYLQHAYLTFMHDLL 

                     ELPYSEKLPHIMVKTSCEYLKPAQYGDTITVRSSITRFGSKSFELEHLMMRDNGAAGD 

                     DAIVARAQSTHVMFDYASNATMPVPEEFKARVLAFQGAI" 

     gene            complement(98857..99783) 

                     /locus_tag="APZ15_32885" 

     CDS             complement(98857..99783) 

                     /locus_tag="APZ15_32885" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878021.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 
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                     /protein_id="ALK23533.1" 

                     /translation="MNAPDLNLLIVLDALLSENSVARAAETLGLSPSALSRSLARLRA 

                     TTGDPLLVRAGRDLVPTPHALELRVQVRALVEGAQAVLCPCKNADLGGLERTFTIRAN 

                     EGFVDTFAAELLALVMETAPNVRLRFAPKPDKSVEALRMGAVDLEIGVVGHTGPELRV 

                     QALFRDRFIGVVRAGHPLAREEVTPQRYASFGHISVSRRGQLSGPIDNVLDTLGLQRT 

                     VAAIVSGFPAALSLARDSDLIANVPERQTAKSRGGMFSFPLPVLTATLTVSQIWHPRF 

                     DNDPAHRWLRSCLRRVCATQASSLYDVGAPEP" 

     gene            complement(100449..102935) 

                     /locus_tag="APZ15_32890" 

     CDS             complement(100449..102935) 

                     /locus_tag="APZ15_32890" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335719.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cell envelope biogenesis protein AsmA" 

                     /protein_id="ALK22714.1" 

                     /translation="MHIGHTVGKVAAWLAVIVTLALAALVIFIVTFDWNRARPWIDDK 

                     VSDAIGRQFAINGELRIDWRRPVSEQGWRAWVPWPRFSARDVTIANPDWARTKYFVML 

                     DMISFEVEALPLMARRIVIPAIDLVNPSVDLERIRDGRVNWTLKLKSPAQPGRWTLDL 

                     HQIAFAQGRLGYYDQQKQFDLSAVVDTLGQPIPFGAVVKQQEALAQHESARAVGPAGQ 

                     KKLAAQARAGPAQPVVPASGAEAASRASAAASQALAAASNAAATTSRTTIAPAASGPS 

                     MASSAPAVAASGATASATTSASTGAASAAPAASAGVGTYAIGWTVKGTYKKGAVAGTG 

                     KIGNVLEVQGAQHPFPVQADLRFGDTHLALVGTLTDPAHLAAVDLRLWLAGTSMAKLY 

                     DVTGLTLPETAPYATDGRLVGQFRASGNVFKYEDFTGRVGGSDINGSLVYVSREPRPL 

                     LSGTLVSRLLQFSDLAPLIGADTNASKARRGAAVAQPANKALPVEAFRTDRWKKIDAD 

                     VRLTGRRIVKTASLPITDLSTHVVLHDGVLTLNPLNFGVAGGTLASNIHLDGSGTPLK 

                     GRFSLQARHLKLKQLFPTFPVMQTALGEVNGDAALSATGNSPAALAATSNGEVKTLVT 

                     DGTVSLLLMEAAGLNVANVVYEKLFGTRDVRINCGVADFVVTDGVLDSRVFALDTEDA 

                     VIGMDGNVNLRDETMNLTIHPHTKGFRVISLRSPLYVTGSFKQPHVGVKAGALIARGG 

                     AAIGLGLLNPLASLLALLQPGRSRSLPCGQMLADMEQRPTAPPPGVRQGKKAVPAYMN 

                     APLAASAASAPDGAEPGHSTRANRGSSHDR" 

     gene            103189..104997 

                     /locus_tag="APZ15_32895" 

     CDS             103189..104997 

                     /locus_tag="APZ15_32895" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100254.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="alkaline phosphatase" 

                     /protein_id="ALK22715.1" 

                     /translation="MDRRHFLKSSAFFTIAAAAAAVPYDVSPAGLPGSTVRKKTSQFP 

                     QGVASGDPRDRSIVFWTRCVPVPRGDQHDARSAARAVPLRLEVSTLPDFSTLVASVPL 

                     RALAIYDFTVRAKVTALSPKTTYHYRFVASGDVSMTGVARTAPEAGEANEQVRFAWLT 

                     CQDWSVNHWQAMTLMAAERDLDFVVHVGDYIYETVGTSPPGQAEPAHSPLHLPDGKRL 

                     ADGRAYADTLEDYRTLYRTYRTDSRLQTLHQRLPMIAIWDDHEFSDDCWQDHQVYTNE 

                     ERQETRRRRNASRAWAEYMPVDWGDVRFEPDNPSYTNIRIYRDFRFGMLMHLVMTDER 

                     LYRDDHVVSEAAIARAHGHDPVHGDDAAGSRYFVKQDGLLRDEARLARQLGRPPSLLG 

                     PEQTQWWKAAMKDSPATWKVWGNEVMLNRLWFVMPGAPKTPGARLVVDCDAWDGYPAH 

                     KHELLAYLREHGIHNVVAITGDLHAFQCGIVRDDPDPATGVPVIVDFVCAGISSMSFY 

                     SYLKAAWNGTPLASIAATPARLDRFLMANNPDLCHADHDAQGYASATVTPDSFSVTFN 

                     KMKPLNPDGAAPADALLGRTRLTVPRDSVEVRVEHM" 

     gene            complement(106192..106758) 

                     /locus_tag="APZ15_32900" 

     CDS             complement(106192..106758) 

                     /locus_tag="APZ15_32900" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009770169.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22716.1" 

                     /translation="MRKSREEASETRKRIVETAAREFREKGVVGAGIADIMSAAGLTP 

                     GGFYRHFESKDHLVAEACDVASATLYGTLESFVQGKPPREARREIAERYLSVAHRDNM 

                     SIGCPFAALGGDMARADSRTRQVATDGFLRLVGLIEAQLGGTEASKRGKSLAAASAMI 

                     GALMMSRVVDNEALSEEILEAARDALCR" 

     gene            106916..107845 

                     /locus_tag="APZ15_32905" 

     CDS             106916..107845 

                     /locus_tag="APZ15_32905" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006020023.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="epoxide hydrolase" 

                     /protein_id="ALK22717.1" 

                     /translation="MHYVEQGSGPLILLCHGWPESWFSWRHQIAPLARAGYRVVAMDQ 

                     RGYADTDAPQAIDAYNVLNLVADLVGLVHALGEEHAILVGHDWGSMVAASAALLRPDM 

                     FRKLALLSVPYLPRQTLRPAVRFQLLTQEQHFYQQYFQEPGRIERELDADVRRALLGI 
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                     LYSASGQARSSEKHRHSSFVRFDKASRLVDSLVFPDEQLAWLTTEELDYFTAQFKVSG 

                     FRGGINWYRNFDRNWELTPFLDGARILQPTVFIAGELDGVLKMAKDEYETLELNVPNL 

                     KGKHLIAGIGHYAQQEAPDAVNQLLLSFLSDRG" 

     gene            107857..109236 

                     /locus_tag="APZ15_32910" 

     CDS             107857..109236 

                     /locus_tag="APZ15_32910" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004273210.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MATE family efflux transporter" 

                     /protein_id="ALK22718.1" 

                     /translation="MDQTSNKPDAGALRRARILGGPLFRTLLSLGVTTMAVLIAQTFV 

                     GVLETWYVSFLGTDSLVGVSLVFPISMLMTMMSNGGIGGGVASAVARAIGGGKRRDAD 

                     ALVLHAVVVAVALGCLFTILAWCYGPELYAALGGRGPGLAAAVTYSNYVFAGAIPVWI 

                     VNLLCAALRGSGNVKIPAITTFAGALVLIPLSPLLIFGIGPVPGLGIAGAGIAVSLYY 

                     SIAAVALLIYMARGHAGLVLTRTPLNLRFFSDILRVGALSSIGALQLNLMVVLLTAVV 

                     GRFGQAALAGYGIASRLDYVLIPLLFGLGTAVLTVVGTCMGAGDIARARRATWLGIAM 

                     GAGFTQIIGLVVAIHPPVWLGLFTHDTATTHFGGLYLRTIAPLYGLVGVSFILSFAAQ 

                     GIGRPFWTILGGTARLFIAAGGGWLAVNQLGGGMGTLSAFVAAGTIGSALVCAATMVP 

                     KRIWTRVEV" 

     gene            109291..110451 

                     /locus_tag="APZ15_32915" 

     CDS             109291..110451 

                     /locus_tag="APZ15_32915" 

                     /EC_number="2.3.1.9" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013849840.1" 

                     /note="Catalyzes the synthesis of acetoacetyl coenzyme A 

                     from two molecules of acetyl coenzyme A. It can also act 

                     as a thiolase, catalyzing the reverse reaction and 

                     generating two-carbon units from the four-carbon product 

                     of fatty acid oxidation; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetyl-CoA acetyltransferase" 

                     /protein_id="ALK22719.1" 

                     /translation="MNRTVIAGYVRTPFAFARKGPFHATRPDDLAAVALAELVRRSGI 

                     DPHLIEDVLMGCAYPEGAQGDNVARIASLLAGLPVQIGAATVNRFCGSSMYAIHMAAG 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=107857&to=109236
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=107857&to=109236
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702259
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=109291&to=110451
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=109291&to=110451
https://enzyme.expasy.org/EC/2.3.1.9
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702260


                     QIAIGAGEAFIAAGVESMTMVPQGGLSASPNPRFASREHPDADIPTQAYTPMGITAEN 

                     VAARWAISREQQDAFAVESQRKASRAQAEGRLDDELVPVITPDGTVVDRDLCLRPQTS 

                     LEGLAALKPAFGEGGTVTAGTASPLTDGAVAVLVTSEAFARQHGLDMLARVRSTAIAG 

                     LEPEIMGMGPVHATRKALARAGLRIEDMDVIEINEAFASQAIACMRELGIHPDRTNID 

                     GGAIALGHPLGATGARITAKAATLLRRVNGRYALATQCIGGGQGIATVLEAL" 

     gene            110919..111176 

                     /locus_tag="APZ15_32920" 

     CDS             110919..111176 

                     /locus_tag="APZ15_32920" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008922492.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22720.1" 

                     /translation="MFCTTMPERAAWQYLLVPLRAGRVLSHFASVLRGIHRLRSWSMV 

                     EVLMLGVLITIVKLRSLAHVLAWPTIGPASRQSVASACVPG" 

     gene            111785..114292 

                     /locus_tag="APZ15_32925" 

     CDS             111785..114292 

                     /locus_tag="APZ15_32925" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011885474.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Rhs element Vgr protein" 

                     /protein_id="ALK22721.1" 

                     /translation="MSGQVLLKALRGGHAQFDRIIKLDTPLGEDWLVPLYVKISARLG 

                     RNFEVVVDASSVMGDKIKLNALMLKPVTLWIQQTDGGYLPIHGYVQRARRLGYDGSIS 

                     YFQLQFSSWLSFLKLSSDRRDWQEAGGWQILTDVLNKHPQASGNYGLELRGTIRSYSH 

                     RVQWETDWNFVHRSLEEVGVFMRFDFAKDGKAHKVVMMDDLYFGPSLPNVEMKFSHAG 

                     TDEDFDGLTQLSEQQDAQSDTLTIGTADYKRPNLDQQVSTPAADLENLPGQGEDYLYT 

                     GSQTWAGSDVGEQQARIRTEEWASRSKRYFATGSPRYALPGYWFKVSGHPVLDTLPED 

                     ERELSVIASDWLIQNNLPGIDTLTRFPRSLRSEIEQVQAGGTGATVSHRDGSVGFFHV 

                     EIEAQRRKTPFRSPFEHQKPEMHLQTAIVVTDSEEEIVTDDGNRVRVRTSNSRNDRNT 

                     KSTTWIRAAMPDAGAKRGGYFPLRKDDQVLLGFVNGDCDRPVIISRLHGGATMPVWHT 

                     HGLLSGFRSREYGGDGFNQLVMDDSSGQNRVHLYSSSYSSHLHLGYLIEQSDNTRGAF 

                     LGNGFDLKSGAHGAVRAEQGLYVSTQPATAQPLNVTAATEPLAGAEAVFETVSKASET 

                     NRAESLQDGQAALKSFTDATQRAVAGSTSGGRTAGGGTGSVNGFAKPVMLLSSPEGIA 

                     ASTQQSVHVTANQHANVVAGQNVNLAAGKSLLVSVLDKISVFAQNLGIKIFAAKGSVD 
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                     IQAQSSTASLVALQDVKIESADGRLILTAAKEVWIGAGGSYISIKGGLIENVTTGQIL 

                     EKCGSWDKSGGESGTIRDPLQATPVSTDGGRGSLFSG" 

     gene            114353..117118 

                     /locus_tag="APZ15_32930" 

     CDS             114353..117118 

                     /locus_tag="APZ15_32930" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013691778.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22722.1" 

                     /translation="MDTNHPSKSAAPAKPASTPAAPSATVPKPFTPLKWAFPFTPAGK 

                     EDPDDPMTYMKALATAEDGYYPLGANGMWHGGIHFDQNTGVSLKQDDGVRAIADGEVV 

                     AYRLDSKYPEQEYQDGRHALYSTGFVLIRHRLQIPPAPPPPAPAKADTAKSAPAHPAS 

                     QAKAAAAARSAPTTASGTAAVPAPASSKPAPDETLTFFSLYMHTMDHDGYVAAAKQAK 

                     ASKVDHSQPNIEPMSYWEGDRYYRVGDKAKGKQTVPHPKVPLPSRDILGDFIKNDFKL 

                     PPEDEAPKDTKPLPPPITGVNIYDLPNGKIIGILPTGAELTISNTDEKAKAKPGWAKI 

                     LAIKSGKPGATVVGEPVSPHAPYGYVIENELDLIVDPKPLDTVVVLKTPHRINAGDVV 

                     GHLGHYLRYPDAKLLPAKPTRSQLHLEVFAGPELEKFIKKSQARAKERPPENAFLEIS 

                     PGALLVTDLPEPEQKLQPGLKLVPLDSSAKAKWIKVQPKTVTMPANAGHHAKPTLTNS 

                     GSPVWVDGSFAGTTTTGIIPAWKDFPLSFSNARGPGSDFRNVFRRADLEKSGADKIAK 

                     DDKGRFWYYVELGAKDGSKRAGWVCEQNLPLVRMCGPWDWPGFELADNTSILPIDMLK 

                     RYIYVTEQLLADENKTEFETSATKVNASSLIAKLEKAIDANQDGKVTAQELKHAQETQ 

                     WTAEALSHLVVRCESEWGGGLGKWEALSPLMKKLLWLWKAELERIGKLQWWEQVASVE 

                     GFPKEPNPWHFHPIGIVGNFATRRPSAIGTAAFPAEVIEAAQASQSKWGIPASISLAQ 

                     WALESGFGKRMPHGSNNPFGIKANKHDLETGNYVNAMTSEFVNGKEIRIPQPFKKFPT 

                     WKEAFDFHAELLATRKPYAEARAHLPDPFGFARGLDGHYATDPIYSKKLIGRMIEPYN 

                     LTQYDLK" 

     gene            complement(119487..120605) 

                     /locus_tag="APZ15_32935" 

     CDS             complement(119487..120605) 

                     /locus_tag="APZ15_32935" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014900652.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LuxR family transcriptional regulator" 

                     /protein_id="ALK22723.1" 

                     /translation="MHRDQLIGDLYEAALHPDGFLEVFHRVSESLGANVFHMFSWDVA 
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                     RNAPKFSIYSPRAEFDEIVALYDQYYGALDPRRGFVENAPLGEFVCCQDYLTERDIER 

                     SEFFQDYQIPSGIRYLMGIRFARPGSDNILLGLLRAHGRPPYSPEERATLTGMAGHLQ 

                     RSINLWQDARVLHHDAALGTELMEELGLSVFALDRHARIVFVNRAAEAMLRAATWIRL 

                     ENGHLGAVSAPQNDALKAALGRVAKTRKSESLALSSTVNAAHEVFLSIAALSGHGRHA 

                     VLGDATLLVTARQRSGAPLVAAQQLRQAFGLSSAEAAVAEALIGGKTPDECAASAGVS 

                     LATIRTQLRAIYEKTHTRNQAEAVGRMLWVLPQHSRGD" 

     gene            120842..122923 

                     /locus_tag="APZ15_32940" 

     CDS             120842..122923 

                     /locus_tag="APZ15_32940" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014900651.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22724.1" 

                     /translation="MKLTPVVSGIAVLVLSACGGGSSSSSSPAEPTAQTVSGVAAAGA 

                     AMQGSTVKLVDATGKAVDCPADASTGAFHCTVTGLSAPFALSAYGNVADSQATLIALS 

                     AKAGTQTINITPITNAIAATIIGDNPTKLLADTGLLQSKVTAQAVASTVQAYSSALSD 

                     LLAATGNTGVDLISGPLTAGAPGLDRLLDQVKVNVLPDGGVQISSVAGASSDTPVQLQ 

                     LAAGVAPQAGDKASLPAAATINGAVVSNLPSASDLAALQTALNQCFAGSTGTARTGGS 

                     VAACGRIFVDDVASSALNAGVPAAYLNNGMSADQEFGAVAGRTPGIVADDAMNNASFS 

                     LPEVIRVVAGDTMWVKLAWTRSDGIRDGMQQHVQLAVRAGSLASGDNGWRVVGNQRAV 

                     LSKVNANAQKWDWLNPANPSTGTNAFVDSLNLQVGAVDATGTAVDFAIVNGPGLRNGV 

                     FLQPSSGTCDTLNIRAQIASGQTPAQLAALAKNALCRNNFRLAGVAQDPATQGQFTWP 

                     GDAPRNNTAWAKPQLSAAELADIKPFSAYTIDVYQNGNTSTPAKHYTVRLRTPSPLPE 

                     ALRQYAWHELAQSTRDKLTPGTADTFVGGTTFPLAWTSKAGLPFVKRGNVQIRATAAG 

                     QTAATFVNGSASALPVQPGAAVTLNVPGDQGVAFPSVAGWTGSTDFSFVNLNWSDPVD 

                     TLFTESFEYDR" 

     gene            complement(123288..124211) 

                     /locus_tag="APZ15_32945" 

     CDS             complement(123288..124211) 

                     /locus_tag="APZ15_32945" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013691588.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22725.1" 

                     /translation="MDNLGDIRLFVETASQGSLSAAGRKLGLSPAAASARLVKLEGEL 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=120842&to=122923
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=120842&to=122923
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702265
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=123288&to=124211
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=123288&to=124211
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702266


                     HTQLFERSTRKLRLTDEGRLYLVHCQHALQTLEDARAALQAGRASVSGALRVSATSDF 

                     GRTVLRRWLDEFNERHPNVTLTLVLSDSLSHLLQDDIDLAIRFGVPADSSMVAKRMAD 

                     NRRALCASPDYIAAHGMPSHPDDLREHRFIVLSSAAGAANNWRFARDGETALFTAPLD 

                     SSRQTNDGSLAREWAIEGRGVAMKSIWDIGADLQAGRLKLLLPEWRCPDVPVNALFQR 

                     TLYMAPRVRTLLDFLEKQFSEASEALAPFLR" 

     gene            complement(124335..124892) 

                     /locus_tag="APZ15_32950" 

     CDS             complement(124335..124892) 

                     /locus_tag="APZ15_32950" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020068389.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="polyketide cyclase" 

                     /protein_id="ALK22726.1" 

                     /translation="MKTSTVVSVVSRIALAAATAAAALPAVSATDDNLVQPKTLIVDK 

                     SLSKHQAEQQIRAARLYDTFWSTGDEAQAREALAADFTDRTLPAGRPQGIAGPLAASK 

                     GFHGAVPDVHADVEQMIVAGDRVITHLHFTGHFTGSFNGVQGKGQVVDFIATDIYRVR 

                     DGKITDNWHLEDNLTFLQQLGVVAG" 

     gene            complement(125016..126062) 

                     /locus_tag="APZ15_32955" 

     CDS             complement(125016..126062) 

                     /locus_tag="APZ15_32955" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008145827.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="polysaccharide deacetylase" 

                     /protein_id="ALK22727.1" 

                     /translation="MAIQVDQTDRDSVNRAPDQPTRRSFLTKAGVGAGAFAVGAMLQT 

                     AQVGAQTSHSQSNAVAAPGRGEFWPDGARLVISISMQFEAGGQPPKGADNPFPKVDFP 

                     ASVPADLAAEAWFAYGYREGIPRMLDLWDRHDVKVTAHMIGEAAKRHPEIAREIVARG 

                     HEASGHGPTWNSQYAMSRPQEREFLIQARSMVEEVTGQRPIGYNANWLRRGPNTLSLL 

                     QELGYVYHIDDTSRDEPFIEKVNGKDFVVVPYTLRNNDILLVEGRNYSPEKFLEQIKF 

                     DFDQLYEEAGSRRRMMSISAHDRISGTPQMTRAWDAFLRYAKSHPGVAFMRKDDIARF 

                     VLKSPITVRESETI" 

     gene            complement(126292..127617) 

                     /locus_tag="APZ15_32960" 

     CDS             complement(126292..127617) 

                     /locus_tag="APZ15_32960" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013205446.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23534.1" 

                     /translation="MRSTGCETPDERKAIPADSSPADLDALYRRIGWKLMPLLLVAQV 

                     LAYLDRVNVGAAKLQMAGDLGLSDTVYGIGAGIFFVGYFLFEVPSNLVLHRVGARVWI 

                     ARIMVTWGIVSAAAAWVHSPATFYLQRLILGVAEAGFFPGIVLYLTYWFPAHRRGRMT 

                     TLFMSATAVAGIVGNMLSGWIMTNLDGFAALSGWQWTFVIEGLPTVVVGLAVHYLLPS 

                     RPNDARWLSPEEADAVLRGLDVNAGRTEETQRASRLSASEMVLLTTIYFLLLVGLYGI 

                     GFWLPTLVKDTGLTKLSWIGVCSAIPYLIAVLAMNIGARSADRAGNWAAYVVGGAGVA 

                     SVGFILSASFSGALPAVIAGLSLAAAGTLTALPLFWHLPTMRLTGTAAAAGIATINCF 

                     GNLAGFAGPIAFGWLKDRHHDAIGPTMLLALSALSAAVLTAIYRRVARH" 

     gene            complement(127663..128055) 

                     /locus_tag="APZ15_32965" 

     CDS             complement(127663..128055) 

                     /locus_tag="APZ15_32965" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22728.1" 

                     /translation="MPHLIIESTPGIARLIDFRSLTSTLHKRLAAQGHALLSELKSRT 

                     YTAEQFLSGDDPTNEFVVVRLLLTKPRSEPVLHEMGRLIHDVVRDDVERIQPAFGWQC 

                     CVLVCDFSGAPYIKTVRDGTHAETGASA" 

     gene            128154..129116 

                     /locus_tag="APZ15_32970" 

     CDS             128154..129116 

                     /locus_tag="APZ15_32970" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013392466.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22729.1" 

                     /translation="MYSAIDLRLLRSFIAVARSGSVTRGAARLHLTQSALSQHLRELA 

                     DLLGVTLFDRVGRGILLTQAGADLFAEVEPILEKLDVTLANVRNRSLEVHGTLRIGAI 
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                     DTYARSLVIPTISTLLARHSQLRVSVHELPAAAIDQGLIETELDIGVSFSHLSNADIE 

                     QRTLFTERLALVRRSKRRKAGKTVSLQEVARQPLALLNRTFAMRGQIDAACASANIAL 

                     DVRLEAANVDSLIRLVEHADYATIASPLAVQAGSRIETTTISDDGLARIAALRWRRGR 

                     TFTPAMERFEEAMLQTIRSSGLETPDDDSARMSEPSRRPRIRQR" 

     gene            complement(129343..130053) 

                     /locus_tag="APZ15_32975" 

     CDS             complement(129343..130053) 

                     /locus_tag="APZ15_32975" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013691589.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK22730.1" 

                     /translation="MKLNDQRVLVVGGSSGIGEATARAFAEAGATVTIASRDAARLAA 

                     SKDRIGYGVSTGVMDITDDASVRAFLDSAGEFDHVVVSAAQTATGPVRGLELDDAYAA 

                     MDSKFWGAYRIARAVRIRQGGSLTFVSGFLSVRPSKNSVLQGAINAALESLARGLALE 

                     LAPVRVNTVSPGLIATPLWSKIDAEARDRMYEGAAARLPAGRVGQPEDVANAVLYLAS 

                     TPYATGSTVLVDGGGAIA" 

     gene            complement(130374..130778) 

                     /locus_tag="APZ15_32980" 

     CDS             complement(130374..130778) 

                     /locus_tag="APZ15_32980" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013691592.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="extradiol dioxygenase" 

                     /protein_id="ALK22731.1" 

                     /translation="MHFDHATIVTDDIDGTRCFFDEVVGLDTGPRPPFSVDGYWLYLD 

                     RHPMIHVTRATLPAQKGRSTPRIDHIALRIDARREWEALIERLTTRRIDYTLSDVPLS 

                     NERQLFVSIAPGVCVEFVTALATNDQGDIKNT" 

     gene            134971..137028 

                     /locus_tag="APZ15_32985" 

     CDS             134971..137028 

                     /locus_tag="APZ15_32985" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004713998.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="ATP-dependent endonuclease" 

                     /protein_id="ALK22732.1" 

                     /translation="MYIAEIRIENFRLFGANNKALVLPLSPGLTALVGENDAGKTAVI 

                     DALRLVVGTRDQDVLRVDPLDFHQPTPGGPSADEIIIRLTFRGLTTADRGAFAEFLTY 

                     ETVAGATNTVLIVTWVAKRNTKEGSSRRVLPPEWRTGAKGDGPLLDLGARSLLTATYL 

                     RPLRDAERAMSSGRGSRLSQILQHTTEIRDTGNPFDKLADPPPDPTTLSVLGLGDYAT 

                     HLLAESEGIKQARKRLNDEYLKPLSFANDMLNARIGVAGAQEDSLRLRQLLEKLELVL 

                     TASSDAESAHSRGLGSNNLLFMACELLLLATESDGFPLLLIEEPEAHLHPQRQLQLMS 

                     FLQAQAKKTRADGQRIQIIVTTHSANLASDLQLDKLVLIEGGRAFPLSQGKTKLSGSD 

                     YRFLERFLDVTKANLFFARAVMIVEGDAENILLPVIARLLDRDFHHHGVSVVNVGGVG 

                     LGRYARIFMREDVEKDGVVNISVACLTDMDVMPNNAPWIVGKLEDGQLIPPRPPSKRQ 

                     WRIKDDFPGEHLEQRRAERREKASGQKVETFVANEWTLEFDLAFHGLGKHVYRAGTLA 

                     LANDRLSAGTAEQAVILAAADAAYQALIDAGHDPSTLASHVYALFEADGASKAIGAQY 

                     LAELLEKEAAYNNLDAHSLRALLPPYIVAAIEHVTGPFAPPLAGGAAGEPGAVVMARA 

                     PGA" 

     gene            complement(137986..138204) 

                     /locus_tag="APZ15_32990" 

     CDS             complement(137986..138204) 

                     /locus_tag="APZ15_32990" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22733.1" 

                     /translation="MSHRSRDAIVASGFVNPSHCSEHSVFQYSRVEAIQQMLAIALQH 

                     SLDRPVIEKEDCRRLRIGAEVIRWTGAD" 

     gene            complement(139090..139677) 

                     /locus_tag="APZ15_32995" 

                     /pseudo 

     CDS             complement(139090..139677) 

                     /locus_tag="APZ15_32995" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012218296.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

     gene            140088..140618 
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                     /locus_tag="APZ15_33000" 

     CDS             140088..140618 

                     /locus_tag="APZ15_33000" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545779.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="methionine sulfoxide reductase" 

                     /protein_id="ALK22734.1" 

                     /translation="MPTRRHLLFAGATGLAALATLSSVGRRALVGRAFAAPPATPQTA 

                     APFEVTLSDAEWHRRLTPAQYTVLREAGTERPYTSPLNDEHRHGTFACAGCDLALFSS 

                     ATKFDSHTGWPSFWKPLDHAVATHTDASFGMIRTEVHCRRCGGHLGHVFDDGPPPTGL 

                     RYCMNGLALAFHPATA" 

     gene            140654..142549 

                     /locus_tag="APZ15_33005" 

     CDS             140654..142549 

                     /locus_tag="APZ15_33005" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349358.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C biogenesis protein" 

                     /protein_id="ALK22735.1" 

                     /translation="MLLIVLAYLGGVLTILSPCILPVLPFVFARADQPFVRTGLPLLA 

                     GMALTFAVVATLAAVGGGWVAQANQAGRWVAIVLLAVFGLTLLMPRLAEHLTRPLVAA 

                     GNRLTGFAQRDGRPAGPASSLLLGVATGLLWAPCAGPILGLVLTGAALRGASVGTTLL 

                     LVAYAAGAATSLGVALVIGGKVFAAMERSLGAGEWIKRGIGAALLAGVGAIALGLDTG 

                     ALAQLSTVTTGGLETKLVDRLGGHASGAPVAMAAAGGSAENVAERAADGAANGAANGS 

                     GGAMMAATADAAQAGGAMMRAVDATHGPAALPVEGTLPSLDGAVQWLNSPPLTAAGLR 

                     GKVVLVDFWTYSCINCLRTLPYTTAWARKYAPYGLVVIGVHAPEFAFERDIGNVKKAV 

                     HDLGIDFPVAIDNRFAIWRAFNNEYWPAHYFVDAQGRVRRHHFGEGEYAESERAIQSL 

                     LAEAGHPEALNVPLGLAGTPAKGALAAADSADVRSPETYVGYARAEDFVSPGGVVRDA 

                     AYHYAEPARPDLNDWGLAGMWRVGAERATLAAPAGRIVYRFHARDLHLVLGPGEDGKP 

                     VRFRVTLDGAAPGAAHGSDVDAQGYGTVTGQRLYQLVRQPGAIADRTFSIEFLDPGVN 

                     AYAFTFG" 

     gene            142671..143366 

                     /locus_tag="APZ15_33010" 

     CDS             142671..143366 

                     /locus_tag="APZ15_33010" 

                     /inference="EXISTENCE: similar to AA 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=140088&to=140618
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702275
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=140654&to=142549
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=140654&to=142549
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702276
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=142671&to=143366
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=142671&to=143366


                     sequence:RefSeq:WP_011349357.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="methionine sulfoxide reductase A" 

                     /protein_id="ALK22736.1" 

                     /translation="MLRRIGAIAVAALAVFGYQRIVNSAEAMRTVPAPTLDETPGTSH 

                     DETAVFAGGCFWGVQGVFEHVKGVKQVTAGYAGGASETAHYALVGSGLTGHAESVRIV 

                     YDPTRITYGRLLQVFFSVAHDPTELNRQGPDEGSQYRSAIFPTTAQQRAVATAYIAQL 

                     GTAHVFPAPVVTRVEDYKGFYPAEAYHQNYLELHPDAPYIAYNDMPKIAGLKQYFPAL 

                     YRTDAVLWRDARS" 

     gene            143631..144746 

                     /locus_tag="APZ15_33015" 

     CDS             143631..144746 

                     /locus_tag="APZ15_33015" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349356.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ferredoxin" 

                     /protein_id="ALK22737.1" 

                     /translation="MRAVPFPDSGTLGEPSSGSAVRDLRRVPIHPDYWYPLAWSRELK 

                     RGKTLGVRFAGDPIVLVRTESGAVYALEDRCAHRQVPLHAGVVSGETLRCCYHGWTYA 

                     CDSGRCVDVPYLGRERLPNGVRAYPCREAHGLIFVFPGDATLADSRPFPALESADDRA 

                     FKTRRFGREVKCHYSFMHENLMDMNHQFLHRKQMGQMRARSVGRRRGDDWVEVDYTFA 

                     RMEGKQPVGEALVFGASKKPGEQADKSVMTVRTGYPYQTLQIRSSEGTLVMDLWIVYV 

                     PLDAEQRTNRTFGLLSIHKPGIPFALDLAWPLLVWFTERIFREDRWIVEREQEAHDRQ 

                     GADWNHEVFPVINELRDLLRQCGARTVIPIREARDGA" 

     gene            complement(144779..145168) 

                     /locus_tag="APZ15_33020" 

     CDS             complement(144779..145168) 

                     /locus_tag="APZ15_33020" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337201.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytidine deaminase" 

                     /protein_id="ALK22738.1" 

                     /translation="MERHELIEAAKAARERAYAPYSRFKVGAALLARDGTVFHGCNVE 
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                     NASYGLCNCAERTAMFAAIAAGYRPGDFTRLAVVGDTDGPIAPCGACRQVIIEIGTPD 

                     IEVILANLNGAVDVTTAHALLPGAFRL" 

     gene            complement(145279..146595) 

                     /locus_tag="APZ15_33025" 

     CDS             complement(145279..146595) 

                     /locus_tag="APZ15_33025" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39PA6.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thymidine phosphorylase" 

                     /protein_id="ALK22739.1" 

                     /translation="MFLPQEFIRRKRDGQPLDRDGIAAFVRGVTDGSVTEGQVAAFAM 

                     AVFFNDLSTDERVALTLAQRDSGDVLDWRALDLGGPVIDKHSTGGVGDVVSLMLGPMV 

                     AACGGYVPMISGRGLGHTGGTLDKLSAIPGYDVTPDTDVFRRTVREVGVAIIGQTARL 

                     APADMRIYAIRDVTATVESIAMITASILSKKLAAGLDGLVMDVKVGSGAFMPTAEQSA 

                     ELARSIVDVGNGAGMKTTAILTDMNQSLAPCAGNALEVACAIDYLTGKSRPARLHDVT 

                     MALSAELLVTGGLARDVEAARVKLQHALDSGAAAERFAKMVTALGGPADLIDAPARHL 

                     ARAEVIVPVPSRVSGVVQRVDCRALGLAVVALGGGRARAADAIDYSVGLTALAEIGQR 

                     VEAGQPLGHVHARDAAAAAHAVDAIQRSYVLGETGDAPPTLYQRIG" 

     gene            complement(146634..147908) 

                     /locus_tag="APZ15_33030" 

     CDS             complement(146634..147908) 

                     /locus_tag="APZ15_33030" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485647.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nucleoside transporter NupC" 

                     /protein_id="ALK23535.1" 

                     /translation="MDILRSLLGMLFLLLVAYLLSNNRRAVSGRTMIAALCTQLAIGA 

                     LVLFVPSGRTALAAAANGVNRVLDMGNHGIAFVFGGLVDSRMFQLFGDGGFVFGLRVL 

                     PMIIFVTALIAVLYYIGVMKWIVAILGAALAKVLGVSRIEACSAVATIFLGQSEMPAL 

                     VKPFVRNMTSAEIFTVMASGMASVAGSVLVGYAGLGVKMEYLLAASFMAVPGGLLFGK 

                     LLFPTVEPSRVVVDGLDFDDKRAANVIEAAASGASVGLRIAINVGAMLIAFVGLIALM 

                     NLIVSGAAAFAGFPQITLVGIIGHLFAPLAWIIGVPWHDAALAGNFIGEKLIFNEFVA 

                     YGDLSPYLKSGEHVAAAGLQVLDPKTLAIVSFALCGFANFSSIAILAGGFSAVAPERR 

                     SEVARHGLRALTAATLSNLMSAAIAGLFFSLH" 

     gene            complement(148257..149714) 

                     /locus_tag="APZ15_33035" 
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     CDS             complement(148257..149714) 

                     /locus_tag="APZ15_33035" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006402886.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phenylhydantoinase" 

                     /protein_id="ALK22740.1" 

                     /translation="MAILIRGGTVVDADRSYRADVLCADPEDGGTILQIAEQIDAPAG 

                     ASVVDAHDQYVMPGGIDPHTHMELPFMGTTASDDFYSGTAAGLAGGTTSIIDFVIPSP 

                     KQPLMDAFREWRGWAEKAAADYGFHVAVTWWDESVHRDMGTLVREHGVSSFKHFMAYK 

                     NAIMADDEVLVNSFSRSLELGALPTVHAENGELVFQLQKALLARGMTGPEAHPLSRPP 

                     EVEGEAANRAIRIAQVLGVPVYIVHVSAKDAVDAITRARSEGLRVFGEVLPGHLVIDE 

                     AVYRDPDWTRAAAHVMSPPFRSAEHREALWRGLQAGQLHTTATDHCVFCASQKAMGRD 

                     DFTKIPNGCGGVEDRMSVLWHHGVNHGRITPNEFVRITSTNAAQIFNLYPRKGAVQVG 

                     ADADLVVWDPAATKTISVKTHHQQVDFNVFEGMTVQGVATHTLTRGALAWADGELRAV 

                     RGAGRYLKRPPAAGYYEAARIANRLREPHPVERAG" 

     gene            complement(149776..151284) 

                     /locus_tag="APZ15_33040" 

     CDS             complement(149776..151284) 

                     /locus_tag="APZ15_33040" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485642.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nitrate reductase" 

                     /protein_id="ALK22741.1" 

                     /translation="MNHAANPADPDGAAAQGGSLYNDDLAPTTPAQRTWKWYHFAALW 

                     VGMVMNIASYMLAAGLIQEGMSPWQAVATVLLGNLIVLVPMLLIGHAGAKHGIPYAVL 

                     VRASFGTQGAKLPALLRAIVACGWYGIQTWLGGSAIYTLLNILTGNALHGAALPVIGI 

                     GFGQLACFLVFWALQLYFIWHGTDSIRWLESWSAPIKVVMCVALVWWATSKAGGFGTM 

                     LSAPSQFAAGGKKAGLFWATFWPGLTAMVGFWATLALNIPDFTRFAHSQRDQVIGQSI 

                     GLPLPMALLSVVSVVVTSATVVIYGNAIWDPIDLTSRMTGIGVGIALVILTLDTMCCN 

                     LAANLVGPAYDFSSLWPKAISYRTGGMITATIAIVMMPWKILATTDGYIFTWLVGYSA 

                     LLGPVAGIMMVDYFLIRGTRLDTRALFDERGGFSYARGWNPAALAALAVGVLPNLPGF 

                     LHTAFPASFPNVPAFFNTLYTYAWFVGLVLASGVYGTWMKWRAGQRAQIASA" 

     gene            complement(151386..152705) 

                     /locus_tag="APZ15_33045" 

     CDS             complement(151386..152705) 

                     /locus_tag="APZ15_33045" 
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                     /EC_number="1.3.1.1" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498606.1" 

                     /note="NADH-dependent; catalyzes the conversion of 

                     pyrimidines to 5,6-dihydro compounds in pyrimidine 

                     degradation; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dihydropyrimidine dehydrogenase" 

                     /protein_id="ALK22742.1" 

                     /translation="MADLRCTIAGITSPNPFWLASAPPTDKAYNVNRAFEAGWGGVVW 

                     KTLGLDPHVVNVSSRYGAVQWNGQRIAGLNNIELITDRPLDVNLREIAQVKRDWPERA 

                     LIVSLMVPCNERDWKWILPLVEDTGADAVELNFGCPHGMSERGMGAAVGQVPEYVEMV 

                     TRWVKEGTKLPCLVKLTPNISDIRMGSRAAYKGGADGVSLINTINSIVAVDLDHMAPM 

                     PTVDGKGTHGGYCGPAVKPIALNMVAEIARDPETPNLPISGIGGISSWRDAAEFMVLG 

                     AGSVQVCTAAMHYGFRIVSDLADGLSNWMDEKGYATLDDIRGRAVPNVTDWKYLNLKY 

                     DIKARIDQDRCIQCGLCHIACEDTSHQAITATKDGVRHFEVVDSECVGCNLCMHVCPV 

                     EQCITMERVDSGDYANWTTHPNNPASADAGASAGAGAAPEKHAKKAA" 

     gene            complement(152773..154110) 

                     /locus_tag="APZ15_33050" 

     CDS             complement(152773..154110) 

                     /locus_tag="APZ15_33050" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725527.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dihydropyrimidine dehydrogenase" 

                     /protein_id="ALK22743.1" 

                     /translation="MTTKPTGDIAAHRLSSTQLSCEFADIAPLLDPTAAAAAASRCHY 

                     CYDAPCVQACPTQIDIPSFIRKIGNGNLKGAATDILSANPLGGMCARVCPTEILCEGA 

                     CVRNHQDAQPVAIGALQRHATDWAMATGAVRFTRAPDTGRHVAVVGAGPAGLACAHRL 

                     ALAGHRVTLFDARPKAGGLNEYGIAAYKTVDDFAQREVEWLLSVGGITLQTGVALGRD 

                     ITLDALREQHDAVFLAMGLAGVRALAIDGEQLDGVMNAVDFIEQVRQADALENVPVGR 

                     RVVVIGGGNTAIDAAVQSRKLGADRVTMVYRRGVDAMSATWAEREFAQKSGVTLVTHA 

                     KPVRMAGANGQVTGVEFEAASGERFTVEADMVLKAIGQTLVPDDGAAALLTADATRIA 

                     VDADGRTAWPDVWAGGDCAATGGIDLTVQAVQDGKRAAASIDAALAQRDAKAA" 

     gene            complement(154241..155521) 

                     /locus_tag="APZ15_33055" 

     CDS             complement(154241..155521) 

                     /locus_tag="APZ15_33055" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012337194.1" 

                     /note="allantoate amidohydrolase and N-carbamoyl-L-amino 

                     acid amidohydrolase are very similar; the allantoate 

                     amidohydrolase from Escherichia coli forms a dimer and 

                     binds zinc ions for catalytic activity and catalyzes the 

                     conversion of allantoate to (S)-ureidoglycolate and 

                     ammonia; carbamoyl amidohydrolase from Bacillus sp. 

                     converts N-carbamoyl amino acids to amino acids, ammonia, 

                     and carbon dioxide; Derived by automated computational 

                     analysis using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="allantoate amidohydrolase" 

                     /protein_id="ALK22744.1" 

                     /translation="MNAVSETVKRAAFDTSIKVDGKRLWDSLMEVAKIGATPKGGVCR 

                     LALTDLDKAGRDLIVGWAKAAGCTVTVDTMGNVFMRRAGRVADAAPVVTGSHADSQPT 

                     GGRFDGIYGVLGGLEVIRSLNDHGIETEHPVEVVIWTNEEGSRFAPAMVASGVFAGVF 

                     PLEYGLSRKDVEGKTIGEELARIGYAGDVPCGGRKLHAAFELHIEQGPILEAECKTIG 

                     VVTDAQGQRWYEITFTGQEAHAGPTPMPRRRDALLGASRVVDLVNRIGLDHAPFGCAT 

                     VGMMQVYPNSRNVIPGRVFFTVDFRHPDDAVLAKMDAALRDGVARIAADIGLETQLEQ 

                     IFYYKPVAFDSACVEAVRGAADRFGYSHRDIVSGAGHDACYLAQVAPTSMVFVPCVDG 

                     ISHNEIEDATPAWIEAGANVLLHAMLSRACEPAS" 

     gene            155878..156570 

                     /locus_tag="APZ15_33060" 

     CDS             155878..156570 

                     /locus_tag="APZ15_33060" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349347.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22745.1" 

                     /translation="MRHDEATAEATDSDETSAPLRRRKAHIRESNEAHLLACAEAVFA 

                     ERGLDGASTAMIAERAGLPKANLHYYFPTKLALYRRVLDDLFEDWHRAAGTFEAGDDP 

                     VEAIGGYVRAKMDLSRRRPLGSKVWANEIIHGAEHMQDILSQRVKPWFDTRVKVIDGW 

                     IARGLLAPIDAHALMYLIWATTQHYADFDAQIRALSGKRAFTQKAFDEQTEQVVQLVI 

                     RACGAVSPHAKA" 

     gene            complement(156712..157902) 

                     /locus_tag="APZ15_33065" 

     CDS             complement(156712..157902) 

                     /locus_tag="APZ15_33065" 

                     /EC_number="2.3.1.9" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349346.1" 

                     /note="Catalyzes the synthesis of acetoacetyl coenzyme A 

                     from two molecules of acetyl coenzyme A. It can also act 

                     as a thiolase, catalyzing the reverse reaction and 

                     generating two-carbon units from the four-carbon product 

                     of fatty acid oxidation; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetyl-CoA acetyltransferase" 

                     /protein_id="ALK22746.1" 

                     /translation="MTTQDPIVIVGTARTPMGGFQGDLAAASASDLGAVAIRAALERA 

                     NVPAERIDEIVFGCVLPAGQGQAPARQAALKAGLPLGAGATTVNKMCGSGMKAAMFAH 

                     DLLLAGSAGVAVAGGMESMTNAPYLLPKARAGMRMGHGQVLDHMFLDGLEDAYEKGRL 

                     MGTFAEDCAQAYQFTRDAQDAFAIASLTRAQRAIAEGHFVSEIAPVTVKAGKSETVVS 

                     IDEQPGKAKLDKIPTLKPAFRDGGTVTAANASSISDGAAALVMMRRSEAERLGLTPKA 

                     VIVGHSTYADKPGLFATAPIGALRKLSEKTGWNLRDVDLFEINEAFAVVPMAAMRDLD 

                     LPHEKVNVHGGACALGHPIGASGARVMVTLLAALETYGLKRGIASLCIGGGEATAIAI 

                     ERVA" 

     gene            complement(157921..158688) 

                     /locus_tag="APZ15_33070" 

     CDS             complement(157921..158688) 

                     /locus_tag="APZ15_33070" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349345.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-hydroxy-2-methylbutyryl-CoA dehydrogenase" 

                     /protein_id="ALK22747.1" 

                     /translation="MDIKDRVFLITGAGSGLGAAVARMVVAEGGKAVLLDVNEEAGAG 

                     LAHALGEAARFVKTDVTSEADGQAAVAAARDAFGRIDALVNCAGVAPGEKVVGRDGPH 

                     SLDRFARAVSINLVGTFNMIRLAAEAMSKQDANAEGERGVIVNTASVAAFDGQIGQAA 

                     YAASKSGVVGMTLPIARELARFGIRVVTVAPGIFATPMMAGMPQDVQDALGKSVPFPP 

                     RLGRPEEFAALVRHIAENTMLNGEVIRLDGALRMAPR" 

     gene            complement(158711..160378) 

                     /locus_tag="APZ15_33075" 

     CDS             complement(158711..160378) 

                     /locus_tag="APZ15_33075" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349344.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AMP-binding protein" 

                     /protein_id="ALK22748.1" 

                     /translation="MPDGATARAVPAYADAVARFSIETAAQQLHGDLERGLNACVECC 

                     DRHASADAIALDWIDAGGQHRRYTFAQMKALSARVANLLVAQGVKPGDVVAGLLPRTP 

                     ELVATILGTWRAGAVYQPLFTAFGPKAIEHRLRMSDARLVVTNVANRAKLDEIAACPT 

                     VATVREPGETLPENDIDFRAALDARSDSFEPVLRKGSDLFMMMSTSGTTGLPKGVPVP 

                     LRALLAFSAYMREAVDLRAGDRFWNIADPGWAYGLYYAITGPLMLGHATTLYEGSFTV 

                     DSTYDVIERLGITSLAGSPTAFRMLMAAGTEAAARLKGKLRVVSSAGEPLNPEVVRWF 

                     DAALGAPIYDHYGQTELGMVVNNHHGLAHAVHAGSAGFAMPGYRVAVLDEASRELGPG 

                     EPGNLAIDIARSPLLWFHGYWQQDTPAIAGGYYRTGDNVELEPDGTVSFIGRADDVIT 

                     SSGYRIGPFDVESALIEHPAVSEAAVIGVPDAERTEIVKAFVVLSNDFDGTPALAEEL 

                     SQHVKRRLSAHAYPRAIEFVDALPKTPSGKIQRFVLRKMEADKVAQP" 

     gene            160523..161542 

                     /locus_tag="APZ15_33080" 

     CDS             160523..161542 

                     /locus_tag="APZ15_33080" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349343.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22749.1" 

                     /translation="MGPQMISPDFVDDALACLRRQGIATTPVLRAAGLPAAVREPVTP 

                     QQYGRLWLAIAGALDDEFFGLAARPMRHGSFTLLCHAVLHAGTLDKALRRALQFLRVV 

                     LDEPHGELVVADGQAQIVLTQTGAPYPAFAYRTFWLILLGVACWLIGRRIPLQHIDFA 

                     CPSPDQRSDYHQFFGVPVHFDRPDSRLAFNAAYLALPTIRSEQALKTFLRGAPGNLLV 

                     RYRHDTGWVAKTRAQLKMLPAAEWPDFDTLAVRVGTTPATLRRRLRSEGQSFAAIKDE 

                     LRGALAQSLLRGHTLSVAEIAVELGFTEPSAFHRAFRKWTGTSPGAFRRDVHAAEAEP 

                     GSASG" 

     gene            161688..162941 

                     /locus_tag="APZ15_33085" 

     CDS             161688..162941 

                     /locus_tag="APZ15_33085" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349342.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22750.1" 

                     /translation="MQATDFSDTELAELRAHGIVLFADRVIFDAQPPMPADQIAAVQA 

                     RCHGDLPPALLELWRTTAGGSLDYDLTLEMNGHIEAISWGELFYNGSNGYRDLEGWID 

                     HELELAEEAADEHSRPWSGRLDVLPFGGFEYCDRIYIVTDPDAKDRGHVLAWKQGLPP 

                     AWRGAMHEDGLATVAPDLYAAFGALQLNAGPLEPGNENGTGATLLDYIDERQAEHGLS 

                     ASLGDKVIAFYRRAVIDWRTPLADGTLAAQPALARHALRHAIDHDDAALTVQLVPLIA 

                     NLGAALAGSSNPADYALRRQKFAAASALLESGAPVAPDSLESVSGMVPPALIRALFDA 

                     GVQPDADAMARCVAAGGTDSARLIGAALSAQGADAASACRSAIATLLHELETDIARVR 

                     AGKLHHHLGLDGLEAHAERLRTFRP" 

     gene            complement(162954..164363) 

                     /locus_tag="APZ15_33090" 

     CDS             complement(162954..164363) 

                     /locus_tag="APZ15_33090" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349341.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="allantoin permease" 

                     /protein_id="ALK22751.1" 

                     /translation="MSQGESIAHLEESTIQPIPLTERHGSAKDLFTIWFGSNIMMLTI 

                     VTGSLATTVFKQPFWWGALATLVGSLIGAVFMALHSAQGPQLGVPQMIQTRGQFGSFG 

                     ALLVVALVVVMYVGFFASNCVFGGQALHSLDAGIPLDAGVVAIGLISLLGSIYGYKLI 

                     HAYARMLSWCSGSVLVLAFVWIIFVHGLPVDTFSKHSLNLSGFLGAMSVAALWQIAYA 

                     PYVSDYSRYLPPDTGPRTAFWSSYWGCVLGSFFPMLLGCLVGLATPDGNVVSGLTGLT 

                     QGISVLVIVVLSFGIAASNAMELYCGALSAITVLQTLFPSWSGKARARAITAIVLCAI 

                     ALAIALFGQDNFLAGYTNFILLLLYVLVPWTAINLVDYYLVCHGEYDVDSFFRQDGGI 

                     YGRFNTIAVGSYFIGIVAQAPFMATDLYTGELASRLGGADVSWIVGLSLTSLVYYAGC 

                     KLFSRPLRDIAVRVDGVSR" 

     gene            complement(164663..166054) 

                     /locus_tag="APZ15_33095" 

     CDS             complement(164663..166054) 

                     /locus_tag="APZ15_33095" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349340.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aminotransferase" 

                     /protein_id="ALK22752.1" 
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                     /translation="MNAPNFPHRTTQDYQRSDAAHHLHAFVDQKALNEEGARVMVRGE 

                     GVHLWDNDGNRYLDGMSGLWCTNVGYGRPELIDAAARQMKELSYYNMFFHTTHPSVIE 

                     LSERLFALLGNRFSHVVYTNSGSESNEVLIRTVRRFWDVMGKPAKKVLIGRVNGYHGS 

                     TVGSASLGGMAFMHEMGDLPIPNIAHVDEPYWYANGADLSPEAFGKQAALSLERKILE 

                     IGADRVAAFVAEPFQGAGGMIFPPDGYWQEIERICRQYDVLLCADEVIGGFGRTGEWF 

                     AHRHFGFEPDLICVAKGLTSGYVPMGGLIMSRRVGDALVDKGGVYAHGLTYSGHPVAA 

                     AVALANLDVLEREGLVERTKTDTGPYLQKALREAFDGHPLVGEIQGAGAVGAIQFAKN 

                     KATRERFANEADLTWHSRTVGFELGAIVRSTNGRLIVAPPLVIDHAQIDELVDTMRKA 

                     VDATAREVLGIDC" 

     gene            complement(166135..167640) 

                     /locus_tag="APZ15_33100" 

     CDS             complement(166135..167640) 

                     /locus_tag="APZ15_33100" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349339.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldehyde dehydrogenase" 

                     /protein_id="ALK22753.1" 

                     /translation="MNPTSAENHQHADWRRLAAQVEPRTLAHIGGRSVPARSGRTFAA 

                     INPATEAVIAEVASCDTADVDDAVRAARHAFESGVWSRCAPAERKRVLCRLGELIASH 

                     GAELALLDSLNMGKRVADAFSIDVPAAGGLFSWYGEAVDKLHGEVASTDPGNLAVVTR 

                     EPLGVVGAVVPWNFPLDMVAWKVAPALAAGNSVVLKPAEQSPLSALRLAELALEAGLP 

                     PGVLNVVPGYGETAGRALGLHPDVDVLAFTGSTAVGKKFLEYAAQSNMKQVWLECGGK 

                     SPNLVFDDTDDLDLAARKACFGIFFNQGEVCSANSRLLVQRSIHDAFVDRLIAHAAAF 

                     MPGDPLDPASGMGAIVDEQQHRRVREWIARGRDSATLAIGGGAPRVDGKGYFIEPTIF 

                     IDVKPDDAIAREEIFGPVLSVMAFDTEDEAIRLANDSIYGLAASVWTGSLSRAHRVSG 

                     RLRAGTVSVNTVDALSAQTPFGGFRQSGFGRDLSLHAIDKYTGLKTTWISY" 

     gene            168026..168625 

                     /locus_tag="APZ15_33105" 

     CDS             168026..168625 

                     /locus_tag="APZ15_33105" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349338.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22754.1" 

                     /translation="MGNVDQGAASIFGVVGTAVSLLAAIPYALAIYRRTVRPHLFTWL 

                     VWSVVTAIAAAGQFVAGAGPSAWCTAAIAVTCFLTLVASVFRGERGWTRVDWFFLVAA 
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                     LSAIPLWILTDDPTISVCLVTLIELAGLGPTVRKTIRDPWSESLAYFALCVLKYALAL 

                     LALSTWGIAVAFYPAVNIVASIGICVVMLVRRQSLSATR" 

     gene            168718..169089 

                     /locus_tag="APZ15_33110" 

     CDS             168718..169089 

                     /locus_tag="APZ15_33110" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349337.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome" 

                     /protein_id="ALK22755.1" 

                     /translation="MDAIRTVIEPSEAALRAAMLANDVEALEALLDDDLVFTVPTGQV 

                     ISKEDDLAAHRENLLRLDKLEVQETRACAIGEMILTTTKATLAGHFDGTAFDGVFAYT 

                     RLWRRSDAGWRIVAGHASQVM" 

     gene            169187..169666 

                     /locus_tag="APZ15_33115" 

     CDS             169187..169666 

                     /locus_tag="APZ15_33115" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349336.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GCN5 family acetyltransferase" 

                     /protein_id="ALK22756.1" 

                     /translation="MTGDEMHKPFTVRAARTADAGELTRLARISKAHWGYPKDWLDLW 

                     QSDLTIAPETIDGSIGYVAESAEAIIGFWVRASSESDRPTPGWLFVHPDHMGRGIARA 

                     LWEAVRKESASRGIRSFVIEADPNAVPFYLTIGAEKIGEKESSIVPGRFFPILRITI" 

     gene            complement(169917..170029) 

                     /locus_tag="APZ15_33120" 

     rRNA            complement(169917..170029) 

                     /locus_tag="APZ15_33120" 

                     /product="5S ribosomal RNA" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: cmsearch." 

     gene            complement(170181..173074) 

                     /locus_tag="APZ15_33125" 

     rRNA            complement(170181..173074) 

                     /locus_tag="APZ15_33125" 

                     /product="23S ribosomal RNA" 
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     gene            complement(173355..173430) 

                     /locus_tag="APZ15_33130" 

     tRNA            complement(173355..173430) 

                     /locus_tag="APZ15_33130" 

                     /product="tRNA-Ala" 

                     /inference="COORDINATES: profile:tRNAscan-SE:1.23" 

                     /anticodon=(pos:complement(173395..173397),aa:Ala,seq:tgc) 

     gene            complement(173520..173596) 

                     /locus_tag="APZ15_33135" 

     tRNA            complement(173520..173596) 

                     /locus_tag="APZ15_33135" 

                     /product="tRNA-Ile" 

                     /inference="COORDINATES: profile:tRNAscan-SE:1.23" 

                     /anticodon=(pos:complement(173560..173562),aa:Ile,seq:gat) 

     gene            complement(173659..175194) 

                     /locus_tag="APZ15_33140" 

     rRNA            complement(173659..175194) 

                     /locus_tag="APZ15_33140" 

                     /product="16S ribosomal RNA" 

     gene            175803..176273 

                     /locus_tag="APZ15_33145" 

     CDS             175803..176273 

                     /locus_tag="APZ15_33145" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006480968.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ATPase" 

                     /protein_id="ALK22757.1" 

                     /translation="MPRPNHALISTMDSTTQPGDADLRDEYAALRERAIILEEQAPPL 

                     LQRISDVLPRISGESELADEHRERLVGARNAAMVSIENYQQAIPFLQTADSIIEQLDK 

                     TPERDEDIEWRESLLQRLDELIDVAVVMIDDAEGYFEQAQACDLSSVPKAILED" 

     gene            complement(176446..177138) 

                     /locus_tag="APZ15_33150" 

     CDS             complement(176446..177138) 

                     /locus_tag="APZ15_33150" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349329.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="hypothetical protein" 

                     /protein_id="ALK22758.1" 

                     /translation="MRSARSAGSAGSARQSPAVAGVDVGGEKKQCDLVILRGPMVVCR 

                     EERIAPEAVPALCLAHDVVAVGVDAPSLWWTGSGRRAAEQALARERISCFPTPSREQA 

                     VASTSGFFDWMFMGERVYRALADAYPLLTGARYAGGRASFETYPYAITCAMLGKTVAS 

                     AKQKRNQRRQLLERLGIDVSTLKSVDARDATLCALTAQYVIDGNAHAYGDTEGGYIRV 

                     PIVNETIALDAP" 

     gene            complement(177148..177672) 

                     /locus_tag="APZ15_33155" 

     CDS             complement(177148..177672) 

                     /locus_tag="APZ15_33155" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349328.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK22759.1" 

                     /translation="MKKLVAAIAFAADKHRNQRRKDEEASPYINHPIALADVLANEAG 

                     VEDERVIVAAVLHDTVEDTETTEQELLRLFGKDVADIVMEVTDDKSLPKEERKRLQVE 

                     HAATISRRAKLVKLADKICNLRDIARHPPADWPLERKQAYFDWAKSVVDPMRGVHPGL 

                     EAIFDAAYDARPAD" 

     gene            complement(177794..181264) 

                     /locus_tag="APZ15_33160" 

     CDS             complement(177794..181264) 

                     /locus_tag="APZ15_33160" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493819.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chromosome segregation protein SMC" 

                     /protein_id="ALK22760.1" 

                     /translation="MRINQLDLIKYGKFTDETLRFPSAGEDFHVIVGPNEAGKSTIRT 

                     AVSELLFGMKLQTPLDFLHSTPELRIGGVLESGTGELAFHRARGRSPLRTPADDKLPD 

                     DYLAAVLDGATREFFEQMFGLDHGRLVDGGRSILDASDKLGQVLFESAAGVGSLGPVR 

                     EELDARAVELWAPRRSGSAFALAETSFNEAVTELKTVQVRTRDWVERKDAREAVEQQI 

                     EQARAEQRRLEALRSKLERVRRLAPYLKELTVKDAALAELGAVVELPPTAYADLLKAQ 

                     GDLAAEQKVLEERRADLLAKRQARDAIDADTDTLALEADIEALDRLRGACMNHAQDLL 

                     LLGADVERHLSAAFAAAAQLDWPTDEASLRASLPTALSLKTVANLLREHGALHQALAG 

                     ARESLDERTRELAQVREQQARLSTVDVPETLRAALADAQGFRNSGQREQALEQEIAAA 

                     ERTLSGALDALGRWRMPVDTLRALDVPSVARLGALLKEDSERASAAAAARDARDGALE 
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                     ELERLELQEKHFAENHKVVTTADVLAARARRDGAWGDIRSGAIDLGTGAPALDDAIRL 

                     ADELVDAQLGATQAAATLQSLRQQVESARAGVTRRQAALDERERELAAHRDAWAALAT 

                     TAAVPGMPLAAMGDWLAKRDTVFAAQADLDRQRREFDTIRAARAGAEAALRAALRTVS 

                     RGGESDGLAALVATAEAFVQSAEKALAQQDSLEERAREAERGCATAQSRAGHAQAAYD 

                     AWHAQWRDALADAKLSTSAATLAAAEGALALANAVTAELADADAPRNRIAVIRAELAA 

                     LEAGARRLAAALAPEWLTSGDWPDVARRLTMRLASAREIARAIGRADEAVRQADGKVA 

                     DAAAAVAGADARVQPLLQLAGVVSIDAALPLAERSDRQRQLRQAVDAAHEALVRDGDG 

                     LSRSAVEAEVAEQDIADVPAHLEAVKQSLGDVGKRLNELSQQQVVADQTFGAIDGQAN 

                     AAVAESKRQEALAAMGDAAEQYLEAATASRLLKWATDRYRDQKQGPMLRRAGEIFAGL 

                     TLGEFARLTVDTERTPPALYARRTKGASVEVAGLSEGTRDQLFLALRIAALELQLGSR 

                     TALPFVADDLFINFDDARAKAGLDALRDLSTRTQVLFLTHHDHLLPLVRDVFGAQVNV 

                     VELQRAPVSA" 

     gene            complement(181268..182518) 

                     /locus_tag="APZ15_33165" 

     CDS             complement(181268..182518) 

                     /locus_tag="APZ15_33165" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337181.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="metallophosphoesterase" 

                     /protein_id="ALK22761.1" 

                     /translation="MKFIHAADIHLDSPLHGLSAYPDAPAAQLRNASREALRQLVDRA 

                     IEEEVAFLVIAGDLYDGDWKDHNTGIFFGQQMGRLRKAGIRAFVLGGNHDAESEMTKK 

                     LTLPDNVTVFGHRKAETHKLPEFEVALHGQSFKDKAVVDNLAIGYPDPVPGYYNIGVL 

                     HTALEGYAAHANYAPCTLAELHAKGYDYWALGHVHEFQQWSGPSTVVFPGNLQGRHIR 

                     ETGRRGAVLVTVEQGRTQVERLYLDVLRWEAVSVDASDCLTVADLSRKIGQSLEALLT 

                     VDGHVPRAVRVTVAGRTPAHGLFFGRAPQLRAEVLNQIGIIGNERLWLEKVRLATSAA 

                     DHQPGESEQLEALEDLKQILADAARDPDFLELLERDLKPFVGKVRSDVKEEVPLLAMA 

                     RAGELTALVEQVGPALLARLARGE" 

     gene            complement(182583..182954) 

                     /locus_tag="APZ15_33170" 

     CDS             complement(182583..182954) 

                     /locus_tag="APZ15_33170" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349325.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22762.1" 
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                     /translation="MVHRRRFGAAFTDTYGIGGGECDEVPDAVVSEIACRTPGFQGWQ 

                     QERWWTHCGDAAQFVGRAGAGELRALGPQAVASIRESAGLDEGAEWEHFLAALDKGGS 

                     PTAYIFRCIRCGEPGGYQDCD" 

     gene            complement(183188..183778) 

                     /locus_tag="APZ15_33175" 

     CDS             complement(183188..183778) 

                     /locus_tag="APZ15_33175" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010482577.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22763.1" 

                     /translation="MRSSIALKLAALALLASNAAVGFAETPAPESVRLANGHEIEWAS 

                     PRLFEVDAARHTKSALIVPAALRRALAEASGVAFPSGRSKRIDGNDYLLVVVNRSSSS 

                     RPTGYCGAGEEGSLYVLELRGTRAVPRFSLPVQSCLDSVSLETDGGTQSPYLAIAWHD 

                     DPAAIDIRWEYVAHGGALHRVYRFVNGTFVEAEVPR" 

     gene            complement(183924..184694) 

                     /locus_tag="APZ15_33180" 

     CDS             complement(183924..184694) 

                     /locus_tag="APZ15_33180" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349323.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22764.1" 

                     /translation="MTILFRLLALACVLWLAACAAPPPPSASTGASAAAPDASERRGL 

                     GTAWGESVRSETRQVDFERADPAKPTDLASVYYNDALPGHPPASQVRRLPTRVALANG 

                     DIALSFTDEKGAPLRLARSNGRWHMAGVEGSRYMIVLRNQGRRTFEVVSTVDGLDVLS 

                     GRPGSYTNGGYVLYPGRTLTIEGFRKSRDEVAAFRFAAVPDSYVANSKYGDSANVGVI 

                     GVALFAQKENEEEALRRNANPFPGNDNGYAPPPVPRGE" 

     gene            complement(185070..185612) 

                     /locus_tag="APZ15_33185" 

     CDS             complement(185070..185612) 

                     /locus_tag="APZ15_33185" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549383.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23536.1" 

                     /translation="MNKIRTILVGAALTAVATSAAFAQTAQTGAQGSAGVGAQVQTPL 

                     LGGGVGVQAGAGANAAGSGSGAGNVVGGALNGVGKTVGDVGSAAGNAVGGATHAVGSA 

                     AGTAKDAAASAVHSTKAHVKHVAGKAKSHAQGAVSTAGDVAGGAKAKAGEALEGATNA 

                     VQGGASVGVKGSASAQGGAL" 

     gene            complement(185942..186310) 

                     /locus_tag="APZ15_33190" 

     CDS             complement(185942..186310) 

                     /locus_tag="APZ15_33190" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349318.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22765.1" 

                     /translation="MMHAHLLEMDAILSAPGFFDFLADLDCDRALDSRDAEPFDAQWM 

                     ASFDEIDGDPGAALDRPAVDALREKAFKLAFGASGHAGVAACVSDDIELIARSRLSGR 

                     TDGWPTSVLWSAYRSGRFPC" 

     gene            complement(186390..188378) 

                     /locus_tag="APZ15_33195" 

     CDS             complement(186390..188378) 

                     /locus_tag="APZ15_33195" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337180.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="gamma-glutamyltransferase" 

                     /protein_id="ALK22766.1" 

                     /translation="MNRTAIFPYASALLAAAMMTACGGNDIETDTGATTTPTADTSCL 

                     AIDNSGSTVVVGSNQPGDPSLPEASSGYRTGMKPVYAKTYLVATSNAYASAAGCAVLK 

                     KGGTAADAAVAVQAVLGLTVPEATGLGSGGVLLYYDARGKTLQAYDGRETAPAAATEN 

                     YLRYVDDATDHSAPLPNARASGRSIGTIGVPRLIEALQQDHGRLPWQNLFGDAITLAT 

                     NGFPIGGRLADAIAANAANLKRDPEAAAYFLNADGSPKTLGTVLKNPAYARTLTLMAQ 

                     SGANALYTGQIAQDIVAKIATTKGADGSTLTPGKTTVADLAAYQAKRRDPVCTTYRSY 

                     WVCGMPPPSSGGIAVASALGILENYDLKSLKPTAIDLEGGKPTVAGVHLITEAERLAY 

                     ADRDKYVADTDFVPLPGGTWNTLLNKPYLKSRAALIDPAKSMGTAKPGDLGAVPLGVD 

                     TTLIEHGTNQFTIVDGDGNVLSATTTVESSMGSFHMTNGFLLNNQLTDFSANPVDSSG 
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                     NPVANRLQPGKRPRSSMAPTIVFGQAADGSRGDFVMATGSPGGGTIPQYVVKTLVGAL 

                     DWGLDAQQSAGLVDFGASNSPTTTIGGEHPNVNTANNGANDPLITGLLALGHKVSTSA 

                     QASGVNTVMRVTVGQSPALQGGTDPRREGVVLGNTFRP" 

     gene            complement(188603..189559) 

                     /locus_tag="APZ15_33200" 

     CDS             complement(188603..189559) 

                     /locus_tag="APZ15_33200" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349316.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22767.1" 

                     /translation="MRSISQAFRCFDEVARRGSIRKAADALHLTAAAVHQQIRNLEEQ 

                     VGVPLFDRLPRGMQLTLAGEIVIAAVRRGQRDFDNALTQVEDLRALRRGHVNLAVPAS 

                     TAEKLVPDAILAAMQRYPGVTYSVRSGNGESIVRWVETGEADIGYALRRRTSAGVVEV 

                     RAFAQPLGVVTAPGHPLAASGGKVRMRDCFAYPLILMTPDTELRAMFDQIDARQPRNV 

                     RPLVETGSVPMVRRLAAEGAGVGFLIAENVADDVAAGRLAWTPLADAGARSFSCIYQR 

                     ADMSATVAMTMFLEFFSDAIEAMEDGFARDGRTAGKRRRAAR" 

     gene            189662..190786 

                     /locus_tag="APZ15_33205" 

     CDS             189662..190786 

                     /locus_tag="APZ15_33205" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349315.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="arylsulfotransferase" 

                     /protein_id="ALK22768.1" 

                     /translation="MESAVTTVDQITQRRRGVGLIAHDPALSAGGYTLIAPQTADGNV 

                     YLVGIDGEVAHQWKMPVRPGRHAVILANGNLGYNGNHPHSESRYAPWSMWHGGDFYEV 

                     TPQGETVWRYEDPAHHHDAQWLPNGNLLYAACEPVDAAFARRVPGGTPHGDDEVMYAD 

                     VIREVNRAGQIVWEWRAREHLRPEDFPIAAGFGRYHWPLVNGLAVDANGRVLMSLRTT 

                     SGIIGVNRETGRVDLRIGPDVVSHQHAPVPLANGNILAFDNGNFRHGAHVAFSRVVEI 

                     DPATQRVVWSYADDVVNLFYTPFMGNAQRLPNGNTHVTESSTGRLFEVTPAGEVVWEY 

                     VIPWFAEYPDEAARKTGPGQLNSVFQTFRYSAAQLPWLRA" 

     gene            190846..192207 

                     /locus_tag="APZ15_33210" 

     CDS             190846..192207 

                     /locus_tag="APZ15_33210" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349314.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nucleobase:cation symporter" 

                     /protein_id="ALK23537.1" 

                     /translation="MSHDPIPTPVDARLPAWQLALFGLQHVLSMAASPITAVFLIAKV 

                     LALPADLTVQLIGATFFACGIGTLLQSLGAGPIGARMPFVMVPGGAPTMLFAGIAAQS 

                     GLPTAAGAALLASAFYWVLLPVFTRCLRLFPRIVVGAMLLLVSINLIRIYATIVVGQP 

                     GSADFAQPRALGLALATIVATVIVAGAFRGTLGRLAVLIGLMAGATLGWALDAMPALA 

                     DVWRGPLFTHPVWLPFGMPRFDVLAALPLLIFTAISMAEATAQTVAVGETCGKPISLS 

                     RDVPKTIRGDGLASLAGALFGTPLIVTSAENIGVVQTTGVRSRYVTAAAGAILIVIAL 

                     FAPLARLAYAIPAAVVGGTALVVFAMIGVMGIRLLAGVDLHARANQYTLAAALVVGLA 

                     PILVPNLYRHFSSPVQIVLGNGMAAGTLAAIATQLAFAAFARLSGQASATPVAASSPS 

                     RDG" 

     gene            192542..193480 

                     /locus_tag="APZ15_33215" 

     CDS             192542..193480 

                     /locus_tag="APZ15_33215" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349312.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="integrase" 

                     /protein_id="ALK22769.1" 

                     /translation="MDTNRWTHDPVGAFRAWQETAATGADRRPFAPRSVVQHVAMFER 

                     FLRHLIAHRVSLATFGPDHVAAFLAELERTCAPGTSTRVRYAKLIDRLGRHLVEAGVR 

                     TIHPAGRTTRDLAWPDGEPEPCYLPPDADAALQHHVQPRPDDTPADCRNRAIVALLLG 

                     SGITSAEIRATTHDALDLDARPPALSVPRDRARPARRIRLAEFSLAPLAAWRARSADA 

                     PASALLFPAPRGGGAMNDMFLLLVVRDALSAIGFHAADISPRVLRNTVARRQLLAGHA 

                     HADVSTMLGLVSTRTVTRLRQTLPPDAAADRAAHER" 

     gene            complement(193516..193995) 

                     /locus_tag="APZ15_33220" 

     CDS             complement(193516..193995) 

                     /locus_tag="APZ15_33220" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349311.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22770.1" 

                     /translation="MTTLWRISNFADLKGIGGLRAGGRWHFAGQPVVYLAEHPALALL 

                     ETLVHFEIATVAQLPSGYQLLRIEVADSVDIAEIAEGDAPDDWRSNVDWTRSAGTEWL 

                     HTQPSALLRVPSVVVPHAHNFLLNPLHPAASEARIAEVMQSPYDTRILRLVQSKPGE" 

     gene            complement(193992..194447) 

                     /locus_tag="APZ15_33225" 

     CDS             complement(193992..194447) 

                     /locus_tag="APZ15_33225" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767020.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="antitoxin" 

                     /protein_id="ALK22771.1" 

                     /translation="MSTIAFHPSGVAHPRQAEFTILEQLLAIRVRSGADLAELASARV 

                     DVSVIDRLSERGLKSDELAFIIPRRTLSHRRQAHERLSPEESDKAIRLARIVAQATAT 

                     FGDQDKAMAWLRNGLQRFGGRTSLDMASTEHGARLVEEALTQIDEGYFA" 

     gene            complement(194817..195017) 

                     /locus_tag="APZ15_33230" 

                     /note="hypothetical protein; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(195652..196293) 

                     /locus_tag="APZ15_33235" 

     CDS             complement(195652..196293) 

                     /locus_tag="APZ15_33235" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349307.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK22772.1" 

                     /translation="MTENVAGITIPDSQLTREITELVRDTASPLLFHHSSRVFYFAAL 

                     AGQRRGLKYDPELLYCGCMFHDMGLTHKHSSACERFEVDGANAARDFLKGKGISQQDI 

                     DVVWTSIALHTTPGIPQHMHPVIALVTAGVEMDVLGLKYPEYSDVEREAVVRAHPRTP 

                     HFKEDIIQAFYDGIRHKPDTTFGNVKADVLGDKDPHFHAGNFCSVIRSSAWAG" 

     gene            196508..197473 
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                     /locus_tag="APZ15_33240" 

     CDS             196508..197473 

                     /locus_tag="APZ15_33240" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493824.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22773.1" 

                     /translation="MPKVVGIFAVPGVQLLDVSAPLDVFAQANAECGKPFYTLRIIAG 

                     ESGPIRSSSGAQLLPDWIVPDIPERIDTLLVAGAPSAGRIALRTDVLAWLRAAAVQSK 

                     RYGSICTGAFILAATGLLKGRHLTTHWAAADALAEAYPSLAVDADALYVRDGKLRTGA 

                     GVTAGLDLALALVEEDLGREIARRVAAQLVMFFKRPGGQLQFSRKGEARPAGRSVLQE 

                     VQRWIAANPELKHSVAEMAKHAGMSPRHFARLFRAEVGMTPAAWVEATRISAARHLLE 

                     NGHDTPKQVAAKCGFANVDTLRRSFTRHVGITPAEYRKRQAVLAE" 

     gene            197796..198107 

                     /locus_tag="APZ15_33245" 

     CDS             197796..198107 

                     /locus_tag="APZ15_33245" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337171.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="purine nucleoside phosphorylase" 

                     /protein_id="ALK23538.1" 

                     /translation="MKSFIYAVVAATALSASYGAFAQSNPSGQLTRAQVRAELVQLEQ 

                     AGYKPEVSDQYYPRALQTAQARVTNADEAGYGAQAAAGVRAGRAIAVKQDGRDSVYFG 

                     Q" 

     gene            198421..199134 

                     /locus_tag="APZ15_33250" 

     CDS             198421..199134 

                     /locus_tag="APZ15_33250" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349304.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="carboxymethylenebutenolidase" 

                     /protein_id="ALK22774.1" 
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                     /translation="MSQTSGSMITFRRPDGQELQGYLATPAKIEGAPAVVVIQEWWGL 

                     NDQIRGVADRLARCGYFALVPDLYRGKSTVEEEEAHHLMTGLDFGDAASQDIPGAVTY 

                     LKTLASRVAVTGYCMGGALTLLSLQFADADAGVTWYGFPPLDYLDPAKLKVPLMGHWG 

                     TQDAFFAIDQVDALEKKLTDAKVGFEFHRYLAHHAFANETAVGPGRIAGTQFDPVWSQ 

                     MAWDRTLTFFGRTLWTKQA" 

     gene            complement(199268..200800) 

                     /locus_tag="APZ15_33255" 

     CDS             complement(199268..200800) 

                     /locus_tag="APZ15_33255" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549370.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug transporter" 

                     /protein_id="ALK22775.1" 

                     /translation="MQKHALTASAVAMAAALFAAGCTMAPHYKRPDAPVAQAYPAGGV 

                     YATQPGAAGGRSANGQAATAIGWREFFVDPRLQRLIEIALKNNRDLRVSVLNIEAARA 

                     QYQITRAELFPTLDGTGTGSVQRIPQGLSTTNAPLISRNYNVGLSASWELDLFGRVQS 

                     LKDQALAQYLSTSYARQAFEISLVSQVADQYLTLLSTDDLLKVTEDTLKSAQAQYDLT 

                     KLQFDNGTGSELELRQAQTVVEQALSNQQAQARARAQALNMLVQLIGEPLPDDLPAGM 

                     PLDAQNLLTDVPAGLPSDLLTRRPDVMQAEQTLLAANANIGAARAAFFPRISLTAAFG 

                     TASPTLGGLFKAGTAAWSFAPSIALPIFEGGSNIANLDLAHVQKRIEIANYEKAIQSA 

                     FREVSDGLAARGTYDQQIAALERNEHAQQRRFDLSDLRYKNGVDSYLSVLTAQTDLYS 

                     AQQTLINARLARWTNLVDLYRALGGGWIQRAGETPRAPDAPVDYDKASAPAPASSAAT 

                     NG" 

     gene            complement(200803..203994) 

                     /locus_tag="APZ15_33260" 

     CDS             complement(200803..203994) 

                     /locus_tag="APZ15_33260" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483510.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug transporter" 

                     /protein_id="ALK22776.1" 

                     /translation="MAKFFIDRPIFAWVIAIVLMLAGVASIFKMPIAQYPTIAPPTIQ 

                     IQANYPGASAKTVEDTVTQVIEQQMSGLDNFLYMSSTSDDSGNATITLTFSPGTNPDV 

                     AQVQVQNKLSLATPNLPQVVQQLGMQVTKSSSNWLMWFAFNSEDGSMSKEDLTNYVAS 

                     HVLDPLSRVNGVGQTLLLGSQFSMRIWLDPVKLTNYSLTPTDVSAAITQQNVQIAGGQ 

                     IGGTPAKPGTMLQATITESTLLRTPEQFGNILLKVNQDGSQVRLKDVGRAALGSENYT 
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                     FDTKYMGQPTAGLGIQLATGANALATATALRAKVQELSKYFPHGLVVHYPYDTTPFVR 

                     LSIEEVVKTLLEGIVLVFLVMYLFLQNLRATIIPTIAVPVVLLGTFAIMGLAGFSINT 

                     LSMFGLVLAIGLLVDDAIVVVENVERVMAEEGLSPKEATRKAMGQITGALVGVALVLS 

                     AVFVPVAFSGGSVGAIYRQFSLTIVSAMVLSVLVALILTPALCATILKPIPQGHHEEK 

                     KGFFGWFNRTFDRSRDRYTGGVNHVIRRSGRWLVIYLAVFIAVGVMFVRLPKSFLPDE 

                     DQGYMFMIVQTPSGSTQETTGKTLDNINTYLTTTEKDVVDSVFTVNGFSFAGRGQNAG 

                     LVFVKLKPYEHRQRSDQKVQALIGRTFAHYSQYKDAMVIPFNPPSIPELGTAAGFDFE 

                     LTDNAGLGHEALMAARGQLLGMAAKDPTLALVRPNGLNDTPQYTVDIDREKANALGVT 

                     AAAIDQTFSIAWASQYVNNFLDTDGRIKKVYVQADAPFRMTPEDMNIWYVRNSTGGMV 

                     PFSAFSTGHWSYGSPKLERYNGVSSIEIQGQAAEGKSTGQAMAAMEALASKLPEGIGY 

                     SWTGLSFQEIQSGSQAPILYAISILVVFLCLAALYESWSIPFSVIMVVPLGVVGALLA 

                     TMLRGLENDVFFQVGLLTTVGLSAKNAILIVEFARELQANENMGPVRAAIEAARLRLR 

                     PILMTSLAFMLGVLPLAISNGAGSASQHAIGTGVIGGMITATFLAIFMIPMFFVRVRA 

                     IFSGETENVDDAWRLVQGDLQRSHGDAHDSKGQ" 

     gene            complement(204010..205266) 

                     /locus_tag="APZ15_33265" 

     CDS             complement(204010..205266) 

                     /locus_tag="APZ15_33265" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349301.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin D" 

                     /protein_id="ALK22777.1" 

                     /translation="MRVERVPYRLITAATAAVFLAACGKKESAPPPQTPEVGVVTVQP 

                     QAVPVFTDLPGRTSAFLVAQVRARVDGIVLRREFTEGTDVKAGQRLYKIDPAPYIAAL 

                     NSAKATLAKAQANLVTQNALVARYKVLVAANAVSKQDYDNAVATQGQAAADVAAGKAA 

                     VDTAQINLGYTDVVSPITGRVGISQVTPGAYVQASQATLMSTVQQLDPVYVDLTQSSL 

                     EGLKLRQDVQSGRLKTSGPGAAKVSLILEDGKTYSEPGKLQFSDVTVDQTTGSVTIRA 

                     VFPNPGKVLLPGMFVRARIEEGVNENAFLVPQIGVTHDQKGQAIAMVVNASNKVEPRP 

                     LKTTGMQGPNWVVEGGLQAGDHVIVQGADKVRPGATVKTVAAQLAPAPDAASGTPASA 

                     ANASGAAPASTVANAAASSTAASSAQ" 

     gene            complement(205496..206380) 

                     /locus_tag="APZ15_33270" 

     CDS             complement(205496..206380) 

                     /locus_tag="APZ15_33270" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349300.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22778.1" 

                     /translation="MDQLQSIRAFVTVAREGGFRRAATRLRVSTAMASRLVDALETRL 

                     GARLLQRSTCHQSLTEIGELYLTRVERILGAIDEIDGRFVAMGSKPEGALRIAAPVAF 

                     GLSQLSALLDRFVSRFPDVRPTVTLTDAHVDLTSEDIDVAFLTDGMPVTGAHALHTLA 

                     SYESVRVAAPGYVAAHGGAAASGDWPDLAAVRLDLPAAGGDDAAAFRPDATPGGSQGV 

                     GHLEMARRLAVAGMGAAVLPAYLVDADLADGALVRVAPVHSLAPVTLKLAHARTAHLP 

                     AAARAFIEFAGTAFRPAS" 

     gene            206976..207944 

                     /locus_tag="APZ15_33275" 

     CDS             206976..207944 

                     /locus_tag="APZ15_33275" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549366.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22779.1" 

                     /translation="MEIDARTTPLQRTTPDHDPQSPTARLAALIAAYAPHDGTFELPV 

                     RGLRIARVSASPPHWNHGVHHACLSIVGQGAKSTRVGDAAYVIDESRMLVTTADLPAT 

                     GRVTRASLAEPFLYAQLELDPARIAALTPRVFPRGLPKAVDCGALDTHDAPPEIIDAI 

                     ARLMQLIAQPDDIDLLAPLIVDEILIRLLRGPSGARVAQVGQVDSTTQRISRAVAWIR 

                     DHYLDPMTVESLARQVDMSPSTFHHHFRAVTSMSPLQCQKMLRLQEARRLMCLSAMDA 

                     QQACRSVGYVSASQFSREYARLFGDAPGRDVVKLRDQTVPLSRVAP" 

     gene            complement(208155..209096) 

                     /locus_tag="APZ15_33280" 

     CDS             complement(208155..209096) 

                     /locus_tag="APZ15_33280" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349222.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22780.1" 

                     /translation="MDTLQMMRIFVRVAEEGSFTSAAQRLDITTAYASRSVAQLETHL 

                     RTRLLNRSTRRIALTDAGQRYLDRCQRILGYIDEAEAEAADAQAKPSGRLHVHATTSF 

                     GQAYVVPAVVRYRQRYPSVAVELTLSQHVPDIIDEGYDVSLQLSATELPDSGLVSQRL 

                     GEVHSVLCASPAYLKERGTPRTVRELDGHACLQIVTPVFPRDRWHLDGPDGPETFDLP 

                     LPDFQVNIADALGAALRAGLGIGSLPMSSALPALASGALVRVLPDYRLQKLTVYTLYA 

                     SRQYLDAKIRTFVDFLRECVPEMLSTDEAALNASCTS" 
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     gene            complement(209119..209298) 

                     /locus_tag="APZ15_33285" 

     CDS             complement(209119..209298) 

                     /locus_tag="APZ15_33285" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489072.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22781.1" 

                     /translation="MHTNRTTRAWRLGDTIRHPDHAAYGELDTSAPLLYCSAQFAPDR 

                     PAPEPPAPWPHGGAT" 

     gene            complement(209395..210693) 

                     /locus_tag="APZ15_33290" 

     CDS             complement(209395..210693) 

                     /locus_tag="APZ15_33290" 

                     /EC_number="6.3.4.4" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39PN9.1" 

                     /note="catalyzes the formation of 

                     N6-(1,2,-dicarboxyethyl)-AMP from L-aspartate, inosine 

                     monophosphate and GTP in AMP biosynthesis; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="adenylosuccinate synthetase" 

                     /protein_id="ALK22782.1" 

                     /translation="MPNVVVVGAQWGDEGKGRVVDWLAAQADLVARYNGGHNAGHTLV 

                     VGGKTYKLALLPSGIVRGKRGVIGNGVALDPEALLAEIARMAELGLSVTPDNLSIAEN 

                     ATLVLPIHRAIDRAQERLRREPIGTTLRGIGPAYEDKVGRRGLRVGDLAEPGRLAAKL 

                     DVLVDHHNAWFRGLGLDEHSRDAMLATLADLAPRILPFVRPVWADLNDATDRGERILF 

                     EGSQAVMLDIDWGTYPFVTSSGTVASAAAAGTGLGASKLGHVLGVTKAYATRVGGGPF 

                     LTELSDATGETLRARGQEFGVNTGRPRRCGWLDAAQLRQAVRISGIDSLALTKLDVLD 

                     GFESIELCVGYELDGVRVDHLPASLDAQSRAKPVYERFDGWRGTVKGVRERAALPRAA 

                     QDFIARVEAVAGAPVSMITTGAERDDTIVLRNPFDAAATA" 

     gene            210834..211739 

                     /locus_tag="APZ15_33295" 

     CDS             210834..211739 

                     /locus_tag="APZ15_33295" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349220.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK22783.1" 

                     /translation="MARRLPPLNSLRAFEAAARHGSFTLAADELCVTHGAISRHVQQL 

                     EAWLGRPLFERHNRRVELTDAGRAYLAEVGASFDRIALATAQHFGHAQQRVLRVSAPA 

                     TFSLRWLVPKLSSFQVAHPAIEVRLSTSNEPIDKLRDKVDLIVRGGPQAIDGYVAEEF 

                     LSEVRLPVCAPKLLEGRPLHTPADLAGFTLLHAATYPGMWPEWLAAAGHPNLVPRHSL 

                     TLEHFYLTLQGALDGLGVAMGPIALVADDIAEGRLVQPFGEPALPPWRYFTYVASARA 

                     NDDAVRAFKDWLRVTGNAAAPGGRN" 

     gene            complement(211921..212232) 

                     /locus_tag="APZ15_33300" 

     CDS             complement(211921..212232) 

                     /locus_tag="APZ15_33300" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349219.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22784.1" 

                     /translation="MRIQIRKLTLAATAAAFLFGSAVPAFAQTDASASAAQDAKAAKS 

                     QARKAARAQRKAEHKAARAKNNAELKKLEDAGYKPAANDPNYPQNLQNAEKKAGIGAS 

                     Q" 

     gene            214787..216103 

                     /locus_tag="APZ15_33305" 

     CDS             214787..216103 

                     /locus_tag="APZ15_33305" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489076.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="initiator RepB protein" 

                     /protein_id="ALK22785.1" 

                     /translation="MPRKPASKGSDKQVSLFQTPEPPDLLRKAVQAIHIAPKSGKIGL 

                     QQRKMFSSLIKNALRQEAFEPGRTSFSISIASLSHESGLNSNNTKYVKDTVNSLISTV 

                     VNWDYLAADRSTVWKASGLLAGAELEQSVLKYSFSDQIRSELLNPEIYALIDMRIARE 

                     FRRSHSLALWENTVRYEGIGITAKIPLPKFRDLILGQDKASQSYKEYKLFKSKVLVPC 

                     IQEVNEVSDHTLELIEHKSGRSVEAVQFKVTRKQSADTVEDGDVKNEALAEEVAKFGI 
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                     PRSEARRLITQYGVQRIKAAIAYTLNRTTKKNAAPVDNVAAYFRKALTHGYTLADGQG 

                     TEAVAPAKESAQSKQEQIRDKYLAAKVEEAGAYFRELEIDDQTKLIERYNETVAGSKD 

                     LTLSPKKKASKLAQTSFFRWLALDTWGEPTSDDLLEFLLKSSLAGN" 

     gene            complement(216198..217229) 

                     /locus_tag="APZ15_33310" 

     CDS             complement(216198..217229) 

                     /locus_tag="APZ15_33310" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489082.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chromosome partitioning protein ParB" 

                     /protein_id="ALK22786.1" 

                     /translation="MAKDTSKDKKPTGNLHLAAGLLRGLAQENAALETRLPEPAAAPS 

                     TIGESAPASAPPAAAPAGTADLGAPQKVLVKDCIPNPFNPRVFYSESSLHELALTLKR 

                     EGQIEPIKVTRLPEFPGKLVVIDGQRRLRATSINGDETINATFRTDHTPEQLYTIAYR 

                     ANHDHERQTIFDDAVAWKRLLDEKVFSDQNTLAEKIGKDKASISKTLSLNALPNTLLE 

                     RMASANDVVGLQAAYFLKLIFERLGEPTADRLLTAVIDRKKSVRDLENFLRTQSDGSK 

                     KAGRTRYSVRHDFALESQAIGQLKTYPDGRLDLQLKGVDASHQEALADKLKTVIDAYV 

                     AELATATQK" 

     gene            complement(217222..217917) 

                     /locus_tag="APZ15_33315" 

     CDS             complement(217222..217917) 

                     /locus_tag="APZ15_33315" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006399349.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chromosome partitioning protein" 

                     /protein_id="ALK22787.1" 

                     /translation="MAFKIAVSNQKGGTGKTTISVNIAAAFEAGGNKVALIDADPQGT 

                     SVRWVTSGENTLPMTVLSLAPAGRGIGGEIKKQDANFDVIVVDCPGNLEDPRIASVLE 

                     VADFCLVPLSPSPADLYSTVAMIRMIESMRSVRNPNLSSALMLNSVNGKTKMREEILK 

                     ILRAEEIGEHLLDSQIAQREVYRQTFALGTTIHHHNRYLKGLKEARAEIEKLVTEMAQ 

                     YIASTRTTGAAHG" 

     gene            complement(219724..220740) 

                     /locus_tag="APZ15_33320" 

     CDS             complement(219724..220740) 

                     /locus_tag="APZ15_33320" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011350422.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22788.1" 

                     /translation="MHPAPAPYSPGQQVDASTIAAFNPVSPRSTRQSRESDLRLTLAE 

                     RVARWTDGVDHLTTAIPNLSLHRRETPTQPMDCMVEPSFGLVVQGTKRIIQSGDVYLC 

                     DANRFLITSLDLPGSTQVIEASRETPFLGIGLKLDFRVMAELMAQVAPDHEDAPAGRG 

                     LVVGDMTEPLYDAVNRLLALLDDPNAIAVLAPYVEREIYYRLLTSDQGGRLRQIASAG 

                     SQGNRVSRAIQWLRTHYDESLRVDDLATQVQMSSSTFHHHFRLLTGMSPLQYQKWIRL 

                     NEARRLMLSERLDATSASFRVGYASPTQFNREYSRLFGNSPRRDIDNLRSGTDVVLSV 

                     AATY" 

     gene            complement(220865..221989) 

                     /locus_tag="APZ15_33325" 

     CDS             complement(220865..221989) 

                     /locus_tag="APZ15_33325" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497841.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hydrolase" 

                     /protein_id="ALK22789.1" 

                     /translation="MASPLVLIHRILGFAAARRGRTLSGGSPQHNGERFSNVAPRPAE 

                     GLGKTLGIAWNMLFNKPRNTVPAGMLPVDSLTRAELDAAPDRSLYRLGHSTLLLKLRG 

                     EFWLTDPVFAERASPFRRVGPKRFHAPPIALEDLPPLRGVILSHDHYDHLDRDTVLAL 

                     AATTGVFVTTLGVGDRLIEWGIDAKKVRQLDWWQSVDEAGLTLTATPAQHFSGRSLFD 

                     GNSTLWASWVIVDDDLRVFFSGDTGYFDGFRTIGERLGPFDVTLIETGAYDAQWPYVH 

                     MQPEETVQAHIDLRGRWLVPIHNGTFDLAMHRWQEPFERVTALAIVRGVELSTPRMGE 

                     RLALDEPHRGERWWRTVDERAPSVATKSRRWPLCTSQATK" 

     gene            222073..222726 

                     /locus_tag="APZ15_33330" 

     CDS             222073..222726 

                     /locus_tag="APZ15_33330" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350420.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 
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                     /protein_id="ALK22790.1" 

                     /translation="MDTSTPPQRLTDRKRAAIVDAAIEEFLASGYDATSMDRIAARAD 

                     VSKRTVYNHFPGKETLFAAILQKLWDATRTGSSPTYRSDVPLREQLLALLERKMRLLG 

                     DEAFLALARVAIGAAIHSPERARDMVERLGEREEDMTVWVRTAAAAGRLSVTDPVFAA 

                     HQLHGVVKAFAFWPQITMGQPPLAAPEQLKVAESAADMFLAYYARPEDPDASRAAAD" 

     gene            222915..223406 

                     /locus_tag="APZ15_33335" 

     CDS             222915..223406 

                     /locus_tag="APZ15_33335" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335397.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="flavodoxin" 

                     /protein_id="ALK22791.1" 

                     /translation="MKTLLIVYHTMTGGTQQMAEAAAGAAREQSGVDVRLQRADATSA 

                     DDVLDADAYLFATPENLAAMSGLMKDFFDRCYYAALDRVNGRPYAVMICAGSDGQNAL 

                     RQIDRIATGWRLKNVAPGLIVCTHAQTPERILAAKTIDGDDLARCAELGAGLAAGLAL 

                     GVF" 

     gene            complement(223541..224125) 

                     /locus_tag="APZ15_33340" 

     CDS             complement(223541..224125) 

                     /locus_tag="APZ15_33340" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350418.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22792.1" 

                     /translation="MVPPHDIPHDGITREEIHHRQIDMRGYRRSDGQFEVTACLADRK 

                     AFDFTPPGGTRTVAALSPIHDLGVTLVFDADMIVRAVSTFLRSHPYAQCPGGGDSLQA 

                     LVGLRIGAGWNSEVRKRLPSCDTCTHLKELLGPIATTAYQTMVGMRKSSLEERDSDGK 

                     PLKIDSCHAYGASRDLVKRLWPEYHRPSAQTKGS" 

     gene            224882..225544 

                     /locus_tag="APZ15_33345" 

     CDS             224882..225544 

                     /locus_tag="APZ15_33345" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350416.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ProQ activator of osmoprotectant transporter 

                     prop" 

                     /protein_id="ALK22793.1" 

                     /translation="MGFEQLAELRAQLAAKAKQERNAKRPAAPADTGAKPKSGDQPQR 

                     GAKPAAAGGKAPHRAKPASAKPSAPVDPVIVAIGKLQRKFPRAFPKNPAPKVPLKVGI 

                     WDDLAREAQAVGLNEAELREAMSTWCRGNRYWSCLVEDAVRVDLQGNEAGRVTHDDAA 

                     RARRLKARRPGKGAAQSAKGAQQQPKAEQQAEAAAEPQPANVEAQADAVPQVEQQTAG 

                     NE" 

     gene            226046..227107 

                     /locus_tag="APZ15_33350" 

     CDS             226046..227107 

                     /locus_tag="APZ15_33350" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350415.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22794.1" 

                     /translation="MHSRHSAILVALTAAALFGAATPLAKALIGAMSPFMVAGLFYLG 

                     SGVGLGIGILLRRLHGRHASAADAAPLQRADLPWLAGAIAAGGVAGPALLMLGLSSTP 

                     AAASALLLNLEGVLTAVIAWVVFRENVDTQVFLGMVAIVAGGTLLSWTPGRAGVPVGA 

                     LLIIGACLCWAIDNNLTRKVAANDAMVIACVKGLIAGPVNIGIALATGATLPALPVTA 

                     AAMLTGLGGYGISLVLFVVALRHLGSARTGAYFSIAPLFGVVLSLLIWPALPPATFWI 

                     AAALMALGIWLHVRERHEHTHTHERLEHTHRHRHDEHHQHAHDFTYDGNEPHTHPHVH 

                     LPITHSHAHFPDIHHRHRH" 

     gene            complement(227237..227591) 

                     /locus_tag="APZ15_33355" 

                     /note="bleomycin resistance protein; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(227652..228242) 

                     /locus_tag="APZ15_33360" 

     CDS             complement(227652..228242) 

                     /locus_tag="APZ15_33360" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350413.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hydrogenase" 

                     /protein_id="ALK22795.1" 

                     /translation="MTAAFDDARQRALQSLLSAAANADTPDARLFGTLVAARARRNEL 

                     GLLGLSHPQLAAVLARQFPRLPAADAAALVPTAATALLPSTHAAFIATLHARLMDDAN 

                     PAVDHDDAGCLASIIAHACLRPDHLWRDLGLDGRDAVSAMLGRYFPALAARNVAHLRW 

                     KKFFAQEVAASLDVPPGPAPGCPGCEDFGSCFPQAR" 

     gene            complement(228336..228761) 

                     /locus_tag="APZ15_33365" 

     CDS             complement(228336..228761) 

                     /locus_tag="APZ15_33365" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337149.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transporter" 

                     /protein_id="ALK22796.1" 

                     /translation="MRTSARNHFAGQVSAVKTGAVNDEITLRTQDGLDIVAVITHGSA 

                     ASLGLAAGSKAFALVKASSVIVMVDVDSSKVSARNCVAGTVSSVTKGAVNSEVVVKAA 

                     GGAEIVAIVTNDSVDRLGLASGTAASAIFKASSVIVGVE" 

     gene            complement(229029..230558) 

                     /locus_tag="APZ15_33370" 

     CDS             complement(229029..230558) 

                     /locus_tag="APZ15_33370" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350411.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22797.1" 

                     /translation="MKRHGLRLAATLAPLALALGACKSVGPDYTLPQQAYVNAPLANH 

                     ALDDANGTLVSRDAVPGNWWQLYDDPVLNALVRDALKSNTDLRVAAANLARSRAALEV 

                     ASQQGGFSGGAEAAVQRAQESAEQYLLENKLPVVNEGAVGINVSYEIDLFGKLRRGVE 

                     AARADSEAVRAAGDLARITVVADVVRAYVESCSAGDELAIAKQSLALQKQRVALSQRL 

                     RDAGRGNQTDVTRGVTQVRTLAADIPRFEGRRKVAQYQLAALLARSPADLPKAVAECE 

                     RLPKLRQPIPIGDGAALLRRRPDVREAERQLAAATARIGVATAALYPSISIGASAGSV 

                     GVAADLFSSNTNRWSFGPLISWSFPVNGQRARVREAEAATGGALAHFDGVVLNALRET 

                     QSSLATYAADVQRTEALRTAYESARSSADETHRLYVAGRESFISDLDATRTLTSVQAQ 

                     VAAAEGQVAADQVRLFLALGGGWDDDAASDASKQISKQTPKPAPASGASAASAAVTAA 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
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                     E" 

     gene            complement(230555..231532) 

                     /locus_tag="APZ15_33375" 

     CDS             complement(230555..231532) 

                     /locus_tag="APZ15_33375" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481647.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22798.1" 

                     /translation="MKKTWLSAGQILLTLIVVVVAAVVLWRIVNYYMFSPWTRDGHVR 

                     ADVIQVAPDVAGLITSVQVADNQEVKRGQVLFVIDQARYTLAERLAEATLAQRRATLA 

                     QAKREYARNLQLGNLVASEQVEESRTRVEQGEAAVADAQVSLDTAKLNLQRTTIVSPV 

                     DGYLNDRAPRIGEYVPAGRAVLSIVDRNSFRVDGYFEETKLRGIHIGQPVDIIVMGEP 

                     HTLRGHVQSIVAAIEDRDRTQGANLLPNVNPAFSWVRLAQRVPVRVVLDEVPDDFRMI 

                     AGRTATVSMREADTRRNDNAKPAGAGTASAVAPGSTASATAASATGASQ" 

     gene            complement(231535..231747) 

                     /locus_tag="APZ15_33380" 

     CDS             complement(231535..231747) 

                     /locus_tag="APZ15_33380" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006755496.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22799.1" 

                     /translation="MIGEIDIFGVFVPAPLVLMLIAYLINIVVRAVLERVGFYRLVWH 

                     RSIFDLGIYVFVFAAVVIVSHHLVAS" 

     gene            complement(231782..233914) 

                     /locus_tag="APZ15_33385" 

     CDS             complement(231782..233914) 

                     /locus_tag="APZ15_33385" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350408.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fusaric acid resistance protein" 
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                     /protein_id="ALK22800.1" 

                     /translation="MTYPSLRDWLFSGKTFAASMLALYLGLYFQLPRPYWAMASVYIV 

                     SNPFVGATRSKALYRALGTALGAAAAIFFVPPFVETPLLFAIIVATWCGTLLYLAISD 

                     RTARSYVFMLAGYTMPLVALPTVTDPSTVFDVAIARTEEIVLGIVCASVVGSAIFPNR 

                     LAPTLIERTDAWFKDAAFYGRETLSGHLAGKALSACRQRLAATITGLEFLLSQLSYDH 

                     AHPRILARAQALAGRMQLFLPLMSSLADPLIALMRDLHIRPAGLDDLLADAAKWFDAP 

                     LPAVKAGNDGDMTDDPVAERLRERIAALQPADDALASWDGALLSNALWRLRQVIDIWQ 

                     DCRSLRALIGNESGVWQPRYRHWRLGGTERFFDRGMMLFSTLTVAAAIVFASWLWIAS 

                     GWHDGAAAVTLVAVSCSFFAALDEPAPLVFKFFLATTASVVFAGLYLFVVLPHVHDFA 

                     MLVVMFAGPFILIGTLLPRPQFNMVTMLVAVNTATFISIQGAYDADFFVFLNSNLAGV 

                     AGLLFAYVWTRATRPFGAELAVRRLLRSGWEDVARSASTQPLDDQRNHASRMLDRVTQ 

                     LLPRLGASDDHRHPSIESFRDLRIALNALDLRRSRRRLSGDVPDAIDRVLAGVTDHYA 

                     RCAAANARQPAPPALLATIDDALQRVAGRNLPGATPAEHDAAPAASATPATHRRLRDT 

                     LHALVGLRLSLYPAAAGQPPQAPDGARA" 

     gene            complement(233911..234390) 

                     /locus_tag="APZ15_33390" 

     CDS             complement(233911..234390) 

                     /locus_tag="APZ15_33390" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350407.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MarR family transcriptional regulator" 

                     /protein_id="ALK22801.1" 

                     /translation="MTNLHDLRLAVSSLLVLSARKWRRTSDGVLNAYNVSEACATPLL 

                     IAGRLGEGVRQGTLAEHVGIEGPSLVRLLDQLCAAGLARRDEDPHDRRAKTISLTAAG 

                     RAVTAKMEEDLRVLRAQVLKGVTRADLEATLRVLDAFNASESPPPAARASRTGNATS" 

     gene            234703..235563 

                     /locus_tag="APZ15_33395" 

     CDS             234703..235563 

                     /locus_tag="APZ15_33395" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350406.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA dehydrogenase" 

                     /protein_id="ALK23539.1" 

                     /translation="MSTPSSQPSAPASLDAWLGKTETLGDDITAFPLNALAATLDRPS 

                     PGDVVPPMWHWLYFLPVAPLAELGPDGHPKRGAFLPPVPLPRRMWAGGRLTFHAPLRT 

                     GRRAMRESTIVNLEDKTGRSGRLVFVTVQHRIECDGVPCVEEEHDIVYRDAPQPGAPA 
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                     PKPIAAPAGEAWSRTVMADAVMLFRYSALTFNGHRIHYDRSYVTQEEGYPGLVVHGPL 

                     IATLLVDLVRRERPDAALASFAFRAVRPTFDGEPFTLCGKPSDDGKTIELWAKGRDGW 

                     LTMQATATVA" 

     gene            235777..236064 

                     /locus_tag="APZ15_33400" 

     CDS             235777..236064 

                     /locus_tag="APZ15_33400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017332373.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22802.1" 

                     /translation="MATYIVFTRESTQDQHELDVYQSKVGATLAGHPVKVLAAYGPQE 

                     TLEGEGPEGVVIVEFPSKEAAHAWYHGPEYQDVVQHRFKGARYRAVLVEGV" 

     gene            236136..236564 

                     /locus_tag="APZ15_33405" 

     CDS             236136..236564 

                     /locus_tag="APZ15_33405" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008610993.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22803.1" 

                     /translation="MGRATTVLLAISVVFYLVAMFTAPFRTGAPDPHPWADGWQVLLT 

                     GWMGLFFGIFAWLANPLVFAAWWLIAKRRRTQAVTLAVLALLFGSSFLTQHRIVVNEA 

                     GGVEPVHLDAIGYWCWLASFGMAAIGAALLPGRTGTRAAG" 

     gene            complement(236598..238298) 

                     /locus_tag="APZ15_33410" 

     CDS             complement(236598..238298) 

                     /locus_tag="APZ15_33410" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350403.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dihydroxyacetone kinase" 

                     /protein_id="ALK22804.1" 
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                     /translation="MKKLVNRPSDVVREMLEGIARQSPHVAILGDEHVLVRQPLPEPA 

                     QRPVAVLSGGGSGHEPAHGGYVGEGMLSAAVCGEVFTSPSTDAVLAAIRASAGPNGAL 

                     LIVKNYTGDRLNFGLAAELARAEGIPVETVIVADDVSLRGRVERGQRRGIAGTVLIHK 

                     LAGAAAARGLPLARVAAIARDAAAELGTMGVALDGCTIPGADKSGFSLGDHEIELGLG 

                     IHGEKGVERRAPLPADALADTLLSSIVADLVLDRGERVALFVNGLGATPDMELAIVLR 

                     AAHDNLTRRGIVVSRAWAGTFLSALNMPGCSISVLRLNDERAVLLDAPTQARAWPGGG 

                     AVNTQIRVAEAAAQEAPLPPLDATGRAWAARLQPALHAVAQTLIDHEQTLTDLDAAAG 

                     DGDLGASMLRAAQAILALPETAYGSPAGVLAALGAALRRAIAGSSGPFYATALLRASR 

                     RLADVAEPSARDWAAAFHGAVDSISELGGAHAGDRTMLDALVPAVAAFERALDNDRDH 

                     AGAWAAAIEAAEQGAQETAQMTPRAGRASYLGERAIGTPDGGAAAVSYWLRALQPHVR 

                     " 

     gene            complement(238547..239686) 

                     /locus_tag="APZ15_33415" 

     CDS             complement(238547..239686) 

                     /locus_tag="APZ15_33415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007178343.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Fis family transcriptional regulator" 

                     /protein_id="ALK22805.1" 

                     /translation="MGAQANLADAGLLLVNRSPSDAWPDAAPVLTLPDRPALATSIRA 

                     RAQVFVDPRSVALLERIRLVAPSDANVLIVGETGTGKELIARHVHGLSRRSNGPFVAV 

                     NCGAFSETLVESELFGHEKGAFTGAFSAKPGWFEAANGGTLFLDEIGDLPLSMQVKLL 

                     RVLQEREVVRLGSRTGVPIDVRVVAATNVDLQQAVAHGQFRGDLFYRLNVVQLAVPTL 

                     RERPGDILPLARHFFDDYRSRLGYGPRSIDPRAERRLQAYGWPGNIRELENVIHHALL 

                     VSRHDALQEADLHLASPDATAAVHAPAQEPDPAAGAQAALERALRALFDEDHGNLFER 

                     IEDTVMRVAFEFSHRNQIQAARLLGISRNVLRARLIRAKEIAAMK" 

     gene            complement(239641..240873) 

                     /locus_tag="APZ15_33420" 

     CDS             complement(239641..240873) 

                     /locus_tag="APZ15_33420" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350401.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="monooxygenase" 

                     /protein_id="ALK23540.1" 

                     /translation="MTSISVSPRAESLRVVAPSRDEPAPPDALQTAGRLAAGFARTAA 

                     ERDQQGGTPKAERDQLRDSGLLALSIPAAYGGLGASWRTTFDAVRVLAAADSSLAHVF 
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                     GFHHLMLATVRLFGTPAQWESWFERTARQQWFWGNALNPLDERTVSRSRGAWHEFSGQ 

                     KSFCSGALDSQMLIASAHDAQTRAFLIAAVPTQRSGISIADDWNNIGQRQTDSGTVTF 

                     EKVRVEEHELLTDPGPLSTPFACLRPLVAQLVLTNVYLGIAEAAFSDARHYTLHEARP 

                     WPGAQVASTGDDPYILGQYGEFWVGLEAARVLADRAADRLDAAWARDEALTHAERGEV 

                     ALATAAAKVSATRTGLDLCTRMFDVAGARATHGALRLDRHWRNLRTHTLHDPLAYKIR 

                     EIGEWALKRTWPTPGFYS" 

     gene            241342..241902 

                     /locus_tag="APZ15_33425" 

     CDS             241342..241902 

                     /locus_tag="APZ15_33425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350400.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FMN reductase" 

                     /protein_id="ALK23541.1" 

                     /translation="MSNAINVVAISGGLQRPSRTLALTDAIVAALGAALTIDTRLIEL 

                     GEIGSRLAGALTRAQVPADLDAQIRAIETADALVVASPVYRASYTGLFKHLFDLVHHE 

                     ALVDVPVLLAATGGSERHALVIDHQLRPLFSFFQARTLPIGVYASESDFDQYQIASPA 

                     LRARIALAVDRAVPQLRPHALSVAAA" 

     gene            241939..243042 

                     /locus_tag="APZ15_33430" 

     CDS             241939..243042 

                     /locus_tag="APZ15_33430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350399.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dimethyl sulfone monooxygenase SfnG" 

                     /protein_id="ALK22806.1" 

                     /translation="MSHSDSSADGVKFAYWVPNVSGGLVVSTIEQRTDWSLEYNQQLA 

                     RTAEAAGFEYALSQIRFTAGYGAEYQHESVSFSQALLHATTKLKVLAAILPGPWHPAV 

                     VAKQLATIDHISNGRIAINVVSGWFKGEFTAIGEPWLEHDERYRRSKEFIQALKGIWT 

                     QDNFTFKGDFYRFNDYTLSPKPVQKPHPEIFQGGSSRAARDNAASVSDWYFTNGNTPE 

                     NLKAQIDDIRAKAAANNHRVRIGVNAFVIARDTEEEAQAVLDDIIRHAHVEAVHAFGD 

                     AVKQAGKASPEGEGNWAKSTFEDLVQYNDGFRTNLIGTPQQIAERIVALKAIGVDLVL 

                     AGFLHFIEEVEYFGQRVLPLVRELEAQRQAVAA" 

     gene            243217..244446 

                     /locus_tag="APZ15_33435" 

     CDS             243217..244446 
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                     /locus_tag="APZ15_33435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350398.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="SfnB family sulfur acquisition oxidoreductase" 

                     /protein_id="ALK23542.1" 

                     /translation="MSTEIIEENVQPQAGVTPVPVIGSDAEALDVARQVAARLAEHAA 

                     LRDRDRKLPFDEIELFSSSGLWGITVPREYGGAEVSNVTLAEVIAIVSEADPSLGQIP 

                     QNHYCLIEDIRLEGSDAQKRFFFDLVLKGTRYGNAFSEAGGKNVLDIRTRVHRDGDAF 

                     VLNGRKFYSTGTLFAHWIPVLALDESDQAVLAFVRQGAPGLTVVDDWSGFGQRTTASG 

                     TVIVENVRVSPFEIFHTQRSYDRPTFAGPFAQITTAAIDLGIARAALQDTIAFVQQHA 

                     RPWIDSGVERASEDPLTVAQIGDIAYRVHAAEALLARSGRFVDAAKREPGEETVAQAA 

                     IAVGEAKIATTEVALLAASKLFELGGSKSTLAKYNFDRHWRNARVHTLHDPVRWKYHA 

                     IGNYYLNGVKPARHSWN" 

     gene            244574..245992 

                     /locus_tag="APZ15_33440" 

     CDS             244574..245992 

                     /locus_tag="APZ15_33440" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013949001.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23543.1" 

                     /translation="MPAQHAAPPAGGLRRNYLSLPELIAQSIGLVGVSGGIGVLIPAV 

                     FATAGNGTWLAYLFAIVALLFASWSISVFARDSASPGALYAYVSAGIGPVWGAICGWS 

                     LLIAYAVAAAGILQGTINTFLVLGRETGLLGGATPLGAVLGLTVVTAFAAWYIAFRDI 

                     RLSTRFTLFVELATLLLIAVVVIGTIAFGGHPVDRAQLTLEGVKPTQLQLGMVLAFFS 

                     FTGFESATVLGAEARDPFRAIPRAVLISVVGPAILFVIGAYGMVSAFHGQTPPLDRVD 

                     GPLAVLAHRLGAGWVGVLIDAGVALSFFAAFFSSINAAARIVYTFGRQGVLHASTGHA 

                     HERNATPHVAVALIAVLALVTALVFTARGTALLDSYGYLSSIATYGWLLAYVLVAIGA 

                     PLYLRRQRRLRARHVAISVIAVVLLAIPLAGSVYPVPEGVYAWLPYVFVALLAIGLGW 

                     FLVLRVRFPERLRELEAELLTK" 

     gene            complement(246039..247382) 

                     /locus_tag="APZ15_33445" 

     CDS             complement(246039..247382) 

                     /locus_tag="APZ15_33445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006749766.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK22807.1" 

                     /translation="MSKSEYLQLADAIAAQIADGTLAPGDRLPPQRLFADQHAIAAST 

                     AGRVYTELLRRGLVVGEVGRGTFVSGETRRGAAAPGEPRGVRIDLEFNYPSVPDQTAL 

                     IARSLSGLHRPAELDAALREATSIGTAAIRSVAAAYLSQPAWSPSPDQLVFTGNGRQS 

                     IAAAVAAVVPTGGRCGVEALTYPFIKGIAAKLGISLVPLAMDDDGVRPDAVQKAHREA 

                     RLSAIYIQPAIQNPLGMTMSTARRAELLRVVEKLDIPVIEDNVYGFLGDEPPLAALAP 

                     DACIVIDSLSKKVTPGMTLGFIVPPPRLRESVMASVRSGGWTASGFAFAAAQRLMRDG 

                     TVAELAQLKRIDASERQALAIDRLAGFDIRTNGKCYHLWLTLPAHWRSQTLVAAAARR 

                     DIGLTPSTTFAVSSGHAPNAVRLALAAPTMDQLDAGLRTLTAILNGREEDFDLTE" 

     gene            247675..248460 

                     /locus_tag="APZ15_33450" 

     CDS             247675..248460 

                     /locus_tag="APZ15_33450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006756551.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="permease" 

                     /protein_id="ALK22808.1" 

                     /translation="MTAALVAVGLQLTLTTILIAFAGVFVIAFMRGAFGGGFAIIGIP 

                     LLSLVMDPVTAGGLLAPLFIAMDLFALRYWKPSTWSKPDLVLLLPGLVMGIGCGYLAF 

                     RFLDHRAIELLMAAVTLIFVGLWVAGGAQLTVRPRSRPKAVTAGLASGVTTMVAHSGG 

                     PPLAMYLLPLGLGKEMYAGTTSLFFTVGNALKAVPWMLIVRPTMNVWALMAVCLLAVP 

                     AGVVLGWRLHGRLDQRLIYRICYGLLAVTALKLFWDGVSGYLA" 

     gene            248563..249900 

                     /locus_tag="APZ15_33455" 

     CDS             248563..249900 

                     /locus_tag="APZ15_33455" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350394.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug MFS transporter" 

                     /protein_id="ALK22809.1" 

                     /translation="MSTDTSLRTPSRRHFMGVAATAAVAGSLSRLTFAETETEASRAV 
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                     VGVARPAGGDASAVRPLRVHAPDVQLAELRRRINATRWPEREAVADASQGVPLETMQK 

                     LARYWATDYDWRKVEATLNALPQFVTRIDGLDVHFIHVRSKHPDALPVIVTHGWPGSI 

                     IEQLKIIGPLTDPTAHGGTASDAFDVVIPSLPGYGFSGKPAATGWDPVRIARAWIVLM 

                     NRLGYRRYVAQGGDWGNAVTEQMALIAPPELVAIHTNMPATVPDDIAKALKSGEPAPA 

                     GLPPDERHAFEQLDRFYRHGLGYAQEMANRPQTLYGIEDSPVGLAAWMLDHDASGLAL 

                     IERVFDGHTEGLTRDDVLDNVTLYWLTRTGVSSARLYWESKLEFFAPKHVTIPVAVSV 

                     FPDEIYAAPKRWAQAAYPKLIHYNRLPSGGHFAAWEQPNALSEELRASFRSLR" 

     gene            complement(249931..250578) 

                     /locus_tag="APZ15_33460" 

     CDS             complement(249931..250578) 

                     /locus_tag="APZ15_33460" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350393.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="lysine transporter LysE" 

                     /protein_id="ALK22810.1" 

                     /translation="MHTSGSLYGFLVIGGMLAVTPGPNMVYVMSRSIAQGRTAGLISL 

                     GGVMIGYLFYMFGAAFGITTLFMSVPYAGSGLAVVGAAYLLYLAWQAVRPGGRSPFEV 

                     RALPSERPLRLLAMGATTSVLNPKLAMLFISLLPQFIDYRNGSVLGQSLFLGSLLIAA 

                     FACANGTVAICSSSIAKFLHGRPTLLLAQRWAMGLILGGLGVQMVVDASRMAGVA" 

     gene            250689..251540 

                     /locus_tag="APZ15_33465" 

     CDS             250689..251540 

                     /locus_tag="APZ15_33465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006749763.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22811.1" 

                     /translation="MKKLDLDVLAMVVAVAESGSFAQGAQAVHRSPSAVSMQIKALED 

                     ALGKPLFIRDTRNVTPTGEGTMLAEYGRRMLAMRDEAWASVVRPEIRGRVTIGVPDDY 

                     ISSLLPQVLGKFAAMHPRVEVRVIGQPSSALVPMLKDNTVDLACLTRIKGVTGELIRL 

                     EPLVWAGSPKRNVWEERPLPVAFFTHGGSMARDQAVKALNRRKIPYRMSYESPSHLGL 

                     LSMVEAGLAVAPLARCCIPDHLVQLSESHGLPPLGELEVVLARSAQSARPPCDYLAEQ 

                     ILGEWRT" 

     gene            complement(251569..252459) 

                     /locus_tag="APZ15_33470" 

     CDS             complement(251569..252459) 
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                     /locus_tag="APZ15_33470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497880.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22812.1" 

                     /translation="MNYRRLTPSMSLLLVFEAAARHESYTRAAEELSLSQSAISRQVQ 

                     TLEDQLGVPLFRREGRSVKLTEVGRRYFAELSGALGRIRGATLQAMSHQAGAGTLRLA 

                     TLPTFGSKWLLPHLHDFYTAHPGVTVHLHSRIGAIDFLNDDLDAAITVGAGDWPGLHA 

                     HRLYNEFLIAIAPPDTGSRRKADARSPAWAAKQTLLGVTSNQQAWAEWFSHYRLDHRQ 

                     MRIGPSFELTSHLIQAVRAGMGIGLVPKVLVEDELGRNELVSIGDAITSQRSYYLVYP 

                     PGNETLPSLVAFREWLLKSC" 

     gene            252613..255672 

                     /locus_tag="APZ15_33475" 

     CDS             252613..255672 

                     /locus_tag="APZ15_33475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350390.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22813.1" 

                     /translation="MSIASLPRPASPPANAYRDFLAALRAAGFAGEIRADHANRTVQA 

                     TDNSIYQRLPQAVICPAHADDVQLLARLLAEPAHRDVAVAARGGGTGTNGQSLTDGVV 

                     VDLSRNMNRILEIDVERRRVRVQAGVVKDQLNAALKPHGLFFAPELSTSNRATVGGMI 

                     NTDASGQGSCTYGKTRDHVLELDFVLMGGERLHSDALDDEELERRCARQDRIGKVYRT 

                     ARRISDDKAALIEAKFPKLNRCLTGYDLAHLREPDGRFNLNSVLCGAEGSLGFVVEAK 

                     LNVLPIPKYSVLVNVRYAGFMDALRDARALLAHEPLSIETVDSKVLMLAMKDFVWSSV 

                     AEYFPQDDARPTLGINLIEFSGDDADDVDARVRAFVEHLRTDTGVERLGHTLAAGDDA 

                     VKRVYAMRKRAVGLLGNVQGEARPQPFVEDTAVPPENLAAYIAEFRALLDGHGLQYGM 

                     FGHVDAGVLHVRPALDMKDPKQAALVRPVSDAVAELTQRHGGLLWGEHGKGVRSEYAP 

                     AFFGELYPSLQQLKAAFDPYNQFNPGKIATPPDHTMRLLKIDEVPTRGDHDRQIDERV 

                     WQSYGTAMHCNGNGACYNFDPDDAMCPSWKATRERVQSPKGRASLMREWLRLQGQAGV 

                     DVVAAARARQPFLRGLAGRWRNSRAARNGEADFSHEVYDAMAGCLACKSCAGQCPVKV 

                     NVPEFRSRFLELYHQRYLRPVRDYLIGSLEFTMPWMARVPALYNGLMRAGWVRTLLER 

                     HVGMVDSPLLSRFDLAAVIREWRVKPADPQALAALSDAQRARSVVIVQDTFTRYFDTE 

                     QLATLIELAARTGFQVWLAPLAPNGKALHVQGFLRAFEKAAIRNAGQLAALARSGVAL 

                     VGLDPAMTLTYRQEYLKVTGLADVPKVALPQEWLLQALPEADSGAVPRVAGSYRLLPH 

                     CTEKTNAPDSGKQWAQVFARRGLRLQVQATGCCGMSGTYGHEARNLETSKTIYAQSWA 
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                     AHVDAADGEGEALATGYSCRSQVKRMSSKQVRHPLQALLDHVRAAGG" 

     gene            complement(255777..256079) 

                     /locus_tag="APZ15_33480" 

     CDS             complement(255777..256079) 

                     /locus_tag="APZ15_33480" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549323.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-binding protein" 

                     /protein_id="ALK22814.1" 

                     /translation="MCAMAYAEFQQELRKAQLTAREFARLIRMNESSITNYSSKGTVP 

                     SHLAVIAKLIGTLAAHEIDFRRVIRQMRIEPKRPRGGGVFPAADKPRSRKTAKADA" 

     gene            complement(256167..257321) 

                     /locus_tag="APZ15_33485" 

     CDS             complement(256167..257321) 

                     /locus_tag="APZ15_33485" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014726283.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="branched-chain amino acid ABC transporter 

                     substrate-binding protein" 

                     /protein_id="ALK22815.1" 

                     /translation="MERSTVGMRCKPLITVALAAAAFAAASGAMADQVVKIGSVEPTT 

                     GGISHLGKDNENGARLAVEEINAKGLTIGGKKITLQLDAQDDAADPRQATQVAQKLVD 

                     DKVVAVIGHLNSGTSIPASKIYSDAGIVQISPSATNPTYTQQGFKTTYRVVATDAQQG 

                     PALASYAQAKGVKSVAVIDDSTAYGQGLANEFEKKAKALGLKVLSHDATNDKAVDFRA 

                     ILTKVKGENPDAIMYGGMDATGGPLAKQAKQLGLRAKILSGDGVCTDSLAELAGPAAD 

                     NVLCSQAGAALEKMPGGADFLAKYQKRFNQGIKFDAPFAYDAVYIAVDAMKRANSTDP 

                     AKILAAMPATKYDGVIGTTTFDAKGDLTHGIISIYGYKSGKKTFLDQVKM" 

     gene            complement(257959..258858) 

                     /locus_tag="APZ15_33490" 

     CDS             complement(257959..258858) 

                     /locus_tag="APZ15_33490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660937.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="permease" 

                     /protein_id="ALK22816.1" 

                     /translation="MNTLSTPSSRAARQPLVAAGAVAFTIVSWASAFPFIRIGLHGLT 

                     PLQLAAARFATAAVLIVAWLVARRPRVPTRSDALRFLLCGFLGIALYNALLNTGEQTV 

                     SAGAASFIVNTLPIFTALLAAVFLGERFNRWGWLGSLVSLAGIAVIARGQPGGLVLGA 

                     GSTLILGAALCSASYFVLQRRLIPVYGALACTAYTLLAGALLLTPWLPGALGALESGS 

                     RDTTLAVLMLGIFPAALGYATWTFALGYFGAARAANFLYLTPAVATALSMALTGERPG 

                     IETVCGGLLAIAGVIFVALRGRA" 

     gene            258916..259908 

                     /locus_tag="APZ15_33495" 

     CDS             258916..259908 

                     /locus_tag="APZ15_33495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350376.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22817.1" 

                     /translation="MKMIHSSSRRPVGAAARAKQRAAALPAAAPTPTPGSRPPLASLE 

                     TVCTVAREGSFLAAADVSGVTHGAISRRVAAVENWLGLKLFERHARGVRLTPDGQRFV 

                     GRIEQAFAIIDSAADQWRSPRAPRLVRMSVVPAFAQLWLFERQHALESEAPALQIELG 

                     IDLRNVDIAGGEADLSIRYGRGNWRQLETRAFMPERLYPVAHPRLAAQLAAERRRRGD 

                     AALLDMPLLHDSDVTGWRTWFDALGVPFKPRAQDRRFEDYNLVLAAAEAGLGVALARV 

                     PLADAYLKRSELVRVSRLEVDSVLRYYFVHAKGENRPEVLALMERMRAAVAAGT" 

     gene            260097..260765 

                     /locus_tag="APZ15_33500" 

     CDS             260097..260765 

                     /locus_tag="APZ15_33500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350375.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nitroreductase" 

                     /protein_id="ALK22818.1" 

                     /translation="MNRPDKSSKARAALDQLFSGMAPTDETRASRPGNPFEANANEAS 

                     AGTGVRGGIEVTLSTRIQLRGYPNADAFMKRMAEAWGLDWGMYDSVKAIATLPAGWRA 

                     RRLPEVTQIVDGHDVLRAESSLQGGEMSYLKVHPRYYIDARKGFGWGKSSKASDDPDL 

                     DGPDWNCFVVDREKSVEVHELTTSSLKADMDNARATLLKWLDENYPKHRDPFAYWTDC 

                     ERAS" 
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     gene            260878..261333 

                     /locus_tag="APZ15_33505" 

     CDS             260878..261333 

                     /locus_tag="APZ15_33505" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350374.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sodium:proline symporter" 

                     /protein_id="ALK22819.1" 

                     /translation="MKRASVVPILWAAFAAAVGSTVVELLLWPIAGDDAIGNLLRDAR 

                     LTAAIVMGRRVLDASAGFDPLVMAVATLVHMVLSLVYAAVLVKTIRTLSLAAALLAGG 

                     AFGLILYGVNLYAFTAIFPWFVPVRGAITLVAHLVFGISAAAAYRFARR" 

     gene            261579..262088 

                     /locus_tag="APZ15_33510" 

     CDS             261579..262088 

                     /locus_tag="APZ15_33510" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350373.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22820.1" 

                     /translation="MGNLFRSGIGIVCLGCSAAVFAQTYDDLAGDTANCRAVVARANI 

                     DGTDQQIVGRACLQDDGTWQFVQSPDGSVLWYPSVDYPYADLGYWGPPLFIGAGVGFV 

                     FIDRFHHFHHFHHFDPVVHVNGMEHRRFGVPTGAGFRHGAFPVGAHREFGGMHAFGGM 

                     NGAGGMRRH" 

     gene            complement(262147..263313) 

                     /locus_tag="APZ15_33515" 

     CDS             complement(262147..263313) 

                     /locus_tag="APZ15_33515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549318.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyltransferase" 

                     /protein_id="ALK22821.1" 

                     /translation="MMSAQDVPVDFASRQDTAAAVHRNAGLDALRACLTLLVVFHHCA 
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                     ITYGALGGWYYHEVAAGPSVESALLTLFCAINQAFFMGLFFFLAGYYTSPSIDRKGAA 

                     RFLADRFIRLGLPLLVYGFVIGPATIALAQSGAGHPFADTLGRLWRKGTFENGPMWFA 

                     EALLMFSAAAALWHIAFRRTVARDTNRPDRNPFPSDRTLAAAALLTGIAALALRSRWP 

                     VGINVWGLQLGYFASYVVLYAAGCRTARVHWIEHLPARQVRLWWRIALLALPVLPVAY 

                     LLAKHVPALRGHPQEVIYAFWEPLVAWGTSLFLASRFQRRFDRLTGAWQSLSRRAYTI 

                     YIIHPPVLVGIALVWRTVPVSPFLKFAVTGGVACVTCYLIAGLLLRVPRLASIL" 

     gene            complement(263465..264109) 

                     /locus_tag="APZ15_33520" 

     CDS             complement(263465..264109) 

                     /locus_tag="APZ15_33520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004350274.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22822.1" 

                     /translation="MLTVWGRRSAFNVQKVMWLVDELALAHRHVPAGGQFGVLDTPGF 

                     LAMNPHGRVPVIDDGGTVVWESHSILRYLAARYGRPSFWHDDPAEQSRADRWMDWSQT 

                     TLQPTFLNGVFRGFYRTPPEQRDTARVEQSIAQCAQYFRTLDAVLAGQPFLAGDTLTL 

                     ADIAAGTHLYRYFELDIARPDLPHVQAWYERLKARPAYRTHVMIPFDDLRGKLD" 

     gene            complement(264229..265401) 

                     /locus_tag="APZ15_33525" 

     CDS             complement(264229..265401) 

                     /locus_tag="APZ15_33525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006756579.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="porin" 

                     /protein_id="ALK22823.1" 

                     /translation="MKPVRSFALLALPAALFAAGAHAQSSVTLYGIADAGIAYVHNAQ 

                     NANGSNASSLVKFSSGNLSGSRWGLRGTEDLGGGLAALFQLENGFNIGTGALGQGGRE 

                     FGRKAVVGLASSTYGTVTLGRQYDPVVDLVQGLTQDNYFGGVFATPGDLDNYDNSLRV 

                     SNSVKYTSPLISGFQFEGLYGFGGVAGATGSGRTYSFGASYANGPLSLGAGFFYANGG 

                     SSVTNGVRTWSSSSDTLFNTVINQGFSSAKSIQIVRVAGQYVAGPATFGLAYSNTQYG 

                     ADTLSAFSQNAKFNNGSAFFNWQFSPALRAGVGYNYTSLTGPSSAHYNQVNLGADYAL 

                     SKRTDLYALFGYQKASGNTLNANGAVVKAAASVGSYGVNSGTDTQELAIVGIRHKF" 

     gene            complement(265658..266170) 

                     /locus_tag="APZ15_33530" 

     CDS             complement(265658..266170) 
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                     /locus_tag="APZ15_33530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006393343.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22824.1" 

                     /translation="MTTRPDIATALDAPDSVLEEDEQRFLQRIRQHGWFRTEVFAEGD 

                     APGFSFTTGLWVNHGFPELIVFSMPARIVHDVLWDIYRMVAAGTPPPVGEVTDSVFGN 

                     ANALLMPVEKTHYEAHLGWNRWFYGNDAFPCVQLLWPDRDGVFPWQPEADDALNAAQP 

                     RLFGAGNQHH" 

     gene            complement(266295..268148) 

                     /locus_tag="APZ15_33535" 

     CDS             complement(266295..268148) 

                     /locus_tag="APZ15_33535" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350360.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug ABC transporter ATP-binding protein" 

                     /protein_id="ALK22825.1" 

                     /translation="MFSWFERRLPTFPLEDPVTPPKGFFSFVWACTKGARSWILLIAL 

                     TSAALAAYEAALFAMMGRVVDWLASATPADFGGRHFGTLTAFAAILAGSALLIALHTM 

                     VKHQVLAINFPMRLRWLFHRLMLDQSLSFYANEFAGRVTTKIMQTALAVRDALFMSVD 

                     VVIGVAAYLIGILALAASFDWRLMIPLALWALGYGAACAFFVPRLGAVGSRQADARAL 

                     MTGRITDAYSNITTVKLFSHTRREADHARRAMEAFKATGDAQMRLVSAFEIVNHLLST 

                     LLLVGSTGLALYLWMHGEASAGVVAAVIAMALRLSSYSHWIMWEMTELFENVGTIQDG 

                     INTLTKVRSVVDAPDAKPLAVQRGGIVFDNVQFAHEDNDRAVFDGLNLTIRPGERIGL 

                     IGRSGAGKSTLVNLLLRFYDVGGGTIRIDGQDIAHVTQDSLRGAIGMVTQDTSLLHRT 

                     MRENILYGRPDATEREMHDAAVRAEASEFIDRLRDRHGRSGYDVEVGERGVKLSGGQR 

                     QRVAIARVMLKDAPILVLDEATSALDSEVEVAIQRSLDGLMSGKTVIAIAHRLSTIAA 

                     MDRLIVLDEGRIVEEGTHQQLLQAGGIYAALWAHQSGGFLGETAEVEKAEQ" 

     gene            complement(268245..269264) 

                     /locus_tag="APZ15_33540" 

     CDS             complement(268245..269264) 

                     /locus_tag="APZ15_33540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350359.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="peptidase" 

                     /protein_id="ALK22826.1" 

                     /translation="MKRIVIAGIALVLFVLVAAGALVLRGLADFELKGANVSSLTFRA 

                     NGAGLVGTLALPAHAPGAPIVLLVHGDGPRTRFSDDAMLPLVNSLLDAGIGVFAWDKQ 

                     GTGRSGGDWLAQSMQDRANETIAAMARVRAVVGPAHKIGLLGFSQGGWVVPRVANAVR 

                     PAFSVIVGGAVSWRRQGTYLTRQQLQATGLQPDRIDATLAAERRDNDEIFGRTDVPAD 

                     PQRRPDIEPRRFGFIARNYLEDSSQALAAMQGPVLAVWGAQDRNVDPVDEANAYTHAF 

                     ANRPDRRVMVVPGATHGLLRAGWFDYQLESDWPTWKTWLYMALGRHAYAPGTLAPIEA 

                     WIRSQ" 

     gene            269413..270009 

                     /locus_tag="APZ15_33545" 

     CDS             269413..270009 

                     /locus_tag="APZ15_33545" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481040.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22827.1" 

                     /translation="MRKIDPERVEAKRRQILDAAIDCFARDGFHATSTAAICKAAGMS 

                     PGNLFHYFPTKAAIIEAVAQDDQREMAELFARYADADDALAAIEEIALTLMELSSDPV 

                     YARICVETAAEATRNPDVAALFAANEAQVKGRMVALIKRGVAQGKIDASLKPDLVATW 

                     LLALAEGAVGRVVFEPGFKPRAHRAMLRTIIRRMLKPQ" 

     gene            270187..270753 

                     /locus_tag="APZ15_33550" 

     CDS             270187..270753 

                     /locus_tag="APZ15_33550" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006490955.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22828.1" 

                     /translation="METKPTVREQILDHATTLMMLRGYNGFSYRDLSDLVGVKTSSIH 

                     YYFPSKDDLVLEAVAAYSDEVLSAMRAIDPALPADVKLSLYTKMFGRTLGDGNLICLC 

                     GMLAADIETLPENVRQAVQAFFKANESWLAELLKQGAREGTLQFSGEPETAARTLYAA 

                     FQGSVLASRLFHTRARLEDVEAVWKKRS" 

     gene            270977..271402 
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                     /locus_tag="APZ15_33555" 

     CDS             270977..271402 

                     /locus_tag="APZ15_33555" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767064.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="organic hydroperoxide resistance protein" 

                     /protein_id="ALK22829.1" 

                     /translation="MSIEKVLYRAHAKATGGRDGRATVPESNLDLKLTTPRELGGAGG 

                     AGANPEQLFAAGYSACFIGAMKFVAARDKIAMPTDASIEGSVGIGAIPNGFGIEVELT 

                     ISLPGLDRDIAQTLIDRAHLVCPYSNATRGNIDVTLTLA" 

     gene            271461..272495 

                     /locus_tag="APZ15_33560" 

     CDS             271461..272495 

                     /locus_tag="APZ15_33560" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350355.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK22830.1" 

                     /translation="MKIVKPLLIAAAVAAVLSTSTTAFAAGADTVRPDTATSAFLAAL 

                     NGQKGPGLETLSPAKARQVLVDAQNGTKVDLSGIDVSNRTIEQDGLSVPVTIVRPQGA 

                     TGTLPVFVFIHGGGWVLGDFPTHERLVRDLVVQSGAVAVFVNYTPSPEAHYPVAINQA 

                     YAATKWVAAHGAEIGVDGSRLAVVGNSVGGNMAAVVALMAKDKGGPAIRFQGLMWPVT 

                     DHNFNTGSYNAYQQGHFLTRPMMKWFWDAYTKNEAQRNEIYASPLRASTAQLKGLPPA 

                     LIQVAQFDVLRDEGEAYGRKLDAAGVDATTTRYDGTIHDFGLLNALAGDAPTKAATKA 

                     MANELATRLK" 

     gene            272893..273264 

                     /locus_tag="APZ15_33565" 

     CDS             272893..273264 

                     /locus_tag="APZ15_33565" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350323.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="murein hydrolase transporter LrgA" 
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                     /protein_id="ALK22831.1" 

                     /translation="MLQAFAVLLTFQCLGEGVSYLFGLPVPGPVIGMLLLFGFVMLRP 

                     QVADTIEPTALELLRHLSLLFVPAGVGIMVSADRVRGDALAVVVALAVSTTLAIAVTA 

                     LVTRALLRRQRRAGDAVEGTQ" 

     gene            273261..273995 

                     /locus_tag="APZ15_33570" 

     CDS             273261..273995 

                     /locus_tag="APZ15_33570" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350322.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22832.1" 

                     /translation="MTAFPKLGAIWVYLAASPLLGLTITLIAYLFAQAVYARARFNPL 

                     ANPVLIAVALIVVLLTITHTPYPTYFEGAQFVHFLLGPATVALALPLYRQWSKLRRAA 

                     VPLLVGLLAGSLTAIVSAVGIAALFGASHQTVASLAPKSATTPIAMAVAAEIGGIPSL 

                     TAVLVISTGIFGAVCARGILNALRVDEPAVRGFALGVASHGIGTARAFQVSEEAGAFA 

                     GLGMGLNGVLTAFVVPVLLPVLSRWI" 

     gene            274226..274531 

                     /locus_tag="APZ15_33575" 

     CDS             274226..274531 

                     /locus_tag="APZ15_33575" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006490956.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22833.1" 

                     /translation="MKKSRVVSVAVAVTASFGLLLAAAPAAYAQDPASAPTQKQIDKA 

                     QKKAARKAARARHASDLKAIGTGSGYRLTNDQSNYPQNAAQKAPATKAAPAAPASGQ" 

     gene            complement(274616..275218) 

                     /locus_tag="APZ15_33580" 

     CDS             complement(274616..275218) 

                     /locus_tag="APZ15_33580" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350320.1" 

                     /note="catalyzes the transfer of electrons from NADH to 

                     ubiquinone; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="NAD(P)H:quinone oxidoreductase" 

                     /protein_id="ALK22834.1" 

                     /translation="MAKVLVLYYSSYGHVETMAQHIAEGAKSVPGVEVTLKRVPETIP 

                     VDQARAIGVKVDQAAPVATVDELPGYDAIIFGTPTRFGNMAGQMRTFLDQTGGLWMKG 

                     ALVGKIGSVFASTGTQHGGQETTITSFHTTLLHHGMVIVGVPYACSGLVNMNEITGGT 

                     PYGATTLAGADGSRQPSANELDIARYQGKHVAELASKLAS" 

     gene            complement(275280..276005) 

                     /locus_tag="APZ15_33585" 

     CDS             complement(275280..276005) 

                     /locus_tag="APZ15_33585" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549308.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="quercetin 2,3-dioxygenase" 

                     /protein_id="ALK22835.1" 

                     /translation="MIEIRAANQRGRAEHGWLSSRHSFSFANYYDPKQVGFSDLLVIN 

                     DDRVAPGRGFGTHPHRDMEILSYVLDGALEHKDSMGTGSVIVPGDVQLMSAGTGVRHS 

                     EFNHSPELPVHFLQIWVGPAEKGAEPRYQQTNVTADDKRGKLALVVSPDGDAGSLKIR 

                     QDTRIYAGLFDGAERATLELAPDRFAYVHVARGSVSVNGVTLGEGDGVRIRDEQTLTF 

                     ADGKDAEVLVFDLRPVEVTAEWA" 

     gene            276134..277051 

                     /locus_tag="APZ15_33590" 

     CDS             276134..277051 

                     /locus_tag="APZ15_33590" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350318.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22836.1" 

                     /translation="MEINDLRIFVATVDAGSFTAAADQLMLSKQFVSRRTMALEASLG 

                     VRLLHRNTRNLAVTESGQEFYARAQRILAEIADAEQAMSVRSTELHGSLKISAPLSFG 

                     ITHVSPLIAEFLSAHPAVRLNLDLTDRRVDLIGEGFDLVLRIGSLEDSTLIARPLGAW 

                     RMVACASPAYLKRQGTPQTPADLAGHTCLLYGRERRIGWEFRVDGAARTFDVQGPLVA 

                     NNGEVVRDAAIAGLGIALLPHFIVGAALDSGALVPVLDAYAPSPITLNAVFPQHREGF 

                     VTLRTFIGFLAERLGEAAPAAKGGAGRAR" 

     gene            277143..278267 
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                     /locus_tag="APZ15_33595" 

     CDS             277143..278267 

                     /locus_tag="APZ15_33595" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493668.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cell filamentation protein Fic" 

                     /protein_id="ALK23544.1" 

                     /translation="MMSGDYTFIWASADWPAWRFDLPALATPLADVSRAQGMLAGRLA 

                     DVGLALRDEASLAALTEDVVKTSAIEGESLNVASVRSSIARRLGVDIGALAPVDRHVE 

                     GVVDMVLDATTHAAAPVTEARLFGWHAALFPTGYSGMSRITVGGWRTDATGPMQVVSG 

                     PIGRQRVHFEAPPAARLADETGRFLAWLNAAPVEPLLIRAGLAHLWFVTLHPFDDGNG 

                     RIARALGDLVLARADRSPQRFYSLSAQIQRERNAYYDVLERTQRGSLDVTEWLAWFLT 

                     ALGRAIDHAHATLDAVLVKARFWQRCAGVVMNERQAKVMNRLLDGFEGKLTSTKWAAL 

                     AKCSQDTALRDITELVERGVLQRSSSGGRSTSYELVPFDG" 

     gene            278690..279694 

                     /locus_tag="APZ15_33600" 

     CDS             278690..279694 

                     /locus_tag="APZ15_33600" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350311.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22837.1" 

                     /translation="MRVRSVAAAVLLTLLPAAAHAAGFDCAKAASSTEKTICADAALS 

                     KLDGDLAAAWKQALAKGGDTAALKAAQLKWLKQRDRCGADELCLGDRYRERLASLNGR 

                     PLAADRWQQTWYLDSGNPSFGGVLTFTGTAPRLHFELSGNNGANTGELGGDIELHGNS 

                     GTFSHDQCRLDFSLKGARVQVAQHGADGECGAGAGVVYSGDYVTASQMQAKPPADLVS 

                     LDVLANAQQNATAHKLLGADYQTLVDIVNYGAEARDLDGLNAHVTSYWVRGIATTNAA 

                     IVMRRGNDLWIGLLVFDAQSNVRMRYYSNVPAWKKTVPKTIQAWHDNLDKTLPVDVMQ 

                     " 

     gene            complement(279732..280817) 

                     /locus_tag="APZ15_33605" 

     CDS             complement(279732..280817) 

                     /locus_tag="APZ15_33605" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350310.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LacI family transcriptional regulator" 

                     /protein_id="ALK22838.1" 

                     /translation="MSTPPSRAGAPRARRGSGRSVLGDVAKLAGVSTATVSRVYNDPG 

                     KVSADVQQRVRDAARALNWIPNAAGRALASTRTHITGAIIPTLDDQVFASQVAGMQTV 

                     MAEHGITLFLGCSNYDPAQALAQVRAMLSRGVEAVSLVGEAYPPELFELLAMHRVPYV 

                     VTYAYRDDSPHCCIGFDNRAAFARLTTHLLDLGHRDFAIIMQPSADNDRVQARLRGIH 

                     DTLAARGLAVRPVHQHEGAATIAFGRASLRAIANSDAATRPTAVICGNDALALGALLE 

                     AQALGIDVPAQLSITGFDDVALAREIQPPLTTMWVDTDAIGRQAAQALLDALENGATG 

                     PGHAVLPELRTRGSAAPPAHARAAGKK" 

     gene            281059..281985 

                     /locus_tag="APZ15_33610" 

     CDS             281059..281985 

                     /locus_tag="APZ15_33610" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350309.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ribokinase" 

                     /protein_id="ALK22839.1" 

                     /translation="MSDILSPRIAVVGSVNIDLVTRAPRLPVPGETLLGTDFQTVHGG 

                     KGANQAVAAARLGASVAMIGCVGDDAFGARLHDALAAERIDVTHLGRIGGTATGVATI 

                     TVDAGGANSIVVVPGANARLDADRIDAARDAIAEAALLVCQLEVPVAAVARAIACASA 

                     HHTPVLLNPAPAQPLFDALLARVDYLVVNETEAESLTGIAVGDDASAVRAADALCAKG 

                     VGNVLVTLGARGVCWRGGAGNGRLRAMTVAAVDTTAAGDTFVGGFAAARAGGASMDDA 

                     IGFGQRAAAISVTRHGAQTSIPTREEVARLEP" 

     gene            282046..283365 

                     /locus_tag="APZ15_33615" 

     CDS             282046..283365 

                     /locus_tag="APZ15_33615" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350308.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22840.1" 

                     /translation="MNETPTVPPAPPRIRRGQRIALALLMASGIVNYLDRGTLAVASA 

                     AIRGDLGLSLAQMGLLLSAFSWSYALCQFPVGGLVDRIGPRRLLGVGLIVWSFAQAAG 
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                     GIVSTFGWFIVARIVLGIGEAPQFPSAARVVSNWFPLRARGTPTGIFNAASPLGTALA 

                     PLLLSILVASFHWRWAFIATGALGLVVAVVWFALYRDPVRAQLSAAERNYLDADAQSV 

                     AATPKLTFVEWRSLFSHGTTWGMLIGYFGSVYLNWVYLTWLPGYLTMERHMSLIRTGF 

                     AASVPFLCGFVGSLVAGWVSDLITRRSRSPVVSRRNAVVVAMLGMVVFTIPAALVQSN 

                     TVALACISVVIFLANAASACSWALATAAAPPSRVASLGAIQNFGGFVGGALAPILTGI 

                     IAQKWSFVPALLTAAAIAFAGAIAYLLLVRKPIPEQAANAAPGPLPA" 

     gene            283403..284347 

                     /locus_tag="APZ15_33620" 

     CDS             283403..284347 

                     /locus_tag="APZ15_33620" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350307.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dihydrodipicolinate synthetase" 

                     /protein_id="ALK22841.1" 

                     /translation="MQQQQANVTIEGIVPVMLTPFDDAGAIDYAGLERLIEWYLAHGA 

                     DALFAVAQSSEMQFLSLAERAELARFVVERVAGRVPVVASGHISDDLDAQAAELCAAA 

                     ESGAQGVVLVTNRLDPQRQGSAALLDHLHRLLARLPSDLPLGLYECPAPYRRLLSDDE 

                     LRACIDTGRFVMLKDVSCDLETVKRRVALAEGSPLKILNANAAIARDAMKAGSAGFNG 

                     VFTNFHPDLYRWLRTQGDAHPELADELSTFLVVSAVSEALGYPALAKLYHQRIGTFAS 

                     IRCRAIDYDVRERFWALDAVLDKIVAGTEHFRRRIAAQ" 

     gene            285130..285777 

                     /locus_tag="APZ15_33625" 

     CDS             285130..285777 

                     /locus_tag="APZ15_33625" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481056.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22842.1" 

                     /translation="MQHVTTTSQPPILAAPVDPMLHAVIDEVVHRSVSEATTRSGYMR 

                     CADYAIVGAQVLTLLTGKPYRPFAGGEVLDFGGGNLYALCTTRERRRTARHLSQLARY 

                     HCWIEARHDDIGGRARKEIVDFTLRHDETVASHLGMPYARAYQAYFWGWDDEHAVPAE 

                     LHGHPVFAKQGPVWRWAERECTSLLRAYERERPGYFGRQVSRAIDLFADRVEGLG" 

     gene            complement(285949..287451) 

                     /locus_tag="APZ15_33630" 

     CDS             complement(285949..287451) 

                     /locus_tag="APZ15_33630" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350306.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="flagellar hook protein FliD" 

                     /protein_id="ALK22843.1" 

                     /translation="MATNTPVTSGANTNSLLQQAAQSIINGSTGNPSMDVGTLVKTLV 

                     NAKTAGRAAALAASQTTGTTQISAFGALSSALGALEAGLASLSNGGLQSTFTAVASGK 

                     GLTATAGAGAVAGTYTIGVTQTATAQALASSGFDGSKALGTGTLTLSLGSQSFKVDVT 

                     GTNNTLSGIAAAINSAANNPGISATVINGTDGAHLVLASTKTGSANAISVAVGNVAND 

                     NGLSNLGVTSTADTTGGASKIESANSAAAWRQSAVAQDAKFTLNGIASTSASNTVSGV 

                     LSGVTLNLSAAAVSATDTQTLTVSTDTKSQAATITNFVNLYNTVVKTMGALSSYTEGA 

                     SSQGALIGDSTLNTIRNSLASIVARGVANENGNGHTNLMAIGISLEKDGTLKADSAKL 

                     DSALSNNPSGVARLFNSTNGMGKQLTDQIAPFTKKGGMIEVRTNALSANLKRVTQQQT 

                     DLADYAAQLTKQYQAQFTALNTLMAKMNSNTQYLTRLFGGANSSGTLANK" 

     gene            288458..288871 

                     /locus_tag="APZ15_33635" 

     CDS             288458..288871 

                     /locus_tag="APZ15_33635" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481060.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22844.1" 

                     /translation="MRYVSLESKKDELLLAARVLLMILFVLFGWQKLNGFSGTVAYMA 

                     STGNPAPELAAVIAVAVELVGGLLIAAGFYTRPLALVFAAYTLATALIGHRYWALQGM 

                     EQYMAMINFYKNVSIIGGLLLLALTGPGRYSLDRK" 

     gene            289021..289371 

                     /locus_tag="APZ15_33640" 

     CDS             289021..289371 

                     /locus_tag="APZ15_33640" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22845.1" 

                     /translation="MTLFTPRRLAEIVCFRTLPTENDDYPRFTEAWFETLYPHYLRAF 
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                     PSCSIAHFEMDSGRAAQMSAAVTVPRGTQLDSRPLIDGVVKLARKAVTAWIAESRSTA 

                     CRRTSFSWENRRSR" 

     gene            289368..289907 

                     /locus_tag="APZ15_33645" 

     CDS             289368..289907 

                     /locus_tag="APZ15_33645" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019453272.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22846.1" 

                     /translation="MTVKGHDRPLTAGEIEMARTVFKDSIDYDKVRVHRGSYFWFDMQ 

                     RKRTAVTPDGHMYFRDEDFLEDFSAASVADGDMSWFMHEMTHVWQYQLGYSMRWHGLT 

                     VTIRGERAYQYTITPQNVFHDYNMEQQGNLVADYFAIHVLKKYQAIIHRGYVGAPEEL 

                     DWVLAPLLRDPKNTDNLPK" 

     gene            290003..290491 

                     /locus_tag="APZ15_33650" 

     CDS             290003..290491 

                     /locus_tag="APZ15_33650" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350296.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23545.1" 

                     /translation="MLRSSAVACLSCWLFTSCAVATSHGPIRLDIRQIDGKPAACLPA 

                     SDDTGSDPIQIRGVDVTRQTGPVSPVVTYWALEVPGSAPPVYLKRGACLVYGQTVAGA 

                     VVRAAPRALDINKFYSISIVPGGGYGPVYSSAFCVIRQAGGGVRIATPGQEGNPCASA 

                     GY" 

     gene            complement(290638..290910) 

                     /locus_tag="APZ15_33655" 

     CDS             complement(290638..290910) 

                     /locus_tag="APZ15_33655" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 
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                     /protein_id="ALK22847.1" 

                     /translation="MSTPLTRRLHACLLVTSGLAAPVGLATPAERIRMTLPARSSFAD 

                     RQAAGFPSTCLISSSTGATDVAIASDRHDSAASKPGALLQKPVCTT" 

     gene            290961..291914 

                     /locus_tag="APZ15_33660" 

     CDS             290961..291914 

                     /locus_tag="APZ15_33660" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350288.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dTDP-4-dehydrorhamnose reductase" 

                     /protein_id="ALK22848.1" 

                     /translation="MATVPQSTVLLIGAAGLLGRAVAASLSRESSLNLVATIRNPHGA 

                     GAKRLALPAENLAELDVLDEPALEHLFATRQPAAVIICAAERRPDVCERDPDGARAIN 

                     VTAPARIGALAARHGAWTLGISTDYVFDGKAAPYREDATPNPLNIYGRTKLEGEAALL 

                     AASPLSCVLRLPLLYGPIVDWSESAVTSLVPAIAASARPGAAAVGMDAWAIRYPTYTP 

                     DVADVIRDLTLRHLAGASITGIRHWSGEEPMTKYDIAQRIAAALGIEASLTRIDQPTD 

                     ATPRPYDCHLDASRVRAAGIDHATPFDIALRAVLRDAPQTL" 

     gene            292046..292954 

                     /locus_tag="APZ15_33665" 

     CDS             292046..292954 

                     /locus_tag="APZ15_33665" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350287.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22849.1" 

                     /translation="MQLKWLEDFVELARTRSFTRAAENRFVTHPAFGRRIRSLEEWVG 

                     ARLIARTKPLELTAAGTVFLDAASNALDVLHGARTQLQEASPVLENNLRIATGRTLSA 

                     TFFPDWYDETVARAGFFTATVSTGSAEEAILQLTAGDADMLIVYSSPHTRLLIDRDRF 

                     DWLSVAREVLVPVSAFDARGSVRYRLPAGQAPVPWLAFARTLTLRAVLARHLAEMPGR 

                     PTLRPVYQADSYEAILAMARRGLGLAWLPQRLVADDVRRGELAIVGGADWQIGFDIAL 

                     YRRRNDPHPVLDAIWRTAPARDDGAA" 

     gene            293135..294463 

                     /locus_tag="APZ15_33670" 

     CDS             293135..294463 

                     /locus_tag="APZ15_33670" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011350286.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22850.1" 

                     /translation="MTRNTHGATPAPHNPWREICAASIGNALEFYDLLIYGYFAIVIG 

                     QLFFPTHDAATSLLLSVGTFGISFVTRPLGSIVLGSYADRAGRKASLTMSIGLMMLGT 

                     AMIAFAPTYAQIGIASPLLIIVARMLQGFSTGGEFGAATAFMVEQADAKRRGFFASWQ 

                     MSTQGLATVLAAGVSALLSLLLTTDQLHTWGWRVAFSVGLLIGPVGLYIRRNIDEPAD 

                     FRRLGEQGRAKSPLRDVFVRDRANMLLGAGVVATATAFNYVHKLYMPTYAVKQLHIPA 

                     TSSYLGAVVTGAMLMVAAPVVGHLSDRFGRIRVMLIALILVGATTWPLFVMLNRYPTV 

                     ETLLAVQALVGLLIAVSLAPLPALLADIFPTSTRGTGLALSYNFSVTLFGGFAPLIVT 

                     WLIDATHNKLAPSFYVMATAVLGITSVISLGRRMRGAAAAAAPSTRATGA" 

     gene            294545..295528 

                     /locus_tag="APZ15_33675" 

     CDS             294545..295528 

                     /locus_tag="APZ15_33675" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006484839.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="succinylglutamate desuccinylase" 

                     /protein_id="ALK22851.1" 

                     /translation="MTTLEAIRAALPAYPIEVAFPDISRWRAGNTGIDYLHTFDSGRP 

                     GKHVMILALTHGNEVSGAIAVDTLLAAGLQPIAGRLSLGFGNVGAYEHFSAENADATR 

                     YLDEDMNRVWTPAALDGTRDSRELARARAMRPLLDTVDLLLDIHSMHEASAPLMMTGP 

                     LEKAIALAAAIGTPEHVIIDRGHANGTRLRDYGGFGDAASAKNALLIETGQHFAASAR 

                     DVALDSAARFLLHAGVVARDDVAAFLTQAVPVRQKFVEITEPVVARSMDFRFSQPFTG 

                     LEVIGKAGTEIARDGDHVIVTPYDNCVIVQPSMRHLGVNVTMMRLGRLLDR" 

     gene            complement(295670..296098) 

                     /locus_tag="APZ15_33680" 

     CDS             complement(295670..296098) 

                     /locus_tag="APZ15_33680" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012701786.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702391
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=294545&to=295528
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=294545&to=295528
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702392
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=295670&to=296098
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=295670&to=296098
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK22852.1" 

                     /translation="MIDHVYISVTDIEKSLAFYAEALKPLGWSIFGNYDSASGPESVP 

                     DLYGIGDDVYGKGAGVGSSIWLRKRHPGETGLYVGIVCDTNELVDAAYAAAIKAGGID 

                     EGKPADRTYFAPGYYAANVADFDGNRLEFVHKAWNPKRHA" 

     gene            complement(296528..296800) 

                     /locus_tag="APZ15_33685" 

     CDS             complement(296528..296800) 

                     /locus_tag="APZ15_33685" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006756758.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22853.1" 

                     /translation="MKKIATVLFSALMLASTCASAQALCKAGKIDKIETDTTGNLLVT 

                     INDGVYSFSAKEVYSIIYQAYSENRNMFIYGNNCANGSPATRFAIR" 

     gene            297427..297999 

                     /locus_tag="APZ15_33690" 

     CDS             297427..297999 

                     /locus_tag="APZ15_33690" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350267.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Osa protein" 

                     /protein_id="ALK22854.1" 

                     /translation="MLTRLRIGLDRARDLREAGRPSPVHPRPQASELVDLSAQRAMWR 

                     VAVPGQADCYMAATPAETERYVVHLDAQTFYGLWLGTSPRFPQPNSQDCVPRRVMPLD 

                     SKYASAAAAFRAGRLEPVALPPVGYWIEGGGYEVAMSNGMTRTFWLLANRVRSFPVSV 

                     DNATWATMLNNMAGVGVAPIAYRELFSRRA" 

     gene            298253..299602 

                     /locus_tag="APZ15_33695" 

     CDS             298253..299602 

                     /locus_tag="APZ15_33695" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350266.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="reverse transcriptase" 

                     /protein_id="ALK22855.1" 

                     /translation="MSSSLRDTTRTIAEAMLAGAPERAGVLSRMAAVLGGAPPWTHEV 

                     ADAALVRFGARWADVDIDALAAHLADAPPFVLAWYGSDRPAAIRVVRRPLVQLPLPAP 

                     LAGCDVPQWATPGDLADWLGVRVPELDWLSDRWRVDARSGATPLHHYTYVAHDKRSGG 

                     CRLVEIPKGRLREAQRRILHGLLDRIAPHGAVHGFRKGHGIVSFAAPHADRDVVVRFD 

                     LADFFVSIRAARIHALFVTLGYPAEVARTLTGLCTNRVPSARLLAPDLRDRFDWIGRQ 

                     RYRERHLPQGAPTSPALANLSAFRFDMRLAALARSLDATYTRYADDLAFSGGGALARD 

                     VERLQVRVAAIALEEGFALHLRKTRVMRRGMRQQLAGVVVNRHPNLARDEFDLLKAIL 

                     TNCIRSGPAAQNRDARPDFRAHLAGRVAHAAALNAARGAKLRALFDRIAWDACDVGL" 

     gene            299974..300303 

                     /locus_tag="APZ15_33700" 

     CDS             299974..300303 

                     /locus_tag="APZ15_33700" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760669.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histone" 

                     /protein_id="ALK22856.1" 

                     /translation="MTQALQELEAQLRDLNIKLSDAKQKEKQAALAAFKEQVELLGIS 

                     QQEVLSALGYIVQRKRKAPAKYYDPTTGRSWSGRGPRPKWLEGKDLDTLAVDREAKTW 

                     WPGDDQG" 

     gene            300601..301848 

                     /locus_tag="APZ15_33705" 

     CDS             300601..301848 

                     /locus_tag="APZ15_33705" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006405387.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22857.1" 

                     /translation="MAANMKSPTLGGPSAPRVEQVGAYAWKALAGSAIGYAMDGFDLL 

                     ILGFMLPAITAALHLTPGQGGALVTWTLIGAVAGGILFGALSDRYGRVRVLTWTILLF 

                     AVFTGLCAFAQGFRDLLVYRTIAGIGLGGEFGIGMALAAEAWPASKRARVSCYVALGW 

                     QAGVLLAALLTPFLLLHIGWRGMFLVGVLPALLAWAMRNKLHEPEAFVQRAAQPKANA 

                     FRLLVADGRTARTSLGIVILCSVQNFGYYGIMIWLPTFLSKQMGFSLTKSGVWTAVTV 

                     VGMMIGVWVFGQLADRIGRKPTFLLYQLGAVATVIAYARLSDPTAMLWAGALMGMFVN 

                     GMVGGYGTLMSEGYPTAARATAQNVLWNIGRAVGGFGPVAVGALAAHYSFQTAIAMLA 
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                     GLYVLDMVATLFLIPELKGVELE" 

     gene            301845..302444 

                     /locus_tag="APZ15_33710" 

     CDS             301845..302444 

                     /locus_tag="APZ15_33710" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350263.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-binding protein" 

                     /protein_id="ALK22858.1" 

                     /translation="MSAAIARNPTPSPETTMQQKNRTIGVMGSGKEPWLAFSEPLGAW 

                     LARAGFNLLTGGGQGVMLAVARAFAGVPGRAGRSIGILPTQADPLAGFVPLDGYPHPF 

                     VDIPILTPLPRREPDAEPHTINRNYVNVLSSDLIVALPGGHGTAEEIALARRWRKPLV 

                     CFGPEGAFRVLAAGATCTSSLDDVIRFVEDAFSAEQVSR" 

     gene            complement(302656..303765) 

                     /locus_tag="APZ15_33715" 

     CDS             complement(302656..303765) 

                     /locus_tag="APZ15_33715" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493677.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23546.1" 

                     /translation="MRIRTLARSIATAASLSAAASAGTTAHAAGELNIYNWSDYIAPD 

                     TVPNFQKQTGLHVRYDNYDSDDTLQAKLMSGNSGYDIVVPTSNYMAKQIQASVYQPLD 

                     KSKLPNLSNLDPLLMKMVADADPGNQYGVPWAYGTDGIGYNVQAVKKALGDKAPVDSW 

                     ALVFDPANMAKLKSCGVSFLDQAVDVFAATLQYMGKDPNSTNPADYRAAYEVLKKVRP 

                     YITQFNSSGYINDLANNDLCVSFGYSGDVGIAHRRAAEAKRPYEIRFANPKEGGLLWF 

                     DMMVIPKDAPNRDAALKWINYLQDPKVNAGITNAVFYPTANKAARQYVKPAIARDPSV 

                     YPADEVLSRMTLLKPMPPEIRRLQNRLWAQLKTGR" 

     gene            complement(304008..304208) 

                     /locus_tag="APZ15_33720" 

     CDS             complement(304008..304208) 

                     /locus_tag="APZ15_33720" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006484821.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22859.1" 

                     /translation="MRWRRGDARNLRAAIASTDDRDGWQSPRLHLSIYTILSCRSVRR 

                     HNAVAARAYVAIHTDDVASLLP" 

     gene            complement(304572..305552) 

                     /locus_tag="APZ15_33725" 

     CDS             complement(304572..305552) 

                     /locus_tag="APZ15_33725" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350248.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MarR family transcriptional regulator" 

                     /protein_id="ALK22860.1" 

                     /translation="MDLIDAPAKPREATILELRDFSRKLVRELGFMRATLADSDWAPS 

                     AVHAILEIGMAPGINARDLGNILRLDKSNTSRQLARLEAAGIVERRVSSDDARATELY 

                     LTADGKKLQKRIDAFATDQVSNALRRMVPADQQALLRSLALYADALAQDNAARASAAT 

                     PDAPSIREGYQPGCIGDIASLHARFYSEHWGFGAFFEKRVATELAEFAGALPADGKAL 

                     WLCQEDGRTLASLAIDGDPATGVAHLRWFIVNDALRGSGIGRRLMTEAMRFVDAQRFR 

                     ETYLWTFKGLDSARHLYESFGFTLTSESAGTQWGTEVVEQRFSRPGPSGG" 

     gene            305829..306203 

                     /locus_tag="APZ15_33730" 

     CDS             305829..306203 

                     /locus_tag="APZ15_33730" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350247.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter ATPase" 

                     /protein_id="ALK22861.1" 

                     /translation="MNNLKPMTIALLAGCGIGAGTVHAAGSMDAPPCSAAHAADQGGI 

                     AAMPGTSVRSFSTAGCSGAVLQGDRATATVNGDRIELRDGIVYVNGRSYGAVTPAQTV 

                     EYEAAHDRRTLKVDGKPRTPVR" 

     gene            complement(306238..308673) 

                     /locus_tag="APZ15_33735" 

     CDS             complement(306238..308673) 

                     /locus_tag="APZ15_33735" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011350246.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK22862.1" 

                     /translation="MSKPILYLLAGNGSAADWWDDTLPHFRRYRPVPLELPGFGDNPA 

                     PPCEDLAAYAQALLDATEPGHAIMAVGVNALLVLHALQRRPGHFGRSVLLAPVGAFLW 

                     ERRLPKLMAPKPLRKTIHWLLAHYPALFARKFSNLTWTRAQYRRMGAGYARCRAFLPH 

                     WDLVRADTALPLLEWVTDRIELVWGDQDAVLGVRQAAAWSAILARAELTVTLQAGWGH 

                     YPWIDAPAAFAQWLEAGDAGFVAHTKGGRLALATMAGLPVPPALSLTRADDPRLPGFL 

                     ASQPDAEWAIRSSSHGEDQADAANAGLHTTFLRVPASQAAARAAELLDGGLEETVVQR 

                     FITPVLSGIAFVRHLAVEVEWVEGHLESLADGQASPQRAILSRLGEPWQRGTFPGAHG 

                     LDATQLWTFLQRVLRAFHYVPGDVEWAWDGTQLWLLQYRPISSYGWHRHLTAANIAEI 

                     LPPQPSRLVEYAQRRAAGSIPAIMARWDARVLQDNEPFTALYGGASYINNDLFLARLA 

                     DWGVSAGNYSGEIGGATPPLRWRPLRLLRSLPVFWRMLRAARGHLPTLERGLQRFDRE 

                     LATLVEQRADGRQLADWFTRFYVFVVQGNLCIASSLASSGGALWGRPPTAYGRLENSP 

                     HRLPWETDPGTARPAPADLPLQAFPDWPLPVRVLHALGAPGMRGWYLQVREWYRDNLM 

                     RVFFRLHHAMPAADRDAWFAPYPDRRERNGSFWQDGSEGTDEAAGFMIYPGHTQGVLG 

                     RDILLEDTLDPGRHAQYQAARAVIARMGGRLSHGATLLRELRKPSAVLPRVDAAWIGR 

                     EVQLSDGRLTLVD" 

     gene            complement(309003..310097) 

                     /locus_tag="APZ15_33740" 

     CDS             complement(309003..310097) 

                     /locus_tag="APZ15_33740" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006484842.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22863.1" 

                     /translation="MDTRSHRNQSRAERSLRSSLGLARPAGRQEDIPATVHAIAVALD 

                     ECRVRHIDGAALLEGTGLGADEVASPNLHVNRGQEQRCFRNLLQRSGVPSIGLSIGAR 

                     LHVSTLGLAGYAMLISGSVMQAFRCMSQFPLFMGLYFDVRIDAHADGMSVTISRYNGE 

                     PDLEVFQIDMCLSSLRLIVSDLVGKPVWPAQVQLARRTPRNAADYTRHFGCRVAFNAG 

                     DNRLVFTSVNGTEMPLLANEVSFNALHGQCEALERQWAASVGTRFADRAKELMARDLT 

                     RFKSITSLANALHLTERTLRRRLDKDGLTFQSLLDDVRRDEAVRMLDDPELTVAAIAE 

                     RLGYSEPRSFRHAYRRWTGHPPRAGAESDA" 

     gene            310349..311740 

                     /locus_tag="APZ15_33745" 

     CDS             310349..311740 
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                     /locus_tag="APZ15_33745" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350234.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Putrescine importer PuuP" 

                     /protein_id="ALK22864.1" 

                     /translation="MDNDSPGRYASAAATQDFAAHAFRSDADDRRKPHLLGLATLVIF 

                     GLAYMLPMTVFTTYGLVTSETNGHLTAAYAVTLVAMLFTARSYGHMARLMPSAGSAYT 

                     FASRNFGTSAGFMVGWALLMDYLFIPMISYLAIGIYMKQIFPMVPASVWIVGSIALIT 

                     GLNIVGIRLVNRVNLILIASQLVFIAIFVIASARVAAGEGLSMAVALPSSGDARAIFA 

                     GSAILCLSFLGFDAVTTLSEETREPKRTVPRAILLCTLASGVLFMLIAYVGQVVFPDW 

                     HAFKDLDSASLELMRRIGGGTLSAFFVAVYVAGCFASAMAGQASVTRVLFAMGRDRVL 

                     PERVFGHLHARLRTPVRATLAVGVVSLSALFVTLDLASTMISFGALVAFAIVNLCVMR 

                     SYLCRAEHRRFAGWITFGVMPALGFAMNVWLWSGLSRQTFYVGIGWLVLGLCQLAWLT 

                     RGFTRPAPTLSMN" 

     gene            311791..313188 

                     /locus_tag="APZ15_33750" 

     CDS             311791..313188 

                     /locus_tag="APZ15_33750" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350233.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22865.1" 

                     /translation="MNAVDVNLDADLQALGKRHLLMHFTHADAYRDHALTVFDRGEGC 

                     WLVDRHGKRYFDALAGLYCVQVGYSHGAEIGDAIREQMVRLPFATNWGVGHEPAITLA 

                     HKLATLAPDGLNRVFFTSSGSESNEAAIKLVRQYHQSRGEPQRRKFIARRVAYHGTSF 

                     GALALNGMTNFRKHFEPLMSGVRHVGNTKRYGRPAGETEAQFTRHLLDEIESLIVQEG 

                     PDTVAAIVVEPLQNAGGSLTPPAGYTAGLRDICDRHGVLLVADEVICGFGRLGEYFGS 

                     ARYGLKPDIITFAKGIASGYVPLGGVIASDAVVETILDGPQQMFLHGATYGGHPVACT 

                     AALANLAIMEREGVLENVRCNEAVFRQTLDGLLELPCVGDVRGDGYHYSLELVTDKAA 

                     RRWAAGISAQAFVSTLLAPAIFDAGLLCRAGVDHEGTPIAQFSPPLVMSRDEIVWFVA 

                     QIRDILVDTFARATR" 

     gene            313225..314664 

                     /locus_tag="APZ15_33755" 

     CDS             313225..314664 

                     /locus_tag="APZ15_33755" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012337077.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldehyde dehydrogenase" 

                     /protein_id="ALK22866.1" 

                     /translation="MRTSQQSYIDGQWLDPADAKAIDVIDPSTARPYAQLRVGGAADV 

                     DRAVGAARQAFDTYSRWPVSERVALLRRVLEIYQRRYEEVARTISQEMGAPIAFARAM 

                     QAAVGTAHLEQTIRALQSFRFSTQTDSLLVSHEPIGVCALITPWNWPINQIVCKVAPA 

                     LAAGCTMVLKPSEIAPFSAILFAEILHEAGVPPGVFNLVHGYGHEVGDALSRHPDVDM 

                     VSFTGSTRAGVEVAKAAADTVKRVHQELGSKSPNLILPDADIEDAVTRGARSCFSNSG 

                     QSCNAPTRMFVHVDHLAAAEAAARNEAARTVVGDPRSTETDIGPVVSRTQFDRIQQLI 

                     QCGIDEGATLVAGGTGRPDGLGDGFYVKPTVFSNVTPGMTIAREEIFGPVLSILTYRT 

                     EDEAIALANDSVYGLAAYVQTKDPARARRVAARLRVGNVHINYPAWNPAAPFGGYKRS 

                     GNGREYAEFGLVEYLETKGTTGYTEGGVR" 

     gene            complement(314841..315695) 

                     /locus_tag="APZ15_33760" 

     CDS             complement(314841..315695) 

                     /locus_tag="APZ15_33760" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497935.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK22867.1" 

                     /translation="MVMDRARAGLAVEIKQPKRADLVAEEIKRLITEKDLKPGDRLPR 

                     EAELQQLYAVSKSTIREALKSLEVQGLIKVTTGPTGGGMVVEVPLDRTLQLLQNYLFF 

                     KDVTIDDIYTVRQLLEPELAAGAVPHLTERDFAALEANIACCDGGSGMHDRGHMLRQR 

                     QEDTTFHDILAAANPNPFLRFSCELINEMIRQLIEFRNDTPLVEHKRFGEANVSIHKA 

                     ILQAARERDAERVRALMVEHMTDAPKHVKRMKGKLRGRLILDSEIRRRAAAHIAGPDA 

                     AATDPEED" 

     gene            315924..317132 

                     /locus_tag="APZ15_33765" 

     CDS             315924..317132 

                     /locus_tag="APZ15_33765" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549273.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="branched-chain amino acid ABC transporter 

                     substrate-binding protein" 

                     /protein_id="ALK22868.1" 

                     /translation="MNRRELLKLAALSAVPGALGSMSSRAAFAQGSPIQLACPVPMSG 

                     PFAANGKYADLGMQLVVKQYGKVLGMPLAYTALDTEGKPATAVRRVQEIAQQKGVRFF 

                     AGGILSSESLAMGKEVQKADGVFITTAGADEITGKDCNAATFRWSVPTFGAIEQTVRP 

                     LIQMLPKAKRWYTITPQYVFGDGLLSAAKAIFKEKGIEHVGNSYHSLAEKEFSGYLTN 

                     AVAAQPDVLLILNFGSQSSDTLRQAVSFGMKRNCTILLAWASGLEQFEALGPDICDGV 

                     YFGAQYWHGIDSPLNRDLVKRTNAAFKANPNYSLAGSYICSKILVDAMLKAGSADPKK 

                     VVAAMEGMKYDGLTGPEEIRKGDHQVLKNYYLLKGKPKGRMKSADDYADIVSSGQSFL 

                     PIDKTGCKLA" 

     gene            317202..318062 

                     /locus_tag="APZ15_33770" 

     CDS             317202..318062 

                     /locus_tag="APZ15_33770" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020071376.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK22869.1" 

                     /translation="MNVYLLQIVNGIGVGMLYFLLAVGLSIVFGLLRFVNFAHGAFYL 

                     LGAYLCYQALQWSANFWVALAVVPLVVGAFAWIVEKLVLRHVYAQQHEFHILATVGLA 

                     LVLQECAILAWGPLGDNVPPPDALNGVVIWGGFVYPKYRLFVIGFTAVLAALLWWVLE 

                     GTRLGSTVRAGSESTEMVSLLGINVTRVFSLVFALGAATAALAGVLAAPIRGVDPFMG 

                     IEALGVAFVVVVVGGMGNFLGALVGGLLVGIVQSLMSTLWPEGARLMIYVAMAAVLLL 

                     RPNGLLGRAA" 

     gene            318059..319102 

                     /locus_tag="APZ15_33775" 

     CDS             318059..319102 

                     /locus_tag="APZ15_33775" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485208.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK22870.1" 

                     /translation="MIESSKPLPSGAAVSQRVPAWRSALQRPEGWLAVAVVCMLPVAL 

                     SSGSLATEVLVFALAALGCNLLLGYTGLLSFGQGIFFGLGSYAAGLVLTHGVASVTAA 

                     LAAATVLGAVAAALVGWFSIRQRGTYFVMLTLAFGQLFYFLAYTTPDVTGGDNGLLDI 
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                     PRPALAAFGHPLVSLDSPWRYYGFVAVLFVAVFWLLLRVSRSVFGRTLLAIRDNEARA 

                     AAAGYDVKRFKLAAFVLSGAVTGFAGALHALMTGIAPLSNIDYHTSEMILVMTVIGGT 

                     GNLFASVLGAAFYVLFADWLSTLWPRWLLLLGLVLIAVSLFMQRGLWGLGERVVASLR 

                     RGGRTEQTTEERQ" 

     gene            319099..319866 

                     /locus_tag="APZ15_33780" 

     CDS             319099..319866 

                     /locus_tag="APZ15_33780" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497938.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter ATP-binding protein" 

                     /protein_id="ALK22871.1" 

                     /translation="MSEAILEARGIVKRYGKFTALGGVDLRIMPRTVHSVIGPNGAGK 

                     TTLFHTLTGTLPITSGSILFDGHDVSREPDHKRVRRGIARSFQVTSLFPNLSVRENLR 

                     VAAQGVESRRALNPWTPPRGALAHDGIVDDVLERLGLQRFADTAAGVLSHGQQRRLEV 

                     GMALAARPRAIFLDEPTSGMGIDDLDDMKALIRGLRDDYTVVLIEHNMGIVMDISDTI 

                     TVMQQGRVLVEGKPDAIRGDERVRSAYLGNMITGGRA" 

     gene            319863..320564 

                     /locus_tag="APZ15_33785" 

     CDS             319863..320564 

                     /locus_tag="APZ15_33785" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485194.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter ATP-binding protein" 

                     /protein_id="ALK22872.1" 

                     /translation="MMLDVKEVHAYYGKSHVLQGISLNVNEGETVTLLGRNGAGKSTT 

                     LKTIAGVVAPTGGTVTFVGRSLSGQPAHRIATRGLCFVPEHRGIFRLLSVEENLLLGA 

                     RRDSPWQLDDIYRIFPRLKERRRNGGAQLSGGEQQMLAIGRALMNHPRLLMLDEPVEG 

                     LAPVIVEEIVAQLKQIKAAGVAILLVEQNLEVCTQLADRHFVIEQGVIVYEGSNAAFA 

                     ADHEVKDRYLGVGVA" 

     gene            320599..321888 

                     /locus_tag="APZ15_33790" 

     CDS             320599..321888 

                     /locus_tag="APZ15_33790" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011694961.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="allantoate amidohydrolase" 

                     /protein_id="ALK22873.1" 

                     /translation="MQVQDSTPGVAASGLRVDGARLWDSLMRLARIGATDKGGVCRLA 

                     LTELDREARDLFVAWAKETGCTVRVDAIGNIFARRAGERDDLPPVTTGSHIDTQPTGG 

                     KFDGNYGVLAGLEVLRTLDDAGVRTRAPLEVAVWTNEEGSRFVPVMMGSGVFAGAFTL 

                     DHALAQSDRDGVSVRDALAAIGYAGHADGGHGAHPVGAYFEAHIEQGPVLEAHDTTIG 

                     VVEGALGQRWYDVTVHGMEAHAGPTPMALRRDALLVAADLVRAVNAIALAHPPHGRGT 

                     VGWVDVHPNSRNVIPGRVTLTVDLRAADDATLTAMDAQLRAACADLGAAADMRIDVEQ 

                     VVYFPPQPFDATLVEQVRAGANALGMSSMNVISGAGHDAVYLARVAPTAMIFVPCKDG 

                     ISHNEIEDADPVHLEAGCNVLLQAMLGAAGIAKGSTR" 

     gene            321885..323387 

                     /locus_tag="APZ15_33795" 

     CDS             321885..323387 

                     /locus_tag="APZ15_33795" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350231.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="microcystin degradation protein MlrC" 

                     /protein_id="ALK22874.1" 

                     /translation="MKILIARMNHETNTFSPVPTPLAAFGRNGPDWGDDAYRANRGMR 

                     TAMAAFLDAAEREGAGIVTPVSAAANPSGPVAADAYAAICDAIVAAAPGCDAVMLDLH 

                     GAMVAEQSADGEGDLLARVRAALPDAPIAVALDLHANVTQKMVDHADVIVSFKTYPHV 

                     DMYETGEHAARLLFDRLHGRARPVLAWRQPPLMTSTLRSASAEGAMKRAVEAARAAEA 

                     DGMLAVSVLPGFSLADIPAPCISVVVVADGDRAGADAVAERIARQIWDARDEFVYRSA 

                     PLTESVAQAAALARGADRPVLMLDHGDNCMSGGPCDTMDLLEAALAHGLDGIVSGPLC 

                     DPQAVAALIDAGVGATVTVPVGNRLPSHGGVRREPFRATGVVRALTDGEYVITGPTYT 

                     GQRAYMGRTAVLDIGAATLVITERTQEPWDLGVFESVGVDPRRARFLLLKSRMYCRPV 

                     FVPIAAALVECDSRGVTGSDYGLFHYERLARPVYPLDDVGEWPFGARRTG" 

     gene            323515..324702 

                     /locus_tag="APZ15_33800" 

     CDS             323515..324702 

                     /locus_tag="APZ15_33800" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350230.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="lactonase" 

                     /protein_id="ALK22875.1" 

                     /translation="MHSNSFRPRSARLLAALTLATTAVAAHAADWIVSGNDGKYQRVE 

                     GRDTYLASPPADTLTLLDASTFPPKVARQVDVENGIQGPPQAVAITPDAKLALVGAPT 

                     RYDTAAKQLVFDTFLQVVNLDAAPPSVTRIELGTHPQGIAIDRSGKLALVANVDGSVS 

                     ILRIDGTQVTLDGSLKIGKKRLAGISFTHDGKHALVSLRDEQGIAVLNVDDGKVTDSG 

                     SRLSTGVAPYTIDVSSDNRWAVVSNVGLAGLPGYTGTLAGDADSVALIDVSRVPFRTV 

                     QYLTVPSLPEGVAISPDGKWIAVQAMDGSNLTADNPGRHKIGKVLLFEIRNGQAVKVS 

                     EVPGGEAAQGIVFTADSRHVIVQFNVERQLAFYAVEGGKLRDTGKRIALTGGPSSLRT 

                     LPR" 

     gene            325115..327799 

                     /locus_tag="APZ15_33805" 

     CDS             325115..327799 

                     /locus_tag="APZ15_33805" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350227.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha-mannosidase" 

                     /protein_id="ALK22876.1" 

                     /translation="MRHPRLLLVATLTCAALAACGGDDVNSVQTASNGAGDTPSTVPP 

                     SSDPSRPPQPDQPAPPRRTNMQLTRFVNPLIGTQVNSDSGYAGNVSPGAMVPFGMVNF 

                     GPNTPRYNFNGSGGYLSTGGAGGTIDFFSVTHLSGVGCPGQGTVAMLPADAAKAIASG 

                     GRPTGIGYSYADETAEPGYYKVRLANGIVTELSATARSGIARFTYTDKDKGFFSIDAK 

                     LNGNSDSGSTKVTASNVALALASDGRSMSGQAVAPAFCTPYGTVWNAPVYFYATFDKP 

                     LRKQAGTSAVNTVSNGAATLQFDLTDTDRTVTVKVGVSSVSIQNAQANLKAEGEKLAF 

                     DDARNNASGLWNDRLNTIQIDQAAAPASLNATQKANLTKFYTALYRVFGTPTLYSDTN 

                     GEFRSMRQPKNASGGYPASVDQTGTVPQRATAKVGDYAFRRTDGSQGGAGNHYTGFSL 

                     WDTYRSQTQLLALLAPKETSDMMQSLVVDGLQCGAFPHWVDGSDDSTPMAGDNALNVI 

                     AGAYKFGATDFDLVSAARLTKQSVFDPSSACNDRASAAGLANFLTAHYLSQGDDGHSS 

                     SATIERVLSDRSAAAFLQALPASVLNAPSVGVTPDNIGTLYTRAGWWRNIFDYTNKVI 

                     AARNAPPAGSAPGTLGTLVQGSFHESTEPNYFWTFAQDWSALIDAIGGKQAAVARLNT 

                     LFAITTPFSTVPASGDLNGGESSTGLYIGNEPSFQSPWGYNWAGQPSGAQYILPIIMS 

                     KAFTTARDGLPGNDDMGATSSWYVWAALGMFPVIPSEAGLALSTPQFSGITVWFGNGK 

                     TLRLESDKQVAMDGAGHPSFAYIQSLKVNGADYAGSWLPLGKIANGGTMRYTLSAAPT 

                     QWAAADNLTPPSGPNADYTQMTAGSPSTVMRMRRAGAQ" 

     gene            327876..330755 

                     /locus_tag="APZ15_33810" 

     CDS             327876..330755 

                     /locus_tag="APZ15_33810" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011350226.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="beta-galactosidase" 

                     /protein_id="ALK22877.1" 

                     /translation="MTSKERRKFLSYGAALVGTSWLAGCGGDMDAPAGAPGTPGADGP 

                     ATVTPVVPGDPEHSLLAAQDLTTNWTFAPASSLPGAGGAQLSGAAGVPGMAPATVPGT 

                     VLNSMIVNGKYPDPFYGRIVTDTIPDTLKDTDYWYRTTFTAPPRQPGQRLWLRFGGVN 

                     YCAEVWLNGAPVGRLEGAFKQGTFDISRLVPQAGGAAGLAVRVVKPDFSEGPLLPSYA 

                     SGVTRGGRNGGPTGVTLKNGPTFFCSAGWDWLPTIPDRELGIWQPVAWFTTGTVRIAA 

                     INVAHTLSTDLSHAELRLDLELDNGSGADLVATVVGTVGNGAPFRHDIAIPASSTTTK 

                     VSLTSSDIAALSIRQPRLWWPNGYGEPNLYAVTVGIEVARRRSDERTLKVGLRRIEYV 

                     RDIGMGPQLSITVNGLPILVMGGNWGLDEALKRIPRERLFNQVRLHRDANLNLIRNWN 

                     GQSTSDDFFDACDRYGILVWQDFFFSTEGDGSGPANVPRDLDNIRDVIARNRHRPSIL 

                     LWCGGNEGAPPPALVKGLDALVAELDPQRLCLTSSAGDTGTGAVNGYSSGGPYNWASP 

                     QAAFSRGYGTTSIAFHNEVGSHSIPTLECVESMLPPGSYECPDDFWADRDMNGNGAYY 

                     PSVGKQGGAGYIAMTAQRYGAIRNLADFVRKAQMMNYECIRSIYEANAAVMIGPVAGK 

                     ITSPATGVIMWMTNPAQPSFVWQMYSHDLDAHASFFAVRHGCRRVNAILDANTADVTI 

                     ANHTAAAVTGRVEMRVYNLDGTSSSRTVADVGGVAKASYRVVANLKAAMAAAKSDVCI 

                     VSLVLTDAGGNPLAENVYWRQRDGGDTAYTSLDTMPGAAVAIGAASAETDDTTTRITV 

                     DVANIGTTFALMTHLQVFDSSTGARVLPAFYSDNYLNLMPGAKRQVTIDLPHASGAPV 

                     SRAALRVDGWRLDRPNCRLGLGGVPVVFNECALAVDPAVPTFGAC" 

     gene            complement(330842..331618) 

                     /locus_tag="APZ15_33815" 

     CDS             complement(330842..331618) 

                     /locus_tag="APZ15_33815" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350225.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="SAM-dependent methyltransferase" 

                     /protein_id="ALK22878.1" 

                     /translation="MNHGSNRHPAALACKVCSARAPICGLVDFSRCGADFIAGKKVDP 

                     FAGVPVYYHACEQCGFTWAPMFDSWTHDDFAQHVYNADYARHDPEYLEVRPQQHADLI 

                     CTSFAEMREGRILDFGSGLGLLERKLASRGFTDVTSYDPFSHPVPPEGTFDTILSFEV 

                     FEHHPAPFDLFDQIMRYRKRDGALLFQTSLISREIIERGIEQWWYCVPRNGHISFHTP 

                     QSLTLLAQRHGLEYGAFSPELHVVFDRAATPHWLDRFLKP" 

     gene            332267..332737 

                     /locus_tag="APZ15_33820" 

     CDS             332267..332737 
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                     /locus_tag="APZ15_33820" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350224.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22879.1" 

                     /translation="MQIDFSTTTRTSLADASPGANASSAAPAATSSTDGATNAAGATG 

                     AASTTGTSGAQGSTGATGETLGASGASSDDPAVAQLKALIDRLQKQLATIERQMASAA 

                     QRAKDDPAAEVEQQSLSAEAGAIAGALATAIAQLAAAVEKTGGSSAGGLVSTQA" 

     gene            332808..333620 

                     /locus_tag="APZ15_33825" 

     CDS             332808..333620 

                     /locus_tag="APZ15_33825" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481116.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK22880.1" 

                     /translation="MHAELDDDDLVRFDAQGGTPLPAADEQGWLEHDGARIWHASFGH 

                     GPPVVLLHGGLGHGGNWGNQVPALLAAGYRAIVIDSRGHGRSTRDAQPYSYERMASDV 

                     LAVLDALHVDRARFVGWSDGACIALVLADRAPERAAGVFFFACNMDPGGTKEIVPGPL 

                     LDRCFARHRKDYAALSATPGEFDAFVAAVSEMMRTQPDYSAEDLAAIAVPVTIVLGEH 

                     DEFIRPEHAAYLARTIPGATLTILPGVSHFAPLQRPARFNAAMLAFLDRLPG" 

     gene            333942..335111 

                     /gene="ampC" 

                     /locus_tag="APZ15_33830" 

     CDS             333942..335111 

                     /gene="ampC" 

                     /locus_tag="APZ15_33830" 

                     /EC_number="3.5.2.6" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350219.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="class C beta-lactamase" 

                     /protein_id="ALK22881.1" 
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                     /translation="MRFNATRFAATLLVAACVTATAGRAAAATPDDLHDTVTRHIAPL 

                     MKQYAIPGMAVGIVADGKPYVFDYGVMSTQTGKPVTGDTLFEIGSVSKTLTATLAADA 

                     QEGGELSLADPVGKYLPALQGKPFGVVTLLDLGTHTSGGMPVQVPDSIRDDAGLIRYL 

                     DAWRPAHASGTYRTYSNVSVGMLGWLTAKAMHKDFAVLMEQRLFPALGMTHTYINVPE 

                     ARQADYAQGYTQDGKPIRMTGGMLWQPAYGVRTTAADLLRFVQANMGLIETAPRLQRA 

                     LERTHTGYFRAGPLTQDLIWEQYPYPVALPTLLEGNSMKMLRDGLPASAIKPPLAPSA 

                     DTWINKTGSTNGFSTYVAFVPSKRIAIVMLANRSFPNEDRVKAAYGILGALDGRR" 

     gene            complement(335286..335657) 

                     /locus_tag="APZ15_33835" 

     CDS             complement(335286..335657) 

                     /locus_tag="APZ15_33835" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350213.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23547.1" 

                     /translation="MIDVSSITDAFAPSGEPTQYRVSPEKLISGDPLHTLTPGFASPC 

                     GRFSTGIWESTPGCWHVAYTEAEYCEILEGTSVITDLEGNRKTLRAGHRFVIPPGFRG 

                     TWEVVERTRKIFVAYDEQPPE" 

     gene            335902..336564 

                     /locus_tag="APZ15_33840" 

     CDS             335902..336564 

                     /locus_tag="APZ15_33840" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350210.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23548.1" 

                     /translation="MSITWDGITGADVLGDAQVATRHALADAARNGDWATMLALVAKE 

                     RALVNANRLGGTSLRAPLHQAARGGAPKAVVAQLLRLGAWRMLRDAHGERPVDIAVRR 

                     GHRHLVDLLAPQPRRFVPDATLFAIQRHFHAMMLGRIAHLRVDALRLPELEPLLEFDA 

                     QAERMWFAVPGMYGGFGYALHTDGDAAMLVSESWSRVAGGSGQRHEITADGCTLVDEG 

                     FV" 

     gene            336713..337615 

                     /locus_tag="APZ15_33845" 

     CDS             336713..337615 

                     /locus_tag="APZ15_33845" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006481121.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="epimerase" 

                     /protein_id="ALK23549.1" 

                     /translation="MRIFVTGASGYIGGSVAARLVSAGHVVTGLTRDGDNAAKLAAAG 

                     IMPVVGTLDDSALLQAFARDADCVVNAASSDHREAVEAIIGALSGSGKTFVHTSGTSV 

                     IADDAQGAHGDAPVFDETTPVVKPAKAERRAIDRLVMSSANLGIRSAVICNSMIYGDG 

                     LGIRRDSAQLPLLAAIARDACAVRVIGKGLNRWSNVHVDDVADLYLRAIDAAPPGAFY 

                     FAENGEASFAEIGHALGERLGLPSIVEWDIADAAQALGHSRAHDSLASNSRVKALRAR 

                     QELGWAPTHGAMLDWIRDEMPVAA" 

     gene            337821..338723 

                     /locus_tag="APZ15_33850" 

     CDS             337821..338723 

                     /locus_tag="APZ15_33850" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497952.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22882.1" 

                     /translation="MKTTLDEMLAFVTIADTGSLTGAADKLHQPTSVMSRILRRLEEK 

                     LDTTLIRRTTRRLELTDEGKLFLDYARDIIASVEFAEEQIVSQRETPSGRLRINAAMP 

                     FMQHVIAPMMPGFREAYPAITAELHTSDEIIDLLEQRTDVAIRIGELRDSTLHARRLG 

                     SSRLRILASPAYLEKAGVPTSVADLANHALLGFVQPETLNHWPLHTADGGVYRIHPAL 

                     QASSGETLLTLALSGAGIVCLADYMTGTHRRDGSLVELLVDDTVEFRQPIHAVFYRNA 

                     TLSSRIVSFLDYLSAQLKEGGDID" 

     gene            complement(338846..340240) 

                     /locus_tag="APZ15_33855" 

     CDS             complement(338846..340240) 

                     /locus_tag="APZ15_33855" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012366420.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22883.1" 

                     /translation="MKFVRLVAALSAAAVLTACTSAPVATVTPPPLAATYANADLAAG 
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                     GPAADTGAWWHAFHDPILDGLVDTALANNLDLQAAVARIDAARAVRIGAASQWFPSVD 

                     LNAGAGRQRLSASQAFPTDTPTTGNAFDLNASLAWEIDIFGRIRQGVSAADADIASAQ 

                     NDAAAVRIATIDETVRTYVTVRGLEQRLALVEANALSQRSTEESTRRLFDAGVVPVAD 

                     VDRAAAQTETTLAELPALQLQRQAAIHRLSIITASTPQAIYARVDPPAPEPVWTAAAP 

                     GVGTPADLLRRRPDVRAAEARVVAAYARIGVAEADLKPHLQLIGVIGAAIDGFSGATL 

                     ARSLAWMAGAGASAPLFDGGRRRSVVALRRAQAAQAVAAYRSTVLTAVGDVETSIAAT 

                     ARDHSRTERLERAVSNARGAYTQINRSWRSGESAFIDTLEVQRSLLAAEDSLAQARTE 

                     EMLGRVRLMTALGQ" 

     gene            complement(340237..343428) 

                     /locus_tag="APZ15_33860" 

     CDS             complement(340237..343428) 

                     /locus_tag="APZ15_33860" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337059.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22884.1" 

                     /translation="MNLGRLSVQQPVLAIVLSIVLTIAGALAYFSLAVSEYPDIAPPT 

                     VVIQATYPGASAETVSQTVSTPIELEVNGVEDMLYMYSQATSDGSLNITVTFKPGTDV 

                     DKAQVLVQNRVALATPRLPEPVQRSGVSVRKSSPTQLGTIFLYSPDQRYDPLYVSNYA 

                     IRNVADVLKRIEGVGDINPLGAREYSMRIWLDPERVASFGLSPGDLIAAVRAQNTQLA 

                     GGVVAQAPITNQAFQPNLIFEGRLKRPEDFSDIVVKQGKDGRLVRLKDVARVEVGALA 

                     YATDSYMLRHPTIALQVLQQPGANAVATMDAVEKKMAELARDFPKGIVYNIGYNPTAF 

                     IGDSIHELVKTIYEAVVLVVFVVLLFLQGWRPSIIPILSIPVSLVGTFAAMAALGYSI 

                     NNLTLFGLVLAVGIVVDNAIVVVENVERHLSAGAGPRDATLLTMKEVGGALFAITLVL 

                     CAVFVPTSFIPGISGQFFRQFGVTIAVSTAISFFTSVTLAPALSAMMLKAHARDHDVP 

                     APASRMAAPFAPAMRVARRISNAFNRVFQRLSDAYGRLVRKVVRIIPAMGVLYVVLIA 

                     ATGYLLVSSPKGFIPAQDRGYLVVLVRMPDGATLERTSAVARKIEDIALSVPGVARVP 

                     VFSGVNAATGTNSANSAGLFPVFQPWPERKARGLTIDTIAAEMRKRLAAVTEASIVVA 

                     MPPPVQGLGSTGGFAMRLEDRNGLGTAALAKATQDLVAAANRTPGMVGVYTPYSATSP 

                     QVHVELDREKAEMLGVPSQAINDAVETYFGSTYINDFNIVGRTYRVTAQADLPFRVGA 

                     SDLARLKVRNRDGEMVPIGSVTRIDDTLGVDRAPRYNLYPATEINGDTAPGLGSGFAI 

                     KTMESLAKQVLPPGISFEWTDLSYQQTTAGNTGLLVFPLCVLLVYLVLAAQYGSWSLP 

                     VSILLIVPMCLLAASLGVRALGQDVNILTQIGFIVLVGLAAKNAILIVEVARQLEADG 

                     TELVEAVVEACVQRLRPIVMTSLAFILGVLPLVISDGAGAEMRQAVGAAVFFGMIGVT 

                     FFGLLFTPVFYVMVRRLALRKAAVATIATEVVQ" 

     gene            complement(343425..344624) 

                     /locus_tag="APZ15_33865" 

     CDS             complement(343425..344624) 

                     /locus_tag="APZ15_33865" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006497955.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin secretion protein D" 

                     /protein_id="ALK22885.1" 

                     /translation="MNRYPGLKRIARPAVLAAIPLAALVALSGCRSDDKAPAATPSVV 

                     VSAPVARDVNDVDVYTGRFEAVDTVDVRPRVSGYLDKVAFQDGATVRKGDLLFVIDPR 

                     PYQAAVTAAQGTLERAQSQLKLSRQDFERASILIRTDTIAQSLYDQRRQAVQSAQAEV 

                     TSAQGALERARLDLSFTRIVAPMSGRISRKRVSEGNLVKGGDSDATVLTTIVSQDPID 

                     IYFDVDEESYLRYTREAQKSGGSASSRQVAIALPGDAQPSLTGTMDFVDNRLDDSTGT 

                     LRQRARVANPDRRLSPGQFGRVYLSSRVAHHALLVPDAAVATDATRRVLYFVDANGTV 

                     AIRPVTPGRLYGNLREIDAGLNAGDRVIVDGFQRVQAGDKVKAVPRAIEAATLARAAS 

                     GTTGSAQ" 

     gene            complement(344918..345259) 

                     /locus_tag="APZ15_33870" 

     CDS             complement(344918..345259) 

                     /locus_tag="APZ15_33870" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549253.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23550.1" 

                     /translation="MKTLISSTLAALILSAPALSFAQQADHQLTRAEVKAEMARLAAV 

                     GYTPALDHNQYPVAILAAEKRVRENAVAHNAPGTAPAAATSGYGSEARTAGESGRVTT 

                     INGRDSIYRGH" 

     gene            345584..346603 

                     /locus_tag="APZ15_33875" 

     CDS             345584..346603 

                     /locus_tag="APZ15_33875" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337056.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-threo-aldose 1-dehydrogenase" 

                     /protein_id="ALK22886.1" 

                     /translation="MSLKDKLPGNKILGFGTAPLGNMFRNIPDAEAAATVEAAWQHGI 

                     RYFDSAPFYGAGLAEIRLGDALANHPRDEYVLSTKVGRVILDEIEDVSARDLGEKGGL 
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                     FEHGRPNRIVNDYTADATLRSIEDSLKRLRTDRLDIVWVHDIAQDFYGDEWLAQFEVA 

                     RKGAFRVLSKLREEGVIKAWGLGVNRVEPIELVLDLAEPQPDGMLLAGRYTLLDHERA 

                     LQRVMPAAAAQNVGIVVGGPYSSGVLAGGTHFEYQKASPDILAKVERIKAIATRYDVP 

                     IKAAALQFSMSHPATVAVIPGASRPERIAEDQAALNVVIPADFWREMREQGLIAANAP 

                     LPIDR" 

     gene            346633..347049 

                     /locus_tag="APZ15_33880" 

     CDS             346633..347049 

                     /locus_tag="APZ15_33880" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497958.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22887.1" 

                     /translation="MAQANASIELPASAGTVWQLIGGFGSLPDWLSYIPASELSEGGR 

                     VRRLANPAGEAIVERLVAFDEAQRSYTYAILEAPFPVVNYRSTLRVRENGPNASTVEW 

                     SGTFTPHGATDDDTVKLFRGIYEDGLAELAKRFAAA" 

     gene            complement(347213..348124) 

                     /locus_tag="APZ15_33885" 

     CDS             complement(347213..348124) 

                     /locus_tag="APZ15_33885" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549250.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22888.1" 

                     /translation="MLDIRQLQYFIAVAEEEHVGRAAERLHISQSPLSRQIAQLEEKL 

                     GLTLFERSQQRIRLTRDGRTFLSETHAFLRHANRLESLARRLGRGDEGGLCIGYLETA 

                     THSGVLPRALKTLRADRPSVHIALYNYQSAAQLEGLRERSLDIALVTEPPAPDDPELD 

                     SMRVLNDPMLLAMPDGHPLAKKKTLVADDLAAQAWIGVTQHESAPRHGAFVAACAKAG 

                     FSPDISVEATEPLAALGLVAAGLGVTMIQQSLRHQVPEGVVLRELPWFSYRTPLWAAW 

                     HKVNLRPLVGIFREILTGEEVVAVAGK" 

     gene            348226..349245 

                     /locus_tag="APZ15_33890" 

     CDS             348226..349245 

                     /locus_tag="APZ15_33890" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497964.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-threo-aldose 1-dehydrogenase" 

                     /protein_id="ALK22889.1" 

                     /translation="MSLKDTLPADNRLGFGAAPLGNMFRDIPDEEAIATVEAAWARGI 

                     RYFDTAPSYGAGLAEARLGYALAGRRRDDYVISTKVGRIVLDEMEDAKTRDYGEKSGI 

                     FAHGRANRLVSDYSADATLRSIEDSLKRLRTDRLDIVWVHDIAQDIHGDEWLAQFEAA 

                     RKGAFRVLGKLREEGVIGAWGLGVNRVEPIELVLDLAEPQPDGMLLAGRYTLLDHERA 

                     LQRVMPAAAARNVGIVVGGPYSSGVLVGGAHFEYRKAPPDIVAKVERIRAIAARYDVP 

                     VKAAALQFVLAHPATAAVIPGASRPERIAEDSAALTFDIPADFWREMREQQLVAADAP 

                     LPIDR" 

     gene            complement(349270..351306) 

                     /locus_tag="APZ15_33895" 

     CDS             complement(349270..351306) 

                     /locus_tag="APZ15_33895" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350206.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="squalene--hopene cyclase" 

                     /protein_id="ALK22890.1" 

                     /translation="MIRRMTRSTPSPWSALDTAIARGRDALVRLQQPDGSWCFELESD 

                     ATITAEYILMMHFMDKIDDLRQERMARYLRANQRLDTHGGWALYVDGDPDVSCSVKAY 

                     FALKAAGDSEHAPHMVRARDAILKLGGAARSNVFTRILLATFGQVPWRAAPFMPIEFV 

                     LFPKWVPISMYKVAYWARTTMVPLLVLCSLKARARNPRNVSIRELFVTPPDEERRYFP 

                     PARGMRKLFLALDRTVRHVEPLMPKGLRQRAIRHAEAWCAERMNGEDGLGGIFPPIVY 

                     SYQMMQVLGYPDDHPLRRDCENALEKLLVTRPDGSMYCQPCLSPVWDTAWSTMALEQA 

                     RGVAVPEDGEPDDARRALDARIARAYDWLAERQVNDLRGDWIENAPADVQPGGWAFQY 

                     ANPYYPDIDDTAVVTAMLDRRGRTHRNADGTNPYAPRVARALDWMRGLQSRNGGFAAF 

                     DADCDRMYLNAIPFADHGALLDPPTEDVSGRVLLCFGVTKRADERASLARCIEYVKRT 

                     QQPDGSWWGRWGTNYIYGTWSVLAGLALAGEDKSQPYIARAIEWLRSRQHADGGWGET 

                     NDSYIDPKLGGTNGGESTSNFTAWALLAQMAFGDCESDSVKRGIAYLQSVQQEDGFWW 

                     HRSHNAPGFPRIFYLKYHGYTAYFPLWALARYRRLAGAAAAAPAAVDAADTAVA" 

     gene            351359..352060 

                     /locus_tag="APZ15_33900" 

     CDS             351359..352060 

                     /locus_tag="APZ15_33900" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497973.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22891.1" 

                     /translation="MKKHLEPAPHDVAEPVEPAAVAGARAPEASSAPAVATAGVRRKK 

                     APDQVRAQLLAAASEIATHHGVAALTLDAVAERAGVTKGALQYHFANKQGLLDALFGQ 

                     ATGRFAAQMAERVAADAGGAGAAARAYMHAVLDESQPVASTDVLRVLVASMITDQDTR 

                     ERWSVPMREWTRPDPVPLEQAATLMICRLAADGLWISQLLDSVEISAELRAEIERQLD 

                     AMSHGAFPKGRDGAA" 

     gene            complement(352112..353020) 

                     /locus_tag="APZ15_33905" 

     CDS             complement(352112..353020) 

                     /locus_tag="APZ15_33905" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009114741.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22892.1" 

                     /translation="MKRGFVFAGLLAMSLFAAQAARAQEKAAPPVYTWLSERFPDYTR 

                     YDSPVLTISDSGLSADQGIVDAQLTLVQSPQGVDSVLGLAVAFHTKQKWNFNTVRDYG 

                     KFGTRYRQPDLPVVIPTLNGGGYNDTGYWNTAADGGKTWPVNGGVFILLDRLNLKTYE 

                     ISGTDLVLSLSDYDATDKVFRIRIPAAYLSRFLASIPNDRRLVPEELRGRPMGFGVHF 

                     VDLDERVQSGMKLPGGALQILGVLPGTVADRAGLKNYDVLIRFGDRPLKTMADLADAV 

                     HATAKGTVVPLTVWRDARAVTLQAQF" 

     gene            353328..353870 

                     /locus_tag="APZ15_33910" 

     CDS             353328..353870 

                     /locus_tag="APZ15_33910" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350203.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cell division protein ZipA" 

                     /protein_id="ALK22893.1" 

                     /translation="MQTKSLHATASDDAVLLHMVCGKIASGKSTLVARLASAGPVVAI 

                     SEDAWLAHLYPGEILSIDDYVRCARRVGNVIADQARAVLQAGVSVVLDVPFNTVAARA 

                     WGLAVSQAAGCGHRLHYLDVTDAVCKARLRARNARGDHPFQASDAEFDRMTRYFVAPT 

                     ASEGLNIVAYDEAGVVRPGS" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702432
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=352112&to=353020
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=352112&to=353020
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702433
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=353328&to=353870
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=353328&to=353870
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702434


     gene            354021..354431 

                     /locus_tag="APZ15_33915" 

     CDS             354021..354431 

                     /locus_tag="APZ15_33915" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350197.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="bleomycin resistance protein" 

                     /protein_id="ALK22894.1" 

                     /translation="MARFQPDGWHTVTPRIVVPDPEHLIEFMRSVFHAQGAFRPGLPA 

                     EIRIGDSVVMVSGEDGLRDPMPAFLYVYVEDADLTYRRALAAHAIPLEAPADMPYGDR 

                     RAMVKDRWGNTWQIATHLRDLSVDEIRSRLAGGG" 

     gene            354733..356298 

                     /locus_tag="APZ15_33920" 

     CDS             354733..356298 

                     /locus_tag="APZ15_33920" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350194.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chemotaxis protein" 

                     /protein_id="ALK22895.1" 

                     /translation="MRKQLTIRGGLVATIAGYTVLLVLVVGACIAALYMGNGSLEAMY 

                     RDDTASLLHLKTSSERMLVLRERMSDVAQVISAGRSAKEEVAKVHALLKQSNDELDAY 

                     ARLHARSADEQALFDTLQNRRRALLDGVFLKALAQLDGDDAFGFLDTQRTAPPALFTA 

                     YQEAIDALESFQVAREKARYEAAGVLFHRIVWGMVAVAVLALVIGFVAQRVLAKAIIE 

                     PIRLAVGQFEKISKGDLTGTVVVPGENEMAYLLHALKRMQDGLVDTVNQVRTSTETIV 

                     GDVRTIASGNVDLSARTEQQAVSLQQAAASVEQLTAAVRQNADNARDARTYVEGAAGI 

                     ASRGGDAMRRVVETMSAISHSSAKISGIVGVIESIAFQTNILALNAAVEAARAGEQGR 

                     GFAVVATEVRGLAQRCASAAKEIRELIGHSAQRVEDGSGLVALAGSAMAELVAAVERV 

                     NTIMSDTSHAFEEQSSGIEQVNAAVIQMEQAMQRNAALVEEAAAAALSLDEQGARLSA 

                     AVAQFRLRDDALA" 

     gene            356782..357312 

                     /locus_tag="APZ15_33925" 

     CDS             356782..357312 

                     /locus_tag="APZ15_33925" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545464.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="osmotically inducible protein OsmC" 

                     /protein_id="ALK22896.1" 

                     /translation="MTTLNDYLEQKRDAWLAKKDAARNDPEFKATPLKATVRALGRSG 

                     VREIRIRDFQVISDSPPDFAGYNLGPASPELQLGVLGSCLTHITLIQAAERGLKIDSI 

                     EVEVTGDQHPLAQQPGFEHVPVFPHNLRYTLDIVSPEPPETIRALHQAVEAVCPIFNL 

                     LTLPQTIDGELRHTHG" 

     gene            complement(357547..358383) 

                     /locus_tag="APZ15_33930" 

     CDS             complement(357547..358383) 

                     /locus_tag="APZ15_33930" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39LW7.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sulfonate ABC transporter ATP-binding protein" 

                     /protein_id="ALK22897.1" 

                     /translation="MSTRASAHTAADAATPLLDLRITRKLYGGRTILADVPLQVTRGE 

                     IVCVVGPSGCGKSTLLRIVAGLDTDFRGSVKLGGVALDGPSPRVGVIFQEPRLLPWLS 

                     IADNVGFAAGPRGGRAPAVARLLDEVGLAGVARQLPATLSGGMAQRAAIARGLFGEPD 

                     LLLLDEPFSAVDAMTRMRLQTLLLDVVARHRTAAIVVTHDLDEALYLGDRVLMLAPDP 

                     GRIDDEIHVEAARPRDRRDPSLAVLRARLLDAFQHLQDRAGGAKRLTHDNPGGESGIR 

                     AG" 

     gene            complement(358380..359234) 

                     /locus_tag="APZ15_33935" 

     CDS             complement(358380..359234) 

                     /locus_tag="APZ15_33935" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350191.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK22898.1" 

                     /translation="MTNSAARDDTLAPRRPASPRAGRRDPLRRWRLAGLALPFAVLAL 

                     LEVVVRQGWLPDHLVPAPSEILATLAGMGITRVARHVGASTLRVAVGFAAGAVLALAV 

                     GAAMGLSRRIDALLEPTFQALRAIPSLAWVPVLLLWLGIDEAPKITLIAIGAFFPVHL 

                     AVVAGIRDVDRKLVELGAVYRLGPLALFRRILLPAALPQIVTGLRTGLSLAWMFMVAA 

                     ELIAATRGLGFLLSDGRETGRPDLVFGAILLLALLGKLTDGAMARIESHWLGWRDAFD 
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                     HAKRKAST" 

     gene            complement(359246..360238) 

                     /locus_tag="APZ15_33940" 

     CDS             complement(359246..360238) 

                     /locus_tag="APZ15_33940" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498122.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK22899.1" 

                     /translation="MKLSWSRVWQSAALVVAAFAGLVSVHARAATPAEIRVDYAYYSP 

                     ESLVIRHFGWLEDEFKADRTSIRWVLSLGSNRALEYLNSGAVDFGSAAGLASVLARAN 

                     GNPIHTVYVFSRPEWTALVVRKDSPIRSLADLKGKKIAATRGTDPFLFTLRALHTVGL 

                     TRDDVEIVNLQHPDGRTALANGQVDAWAGLDPHMAAAQLDDGARLLYRNVAFNTYGFL 

                     NVRDAFASQYPQAVTRVLKVYDRARQWIVAHPVDTAQIVADESKVSLPVAKLQLQRND 

                     FSDPVPGETQRAALKAAAPVLTAEQLTKPGVDPAKIVDTLIDPAFARPLVAASH" 

     gene            360593..362020 

                     /locus_tag="APZ15_33945" 

     CDS             360593..362020 

                     /locus_tag="APZ15_33945" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350189.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22900.1" 

                     /translation="MSSIDLNAVSPASSPIRSASDVARLINTVDSSVSHARMIVLLAL 

                     GGVFLDAYDLTTLSYGIDDVAREFGLTPALTGLVGSAIMIGTIFGSLIGGWLTDRIGR 

                     YQVFMADMLFFVVAAIAAGLAPNVWVLIAARFVMGLGVGIDLPVAMAFLAEFSKFNGR 

                     GNKASRLAAWCPMWYVASSACFLLIFGLYFLLPAEHAGWLWRASLIFGAVPALVIILF 

                     RNRFMNESPLWAANQGDLANAARILRESYGIHAHEAEDARRAPSQPPVRIRVLFQRPY 

                     LGRTIVASVMNLCIPFEYTAIAFFLPSILSQFLGAGVFETIAASLALNVLFAFTGGLL 

                     GMRLAHRHASRHVAIAGFALQFVALVALALAGHPHGALAIGFVLLMLGTWLFAEGFGP 

                     GAQMMIYPTLSYPASIRGTGVGFGRSLCGIGQALALFVLPILQARLGTDMFWVVAISA 

                     ATPIVFLLIVRYEPTARDIDDDGAE" 

     gene            complement(362285..363688) 

                     /locus_tag="APZ15_33950" 

     CDS             complement(362285..363688) 

                     /locus_tag="APZ15_33950" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350188.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="5,10-methylene tetrahydromethanopterin 

                     reductase" 

                     /protein_id="ALK22901.1" 

                     /translation="MSKTGKTIRFNAFEMNCVGHQSPGLWAHPRDRSWQYKDLDYWTD 

                     LARVLERGIFDAIFIADVIGYYDVYKGSNYHALHQAAQIPVNDPLQLAAPIAMATEHL 

                     GIGITASTTFEHPYTFARRLSTADHHTKGRLAWNIVTSYLESGAKNIGDHGLRTHDDR 

                     YAVAAEYVEVLYKLFEGSWEDGAVVRDRDGRVFTHPEKVHEIGHKGRFFDVPGYHLCE 

                     PSPQRTPVLFQAGASGPGKAFAAQHAECVFVAAPTRAQLARYVADVRAQATAAGRDAS 

                     KVLIYNLVTVIVDETDEKAQAKFDEYRKYVSYDGSLVFMSGWTGIDFGQYAPNDPVRR 

                     VETNAIVSAVEHLSGGDTAWTIEELAAWGGIGGLGPVFVGSAATVANILQEWVAATDV 

                     DGFNLAYAVAHETFEDVVRHLVPELQRRGVYPTGYAPGTLREKLFGGSARLPDEHPAA 

                     QFRDIEQVKRDAERVAA" 

     gene            complement(363685..364944) 

                     /locus_tag="APZ15_33955" 

     CDS             complement(363685..364944) 

                     /locus_tag="APZ15_33955" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011882656.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="monooxygenase" 

                     /protein_id="ALK22902.1" 

                     /translation="MTSSPAATELSTGTDYDALASRFRPIFERIAADTAERERRRELP 

                     HEAIGWLKAAGFGAVRLPVRDGGAGASLPQLFRLLTELAAADSNLPQALRGHFAFVED 

                     WLNAPPGADRQTWFDRFASGQLVGNAWTETGDVSLGQTITKVSEKNGRLVLNGRKFYS 

                     TGSLFADWIDVFAQRASDGSDVIVAVATAQPGVIREDDWDGFGQTTTGSGTTRFEDAT 

                     VDARDVIDFARRFKYQTAFYQLFHVATLAGIGHAIVRDAGELVRHRTRVYSHGNAPRA 

                     SDDAQLQQVVGEIASWAYAADALAQRAAQPLQRAYEAHFGGDAAAEHDANVAAEIESA 

                     QSQIVVSELVLRAATHLFDALGASATRSTTALDRHWRNARTVSSHNPLVYKARIVGDW 

                     VINGRTPPFVWQVGNGAGTQAETGAAQ" 

     gene            365238..366476 

                     /locus_tag="APZ15_33960" 

     CDS             365238..366476 

                     /locus_tag="APZ15_33960" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006412816.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="SfnB family sulfur acquisition oxidoreductase" 

                     /protein_id="ALK23551.1" 

                     /translation="MSETSATIQERPADTQPQAASVIADDAQAIAAAHALAQRLAQGA 

                     AERDRERRLPRDEIEWFSQSGLWAITVPKAYGGAGVSHVTLTEVVKIVAAADPSLGQL 

                     PQNHFGLVDVIALTGTDAQKRLFFSEVLSGKRFGNGFSEKGTKHVLDLKTRVRRDGDD 

                     YVVDGTKFYSTGALFAHYVPVLGLDDERRAWLAYIRQPAPGLTVIDDWSGFGQRTTAS 

                     GTVVLDNVRVPASHVLPAQRVSDLPTLNGPLSQIIQAAIDAGIARAALDDTLAFVRTR 

                     TRPWVDSGVERAADDPLTIREIGHLHIQLHAAEALLERAARTLDEIAARGDVTEDDVA 

                     RASVAVGEAKVLTTEIALLAGEKLFELAGTQATLSEHNLDRHWRNARTHTLHDPVRWK 

                     YHLVGNYYLNGVRPARHAWN" 

     gene            366677..367321 

                     /locus_tag="APZ15_33965" 

     CDS             366677..367321 

                     /locus_tag="APZ15_33965" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350184.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK22903.1" 

                     /translation="MTLPAFAPFQDLAKALLAHWSGADGDGSHDTSHLQRVWKNAAAI 

                     HAKEGGDAEVLFAATLLHDCVAVEKDSPLRAQASRLSAQKARQVLKSLDWPDAKVDAV 

                     AHAVEAHSFSAGVAPTTREAKVLQDADRLDAIGMVGVARCFYVAGRMGSALYDPADPH 

                     ASERELDDTRFAIDHFRTKLLRLSTGFQTVTGTRMAIVRRDRLQRFLDEFADEI" 

     gene            367436..367711 

                     /locus_tag="APZ15_33970" 

     CDS             367436..367711 

                     /locus_tag="APZ15_33970" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350167.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22904.1" 

                     /translation="MAGAYSYADIAFYMAQLFGARKGAPMTDETPRLLAWRERITARP 

                     AVRKVAGAMAGYLASIGEAVPDFLHEVDSLPSGADGRRKTAFGDDCR" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703092
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=366677&to=367321
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=366677&to=367321
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702444
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=367436&to=367711
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=367436&to=367711
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702445


     gene            complement(367736..368566) 

                     /locus_tag="APZ15_33975" 

     CDS             complement(367736..368566) 

                     /locus_tag="APZ15_33975" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335356.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK22905.1" 

                     /translation="MGYVTTKDGVDIFYKDWGPRDAQVIFFHHGWPLSADDWDAQMLF 

                     FLAQGYRVIAHDRRGHGRSSQVWDGHDMDHYADDVAAVVNHLGVQGAVHVGHSTGGGE 

                     VIHYVARHGEDRVAKAVLISAVPPMMVKTDSNPGGLPKAVFDNLQAQLAANRAQFYYD 

                     VPAGPFYGYNRDGAKPSQGVIWNWWRQGVMGSAKAHYDGIVAFSQTDFTEDLKCTTIP 

                     VLVMHGDDDQIVPYADSGLLSAKLARNSTLKTYQGFPHGMPTSNADTINADLLAFIRG 

                     " 

     gene            368735..369184 

                     /locus_tag="APZ15_33980" 

     CDS             368735..369184 

                     /locus_tag="APZ15_33980" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350165.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MerR family transcriptional regulator" 

                     /protein_id="ALK22906.1" 

                     /translation="MRIGELAKLSGLTASRIRFYEAEGLLTAVERGTNGYRDYGEDAV 

                     WMLEIIAGAQRAGFSLEQIRHLLPVKAGNWQHDGLVAALERKVVEIEAMQKRLKENKA 

                     QLLVAIDSIRNRPTELNCSERTRWVMDRLRKPAVVPIRGKGRRTAAK" 

     gene            369361..370278 

                     /locus_tag="APZ15_33985" 

     CDS             369361..370278 

                     /locus_tag="APZ15_33985" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350164.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetoacetate decarboxylase" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=367736&to=368566
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=367736&to=368566
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702446
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=368735&to=369184
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=368735&to=369184
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702447
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=369361&to=370278
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=369361&to=370278
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK22907.1" 

                     /translation="MDRRFTQVEFGPHTVDVPEGGYYDRFRMNPDLDEVARDPAAGNI 

                     DFFRRIPKRQVASRVGPTWAPNFYYRSSSIQLLFLAPLERLRTTLPVPLEPLRALPGY 

                     GLVALTFFSYSVCDNDPYDEVSVAVVIRRPGATGSHARELIDSMRRRSFFAHVLALPV 

                     TTEIARVRGVHGYQLPKWLADIDVDLGATARARIAGPGGRPDLSLSVPLPVLTHVASQ 

                     SHMGSTTMINRIDGEWHQTSVQTNALSFAQRLLPRNVELVRHGGPLSQLLDGLGASTI 

                     LRLDVVKDAQLVLNLPTPLKAFDEPGKQR" 

     gene            370336..371580 

                     /locus_tag="APZ15_33990" 

     CDS             370336..371580 

                     /locus_tag="APZ15_33990" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350163.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="saccharopine dehydrogenase" 

                     /protein_id="ALK22908.1" 

                     /translation="MTRPTHDLVVFGATSFVGQILARYLSEYLSGSGETLRWAIAGRS 

                     EAKLGQVRDTLGAAGQSVPIIVADAADEAQLRALCAQTRVVVSTVGPYALYGEPLVRV 

                     CAETGTDYCDLTGETQWIKRMIDRYEPAARQSGARIVHCCGFDSVPSDMGVFFLQQQA 

                     RQRWGVPAAQVKMRVRTLKGGASGGTVASVINVVREAAADPALRRELLDPYSLCPKGH 

                     GFTVRQHAVRSAAFDRDFDAWIAPFVMAAINERVVHRSNALAGNAYGSRFTYDEAVMT 

                     GTGLKGRLTALTMVAGLGAFMVGVLIKPVRSLMERFLLPKPGEGPSAAAQLAGRYDLR 

                     FFGRADDGRTLRVKVTGDRDPGYGSTGKMLGQAAIGLALDYGGDGVKTGRGGGFWTPA 

                     TMFDERYIERLVRHAGLRFDVM" 

     gene            371706..372179 

                     /locus_tag="APZ15_33995" 

     CDS             371706..372179 

                     /locus_tag="APZ15_33995" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350162.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MerR family transcriptional regulator" 

                     /protein_id="ALK23552.1" 

                     /translation="MKIGELAERTGLTPSCIRFYERIGLLTLVAREANGYRSYPQEAV 

                     TVLDLITAAQKADFSLDEIRTLIPAGLAQWPCDSLLEALHRKVRDIEALEARLARSKG 

                     QVLSLIAEIAAKPASVDCATHAKRLLSRVPPGNAADGGEAAADRDEPVLRRPTRA" 

     gene            complement(372200..372883) 

                     /locus_tag="APZ15_34000" 

https://www.ncbi.nlm.nih.gov/protein/940702448
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=370336&to=371580
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=370336&to=371580
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702449
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=371706&to=372179
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=371706&to=372179
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703093
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=372200&to=372883


     CDS             complement(372200..372883) 

                     /locus_tag="APZ15_34000" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350161.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dimethyl sulfoxide reductase" 

                     /protein_id="ALK22909.1" 

                     /translation="MSKRILHVVSNVAHYADPSQPTGLWLSELTHAHHIFAAKGYEQR 

                     LVSPKGGVSPLEPRSLKWPHADAASKAWRADKANAALLANTARPDEIDPADFDAIYFT 

                     GGHAVMWDYPDDAGLQRLTREIYERGGVVSSVCHGYCGLLNTTLSDGSLLVAGRRITG 

                     YSWVEEILAGVAKKVPYNVEEQMQQRGARYEKALLPFTSNVVVDGRLVTGQNPQSAKA 

                     TAEQVVALL" 

     gene            complement(373016..373687) 

                     /locus_tag="APZ15_34005" 

     CDS             complement(373016..373687) 

                     /locus_tag="APZ15_34005" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350160.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK22910.1" 

                     /translation="MSSDEDADAGQKAYHHGDLRRAIIETALDTLQEQQGWQFTLREI 

                     ARRANVSHSAPYRHFPDKAALLHELALIGFDRLRDELAASIDPAASAPDVLLALAYAH 

                     LAFGQRNPDLYRLMFAADAGEPSDIHLDPRVQAPFLLVVDILEHGQRAGTIRPRPALG 

                     QATACWAHLHGLTMLAIDRRLVREKVGDHAIEDALTTLLDGLILPASPAREAKTKTKA 

                     KAKGS" 

     gene            373787..375262 

                     /locus_tag="APZ15_34010" 

     CDS             373787..375262 

                     /locus_tag="APZ15_34010" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350159.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldehyde dehydrogenase" 

                     /protein_id="ALK22911.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=372200&to=372883
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702450
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=373016&to=373687
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=373016&to=373687
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702451
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=373787&to=375262
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=373787&to=375262
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702452


                     /translation="MAVSAESISSFDPAVLLARQRNAFVSEGPPTLQQRKARLARLRA 

                     VVLAYRREVEEAISADFGNRSRHETAIMELVGVIQAIDYLTRNLRRFTKPQRRHVGIF 

                     YRAGQAHVEYQPLGVIGVMAPWNYPFSLTFIPLATALAAGNRAMLKPSELTPRTSEVM 

                     RRMLAETFPSEEVAVVLGGPEVGAAFSGLPFDHLLFTGSTQVGRKVMKAASENLVPVT 

                     LELGGKSPAIVARGHVDGRTMSSIVFGKLSNGGQTCVAPDYALVHEDDLDAFVTQYDA 

                     AVARFYPDGPTSPDYTSIVSDRHYDRLKGLVDEARSKGARVIEAGVSPQQAATRKRTL 

                     APTLIVGAGDDTAVMQEEIFGPILAVRTYRTIDEVVDYVNARPRPLVLYYFGAQDGDC 

                     ESLLKRTTSGNVGINNTLLHVAQEDLPFGGVGPSGMGAYHGIEGFRAMSHAKGVFVQG 

                     RWNLPSLLRAPFGKLADLSLAALLGRSREPVGVRAGLSAKR" 

     gene            complement(375283..376161) 

                     /locus_tag="APZ15_34015" 

     CDS             complement(375283..376161) 

                     /locus_tag="APZ15_34015" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337033.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22912.1" 

                     /translation="MENPLDTALLQTFVAVADVRSFTGAGRRLNLSQSAVSAQIVRLE 

                     EQVGQALLVRNTRSVTLTAHGQTLLGYARAMLNLSGEARARLGAGDAADTRLRIGASE 

                     DFAEGWLPDAMRRHSATRRGLRLDLTVDIGDSLFRRHADGEFDLVIGSRCAHTDQGAT 

                     LWQEPLVWAFARHERLPEGEVALACFPDPCPYRGAALKALALADLRYRIACESPSVAG 

                     IRTCVRAGIAIAPVPRSAIDGTLRELGVADGLPELPEVEFVLMHDARMPAAVEFAATI 

                     FDEAAVRTGAGKRTTP" 

     gene            376294..376926 

                     /locus_tag="APZ15_34020" 

     CDS             376294..376926 

                     /locus_tag="APZ15_34020" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549222.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FMN-dependent NADH-azoreductase" 

                     /protein_id="ALK23553.1" 

                     /translation="MTCVLYIEGSPNKAYSASIEVCNAFLDAYRHAHPDHEIRKLDVW 

                     DLAMPEFDEDALAAKYAGLSGTALTPSQAAAWQRIEQLAAPFHAADKFLFGVPLWNFS 

                     IPYKLKHLIDTISQKDVLFTFDDTGFTGKLAGKKAAVVYARGLGYQSPGSFTPAAEFD 

                     LQRPYMETWLRFVGVTDVTGIVVERTLFGADGKVDRSRAIDEARSIARGF" 

     gene            complement(377020..377637) 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=375283&to=376161
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=375283&to=376161
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702453
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=376294&to=376926
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=376294&to=376926
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703094
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=377020&to=377637


                     /locus_tag="APZ15_34025" 

     CDS             complement(377020..377637) 

                     /locus_tag="APZ15_34025" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337031.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid transporter" 

                     /protein_id="ALK22913.1" 

                     /translation="MTELIVVVTITLLAVISPGPDFAMVTRNSLMLSRRSGVLTALGI 

                     GLGVTVHVSYTLLGVGLLIRQSLWLFNAVKLIGAIYLVYLGVKMLMTKAGSRQADAPA 

                     APLSDLAALRTGFLTNALNPKTTVFIVSLFMQAVRPDTPLIVQIGYGAFIALAHAGWF 

                     SLVAVCFSATAVRDRLLSLRHWIDRTFGCLLVGFGVALAIARGGR" 

     gene            377705..378628 

                     /locus_tag="APZ15_34030" 

     CDS             377705..378628 

                     /locus_tag="APZ15_34030" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350155.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22914.1" 

                     /translation="MISDQNGEMDSQSMRANLPSLMALRCFEAAARHENFSRAADELC 

                     LTHGAVSRAVRLLEDDLGVALFQRRSRRVFLTDAGRKLAQAVHDGLGLMRHAAQELRT 

                     EAARARRWVLSCEPTLLMRWLIPRWPDFQARHAGIDVHLAAAGGPFSFDSGIDMAIRR 

                     NDFAWPAGYHAERLFAERVGPVCRPDKVDAWFSARRGERSLKTDVPQLHTRTRPDAWK 

                     EWAVAAHQPAVSGRGQVFDHFYFSLQAAVAGLGVAIGPWHLVRDDIESGVLVAPMGFV 

                     EDGSHYCLLTPEPVVAGRAQADVLAWLRAVA" 

     gene            complement(378750..379622) 

                     /locus_tag="APZ15_34035" 

     CDS             complement(378750..379622) 

                     /locus_tag="APZ15_34035" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350153.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=377020&to=377637
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702454
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=377705&to=378628
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=377705&to=378628
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702455
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=378750&to=379622
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=378750&to=379622
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK22915.1" 

                     /translation="MFDWENLRYFVAVAQTGSLSAAARRLNVDHATVSRRLGALEAEL 

                     KIRVIDRLPRACRPTAAGRQILELAEKMEAHAFAIERLALTEHLPMHGTVTISVPPVL 

                     ANNFFANHLHEFAQLHPGIRLSMASQAQRVSLARREADIAVRLFRPEEPQNVTRKLGE 

                     MAFGLYASRDYAHASSPDDWAFICYDAQFAEMPHQRWLESIARGRRIACEVSDITTQQ 

                     VAARTGIGVAGLPVFMGDDDPVLQRLPFDGEPYARDLWLVVHADLRHAPTIRAAIDFI 

                     VDVTGRTFAPDARP" 

     gene            379719..381125 

                     /locus_tag="APZ15_34040" 

     CDS             379719..381125 

                     /locus_tag="APZ15_34040" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350152.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22916.1" 

                     /translation="MQTSSRHHPRLVQTAACLGFAVVLIDVSVVNVALDALRTAFGAA 

                     VTDLQWVVNAYALVFAATLLMAGALGDRLGAKRVFIAGYAIFTLSSIGCGIAHSMEAL 

                     IAWRLVQGIGASLLVPNSLAVLRVAFDDAAARSRAIGWWGAGGGIALAAGPLAGGLLI 

                     AAVGWRSIFLVNVPVGLAGIWMTWRFAPDTKAQRGRRLDLPGQLTGALALAALTFAST 

                     EISALGWRNPVIVGAFALCVGLGIAFVRLEARNPDAMLPSALWQDRIVRSSIVIGAIA 

                     NLVFYGIVFTLSLLFQSVWHMTPVRTGVAFLPMMGVLMAMSIASGRLTGRLGARTLAT 

                     AGLSISAVGYLAMWPAIAVHSNALLAIPMLLAGSGIALTIPTITDAALAAVSAAQSGV 

                     ASGLLNTARQVGGVLGVALFGFFVRAADSATFVHGMARALIVSVLLLVAGAVMAWRNL 

                     GQAGARGIRARGANPQRQ" 

     gene            complement(381119..381727) 

                     /locus_tag="APZ15_34045" 

     CDS             complement(381119..381727) 

                     /locus_tag="APZ15_34045" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549033.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK22917.1" 

                     /translation="MKIVVIGAGGDVGRAVADELARDGRHEVVRVGRTSGDHQVDITH 

                     DESVSALFEKIGQVDAIVAAAGNVILAPIEKMTAADFHKGLQDKLLSQVRIALVGQHY 

                     LVDGGSITLTSGIAVDDPIAQGAHAAASNAGIEGFVRGAACDFPRGIRINVVSPTVLT 

                     ESMDRFGPFFPGCESVPAARVAMAYRRSVEGVHSGRVYRVGH" 

https://www.ncbi.nlm.nih.gov/protein/940702456
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=379719&to=381125
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=379719&to=381125
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702457
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=381119&to=381727
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=381119&to=381727
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702458


     gene            381834..382718 

                     /locus_tag="APZ15_34050" 

     CDS             381834..382718 

                     /locus_tag="APZ15_34050" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006480425.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22918.1" 

                     /translation="MDKLRSMETFVAVVEGGNFTEAAQRLGMSAVMVGKYVRELEERL 

                     GARMLERTTRRQSLTDAGRVFYEDAKRALEQVRIAETSVERLRASPSGTLRISAPITF 

                     GACVVAPLAATFQQMHPLVRIELVLSNRVVDLVDEGFDLAVRIGELGDVDLIAKPLTM 

                     YRMVICASPGYLARHGRPETPQDLGVHHCLSHSVWNGRNGWKLGGWDGPQVSQDPVFT 

                     CDDGNGLRMAAIAGAGLLLQPEVLVAHDLASGALVPVLQAYLPAPHPVHIVYRHDRRP 

                     LPKLTRFVEHLIEHGAGR" 

     gene            complement(382894..383520) 

                     /locus_tag="APZ15_34055" 

     CDS             complement(382894..383520) 

                     /locus_tag="APZ15_34055" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014285556.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NADP oxidoreductase" 

                     /protein_id="ALK22919.1" 

                     /translation="MKIAFLGGGNFGGNLAELLVAAGHDVVVGLRNPARARPGARYRI 

                     ASLDEAATHGDVVIIAVLYQACAEVLPSLAHRLAGKIVVDATNALKDDWSPLPLGADG 

                     SAAEAIGHLLPGARLVKCFNTVFADIMTPDRIDRGGHAVTAFIAGNDVQANTTVAEIA 

                     ESAGFAPVVTGPLNNARYLEAMAHLNIQIAIGRGGGTNAGFVYHRALA" 

     gene            383602..383982 

                     /locus_tag="APZ15_34060" 

     CDS             383602..383982 

                     /locus_tag="APZ15_34060" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008552743.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=381834&to=382718
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=381834&to=382718
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702459
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=382894&to=383520
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=382894&to=383520
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702460
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=383602&to=383982
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                     /product="HxlR family transcriptional regulator" 

                     /protein_id="ALK22920.1" 

                     /translation="MTKKIELPPDAFLKVCPSRAVLARIGQKWTVLAMVAMKDGPMRF 

                     GDIKRRLEGVSQKMLTQTLRAMERDGLVVRNVYDELPLRVEYALSSLAGTLLPLVIDL 

                     KAWAENALATIEASNRAFDREHAE" 

     gene            complement(384362..385681) 

                     /locus_tag="APZ15_34065" 

     CDS             complement(384362..385681) 

                     /locus_tag="APZ15_34065" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22921.1" 

                     /translation="MLLQNGWCFKASQTVFEQEYGSAAVLAAAKERSLISLAGLVAPW 

                     SLLRAALERGAAEEDVKVAAQALDATLSASQHLDIGVLDSDVTIDVSDAIARLSLHAR 

                     QNEENVQSLAEMFDFKKREARERAARSNTLAQLERARTAGANLYSILFPTVQARLLVK 

                     SASAEVDAWLDGMEELTVDFVRRVNQAGGLFVALCEALMEVAPIRGIALWRALKRSLR 

                     VKFTGIAGVDDLMHMPFRVDGGPAINQFRDELYQLQGNATTADYVETVVCALANGRRD 

                     WLDSRILADENSTEDWRRKRAILLRGLTDHVAVDELEWPEGDLNEGWGQVKREAQFWR 

                     NRSAFSRYWWQEFVSASSAEAAYAAWQVLLTCVDRKIWIWIDQDFASLDESDLLSRRK 

                     LLHLQLSRRALERAVNDGEKKAGNNATESLMSWKAPNHWLDLSVVQG" 

     gene            386429..386695 

                     /locus_tag="APZ15_34070" 

     CDS             386429..386695 

                     /locus_tag="APZ15_34070" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22922.1" 

                     /translation="MTIFKCIEALTRVGEVIPLVFEITWQAILNCGRLRLRRFSAREP 

                     AQEGCNLLLKILVNTLLGHDMQRRVRYADQHSDHFIAVHLIEKN" 

     gene            complement(389935..390840) 

                     /locus_tag="APZ15_34075" 

     CDS             complement(389935..390840) 

                     /locus_tag="APZ15_34075" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337044.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22923.1" 

                     /translation="MQNLDALLIFARVAEMTSFTRAAESLGIQKGRVSMVIRELERDV 

                     GVALLHRTTRRVQLTEDGRAFYSRARDLLAEVQELQSMFSGNGTPLRGRLRVDMPTEL 

                     ARSVVIPALPQLMAAHPELELELSSTDRRVDLVQEGFDCVIRLGPIVDETLIARPLGK 

                     LRMTNAASPSYLARYGTPHTLDDLRTQGHRMIHYTLTLGARHAGWEYPDGDGYASLPL 

                     PSAMQVNSVQTYHAAGLAGLGLIQAGYPTLAHYIESGALVEVLPDLRPEPLAASLVVA 

                     HRRNLSPRVRAFMDWIEGVLEPYLD" 

     gene            390959..391549 

                     /locus_tag="APZ15_34080" 

     CDS             390959..391549 

                     /locus_tag="APZ15_34080" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013342844.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NADPH-dependent FMN reductase" 

                     /protein_id="ALK22924.1" 

                     /translation="MTPHASPVNTVVVFHSGHGHTERMANAVAEGARAVLVAIDSEGN 

                     IPADAWEMLAGADAILFGLPTYMGGPSWQFKKFADASSKVWFEGGWRNKIFGGFTNSA 

                     SINGDKLNTLEYFFLLAGQHGGIWVSMDIKPANVKASMRDDLNRMGAYIGPMAQTPAD 

                     ASPEEMSSGDLETARRHGMRVATIAGQFRSGTPRGN" 

     gene            391632..392687 

                     /locus_tag="APZ15_34085" 

     CDS             391632..392687 

                     /locus_tag="APZ15_34085" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661136.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldo/keto reductase" 

                     /protein_id="ALK22925.1" 

                     /translation="MKYKQLGRTGLYVSELCLGTMTLGGNADAGMWKAIGAVEQDEAN 

                     QLIARALADGINFIDTADIYSFGQSERIVGQALRDIGVPRSEIVLATKTAGVMGRKPN 

                     EQGASRGHIMDSVQRSLERLQVDHIDLYQIHANDPVTPIEETLRALDDLTRQGLVRYV 

                     GVSNWRAGRIGKALGLSAALRATRFETLQAYYSIAGRDVERELVPLVVEEQMGLLVWS 

                     PLAGGLLSGKFGPGTSTDSGSRRNHFDFPPVDLDRAWPCVAEMRTIADAHDVSVARIA 
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                     LAWLLARPHVTSVIVGAKRIEQLEDNLGAVDVVLTETELARLDAVSALPASYPGWMIE 

                     RQEAGRRPQPFRRVASE" 

     gene            392783..393073 

                     /locus_tag="APZ15_34090" 

     CDS             392783..393073 

                     /locus_tag="APZ15_34090" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020293770.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22926.1" 

                     /translation="MPKGYLVAHVSVSDPAAYAAYAEAAGDAIKAFGPKVIAAWGQYE 

                     NLEGEAHERHVVLEFDSFAEARRFYESPEYQTAKALRAGAATGTFVILEGAS" 

     gene            complement(393217..394245) 

                     /locus_tag="APZ15_34095" 

     CDS             complement(393217..394245) 

                     /locus_tag="APZ15_34095" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008436802.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alcohol dehydrogenase" 

                     /protein_id="ALK22927.1" 

                     /translation="MKAAYYERQGNASEVLRLGDFPVPQPGPGEVRVRIHASGLNPSD 

                     IKARTGFSGRSAFPMVIPHQDGAGVIDAVGAGVAPTRTGERVWLFEAQYRRPFGTAAE 

                     YAVVPEAQAVPLPDNVSFEVGACLGIPALTAHRCLFSDGDIKGRAILVQGGAGAVGTA 

                     AILLAKWAGAWVATTVSTPAQADAARRAGADLVINRRLQDVVAIVKSATRQRGVDRIV 

                     EVSLQDNLDIDMRCLANGGIISSYAVGSAADQVPLPLLDAMIAGCTFRFVYIYTVPAA 

                     AKSAAVSAICRCLEDGAYVPTIGMQFALDAIVEAHQAQESGQVIGKIIVRPPLVRSHE 

                     PADVQPND" 

     gene            394389..394742 

                     /locus_tag="APZ15_34100" 

     CDS             394389..394742 

                     /locus_tag="APZ15_34100" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019092466.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="HxlR family transcriptional regulator" 

                     /protein_id="ALK22928.1" 

                     /translation="MTSSVSTYPCSVAATVDVAGGKWKPLIVHYLLGGTKRFGELRGL 

                     IGVVTQRSLTLQLRELESDGIVTRTVFAEVPPRVEYTLTEFGRTLAPVLEAMKQWGDA 

                     YLARLEQSAGRRPCS" 

     gene            394862..395284 

                     /locus_tag="APZ15_34105" 

     CDS             394862..395284 

                     /locus_tag="APZ15_34105" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010089350.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22929.1" 

                     /translation="MILIRSLAAASLLLAGCVTAAHAETYPPEVSRNIDKLQSRCAGK 

                     SNDPKAAACIEYKATLARTVPPAVQELMRQEEAVDGQCRNGAAPKLLPDGQYAPGSAC 

                     AQRELMMKTIRQHGWCWGHTDMDSYHPGWVVCHPGEWQ" 

     gene            complement(395526..396593) 

                     /locus_tag="APZ15_34110" 

                     /note="hypothetical protein; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(396687..396902) 

                     /locus_tag="APZ15_34115" 

     CDS             complement(396687..396902) 

                     /locus_tag="APZ15_34115" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22930.1" 

                     /translation="MDGIAKALVLAVRYIDQRSNLHTEDDDVNALEEIAAALAVASTT 

                     EQDAFARMATSLGFPELVEQLGLDSPR" 

     gene            complement(397197..397637) 

                     /locus_tag="APZ15_34120" 

     CDS             complement(397197..397637) 

                     /locus_tag="APZ15_34120" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013370610.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22931.1" 

                     /translation="MSSQVARYVSWLPRTRAQCEHALADAIAQQRSAERIRFFYAVEC 

                     QHVKGMIGSVGYTIRDSVSADCGWFLLPDFWGKGYAAHAIRALLVLAFGSGRMTSMTA 

                     SCAIENRASLRVAEKCGFRLIATTGDRCTFEIHKEEVNRHSVKM" 

     gene            398917..400083 

                     /locus_tag="APZ15_34125" 

     CDS             398917..400083 

                     /locus_tag="APZ15_34125" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485558.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="porin" 

                     /protein_id="ALK22932.1" 

                     /translation="MKNKNVNVSVIAVAAFAASSAAMAQSSVTLYGMLDSGIGYTSNI 

                     NGHKRFGLDGGAVGSNKWGLKGDEDLGGGLKAVFKIENGFNIGTGGINGQGPIGATRS 

                     LFNRQAYVGIASDRYGTLRMGRQLDAVTEMVQGLTGDAISASTFSTPGDVDNNDNTTN 

                     QNSAVKYISPVINGFQAEGAYSFGGVAGAMGSGQSWSVAANYAQGGLTVAGGYFRAAN 

                     QGENGWQNATAQPGFGTALGYPSSGYNGGNAFKSAGIAQIATQYQIGPYTAGLRYSNA 

                     QYQGNNGQPSIHFNVLGALLQYQVTPALSLATGYTYVYGSAATPSQAAEGRTMASINQ 

                     ASLGAMYALSKRTSVYAVGAYVHAQGAQASAADFGNTSSGGNQVQVNIGMHHSF" 

     gene            400746..403259 

                     /locus_tag="APZ15_34130" 

     CDS             400746..403259 

                     /locus_tag="APZ15_34130" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372496.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="diguanylate cyclase" 

                     /protein_id="ALK22933.1" 

                     /translation="MYPSSYDVPIARLVARQILSCMPATPVREVARRMFIERCSSIVV 

                     MEDEQVVGIWTERDALSAGDDPHGLDRPVSEVMSHPVLTLEANTPLGEAAMKFKQSGV 
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                     RHFVVVRDNAAIGVLTQTDVVVNQGPEFFLHLKPIESIRVHPPVVVSEQVALHDVVTQ 

                     MRTQRIDAILVGYDDGEHGILTERDIVRLLAEGASQGAVGVYASKPLQMLSAKQSLYT 

                     AQRFMTEHNMRHVGIRDEAGRLTGLLCFADVLQSIEHEYANELRSAVRERDEALGLAR 

                     FNLRMADRVFESALEGIMVTDRHARIERVNQAFTRLTGYTADEVIGRNPGLLSSGRQT 

                     PDFYKQLWHSLTTDGHWQGEIWNRRKTGELFLEYLTITSIRDNDDEISHYAAIFSDIT 

                     QRRQAEERLGYLATHDVLTDLANRALFEERLAHAIAHAKRLGRKVAVMYLDLDRFKLV 

                     NDTLGHNAGDEVLKQVAERIVASVRANDTVARMGGDEFALVLEEFDDVRDVGRVARKL 

                     LDEVARAIDVGGREIFVTPSIGISIYPDDGTEAEHLILLADQAMYGAKSRGRNVFQFF 

                     ESKMTSSAMEQLETLGELHRALEQNEFRLFYQPQYDLASGRIVGVEALLRWLHPRKGL 

                     VPPGDFIGLAERSALIVPIGRWVLREACRQARRWLDEGFEFGRVSVNVSARQCFTDHF 

                     LSDLTTILSETALPAECLQLELLESMAMNTREEIGILLRELATRGISLAIDDFGTGYS 

                     SLVYLKDLPVDTLKIDRSFLTDCGSGSTDDAIVRAIVAMGRALGLDVVMEGVETEKQL 

                     AFLQEIGCHQVQGFLFARPQPAEQLAGISSRRGVELLTE" 

     gene            complement(403280..404236) 

                     /locus_tag="APZ15_34135" 

     CDS             complement(403280..404236) 

                     /locus_tag="APZ15_34135" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010224024.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22934.1" 

                     /translation="MYIDVPRGLVFFDQTDAFLPEPALVQYDRDSKTITSIAGAQTDD 

                     TVCDVSRDGRRLALASASWIVARNTNRSRLTVVADGTVLHQTDKFLSFWTRLDPSGRY 

                     ALVSAFKSNDKGRPVVIDLDTGEHGDPVARDFDARFGDVDPVDGLLWAPDERTGNSVL 

                     TVNCRSGEINKVNLPAGGKVKRLRFARDGSVMFVASDTNQLLCCDRNGSVVWSRDIGE 

                     FGEVRSANILFNESGSHLCLPLPETARCNWGEDLVIDAHTGAVEHAIQRHRGPPARLA 

                     ADWFGDRLLTHGGEIVDFYTGKVTDMLSFKSGSSAIAGNLGC" 

     gene            complement(404578..406302) 

                     /locus_tag="APZ15_34140" 

     CDS             complement(404578..406302) 

                     /locus_tag="APZ15_34140" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349946.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter" 

                     /protein_id="ALK23554.1" 

                     /translation="MTTLISALSLQLETGHGPLFQDLTFTVKLGDRIGLIGHNGCGKT 
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                     SLLDVLAGSREPGVGSVQYAAMCRLQHVEQHLPPRLADLTTREALLKSVGGQRAEHWR 

                     VDSLLDDLELATAADIPVSDLSGGQHTRLLLGRAVLAQPNLLLLDEPSNHLDLPSLLW 

                     LENFLRRWQGGFILVSHDARLLDSLSNRSWILRDQRLYSFDMPCSRALVALAEADATA 

                     QARHAGEQSEIDRLAASSKRLAIWGREHDNEKLSRQAKSMQRRVEKLKEDQTFVSRGS 

                     PWRLKLQGRPFAADRLMAFEGLHVRAQADEPILFEVHDLWLRPGDKVAVLGSNGTGKS 

                     SLLRQCWSDLQRGEARMGWRYHPAARIAYYDQSLHQLADDATLSDALYKFAPVGDRER 

                     RQALISAGFAYVRHGQTVATLSGGERARLLFLALSMASYHLLWLDEPTNHLDMEGKRE 

                     LAAALAAFDGGFILVSHDRELIEHSCNRFWAIHNGRLQELPDAESAYRNLFTSREPAV 

                     PEQIPTTRNHTGVQSTSSDAEALWQRWCQLETLLAAELVRKPKHQKPRLQEQWREEMR 

                     QLERELGL" 

     gene            complement(406909..407502) 

                     /locus_tag="APZ15_34145" 

     CDS             complement(406909..407502) 

                     /locus_tag="APZ15_34145" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012338525.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22935.1" 

                     /translation="MKLISGRARAIEQLTVTTEHIIGVDNLNLTEVSSQYVVLVLDGV 

                     DTPLTLNSFDPSTLFIAEGDAVEVAGIRQGNRVDVYGIRNVTDGSVYLVRPAGMYSWF 

                     GSYLVAGICTFSACGTLLTMGLGGERDPAAYLQVIGIAAAIASVPFGLGLLGRRLGYS 

                     NRAVEAHSQSGGKQEMIDAQSILQLTPDELKRIRRLG" 

     gene            complement(409551..409760) 

                     /locus_tag="APZ15_34150" 

     CDS             complement(409551..409760) 

                     /locus_tag="APZ15_34150" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483382.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23555.1" 

                     /translation="MKAAMRNDQTIEAFVQFNVGLVHIMHAADFRTAGPYEIPATLIP 

                     TINHHLLRAVRVLIRRSDCLEASSL" 

     gene            411695..412306 

                     /locus_tag="APZ15_34155" 

     CDS             411695..412306 

                     /locus_tag="APZ15_34155" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_005308687.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22936.1" 

                     /translation="MHDTKLSVAPLPHQFLESALVLLDAAFEQDPILAWCLFAENWGF 

                     DERRTNYLRSYLRYHHDALMPALGAWRSGDLVAVSYFAPASRAESSGNFAELGHQIAS 

                     TCGELSLRRIDLLRESSGSNSSVANSSWIEFIGVSPMLQGEGIGSTLLNATLAHLREI 

                     EPSGMISLETAESRNIPFYERHGFAIKERIDRPGLTQYRLSIS" 

     gene            complement(412862..414169) 

                     /locus_tag="APZ15_34160" 

     CDS             complement(412862..414169) 

                     /locus_tag="APZ15_34160" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336672.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22937.1" 

                     /translation="MMPSTRWQLIVTYVCADAAVTVSSRILQFYATWLLLKGIANPSA 

                     LTLTLVATWATTLLILPFTGIVADRVRKSTVLLGASLLALASVIPVVVVALALHGTYT 

                     NWLIVVIVIASVTSSVAVAALMPLSTPLIPEISPDADEVRRGLRLKASGFILNILFGP 

                     TLAGFMIGAFGGESALWVSVASSCFGVVAALAFHISFSAGQSVHAHSGEAPSFFQDLR 

                     RGMQRVLGIRAERAIATASLLANMLFVPFVFFLLPAKVLAEGGSMLNVAGIELSLGAG 

                     VLAASALLIQQARRIVSDHATSIVGIAMIGASIFAFGCSHTLPVWCMLGFALGTGLTM 

                     FNVTVNSKRAMAIPAGHRAGMESSLMFLCTAAAPLGIWMSGAALKTLSPNAVIIYGSE 

                     LFVFALLCIAFSRPLRLMLNSDDGGSPHYLQTNRELFDLQSPS" 

     gene            414859..416382 

                     /locus_tag="APZ15_34165" 

     CDS             414859..416382 

                     /locus_tag="APZ15_34165" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006029550.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter ATP-binding protein" 

                     /protein_id="ALK22938.1" 
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                     /translation="MTTTSSNLRVDRRHRVARPPVLTAIGVSKRFGATTALASLDLSI 

                     GAGEVVALMGANGAGKSTFVKILSGVIRHDGGTLTLRGTPYRPASPHAAKQLGIATVH 

                     QSVADAVVPTLSIADNLLLDRLCDPASPWRVPPAARRDAARPLAERVGLDADLAAPLA 

                     SLSLADQQRVTLARALAGQPGLLILDEPTASLSAPEAERLFALLDTLRDEGGAVLLVS 

                     HRLGDLRRIADRVAIVRDGRIVADLAAPVDFDAAVETMIGRPLPKARAPGPAPIARPG 

                     DTGLSVRGLRLTQSSAPFDLDVRRGEIVAIAGPVGGGKSRLANTIFGAVRAAQGAMTL 

                     DGRPWRPRSPADAIRAGVFLAGEDRWRTSLFPDSVPFASIAGTISFPFLSRWFGGGAV 

                     RAARERTAAAAAIARFGIRCTGPDDRLVRLSGGNQQKVVLARWHAEPARLLLLDEPFQ 

                     GIDAGARADIVDMLRRHAHERATLVFVSDLEEAVEVADRVVRFDRATLDHSSSHPSD" 

     gene            416392..417450 

                     /locus_tag="APZ15_34170" 

     CDS             416392..417450 

                     /locus_tag="APZ15_34170" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489173.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter permease" 

                     /protein_id="ALK23556.1" 

                     /translation="MPKSATPAVAADAPSARPALPASARLRAGLERTGILLVLAALVV 

                     VFTVNEPAFLKVDNLFSILQAVSIVALLGIGVTITLAAGGFDLSVGSIAASAQMAASY 

                     VLVVWHGSALAAVAACVALGVAAGLFNGVLITRLRVPDQLATLGTLFLLAGLQLIPTG 

                     GHSLATGSVLPDGTEASGMFPDAFLALGRLRVFDVVPLPVLILAAVTVLACIAMEATR 

                     WGRVIYAIGGNETAARLAGAPAARYRVAAYVVSGAIAALGGVLIAARVGRGDVSAGHS 

                     LLLDAVAAALVGYAVWGAKRPNVFGTVVGAVFVGVLLNGLTMLNAPYYLQDFVKGALL 

                     VLALAFTFGIGRHADARA" 

     gene            complement(417484..418443) 

                     /locus_tag="APZ15_34175" 

     CDS             complement(417484..418443) 

                     /locus_tag="APZ15_34175" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006052640.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="branched-chain amino acid ABC transporter 

                     permease" 

                     /protein_id="ALK22939.1" 

                     /translation="MTERIGRLQRFSLVAALLAVIAFFAVFAPGFARPANLADVLVNN 

                     FALLAIAALGMTLALSIGAVDLSLGTAIDVASLVFVQLVAHQVGVLPALLGGLGAAVL 

                     VGTFNGALVAGLGIAPFLATLGTLFIGQTVQQLATGGGQPVYLLNVALPPLFGALAHG 
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                     TLAGVPVPLWCVVVLAAAVHVVLAHSAFGRYSAALGAQPGVARHSGLPVAATVVATFV 

                     ASALVYGVVGLLLSSTVKAYVPQAGNGFLLNAIGATFIGTTLSPTRRPGVTGTLLGVL 

                     LISLVANGLLLIGWNFYWQQVATGALILAVLALSFMGRRVRAA" 

     gene            complement(418436..419464) 

                     /locus_tag="APZ15_34180" 

     CDS             complement(418436..419464) 

                     /locus_tag="APZ15_34180" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006052641.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23557.1" 

                     /translation="MNRILDRAPPGAAFARLPGTFGAQFWLRWGAALAFAVVCAVFAA 

                     SSPLFLTVANLANVLQQSAVVGILGFGLTAVLIGGGPDPIRGGLDLSVAANMGLCAAV 

                     QAVALRDGAPDGAALALMLATGAAVGALNAFAVIALRIVPLLATLTTMNLCAGFELVL 

                     TQNTSVAAASPVLTFLIDSGPFDVPHLAPALLIVALLFGVLLHRTRFGLRLAATGAHR 

                     DAARAAGLRVNAYVAASYVLSGVSAALAALASSALLSGSSPGAGENLLAVVAVALLGV 

                     VFSRRLVPTIPGTLLAALFVGIVGNGFQLDNVSSYWVNGVEGALILFVVATTALIRRR 

                     HTEHHAHD" 

     gene            complement(419461..421011) 

                     /locus_tag="APZ15_34185" 

     CDS             complement(419461..421011) 

                     /locus_tag="APZ15_34185" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006052642.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter" 

                     /protein_id="ALK22940.1" 

                     /translation="MSADTRPPALALRGIVKHFDGVPALRGASLDVARGTVHGLIGQN 

                     GAGKSTLIRILAGIDTADAGTIAIDGATQALAHRAPPEGIAFIHQERLLPATFTVAEA 

                     LQFGNEPAYGAGPLGLLAARRMRRDASDALHAHFGLDLPPNRLIAELSVAERQIVQIT 

                     RALMRDPRILVLDEPTAALVSSEVDRLLQTLDRLRRRGLTILYVSHYLNEIAAICDRV 

                     TVLRDGTDVAHVDARTTPTEALVAAMIGTGIAARSQAPVRVPGPSALRVAGLAAPGRF 

                     DDVSFEVRRGEIVGVTGLLGSGGKQVVRSLFGLERGVRGTVTLDGRVTRLRSPRDAVR 

                     RGIAFVPEDRRSHGIAPSLSVRENITLASLARFTRFGLVARRREDDAVQRLIAALDVR 

                     APGPDAPVRQLSGGNQQKVALAKWLSRGADRTSPVYLFDEPTVGVDIGAKAEIYRLLD 

                     RLARDGAAILLFSSDLIELLDVTDRVLVMARGRIVRDVATRDATRHDLLAWATGARGH 

                     TPRQEVAA" 
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     gene            complement(421008..422024) 

                     /locus_tag="APZ15_34190" 

     CDS             complement(421008..422024) 

                     /locus_tag="APZ15_34190" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017423101.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter substrate-binding protein" 

                     /protein_id="ALK22941.1" 

                     /translation="MTRPARTRRTFAAALLTLAAVAALSPARAQSDAAASNAAVPSLK 

                     GKRIGITAIGTDHYWDLKAYQGAIDEVKRLGGTPIALDAGRNDNRQIAQIQTLIAQKP 

                     DAIIEQLGTASVLEPWLQKIRQAGIPLFTIDTASPSSLNVTTSDNFFIGEQLALKLVN 

                     DIHGEGNILVFNGFYGVPVCAIRYDQLKAVLKYYPKVKILQPELRDVIPNTVQSAYAQ 

                     VSQLLAKYPKGQIAAIWAAWDVPQVGATQAVDAARRSEIRTYAVDGSPDVVALVKDPK 

                     SSAAAVVAQQPALIGKTAVDNVARYLAGERTLPPYTYVPSLLVTKDNAGSAQQTLGQA 

                     AAPK" 

     gene            422273..423343 

                     /locus_tag="APZ15_34195" 

     CDS             422273..423343 

                     /locus_tag="APZ15_34195" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335424.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter substrate-binding protein" 

                     /protein_id="ALK22942.1" 

                     /translation="MRFPFRRPLRPVRMIRALALLSVAALTVPASHAGPLKGAPAPFD 

                     KGGVKVALVNYLSTGDFFQAYEAGAQKQAKALGIDLRIYEGRQDATEQREQIQQAISV 

                     GVSAIIVNHGLPESLKDVVQRALDKGIKVVAFDVDLGNPKVPQIEQSDRDLANLLLDQ 

                     AVKDNGDAFSAGYVYVAGFAPLDRRDAAWRDFKRAHPKVREQARWGTVDNPIAQSVAN 

                     QAAAAYRAHPDIRVVFAPYDEFARGAKLAADEAKLASKLRIYSADISTADIEAIRAPG 

                     SAWVATAATNPAVVGAVSVRAAALLVAGQDPGRRIVVKPTLITRDDLVKNDIHTIAEL 

                     SAKFPAFRASDAVTASWIPATD" 

     gene            423789..424673 

                     /locus_tag="APZ15_34200" 

     CDS             423789..424673 

                     /locus_tag="APZ15_34200" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006404256.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22943.1" 

                     /translation="MRIPPLKSIIAFESVARTKSVNRAAEELGLTASAVSHQLSNLES 

                     IVGQPLFQRSGRGLVLTPTGERYLSDVTGSLADLSRATERASSRTEVDILRVHSSPSF 

                     GLMWLLPRLSSFQEANGDIQLNLACSYENVSFSNGYYDIDIRHGYGNWDTLEVKTVRG 

                     EFIAPLASPAYLERHPVETPEDLLAHRLIYSETPLVQWKQWFGRTGVSAKQKTFDFSF 

                     DRSYMSIETAALGLGIALESLTLASVKIRDGLLVPVFDETYSVEVGAHHLVYPTQNAE 

                     LPRVERFLAWIEREAAVI" 

     gene            424767..425516 

                     /locus_tag="APZ15_34205" 

     CDS             424767..425516 

                     /locus_tag="APZ15_34205" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010093169.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK22944.1" 

                     /translation="MLLENKIIVVTGAASPRGIGKATAKALAAEGARVVILDLRKDDA 

                     QTAAADLGADHLGLACDVTDKDACVAAARATLERYGRIDGLINNAGITQPVRTLEIGG 

                     KDFDAIVDVNLRGTLHMSQAVIPAMKAQNGGSIVCMSSVSAQRGGGIFGGPHYSAAKA 

                     GVLGLAKAMAREFGADHIRVNSITPGLIQTDITGDKLTPDMRADIIKGIPLGRLGDAA 

                     DVANACLFLVSDLSTYLTGITLDVNGGMLIH" 

     gene            425588..426916 

                     /locus_tag="APZ15_34210" 

     CDS             425588..426916 

                     /locus_tag="APZ15_34210" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006404258.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK22945.1" 

                     /translation="MKSRYSASAVAGDAIQCGDSPTFEAKTYAKVSRRLIPFLMLCYL 

                     GAYLDRVNVGFAKLQMLSDLRFSETVYGVGAGIFFLGYFLFEVPSNLILHRVGARKWL 

                     ARIMLTWALISASFVFVKSPTVFYMLRFLLGVAEAGFAPGVILYLTYWFPSVRRAKAL 
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                     SLFFMAIPLAGIIGGPLSGSIMHSLEGAMSMAGWKWLFLLEAVPSLVLGIAILLYLDD 

                     GIAKATWLTDSEKALLARNVAGDDAHKTAHLSIGAFIGDRRLWLMAAIYFCVVLGQYG 

                     LTFWLPTIVRKAGVSDPLWVGIFTAIPYLCALVALPLIGMSADRRRERRFHLAIPMLI 

                     AAAGFAALPALGSVAASIICLSVAAAGILASSSQFWSLPTSLLGGVSAAAGIAAVNCF 

                     ANLAGFFSPAIVGWLNDLTGKSTAGLVFISVAVTLGAALVFLVPARSVNR" 

     gene            426954..427799 

                     /locus_tag="APZ15_34215" 

     CDS             426954..427799 

                     /locus_tag="APZ15_34215" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006397970.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transketolase" 

                     /protein_id="ALK22946.1" 

                     /translation="METEIIAEDVSLAERAYRIRRNALLMGEVQGQGYIGQALDIADV 

                     LAVAYFGAMRYRPHDPEWEDRDRFLLSNGHYAIALYAALFEADVLPAEELETYGSDDS 

                     RLPMSGMASYTPGMEMSGGSLGHGLTIAVGRCLGLRRKGSNAFVYTLFSDGELDEGAI 

                     WEGLMSAAHWKLDNLIAMVDVNNQQADGPSTQIMAFEPLVEKLEAFGWYAQRVNGNDI 

                     DAVKVAFDNARNHDKPQPRIIVCDTKMGCGVPFLEQREKNHFIRVDAHEWQLALEALE 

                     AGRTA" 

     gene            427796..428794 

                     /locus_tag="APZ15_34220" 

     CDS             427796..428794 

                     /locus_tag="APZ15_34220" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007747706.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transketolase" 

                     /protein_id="ALK22947.1" 

                     /translation="MSTVEKKPRLKTSAMIASIAGEGQMTRSAPFGQALAELARTKTD 

                     VIGMTADLGKYTDLHIFAKAFPDRYYQMGMAEQLLMGAAAGMAHEGAQPFVTTYAVFA 

                     TRRAYDFIHQAIAEDNLDVKIVAALPGLTTGYGPSHQAAEDLALMRAMPNMTVIDPCD 

                     ALDIEQMVPGIAAHKGPVYARLLRGNVPAVLDEYDYTFELGKAKLLRDGNDVLLISSG 

                     IMTMRALEVAKALEADRIDVGVLHVPTIKPLDTATILREAKRTGRMVIVAENHTVIGG 

                     LGEAVARTLLGAGVTPSFRQIALPDEFLDAGALPTLHDRYGISTGTMAASIKTWLA" 

     gene            429299..429631 

                     /locus_tag="APZ15_34225" 

     CDS             429299..429631 
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                     /locus_tag="APZ15_34225" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350137.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cupin" 

                     /protein_id="ALK22948.1" 

                     /translation="MQLQTGNLFTADARRDEDEKIDLLVTGQRLNVERIVSMGHTSPD 

                     GFWYDDARAEWVVLLSGAAVLEFEEGPTRHEMHPGDYVLIEPHCRHRVAWTHEETQTV 

                     WLAIYYER" 

     gene            complement(429804..430103) 

                     /locus_tag="APZ15_34230" 

     CDS             complement(429804..430103) 

                     /locus_tag="APZ15_34230" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481154.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-binding protein" 

                     /protein_id="ALK22949.1" 

                     /translation="MATYKELKAQMEALAEKAEAARAAEFQAIVDDIRTKVAEFGITE 

                     KDIFGNRRGRPAKQAAAPVQAKYRDPKTGATWSGRGRAPAWIKDAKNRNRFLIQE" 

     gene            430384..430872 

                     /locus_tag="APZ15_34235" 

     CDS             430384..430872 

                     /locus_tag="APZ15_34235" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350135.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22950.1" 

                     /translation="MNRDEKLIQIAAEFGFNPDEEIRIGGKYTPVLVDGNTAYIAGQI 

                     PRIGEVVHFVGVVGESISLDEGRRAAGVSTLRALSLIRTRCGTLDVIATVPRMTVYVR 

                     SAPGFTMQSEVADGASDVLYAVLGDAGVHTRTSVGVLQLPKGASVEADFIFGLKQGNA 

                     GI" 

     gene            431647..431898 

                     /locus_tag="APZ15_34240" 
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     CDS             431647..431898 

                     /locus_tag="APZ15_34240" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350133.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22951.1" 

                     /translation="MLARDYVERELSHIQRMVALLDSEQNADDVSMSGAVRVRHPSYW 

                     RGRIEELLSAPDVPRHIRKLSEAVLAKIDEMEMRFAAMK" 

     gene            complement(431962..433074) 

                     /locus_tag="APZ15_34245" 

     CDS             complement(431962..433074) 

                     /locus_tag="APZ15_34245" 

                     /EC_number="2.6.1.9" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39M27.1" 

                     /note="catalyzes the formation of L-histidinol phosphate 

                     from imidazole-acetol phosphate and glutamate in histidine 

                     biosynthesis; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidinol-phosphate aminotransferase" 

                     /protein_id="ALK22952.1" 

                     /translation="MQQPWKEIALSDLPLREDLRLQHAYGAPQLDVPVCLNVNENPYP 

                     PSPALVERIATAVADAARTANRYPDRDFAGLRSHLAAYLTHDTGVTVDAAGIWAANGS 

                     NEVIQQILQAFGGPGRSALAFTPAYPMYDEYCRTTFTRLHTLPRTGDFALDVDQALDG 

                     IRTHQPGVVLLTSPNNPTGTALPVGDIRAILDVAPGVVVVDEAYAEFRRRGVPSAVTL 

                     LPDHPRLIVTRTLSKAFKFAGGRVGYCACAPAIVQALKLVRLPYHLSAFTQAAACAAL 

                     VARDEMLSQVETIKAERDSTVGWLRGLGLTVADSDANFVMFGEFADRHRIWSGLLRHG 

                     VLIRESGPPAYLRVSIGTAAEMAAFRAALLDVMAAG" 

     gene            433500..434591 

                     /locus_tag="APZ15_34250" 

     CDS             433500..434591 

                     /locus_tag="APZ15_34250" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350131.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=431647&to=431898
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                     /product="LuxR family transcriptional regulator" 

                     /protein_id="ALK22953.1" 

                     /translation="MQMNGLIPSAWIDDVYAAALGDQRWETVLDGLRSWVGVRMVTLL 

                     SFDDAARVPAIEKAAGDDASWVAACYHTYNTEFYRYDPVVPVAGNWPAGRWFEDVKHL 

                     SAHQRAHSEFYQEFLHPFGIGSISGLYIHRSEGSGAFLSVQGGLESQGLSDDQRRAIE 

                     NMGMHISRALQIQARIGELEARVAAAESALDAIPVPVFLLGAQRELRYTNRAADQLIA 

                     AEPALRVVNGRFAPEGCVDDVHWRHAYARGGLLLRRATGEPLPLALMPVPEQSRLMRE 

                     RPGVATLMTAADLRSPSARAQRLRVFYGLSSAEADLAVLLCCDGLSPQECAGLRGVSI 

                     GTIRTQIKSIYAKTAVARAAQLTSLVMQT" 

     gene            435054..436040 

                     /locus_tag="APZ15_34255" 

     CDS             435054..436040 

                     /locus_tag="APZ15_34255" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006750622.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="C4-dicarboxylate ABC transporter" 

                     /protein_id="ALK22954.1" 

                     /translation="MKHRFTRSRTALAVALLAGFGMSAQARVFRSADVHGDNFPTNMA 

                     VKFMGDELSKQTGGKDSIKVFGNSALGSEKDTVDQVRIGAIDMARVNGASFNEIVPES 

                     LIPSFPFLFRDVDHFRKAMYGPAGQKILDAFTAKGMIALTFYESGARSIYAKRPVRSP 

                     ADMKGLKVRVQPSDLMVDEIKAMGGTPTPMPFAEVYTGLKTGLVDAAENNMPSYEETK 

                     HYEVAPDYSETQHAMTPEVLVFSKKVWDTLSQQEQAAIRKAAADSVPYYQKLWTAREA 

                     SAQQAVTKGGAKVLPAAQIDRAAFVKAMQPLWTKYEKTPQMKQIVDEIEATK" 

     gene            436037..436606 

                     /locus_tag="APZ15_34260" 

     CDS             436037..436606 

                     /locus_tag="APZ15_34260" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350122.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="C4-dicarboxylate ABC transporter permease" 

                     /protein_id="ALK22955.1" 

                     /translation="MTRRTSLNGAAAAGGAAAPDGAGPARPHAAPLLRCVNDVLFRVL 

                     AVIASACLAVLTVLVFYAVVMRYVFENAPDFVEPIALLLVIVIAMFGAAMKVRDGGHI 

                     GLDSLVRRLPPRSRTVVIAIQHVSLIAFAIMIMAGCGSMAAETMGDRIPIIGLPEGVR 

                     YLIAMPAAIAITLFSLEHLLALRRSSPGQ" 

     gene            436611..437963 
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                     /locus_tag="APZ15_34265" 

     CDS             436611..437963 

                     /locus_tag="APZ15_34265" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350121.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22956.1" 

                     /translation="MELAILSVSFLIFLVLGVPVSFALGIACVLTYMVEGLPIATAMQ 

                     AMISGMNAFSFLAVPFFIFSGELMLHGGIADRILRFAQATVGHFRGGLGMANVVACTL 

                     FGGVSGSPTADTSAMGGVVIPLMKREGYSAAYAVNVTTHASLAGALMPTSTNMIIYAF 

                     AAQGITGMLHGQPVSGVSIGDLLFSGLLPVLWVMGFVLAAAYWQAVRHGYPRREDGSS 

                     ALPAFPGWYAVLRSFVGAVPGLMVIAIILVCVAKGIATATEAAAIAVVYSLVLTAVVY 

                     RTLTAEKLRRALSHAARTTGVVLLLIAVSNMLRFQMSYLEIPDAIEGLLKQSTAAPWL 

                     MLLYINIIQVFLGTFVDMAAHILITTPLFLPIAMACGVGPVQFGIMLLLNCSLGLVHP 

                     PIGSVQFVGCAIGNVSIGETTKMAWPYYLAIFSAINIVTYMPFFSTWLPSLISGHAVF 

                     " 

     gene            complement(438064..438306) 

                     /locus_tag="APZ15_34270" 

     CDS             complement(438064..438306) 

                     /locus_tag="APZ15_34270" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006482540.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22957.1" 

                     /translation="MMLRHPPGPGTASEPDTDPPLSGIPATLPDSGAVINVRGVAHVI 

                     PLPPRDHARPALWRELADRRDERSADGNGEPEARQD" 

     gene            complement(438339..439757) 

                     /locus_tag="APZ15_34275" 

     CDS             complement(438339..439757) 

                     /locus_tag="APZ15_34275" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350119.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="lactate dehydrogenase" 

                     /protein_id="ALK22958.1" 

                     /translation="MSALPDRAAQRHALAATLGDGWLDGASAESCEPYATDVTLHSGV 

                     ALGVARPASTADTSALARVAVAHRIALVAQGARTGLVGAAVPDRSGTQCVVSFDRMRA 

                     VRAFDAANRSITVEAGVRLSDINRVAADAGLCLPIDLGSDPAAGGLVGANAGGSRLIK 

                     YGDVRRNVLGVEVVLADAAGTVIDALAPLRKRNAGFDVTQCFIGANGAHGLVTAVSFA 

                     LAPLERSSCAAFVAFASYDAALAGLLAFERAFGEMLSAFEFMSAAAVGCVAAAFPALR 

                     IPFEADAAACYALVEIATGMPGLDGLLEERTIATLDTLAGERVVLDAACAPAERFWRI 

                     RDALPVAVAQHGIPLSFDVSFPRGALAAFVADAEQWIAAAHPSLRCHAFGHFGDGGCH 

                     LVVSVPHADAERYGPLQQVALRGALYERVVRAGGCFSAEHGVGPVNVAYYRKHVPAAQ 

                     RELAAAVQHAVDPLGLIGRVRY" 

     gene            complement(439760..440302) 

                     /locus_tag="APZ15_34280" 

     CDS             complement(439760..440302) 

                     /locus_tag="APZ15_34280" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006497998.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="permease" 

                     /protein_id="ALK22959.1" 

                     /translation="MKSSNPITDYLLHASNFLPAIVFLFYGRLGPGQPDVRWTHAFLI 

                     GGVLALVHGAWLIRRADRNSIAIGVDLFLVIGAVLALVSPTGSRLWGEELGPAAMLVC 

                     VLVVGIVHTAWSDGGFVDGTFVDHARARSLSIVLLAVTVVALAVSIAMRHSPLWGGVV 

                     PLIALVVVRGRLRKQLVRAG" 

     gene            complement(440347..441426) 

                     /locus_tag="APZ15_34285" 

     CDS             complement(440347..441426) 

                     /locus_tag="APZ15_34285" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350117.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK22960.1" 

                     /translation="MTKVFLILVRNELLGYLRSRSSLFWTLVFPVFLLSVMLFAFGGS 

                     GSLGTADIAFDVPGGATPYSRACEAQIVASLTHSDTVKATFGGRGAAADRVTVVLGAD 

                     ERTPATIRYDFNGSLAVKAASRVVEIALARCAAQRLGLPAAQARFENAAPARRPFDYG 

                     AFFATGILVMAFMAIGLNSTTTAIASLRERNTFKLYVCFPVSRGVFLAALIVARMVMM 

                     ALSALVLLTVARVAFGIALPIATPDGLRALPIVLLGAAMVLSIGVLLASRTRSLAAAE 
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                     LACNVTYYPLLFFSDLTIPMHDAPAWLKAVLAFLPTNQFAVALRGALVDGAPYAQLAP 

                     QLLGMTASTALFLFAAARLFRWHDA" 

     gene            complement(441419..442432) 

                     /locus_tag="APZ15_34290" 

     CDS             complement(441419..442432) 

                     /locus_tag="APZ15_34290" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350116.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphonate ABC transporter ATP-binding protein" 

                     /protein_id="ALK22961.1" 

                     /translation="MSDSFLASVRALFGPHTAFDRPLRTASQPPPDAHAPGAALGARA 

                     IDVAAGDFRFSARHVRFRLGAVTAIVGPNGSGKTTLLETLLGFRRGGTDVRVLDVPAA 

                     RFMRDTPSLRRLGAQLQKVEYPDHLRVSEIVALHCAMYVHADAAVTEALGIAELLDKP 

                     CRALSKGQRQRVDLYVALAHRPELAVLDEPFTGLDRRYAGVVIDLLRHRARGTSIAMI 

                     CHAEEELAVVDDLVWVRDGGVRYQGDKDALRAELVGEARAVLHCRDEADARALRKRLA 

                     ALPGVTGVRVSAAHVVEVFGDATLHPNVHRIVGEQGIQHLALAPSTPGDLLRLCTEGP 

                     VHD" 

     gene            complement(442446..443519) 

                     /locus_tag="APZ15_34295" 

     CDS             complement(442446..443519) 

                     /locus_tag="APZ15_34295" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498001.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="syringomycin synthesis regulator SyrP" 

                     /protein_id="ALK22962.1" 

                     /translation="MTDLAFLAAHAAVRLGADDVHCAAVAPGATLPLCVTPRSAELAT 

                     SPEMFVAWYRSRLDTIDTLLDACGALLWRGFAVPDTAAFGRLGALYPAHANGYTAGAA 

                     PRKQIDGQVYESTRMPPPFKIGLHQEMAYMPAFPRLVAFYCRRPADAGGETPICDMRR 

                     VTARVPAALRERFAARGVMYLRNFAAPGDRADGLAANPNLPFAEYHRPWHDAFGTRDR 

                     DEVERLCAERGVGCRWLDDGSVTVSHVGSALRAHPRTGETVWFNQASAQHPNPRSMGE 

                     LSYRYLQRMYGARAAFPYEIRYGDGSPMPFDDLVAIYDAFDEEELAFPWQAGDVLVVD 

                     NMLVAHGRNPYRGARDTQVMLFD" 

     gene            complement(443523..444185) 

                     /locus_tag="APZ15_34300" 

     CDS             complement(443523..444185) 

                     /locus_tag="APZ15_34300" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661009.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="methyltransferase type 11" 

                     /protein_id="ALK22963.1" 

                     /translation="MLLKNLRPANDYDRFATETLEPWDLLFISRIRQLARGMTPGVIA 

                     DIGTATGVVPVRLATDPAMRGWRYVGIDLDPAMLDEGRPRIRELDLDDTIEMRVGDAL 

                     ALPFDDGTLTMAVGRATLHHLPDKALSLTEMYRVLEPGGIALVHDMRRDAPQHLLDRF 

                     TEMRAAADYPPTHVEEKITLDEAHALVAEAGLADVASIYSPSAGLGALGFEILLKKPA 

                     LA" 

     gene            complement(444224..445468) 

                     /locus_tag="APZ15_34305" 

     CDS             complement(444224..445468) 

                     /locus_tag="APZ15_34305" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549201.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="citrate synthase" 

                     /protein_id="ALK22964.1" 

                     /translation="MDTTLDSGTNASAASTGGAPRNLLGRPATRHRGTDIDGATLEPE 

                     ALRVRDLDLNALIGATTFEGALAHLWFDVAPDNAAHGKHEAAIRTRLAAFAEALAPGS 

                     AAQSVAADLGAAGVAPVFAAASGLLRGFDDVTARMPGNAPDDADLDTMLLCAAAAPFL 

                     LHAAIEGRPFAAGTDGGASLDTAATQAQRMLVLTGATRRDAQAQTAMDMLLVAWHAGF 

                     GYITPTVLAPRVAIGTGVTLTQAIASGFLASGPSHVGAALEAMHWLAALARSAPGGID 

                     APPAALDAAGRAAIDAALDAKHTLYGFGHPLFVADPRPPHMRGLFAAHGFDGAYVTLF 

                     DACSAQADARRALRPNIDFLTAATLLELGVAAPSWGVGVGLGARIAAMAAHAVERRRR 

                     PAFGVNSATARRLLAAVPVGWL" 

     gene            complement(445470..447320) 

                     /locus_tag="APZ15_34310" 

     CDS             complement(445470..447320) 

                     /locus_tag="APZ15_34310" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350112.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA dehydrogenase" 
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                     /protein_id="ALK22965.1" 

                     /translation="MSAYKVSLRELRFFLWELFEADKQFLAEHGLYGTHDRASIDALL 

                     ERARDFALDLGRSYQQADVEGCTLLDDGQVRIPSHFHALWARFRDEWSNTLFGTAHGL 

                     PPIVTQMIYEMFMGANPSFMTYGGFTRPAVKLLQMHGTPHQKALIAPLEAYRWDACFC 

                     ATEPQAGTDLTAVALRATPLERDIYAIDGEKVYISAGMHELTENTLYFVLGRIDTASP 

                     DSFSLSCLVVPRFWPDEETGELQPNHVDCIGLPRKMGLKGCANTHLVFGANGTTRGWL 

                     LGGRRNVGLLQLMPLMNQARMSTGMFGVGVASSAYLHAVEYAGRRLQGRPIERASNTN 

                     AARVAIVEHADVQRMLVDMKSRVDGCRGLLGKLAATATRAAMLEATPDADPAEIERHR 

                     KLQLLLTPVCKAFISDQAWRICETAIQVHGGLGYTDASPVEQNARDVKILSIWEGTNY 

                     IQAQDLVRDKLGFGRHSRLIQYYRDELDVFLARQHHTGTHAELRPLFDALRTGADRIA 

                     AALDDIARDVQDGHTHRSSQFYTRFLEMFGVVTSAWVLLESATIAARRLDAPDTADTP 

                     AELAFYRGKLKSARYYFANVLPVVDQHAAVIAAMAYAAISVSSEELAQAE" 

     gene            complement(447320..448411) 

                     /locus_tag="APZ15_34315" 

     CDS             complement(447320..448411) 

                     /locus_tag="APZ15_34315" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350111.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22966.1" 

                     /translation="MTLSTLDETCLGARRVAEPGTLALSGGVVVLPPAVVFSAIQAQE 

                     RHPGYRHLLLPQARFARPRGMGALTPEEGTRLAPGGRPALRVAPPGRSLADLAADAAL 

                     DLRDQLGSGQLARTTHVIVASCALNEGIGDSVVGRMQYELGLQRVTPFALGQNGTLGW 

                     YSALMLLDGLLDEGDQALVILSDKWLYPFFRQFGDLVGYGDAAAALLVSRAGPAPEPA 

                     DWGGVRSVALEFGPSIADPWADAPGALRDTLAPLAARAIRRALDMAGLRADQIDWCVP 

                     PGFDPGFAARVADAASIPVGARIQHDGSGHLSSAESAAALIRLAGALDEGERRTVLVW 

                     DAALHGAAAAAVVDLAGGLDAALDIEGDA" 

     gene            complement(448408..449982) 

                     /locus_tag="APZ15_34320" 

     CDS             complement(448408..449982) 

                     /locus_tag="APZ15_34320" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350110.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AMP-binding protein" 

                     /protein_id="ALK22967.1" 

                     /translation="MNALISIADLLDHGAARWPHHPAYADGGGTMTYEQLARAVRRAA 
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                     AALASRGVRPGERVAIYAPKRIETVVAMLAANALGAIFVPVNPQLKEAQIEHIVADSG 

                     AALFMTGAQRLKRLPALAALVGTRTMLIEELADAIAASDAGAPAPFAAGRPVDDDPAA 

                     LLYTSGSTGKPKGVVVSHRNLVSGAFSVAAYQGLADDDVVLGVLPLSFDAGLSQLTTA 

                     LASGACYSPLDFLQPADVPRHCDAFGVTSITGVPPLWMQLASAGWSDTARTRIRRFAN 

                     TGGHLATPLLHRLQALFTHAAPYLMYGLTEAFRSTYLPPADAALRPTSIGKAVPNAEI 

                     LVLRADGSECAADEPGELVHRGAFVTLGYWNRPELTAQRFRPLPRRHGEIPRPDVAVW 

                     SGDIVRRDADGYLYFVARGDDMIKTSGYRVSPTEVEDVLFALPHIREAAVFGVPHASL 

                     GEAIAACVVSTLDADACRADIARACRDALPTYMSPLVVEPLPALPRNPNGKIDRPALK 

                     NQYRDAFAHTNEETAA" 

     gene            complement(450007..451182) 

                     /locus_tag="APZ15_34325" 

     CDS             complement(450007..451182) 

                     /locus_tag="APZ15_34325" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337011.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridoxal-dependent decarboxylase" 

                     /protein_id="ALK22968.1" 

                     /translation="MTPEHPLPPAGDHAWIADLRTPCYVYEPEVAIARYRSLKARLGT 

                     RLIVSLKANPNQDMLARCAHAYEDGVELASRGELDAVIGRIRTPRYLNNPSMDEMFMR 

                     AGLASRCHFVLDNPDAVARFVPLAREAAAGGSTPGPVLLRVNAGALAGDDARALWHDH 

                     FGMTPNEAHDAVRTLAAAGLPVAGLHVFSGPHSFIRQDATQPDTLVLPERLAALARDL 

                     APANGAPLGSLSLGGGFADDHPGDAAFERYTTALAPLAGRYSLAHESGRAIFADAGVF 

                     ATRVVAVKTWQDRTIAVCDGGLSHAFLLAQTESVMRRLAAPSLVRRTPAPPARGVPTI 

                     YAGSTCSRADVIGRDDTGAPPQVGDIAVFARCGAYHRTYSMAHFLSHEAAHVYVRPA" 

     gene            complement(451172..452152) 

                     /locus_tag="APZ15_34330" 

     CDS             complement(451172..452152) 

                     /locus_tag="APZ15_34330" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350108.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-oxoacyl-ACP synthase" 

                     /protein_id="ALK22969.1" 

                     /translation="MTNSSQASRDFWIGIDAVAYELPGLPVDIEAWAAERDYPAQRAA 

                     AIAQSGSRYFHMALDTSETELAIAAAGRLLDTARVHPSDIGAIVHVHTQQFSVPPAPR 

                     SLPHELAAQLGIEPLWLGSVAQLNCVSVAAGIETVRALMRRYPQLDAALVVSSDRVYG 

                     EDYRMRQMTGVQCDGAAAMLIARNSTKNRLGGIAIETHAKWHRGSDTVAANEADLIMM 
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                     EWPYTRKAIDAAVALEPHALDAYELVLPHNADLPGWNALCRAMRVPAERLYAENIHAR 

                     GHACCSDFPINLADVGLDAVARGQRVLGVMQSNCGAYAAATLHPVGRHDA" 

     gene            complement(452156..453139) 

                     /locus_tag="APZ15_34335" 

     CDS             complement(452156..453139) 

                     /locus_tag="APZ15_34335" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350107.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22970.1" 

                     /translation="MTDTLTVMQDTADIRWSMPVDALMSNDYALREEALNRLYEKAKA 

                     AQWDVATDVDWSHDLDPANPLGMPDPTLLIYGTELWSKLSDADKREVRHHAQGWLLSQ 

                     ILHGEQAALICASKLASAEDGLSARLCAAAQMMDEARHVEAYAKLVNEKLDVSYPMSR 

                     SLKGLLHDTITSSALDMTNLGMQVLVEGIALSIFQSVVAYSTDPFIKDLFLRIQRDEA 

                     RHFAVGRITLCRVYAEMSSTELREREEFVCEGAAVLYEHLCADDIWEPMGLSKRECSA 

                     MVRESPVSSSIRRSIFRRLVPTIREMGLLTPTVQATFEKLDVLDYAAMPLN" 

     gene            complement(453140..453763) 

                     /locus_tag="APZ15_34340" 

     CDS             complement(453140..453763) 

                     /locus_tag="APZ15_34340" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350106.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22971.1" 

                     /translation="MVRPVHFTYRIERDARQPVAVAASAYRMPLDTPADYARAALAEA 

                     AGEPYDAGDASGGERRVLLDHVQYFAFLAEATARIRDAVHPDARVFIEVCAPYFGALP 

                     AELLAPHVLLGVHLYDEALRDAARGAPVVWIGDRILRDAEFSGDNRVCCAIWPARLAD 

                     AFDAQLRGAWPSYAIRLVPHPPTPRAAATTLTDSAHHSGAAARPGRP" 

     gene            complement(453765..454667) 

                     /locus_tag="APZ15_34345" 

     CDS             complement(453765..454667) 

                     /locus_tag="APZ15_34345" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350105.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22972.1" 

                     /translation="MLAPLATVAAAAAEPLPVAPAAPATALTVQALAYRRVAPSRDGA 

                     AVPLDDTARAIGALACADRERLCGAVGADDYVVSSTILSMLLMNDSPQHRVFAQALAG 

                     ANDYTPDWMTCSYECAGWGYVLRRALATAAETGPRTLLLQIVDVDVHGYTYWHGNPAW 

                     GRSGFGVCTLLVDVGREASPAAPSVLADAAPPASAVVRLGRDIRTFCAARPGVHAALP 

                     FFPATSRRALLASVGKTPLLPDGHGLFGHAFGSDPWLSVLLAHRDGDTPRRAAVCSLA 

                     LNGYYAVADVAFAPDATFSLDSEA" 

     gene            complement(454675..454929) 

                     /locus_tag="APZ15_34350" 

     CDS             complement(454675..454929) 

                     /locus_tag="APZ15_34350" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661019.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl carrier protein" 

                     /protein_id="ALK22973.1" 

                     /translation="MTTQNVPADALDILSREVAKILNVETVDTDAGIGELGIDSLNIV 

                     ELIVFCEQLYGSIDPEALNITQYTTLQQLDAQLRSQQHAA" 

     gene            complement(454988..456091) 

                     /locus_tag="APZ15_34355" 

     CDS             complement(454988..456091) 

                     /locus_tag="APZ15_34355" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350103.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22974.1" 

                     /translation="MSTLTVPASSADLPPPPLLRVADQAAYPVLRHLDTIGTIGTPPR 

                     AAARLVEAAAVRLLDSEMVIALRAATPDVLPDSSASTPLRHDEAPLTEALLGQIEREG 

                     FHHLFKPFMRAFIRIMFGLFFSDDQNRRACDCIDSGHNFAFLMSDGGGPTLAAWRTVV 

                     RSDDNGLALTVDKVWGIEAHRDCMAVVAARLPGVMFPAAYLVWPDEYRKLKRTTCGAP 

                     FLAGNLQLANVGGQVRVSAEDRLRIGGPTVFNKYLTVVRPYFVRALMAHVEWLAQTGR 

                     VELDADARAVHRFIADAARSQTDDAHYSFGKVQRVLAIKLLSNEFLTALVRDGRVATF 

                     DDQRDLLAFSKMEGSSYRCYHELRKSLRCEAGS" 

     gene            complement(456107..457426) 
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                     /locus_tag="APZ15_34360" 

     CDS             complement(456107..457426) 

                     /locus_tag="APZ15_34360" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350102.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22975.1" 

                     /translation="MASDHDAHADARRDRPRPSPGRLRRGVVLAVPLALGCTLAHGES 

                     LMEQLSTLNGIAYARSVDSMDGHALLGSLIGDQPRNQQEAGLLARIDGENLFLNARAV 

                     ASNHSLGAQATRFNEAGVRYAFDNGITLTAGKRIDPLDTSQAFFPLGFFQKRAATADI 

                     YDRYGDVEGTPLVEAKWAGEQATLQFIAGENRTLRNDVDNRDVQGATQLVRGAYNWSG 

                     GSAALLAGRHAGRGGAGATLSFDVARSNTVYASAWLERGTTRPLPAFIANGTPLDSPA 

                     AYDAVDRRNDRQVMWRSAVGMQSALPGNLSLIVEWSHDEARYDANQWRRMVGAVRANN 

                     ALLPVAPGPALAGLGGTADFVSADGNLRDYLFARLGKKIGRVEYSLRGVYSPQDKGLL 

                     AIAQVVADVNKRVSVDVALTRAFSDSNSEYRMVGLGTRIDAAVRVRF" 

     gene            complement(457416..458156) 

                     /locus_tag="APZ15_34365" 

     CDS             complement(457416..458156) 

                     /locus_tag="APZ15_34365" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350101.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22976.1" 

                     /translation="MNRIRLMVAALVACAPLAHAADAPAAQTMLARADAYRSTAADTQ 

                     TNIQITNEVGGQSGDATRYLVYTRGNGDTLALTRSGENDGQKYLATTRGHWFYVPNTR 

                     SAVRINGMQRLQGEVVISDITRTHWADSYRASAAPGATTIAGKPATELDLTATDPDNV 

                     YPTIKLWVTPDTDVPVRAQFFLASGLLFRSADFSAPVEANGRKVIRKITYRNEIEKQR 

                     ASVVDILDGQPRKIPSGWFNPDTLADGQ" 

     gene            complement(458153..459370) 

                     /locus_tag="APZ15_34370" 

     CDS             complement(458153..459370) 

                     /locus_tag="APZ15_34370" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661023.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22977.1" 

                     /translation="MNWSTFAWRNLWRNKRRTVLTMAMIGVAAFASSLALGYVIATFD 

                     AVREGSIDSGVGHVQVLHHGYLDLIGERPLQYGLTADEQAAAARAVAALHGVATTARG 

                     IDFDGLISNGDLSYGFVGEGIEPNREPPGFFDYHTVLSGRYLSPANAGTEVVVGAELA 

                     RKLGVHVGSVVQLMASTAHGGINATDAQIVGVMSTGNKDVDERIVDVTFAAAQALLRT 

                     DRASRIAVFLSDTAHTPSAAATLRAALPALDVKTWDQLVSLYHQVVALYKNQFSVFGA 

                     ILCVTILLSMSNWILMSIVERRREISTLRALGVPAATVRGVLIQETAFLGLLGAAAGI 

                     AAALLTMVALNHAQIHLPAPPGRVKPILLEFTVSPAAVVAVEGAFVVLGVAAALLATL 

                     GLAKRNILEGLAP" 

     gene            complement(459342..460052) 

                     /locus_tag="APZ15_34375" 

     CDS             complement(459342..460052) 

                     /locus_tag="APZ15_34375" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337003.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter" 

                     /protein_id="ALK22978.1" 

                     /translation="MTAAPLTPVLELRDVTRVYEGAGRVVAVRDATISIGPRDVVALV 

                     GPSGSGKSTLLNLAGFLDVPSSGERWLEGHRIDDAPDTLERIRRERIGFVFQQFNLIP 

                     VMSALENVELGCFAWGTPRTRRERARAMLDAVGLAARERHRPGELSGGEQQRVALARA 

                     LAKEPAIVIADEPTASLDSTNARAVAELILDTNRTLGTAFLIASHDDRLCAHLPRRIE 

                     MRDGVPGVNRELVDVCVA" 

     gene            complement(460049..461812) 

                     /locus_tag="APZ15_34380" 

     CDS             complement(460049..461812) 

                     /locus_tag="APZ15_34380" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350098.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AMP-binding protein" 

                     /protein_id="ALK22979.1" 

                     /translation="MTKCASTIHRLIESLEDVAGATHRMTFVDEAGNEAGITYRRFAE 

                     EVFHQAGALRELDVRENDLVMLALPASVEHAVAMMACVMTGALPCTVPVPARRATAGR 

                     QVIDVACELYRPRLVIAADAQAAAWRDDAFPAASTRVVDLDTLSIAADAGARALISAK 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702518
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=459342&to=460052
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=459342&to=460052
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702519
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=460049&to=461812
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=460049&to=461812
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702520


                     SGHDPHHVQLTSGSTSHPKAAVLSHENVIANVLGIGGSVRFDIAAGDGTASWLPLYHD 

                     MGLLTLLSNLHYRAPLLMMQPNSFIRNPLGWLKRIASARATTTSVPTFALRYCVRRFN 

                     AAAMEGVDLSACRNIFIGGERVDDATLRDFAATFAPYGLAASALQPCYGMAESTLAVS 

                     MHRAWHEGTVDGAPYVIADTLDRRALIERRDAQPAAANDGADTETETVLAMGTPIDGM 

                     AFRILDDGDHALANRAVGEVAIRGTSVMLGYLNPDDGSIAAPLTADGWFRTGDIGYVS 

                     DGQLHILGRKKEVIIIRGSNYFPHDIEEALASHRTLRKSTCIAFGLPDPETGTERLVV 

                     AIEARPADATPQTRAECQQLLASRIGFAAQELCFVEPGSLPRTTSGKLQRLKCRDLYA 

                     NGALPVIHAAAAVEAGQGAYA" 

     gene            462231..463184 

                     /locus_tag="APZ15_34385" 

     CDS             462231..463184 

                     /locus_tag="APZ15_34385" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011694954.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fatty acid desaturase" 

                     /protein_id="ALK22980.1" 

                     /translation="MKSRPSGVVFSLKLAVYVALVAHGMLFALSTYVILKIVGILLIG 

                     AMYAHGVELQHQALHYQGFRSKRLNMVFGVLLGMPMLVSFHAYQDSHLRHHRLLGTPE 

                     NKEFFDYGDQYGASPVVNLGLWAWRLSMAAHYIQFAKNVAKLVVPGARFGDNPLVSRA 

                     IRRDHLLMVAAIALLAGVSVALHTWFAVWVWVVPLVFVAAPVHALVEMPEHYRCDLTS 

                     TDPFRNTRTIESNAFMTWFTNGNNYHVEHHMMPNLPIERLHDLHGAIGPRIRYYHRTY 

                     RQFYYALLRGRLAPRTVDDDADERAPDAETAAPAPASTQSA" 

     gene            463241..464113 

                     /locus_tag="APZ15_34390" 

     CDS             463241..464113 

                     /locus_tag="APZ15_34390" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350096.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ferritin" 

                     /protein_id="ALK23558.1" 

                     /translation="MTTMLYPELFRSLEAVRWNMETDIPWNRFDASLLTDEQAETIRM 

                     NAITEWSALPATEMFLRDNRHDSDFSAFMSVWFFEEQKHSLVLMEYLRRFRPERVPTE 

                     AELHAVRFEFDPAPPLETLMLHFCGEIRLNHWYRCAADWHTEPVIKQIYETISRDEAR 

                     HGGAYLRYMKKALNNCGDVARAAFAKIGVLMASARRTEKPLHPTNLHVNQALFPRDTV 

                     QSRLPDPEWLERWLDEQIRFDGEWEKKVVERILHNLSILFERTFATAQELNRYRREVT 

                     ARTNRVADGVVDGV" 
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     gene            464727..465719 

                     /locus_tag="APZ15_34395" 

     CDS             464727..465719 

                     /locus_tag="APZ15_34395" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481185.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22981.1" 

                     /translation="MANVRLAKRLRSMPSLDFLRGFECAARHLSFTRAGQELNVTQSA 

                     VSRQVKALEEQLRIELFHRHIRSLTLTDKGRELYDAISFALSDLESVIGKLSSSVGQR 

                     AISLSTTVSFAALWLIPRLGSFRASYPDIDVRVSATSEIEDLKRKRLHLAVRYAGPYT 

                     STDDTDVLFRERVVAVCSPSLMATAGDAASMKPEDLEKHVLLHLDDPRCEWPWHGWSH 

                     LLKELGVPRLRPAGALHFSQYDQLVQAAVDGHGIAIGRRPLVDGLLKQGRLVELFAHC 

                     TVASGSYVLVQNPDACNEFDIAVLTNWLLEQAHHPLASGQEAAGSNVLPMYRVG" 

     gene            complement(466071..466376) 

                     /locus_tag="APZ15_34400" 

     CDS             complement(466071..466376) 

                     /locus_tag="APZ15_34400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006478802.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22982.1" 

                     /translation="MKHPARYLACSALLVMSFAAHAAPTLTPAQCHDYPFVHTHGPVS 

                     HRQLINELNELESVGYNPSSGDESSYPDDIDSAQARLMTEYQKDCAGAANTVASNGN" 

     gene            466655..466864 

                     /locus_tag="APZ15_34405" 

     CDS             466655..466864 

                     /locus_tag="APZ15_34405" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547495.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22983.1" 
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                     /translation="MKETVRMAALIALVCSPVLAFAKVQGTGLAIADVTLAHEKVERT 

                     QRVENAAHRVASHRVDQPGAEPHRS" 

     gene            467186..467863 

                     /locus_tag="APZ15_34410" 

     CDS             467186..467863 

                     /locus_tag="APZ15_34410" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009902348.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK23559.1" 

                     /translation="MAHVLTIEDDEITANEIVRELQGRGFTVEWVANGRDGMARALGN 

                     EFDVITLDRMLPVVDGLTILTTMRSVGVRTPVLMLSALGDVDERVRGLRAGGDDYLTK 

                     PFDPEEMAARLEVLLRRSQTAPAPFATTLTVGPLRLDLISRKVFRDGDEIALLPTEYR 

                     VLEYMMRNAGQTITRTMLFEAVWGYHFDPGTNLIEVHMGRLRKKIDPPDAKQMIQTVR 

                     GAGYILG" 

     gene            467877..469274 

                     /locus_tag="APZ15_34415" 

     CDS             467877..469274 

                     /locus_tag="APZ15_34415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547497.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK22984.1" 

                     /translation="MSSTDHVQPAPKRHWYSSTFRLVSVYAVTFSVSVMLLLGFIASI 

                     ITHDMERETDVVIDWQMIYFDSLQDNQLAAAIQHRIEHERMHTNYYGLFTADGRHVAG 

                     DVLAMPDGIRPDRTGVTLDHTMTIAGDQVPPVVRTMAERRANGDVLVLGRDLTHILRI 

                     RAAIIQALVGGGLFCLGAGVVGGLILSVRQMRRLKEVRRITQRIAQGDLGQRLPIGGH 

                     DEIDLLSHLVNHMLEEVERLMNEVKGVCDGIAHDLRTPLAHVHTLLAHAAERADGLDD 

                     AALATLVARARNETDVLLSRFRAMLRIAEIGSLQRRGGFAELALEDLVTDVGQLFEPL 

                     ADSRAIHFVVLVEPVARIHGDRALLFEALTNLLDNALKYTTSGDTVRLELHDTPSGPR 

                     IDVVDNGPGIAANEREAVLQHRYRSRRTGHLAGAGLGLSIVSTVVNVHDFTLRIGNAE 

                     PGTRVTIECWPRSLA" 

     gene            469333..470016 

                     /locus_tag="APZ15_34420" 

     CDS             469333..470016 

                     /locus_tag="APZ15_34420" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012339832.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK22985.1" 

                     /translation="MRVLLVTSPHPEAAWLYKALQESGHSLQRADDLRDGLFLASQET 

                     FDAIVATAFEPGSDAALIAMLPRFVADGGGAALVVLIGQASARERIRVLHAGADACFG 

                     APYSFIELHERLQALQRLAGPRDTEGPVAAVSMLETLARELKDGKLRLAVTRRECLLL 

                     ECLMRHPNAPVPRDQLIRYVWQDKDDVDPSSVNLVVSRLRRKLARHLPDVRIDTVSRY 

                     GYQVTLPDA" 

     gene            complement(470301..470573) 

                     /locus_tag="APZ15_34425" 

     CDS             complement(470301..470573) 

                     /locus_tag="APZ15_34425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547500.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22986.1" 

                     /translation="MKTATIVASTLLAACAALSVPAFAQTSTRVTQMTPAATKDGVPG 

                     AQAAGQWVPPYGQPIHEKTRAQVYAELVHAEQDGQIKYLDSTLYSH" 

     gene            470898..472073 

                     /locus_tag="APZ15_34430" 

     CDS             470898..472073 

                     /locus_tag="APZ15_34430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012339835.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22987.1" 

                     /translation="MKKLLAIPAAAACLLAGAAHAQSSVTLYGTIDAGLDYISNQKSA 

                     AGAGPAYGVQSGNVSTSRWGLRGNEDLGGGLAAVFTLENGFNVANGKFGNGGDEFGRQ 

                     AWVGLASRQWGTVTLGRQYDFLVDFVAPLSATGSGFGGNLADHPYDNDNLANDTRMNN 

                     AVKFRSADYGGFTFGGAYGFSNQGGGFSNNNAYSVGARYANGPLDVGVAYLQSNQPGG 

                     VNAPKNTGGSLSSSDGDAMLAGGRWRTFGAGAHYAFDHATIGFVYTRTILNDPRELSQ 
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                     GGAYGTVNGQLLTFSNYELNGRYFLTPAFSLGGSYTFTQGRFDDAGRSIAPKWNQFML 

                     QADYALSRRTDLYLEGVYQRVTGADGVAVLGNAGIFNLAASGNDRQAVVAAGIRHKF" 

     gene            complement(472157..473623) 

                     /locus_tag="APZ15_34435" 

     CDS             complement(472157..473623) 

                     /locus_tag="APZ15_34435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547502.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22988.1" 

                     /translation="MANPRRLCAMLASIAFLSACSFAPVYHAPTTALPAQFKEAGGWQ 

                     PAQPADRIARDGWWKAFRDPVLDRLEARVAAANPDVAAAVARHDEAGALFDQARAGLF 

                     PTIGLGAQVSSNRQSATRPLRGANQPNVYGSNTLDAGFDYDLDLWGKVRNEVAAGRAN 

                     AQASADDLASVQLSLQASLANAYFNLRGLDQQQQLLSDTIDTYQRALKLTMSRHAGGI 

                     ASDLDVSRAQTQLDSARASAEDVRARRALYEHAIATLTGVPASSFALAPDLSVAYLPA 

                     IPAGIPATLLQRRPDVAAAERRMAAANAQIGVVRAAFFPDITLGLIGGYQSSGLGHWL 

                     RAPNEIWSIGPSLALTLFDGGRRQALTAQAHAQLAENGAKYRAVVLDACQQVEDNLAL 

                     THHLGDEADRQQEALDAAERTLQLSMSRYRDGVVSYLDVVTAQTTELETKVAMLELNT 

                     RRQLAAVGLIAALGGGWSADEAASGAKAPVATPARSTT" 

     gene            complement(473616..474821) 

                     /locus_tag="APZ15_34440" 

     CDS             complement(473616..474821) 

                     /locus_tag="APZ15_34440" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006478808.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter MFP subunit" 

                     /protein_id="ALK22989.1" 

                     /translation="MSTEIEIKSPKRLPNLKLVATIAALVAVGIVTAGIAGRAHAKQE 

                     MTRWSAEQAVPTVVAYTPTTGGDGAALVLPGHLSAFESAPIHAQVSGYLRAWYTDIGA 

                     HVKSGQLLGLIDTPELDQQLQQARADLQSSLANEKLAASTAARWTRMLAQDSVSQQET 

                     DEKTSDLAAKQAIVAANEANVRRLDALEAFKRIVAPFDGVVTARKTDIGQLISAGGGA 

                     GPELFAVSDVHRMRVYVSVPQNEAAAIRPGMSATLTVPEHPDETFHATLADTDDSIAD 

                     STGTLLVQLMVDNRDGKLIPGEYTEVHFALPAGSSHALTIPASSLIFRQAGLQVAVVG 

                     KDDRAVLKPVTIATDLGTHVQIATGLAPDDRVIDNPPDSLSAGDRVRLATPAGTIAAA 

                     VRDTERANG" 

     gene            complement(474811..478065) 
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                     /locus_tag="APZ15_34445" 

     CDS             complement(474811..478065) 

                     /locus_tag="APZ15_34445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013699621.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK22990.1" 

                     /translation="MLKIVRLALTRPYTFVVLALLILIAGPLAALRTPIDIFPDIRIP 

                     VISVVWNYAGLQPDDMSGRVITYYERTLGTTVNDVQHIESQSFRGYGIVKIFFQPTVD 

                     IRTATAQVTSISQTVLKQMPPGTTPPQILNYNASTVPVLQIALTSNTLDEQKLADYAV 

                     NFIRPQLLSVPGVAIPTPYGGKSREVQIDLDPQALQSKGLSAQDVAHALAQQNQIIPA 

                     GTQKIGRFEYNIKLNNSPLSLDALNDLPIKSVDGTTIYIRDVAHVRDGYPPQGNIVRV 

                     DGHRAVLMSILKNGSASTLDIIAGVKAKLPLVEQTLPPGLKLVTMGDQSTFVNGAVSG 

                     VAREGIIAAALTSLMILLFLGSWRSTLIIAASIPLAVLSAIALLAATGETLNVMTLGG 

                     LALAVGILVDDATVTIENVNWHLEQGKDTRTAIVDGAKQIVMPALVSLLCICIVFVPM 

                     LMLDGISRFLFVPMAKAVIFSMMSSFVLSRTFVPMLAQYLLKPHASAGHASGELAAIM 

                     DSHAGHAGAHDAPPSRNPLVRFQRAFERRFESVRASYRILLGLALTRRKPFVVAFLCV 

                     VAASFLLVPWLGRNFFPTIDSGEISLHVRAPVGTRVEETAAEFDRIENTIRGVIPPAQ 

                     LREVVDNIGLPNSGINLTYNNSGTLGPQDGDILISLSHDHAPTADYVRELRERLPRAY 

                     PGTTFSFLPADIVSQILNFGAPAPVDLQVAGPNQQANLAYARELYRKLRLIAGVADPR 

                     IQQASTYPQFTVAVDRTRADQLGITEQDVTNSVVATLAGTSQVDPTYWLNPRNGVSYP 

                     IVAQTPQYRMTTLSALQNLPVTGANGQSQLLGGLATITRGVGNAVVSHYNIEPLFDIY 

                     ATTQGRDLGAVAADIGSIVKATAKDLPKGSTVTLRGQVQTMNSAFTGLLLGLAGAIVL 

                     IYLLIVVNFHSWADAFVIVSALPAALAGIVWMLFTTHTPMSVPALTGAILCMGVATAN 

                     AILVVSFARERLAETGNALASALEAGFTRFRPVLMTALAMIIGMAPMALGLGDGGEQN 

                     APLGRAVIGGLACATIATLFFVPVVFSLVHRRDALKHDAPRASFPSASGASHVH" 

     gene            complement(478223..478897) 

                     /locus_tag="APZ15_34450" 

     CDS             complement(478223..478897) 

                     /locus_tag="APZ15_34450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006478810.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK22991.1" 

                     /translation="MPHILTIEDDPLIADHITQTLRAGGHQVDVARTGRDGMARAMSA 

                     DYDVVTLDRMLPDLDGLTILATMRGVGLDTPVLVMSAMSDVDQRIQGLRAGGDDYLVK 
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                     PFSLDEMCARIDVLIRRRPRGAQVETVLRAGELAFDLVRRRVTLGASELALLPTELRV 

                     LEFMMRHAGRVLTRTMIFEAVWGCRFDPGTNLIDVHVGRLRKKVNRPDAAPLIRTIRG 

                     SGYMLG" 

     gene            complement(478920..479828) 

                     /locus_tag="APZ15_34455" 

     CDS             complement(478920..479828) 

                     /locus_tag="APZ15_34455" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547506.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22992.1" 

                     /translation="MNQLQAMRVFTRVVELSSFNLAARQLGMSAAAVTRSVGMLEAHL 

                     NMRLLNRTTRSLSLTETGREYLDGCRSIIEKLDEMESNLVQVTRDPRGTLRIAASATS 

                     VAAGLGMLLSAYRDGHPRVRFDVTTFDTHVDMVEGGYDVCFCDDRRLVNATFVSRMLT 

                     SVRDVVVASPEYLARHGTPNDPVELNEHSLLTVSNGTARSWEFSDVDGSYRVYTGNAL 

                     ASTGSMMVRIAALNHMGITQLPHPLVADDLARGALVPLLERYEVNGGARCISMLYPSR 

                     NHLSTKVRSFIDYVVEHYRAPERAAA" 

     gene            480165..480539 

                     /locus_tag="APZ15_34460" 

     CDS             480165..480539 

                     /locus_tag="APZ15_34460" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011547507.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK22993.1" 

                     /translation="MTQPLSIKMIQEHGKPVVLVSVERGAAVLDPEDVDAVIQYLSLL 

                     RASMQPAVPEMPPRAQQFVTEMDPCWYAERHPLYGGAVLLLRHTGLGWASFALPPRSL 

                     ERLHGSLTQLLEDEQMVVSLPN" 

     gene            complement(480615..481703) 

                     /locus_tag="APZ15_34465" 

     CDS             complement(480615..481703) 

                     /locus_tag="APZ15_34465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009902355.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="porin" 

                     /protein_id="ALK23560.1" 

                     /translation="MTCALACCGLFSHAHAQSSVTLYGVIDTGIDFASNVDGQHLWQM 

                     ASGVSAGSRWGLRGKEDLGGGLAAIFDLESGFNSTNGGLGSGLAFSRNAYVGLSDQRM 

                     GTLTLGRQWDPIVDLIEPYSLNDYYGGWYFSHPNDMDNLDNGFAISNAVKYTSPTIAG 

                     FTAEALYSFGGQPGRFSDNAAYSAALAYTNGPFSAGVGYLRVNDPEQAVQSYQNGSGY 

                     TNAVYGDALMNARSQNIFAAGASYQIGNVKLMGNFTNVDFQQGDDAQDVKFQNYEIAG 

                     TLAATSQLNFGLGYTYTTGRDHATGQEPDYRQLNASAEYELSKRTAIYALAALQMASG 

                     GAVAQVAGFDPSSNGRQAVGRIGLRHTF" 

     gene            482574..483248 

                     /locus_tag="APZ15_34470" 

     CDS             482574..483248 

                     /locus_tag="APZ15_34470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349419.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chitin-binding protein" 

                     /protein_id="ALK23561.1" 

                     /translation="MPRALAGAVLLVAAAGAHAHGRLTEPPSRIVLCTQGQNPNCPVD 

                     AWHANAMENGKFFPATQSGLSDPFAPDDAKNAAPPKDGEIAGASTNGPLPVLNEQSPG 

                     RWQKIPLRPGAVQNFKWEFSAVHKTRRWNYFITRADWNPSEKLTRAQFEPTPFCTIQN 

                     PGQPYWNPNANLVPQQPTIHACRLPMRSGYHVILAVWEVADTAMAFYQVVDAIFTNGD 

                     TTRSPF" 

     gene            complement(483347..484750) 

                     /locus_tag="APZ15_34475" 

     CDS             complement(483347..484750) 

                     /locus_tag="APZ15_34475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349420.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="diguanylate cyclase" 

                     /protein_id="ALK22994.1" 

                     /translation="MTVDLAPQASTRTAQLVTRVYARLLLVSFALLPAYLIAYLYFFQ 

                     DPSLKFENHAFHELAIAAATLEGAFVTYVCWRCYRLSGEPLLRWLTLGFLGFSVIYAL 

                     HGLFTGMAHHNIWLFLLYGPASRLTMSILILVGQLTYSHKADSATTRADPRIWLPWLA 

                     LFGLVDVAVAVIAFSPVAGNLWVRLSMEGGALLLSAVNVVALVVRRIRSPLMTIYGIS 
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                     VTSFALSSLAFILGRPWNHMWWLAHAIFAAGFFLLSFGVVQAFQTTRSFSKIYSQAEL 

                     FARLRDAMARTERALQALQRTNEKLEHLAATDPLTGATNRRQFIESVEAEINRAKRNG 

                     APFSLLALDLDHFKAINDSYGHQAGDQVLQRFVDKCTDAIRPYDGVARVGGEEFMVLL 

                     PQAALDTARSIGERIRAAIAGAPFEAGIGEPIKVTVSVGASEFGRDGETIDAILRKAD 

                     ERLYRAKHQGRNQVVAG" 

     gene            485539..486630 

                     /locus_tag="APZ15_34480" 

     CDS             485539..486630 

                     /locus_tag="APZ15_34480" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349421.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glycosyl hydrolase" 

                     /protein_id="ALK22995.1" 

                     /translation="MKSNRSGIMQRSTLKGALALLLAWSSFGTGTAAAAGTGTGTAPA 

                     FVYSPYKDTTISMNWNTNVISSNVTGQMRPVLSVLPAGVRTLTLAFATGECGSENWAG 

                     VDGGAMAAANVPLFTAANVNYVISTGGAAGMFTCGTDAGMAAFINRYASNNLIGIDFD 

                     IEGGQTQQVIDDLVRRVAVAQQNYPGLRFSFTLATLAPSQQGATTAGSWGASAPDSFN 

                     VYGDWVMQAIQAHGLKNYTIDLMTMDYGSAGAGNCVVANGTCQMGQSAIQAAMNLHDH 

                     WGVPYSQIELTPMIGGNDVSGETFTPADADTVAQFVKQNGLVGVHFWSFDRDVDCPPG 

                     AASSTCNSIGGVGTLGYTNRFANDLAPGN" 

     gene            complement(486685..487563) 

                     /locus_tag="APZ15_34485" 

     CDS             complement(486685..487563) 

                     /locus_tag="APZ15_34485" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015002034.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="17-beta-hydroxysteroid dehydrogenase" 

                     /protein_id="ALK22996.1" 

                     /translation="MTKNILITGASSGFGRHTAEGLSAAGHRVFASMRDIAGRNRPHA 

                     DALQAKGMHVIELDVADDASVERGVASVLENAGHLDVLVNNAGIGSAGISEAFTTQQV 

                     QALFDVNVFGIQRTSRAVLPTFRKQGEGLIVNIGSILGRVTFPFFGLYGASKFALEAL 

                     TDSYRYELSTSGIDVVLVQPSNYPTNIFASAQRPADAARVPGYGEAGAIPDKMVETLM 

                     ALFASDHAPNPHDVADAIVQLVAQANGTRPPRLIVGESFGADALNAQAASIQAQVLEG 

                     LGLAHLAEPKGRSAAA" 

     gene            487749..488711 

                     /locus_tag="APZ15_34490" 
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     CDS             487749..488711 

                     /locus_tag="APZ15_34490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549100.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK22997.1" 

                     /translation="MRLSILALEGLFDTGLTVLLDTFAMANELAAAQGFAAPPFDVGV 

                     VGVRRRVRTAHGLSMLAEPASSARHADWVVVPAPGIRQPERLIEALERPDVRDAMAHL 

                     RAWHADGVGVAAACIGTFVLAEAGLLDHREATTTWSLSPFFRQRYPAVDLNDSRMVVA 

                     ADRLVTAGSAMGHLDLALWLLRQASPELATLVARFMLIDKRSSQAEYIIPDYLAHADP 

                     LVARFERWAREHLSTGFSLQAAAAALAVGPRTLQRRTEAVLGKSPLAFVQDLRIERAQ 

                     NLVSMGYDLETIASEVGYADAATLRALLRRRLGRGVRELRASNR" 

     gene            complement(488787..489719) 

                     /locus_tag="APZ15_34495" 

     CDS             complement(488787..489719) 

                     /locus_tag="APZ15_34495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336929.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK22998.1" 

                     /translation="MRSSSEKLSGSISVFAAVVDAGTFAAAADVIGMTPPGVSRAIAR 

                     LERKLNIRLFNRTTRSVSLTEEGRRFYEQVMPHLAGLEEAAAAAAGGASVVRGKLRIN 

                     LDPVVYRAILGQQLDAFMDAHPDLEIELIARDSLGDLVMDGFDLAVRFGEPRSSSLIA 

                     RKLLDTGVVTVAAPSYIARRGRPAKPEDLESRSHRCLEFRNPETGKPFAWEFHRRRKR 

                     IVVDTRGRLTVNDPGALLSACLAGSGIAQMLLLGAEPLIADGRLINLFPEWADERYPL 

                     YAYYPSRHHVPAKTRAFLDFMVELTGVHGRAGMR" 

     gene            489928..490794 

                     /locus_tag="APZ15_34500" 

     CDS             489928..490794 

                     /locus_tag="APZ15_34500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660987.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="NmrA family transcriptional regulator" 

                     /protein_id="ALK22999.1" 

                     /translation="MYAITGITGKVGGALASELLAAGRPVRAVARDTTRAGAWAARGC 

                     EIATAFMEDPSSLAAAFTGAAGVFILPPSEFDPEPGFPEARKVIEAVSAALLKARPEK 

                     VVCLSTIGAQADEPNLLTQRTLMEQALRGMPMPVTFLRPGWFMENAAWDVASARDEGV 

                     IASYLQPLDKPVPMVATADVGRVAAELLQQTWRGVRVVELEGPRRVSPDDLALAFARV 

                     LGRQVRAEGVDRRTWEALFRAQGMKHPLPRMRMLDGFNEGWIDFESNPEEIVRGRIAL 

                     DTVLGELVSRAV" 

     gene            491014..491422 

                     /locus_tag="APZ15_34505" 

                     /note="hypothetical protein; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            491470..492408 

                     /locus_tag="APZ15_34510" 

     CDS             491470..492408 

                     /locus_tag="APZ15_34510" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336926.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cysteine synthase" 

                     /protein_id="ALK23000.1" 

                     /translation="MKSTPGSILDTIGNTSLVPLRNVVPKNGARLFVKLESQNPTGSM 

                     KDRIALEMIEAPERDGRLKPGGAVVEYTGGSTGVSLALVCAVKRHPLHLVSSDAFSKE 

                     KLDHMRLLGAKLTLVASDNGKQTEKLTKDMIREAHRIAGETGAYITAQMENTDQLNAY 

                     TKMADEIWEQTGGRLDGFVQSVGTAASLRGISRRLREHDARIRIAGVEPAESAVLSGG 

                     PTGAHKIDGIGAGYVVPLWRDGIADELERVSTEEARAMAFRLAAEEGLFCGTSTGANV 

                     TGALRLAERLGPDATIVTIMCDTGMKYLKSFAPTTD" 

     gene            493369..493968 

                     /locus_tag="APZ15_34515" 

     CDS             493369..493968 

                     /locus_tag="APZ15_34515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013689127.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="lysine transporter LysE" 

                     /protein_id="ALK23001.1" 
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                     /translation="MPTFQVMLKMALYVSLVLATPGPTNTLLLSSGIKVGFRQSSRLL 

                     VAEASGYGFAISLWGFFLATFAATRPWLYDVLKLGSSAYIFYLALQLWKSPHLEGIRS 

                     GTIGFRDMFVATTMNPKALLFATAIFPPQAFVSVPFYLCSIAVFTALAVTIGSMWLVV 

                     GGVLTARRSLATHTGTLLRGASVVLAMFAGTLAFSVLNR" 

     gene            494466..496082 

                     /locus_tag="APZ15_34520" 

     CDS             494466..496082 

                     /locus_tag="APZ15_34520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009898811.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="tryptophan halogenase" 

                     /protein_id="ALK23002.1" 

                     /translation="MSNPIKNIVIVGGGTAGWMAASYLVRALQQHTSITLVESAAIPR 

                     IGVGEATIPSLQKVFFDFLGIPEREWMPQVNGAFKAAIKFVNWRKSPERSRDDHFYHL 

                     FGTVPNCDGVPLTHYWMRKREQGFQQPMEYACYPQPGALDAKLAPCLSDGTRQMSHAW 

                     HFDAHLVADFLKRWAIERGVKQVIDEVEQVRLNERGYIASLSTKEGRTLEADLFIDCS 

                     GMRGLLINQALKEPFIDMSDYLLCDSAVASAVPNADARVGVEPYTSAIAMNSGWTWKI 

                     PMLGRFGSGYVFSSKFTSRDQATADFLNLWGLSDKQPLNQIKFRVGRNGRAWVNNCVA 

                     IGLSSCFLEPLESTGIYFIYAALYQLVKHFPDTSFDPRLADAFNAEIVHMFDDCRDFV 

                     QAHYFTSSRDDTPFWLANRHDLRLSDAIKEKVQRYKAGLPLTTTSFDDSTYYETFDYE 

                     FRNFWLNGNYYCIFAGLGLLPDRSLPLLQHRPESIDKAEAMFARIRREAERLRTSLPT 

                     NYDYLRSLRDGGAGLSRSQPGPTLAAPETL" 

     gene            496082..497167 

                     /locus_tag="APZ15_34525" 

     CDS             496082..497167 

                     /locus_tag="APZ15_34525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010110543.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="PrnB" 

                     /protein_id="ALK23003.1" 

                     /translation="MERTLDRACAFAATHAAVAACDPLRARALVLQLPGLNRQKDVPG 

                     IVGLLREFLPVRGVPADWGFVEAAAAMRDIGFFLGSLKRHGHEPVDAVPGLEPVLLDL 

                     ARVTGLPPRETLLHVTVWNPAAADAQRSYTGLRDEAHLLESVRISMAALEAAIGMTVE 

                     LYDVPLRSPSFAEGCDELADYLHKMVESIVYAYRYISVQVFYDELRPYYEPIRVGGRS 

                     YLGPGAVEMPLFVLEHVLWGSQSDHPGYREFKETYLPYVLPAFGAIYARFAGAPSLVD 

                     RVLDEVQATGARREPVVAGLAALDRVFEILLRFRAPHVKLAERAYEVGRSGPTIGSGG 
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                     YAPSMLGDLLTLTRAVRSRLRAALDEP" 

     gene            497226..498926 

                     /locus_tag="APZ15_34530" 

     CDS             497226..498926 

                     /locus_tag="APZ15_34530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009049523.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK23004.1" 

                     /translation="MTQKSPANGRDSNHFDVIILGSGMSGTQMGAILANQQFRVLIIE 

                     ESSHPRFTIGESSIPETSLMNRIIADRYGIPELDRITSFYATQRYVASSTGIKRNFGF 

                     VFHKPGQEHDPKEFTQCVIPELPWGPESHYYRQDVDAYLLQAAIKYGCTVRQKTNVTE 

                     YHADKDGVAVTTAQGERFTGRYMIDCGGPRAPLATKFKLREEPCRFKTHSRSIYTHML 

                     GVKPFDDIFKVKGQRWRWHEGTLHHMFAGGWLWVIPFNNHPRSTNNLVSVGLQLDPRV 

                     YPKTDISAQQEFDEFLARFPSIAAQFRDAVPVRDWVKTDRLQFSSSACVGDRYCLMLH 

                     ANGFIDPLFSRGLENTAVTIHALAARLIKALRDDDFSPERFEYIERLQQKLLDHNDDF 

                     VSCCYTAFSDFRLWDAFHRLWAVGTILGQFRLVQAHARFRASRDEGDLDHLDNDPPYL 

                     GYLCADMEGYYQLFNDAKAEVEAVSAGHKEAGEAAARIHALIDEREFARPMFGFGYCI 

                     TGARPQLNNSKYSLVPAMKLMHWTQTSAPAEVKRYFDYNPMFALLKAYITTRIGLALK 

                     " 

     gene            498951..500063 

                     /locus_tag="APZ15_34535" 

     CDS             498951..500063 

                     /locus_tag="APZ15_34535" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095368.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2Fe-2S ferredoxin" 

                     /protein_id="ALK23005.1" 

                     /translation="MNDVQFDQAVATEQAPGVYDATTRVAASWYVAMRSDDLKDKPTE 

                     LTLFGRPCVAWRGATGRAVVMDRHCSHLGANLADGRVTDGCIQCPFHHWRYDEQGRCV 

                     HIPGHSQVVRQLEPVPRGARQPTWVTAERYGYVWVWYGSPQPLHPLPEIAAADVDNGD 

                     FMHLHFAFETTTAVLRIVENFYDAQHATPVHALPISAFELKLFDDWRPWPEVEPLARA 

                     GAWFGAGIDFTVNRYFGPLGMLSRALGLNMSQMNLHFDGYPGGCVMTVALDGDFKYKL 

                     LQCVTPVSDGKNVMHMLISIKKVGGVLRRATDYVLFGLQTRQAAGYDVRIWNGMKPDG 

                     GGAYSRYDKLVLKYRAFYRGWVDRVAETGARPHRRE" 

     gene            complement(500345..500602) 
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                     /locus_tag="APZ15_34540" 

     CDS             complement(500345..500602) 

                     /locus_tag="APZ15_34540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007177303.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23006.1" 

                     /translation="MKLFTAFVVAALSLPFGTQAFAQSTQAPLTRAEIYQQLINAEAG 

                     GLLPTDRNDYPPSQAQIARNRQLYARAHPDAAPVATASAGS" 

     gene            500803..501480 

                     /locus_tag="APZ15_34545" 

     CDS             500803..501480 

                     /locus_tag="APZ15_34545" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006753035.1" 

                     /note="response regulator in two-component regulatory 

                     system with CusS; regulates the copper efflux system; 

                     Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK23007.1" 

                     /translation="MRILIVEDEPKTGAYLKKGLEESGFSVDLAKDGGEGLTLAQEES 

                     YDVIVLDVMLPVLDGWSVLKRLRDTHATPVLFLTARDDVQDRVHGLELGADDYLVKPF 

                     AFVELLARIRTLARRGPPRETERIAVGDLEIDVVRRRVKRGTVRIDLTPREFSLLQLL 

                     ARRQGEVLSRTQIASYVWDMNFDSDTNVVEVAIRRLRAKIDDDFAVKLIHTVRGVGYV 

                     LEPKDAA" 

     gene            501477..502997 

                     /locus_tag="APZ15_34550" 

     CDS             501477..502997 

                     /locus_tag="APZ15_34550" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372111.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23008.1" 
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                     /translation="MTLGRLIGRSIGATLALAFGATMLAVFALVGTYVYTALERQVST 

                     QDDLDIVLAARHTRRLAGELDSLDAVRTHADRLTSQVLGNAALSIAVVDGQGNVLARH 

                     NVERTGFEDSPEPAAAASTPTSPTSPASPALPALPDAALFPPHATPVPANERITTDRI 

                     ATWTAGGGVSVRGVVSDAQLRDHSTIRIAIARNMSDRAAMLDGYRDRLKIAGGLGALF 

                     AMLLSYWLIRTSLAPLREIVANTGRITVDKLDTRLDASRAPRELTALVDAQNAMLGRL 

                     QQAFGHLSQFSADLAHDLRTPLNNMRGATEVALARPRSPDEYQALLESNLEEYDRLAR 

                     MIENVLFLARAEHPGFVTRQRAFDVHDELERIAGYFEGLADEAGSTLRVDGHGQLTAD 

                     LELFRRAVSNLLANALRYTPAGGVIAMSVDETADAVRVVVANPGEPIDPALLPRIFER 

                     FVRGDPARSGGVPGGTAGLGLAIVRSVMELHGGTARVESDAAGTRFILTFVRTPTA" 

     gene            complement(502978..504534) 

                     /locus_tag="APZ15_34555" 

     CDS             complement(502978..504534) 

                     /locus_tag="APZ15_34555" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759653.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK23009.1" 

                     /translation="MCLFHPLPFARRVVALGIAAALTACSTLPAYSPPTVAVPAHYAG 

                     VPATGIPATGVPASGVPATAAPVSQPGWNVVTPADAASRGPWWTVFDDAALNALEARV 

                     DISNQTVKKAVADLQQARAMVGYQRAGFLPTVTAGVARSRSRLSQNKLGSSLAGKTTP 

                     DYQAGVAASWEPDLFGRVRDAVTGAQANADASAADLQAVRLSVTAELATDYFALRSLD 

                     TQKQLLDETVRAYADALKLLKQQLADGAIDASAVAQAETQLESTQTQDTDIDASRAQL 

                     QHALATLVGESASTFTLPPRVQAFDVPAIPAGVPSQLLERRPDIAAAERRVAAANAQI 

                     GEARAAFFPDLVLSASAGLESSFFAPWLTAPSLFWSLGSQLAGTLFDGGRRSASLHAA 

                     HAQYDGVVADYRQTVLAAFQQVEDQLSALDALASEANSQQRATDAADLSLKLTTNRFN 

                     AGAVSYLDVVTAQTIALSNRRLADQIAARRMEAAVALLTALGGGWNKDTDMDAHATAA 

                     AHAAATPSAS" 

     gene            complement(504565..505944) 

                     /locus_tag="APZ15_34560" 

     CDS             complement(504565..505944) 

                     /locus_tag="APZ15_34560" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372109.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter MFP subunit" 

                     /protein_id="ALK23010.1" 

                     /translation="MNDSTEPLAPLSAETAAVPPVARDAAPDAPLPRRGRRLAVPLAA 
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                     LAFAAALLAAGIVPRIDARAAQRVQVAAQRALPVSVIRPGAAPADQTLTLPGAVMPYA 

                     EASIYARTSGYIAHWSADIGTHVKAGQTLAQITAPDLDAQLRQAHADTSTAQANYDYA 

                     KSTAQRWQEMLKTQSVSQQDTDTKVADMNAKRAMLASAQANAAHLNELVSYESVTAPF 

                     DGVITARNVDVGTLVTAGGTPGSPGLSGELFHLEQTDTLRVFVDVPQDSAAGVSAGTP 

                     VYLTTQQYPGRRFAARVARSAGAIDPVTRTLRVEIDVDNHDGALMPGAYAQAHLLVAS 

                     AAPAFELPVSALLFRPNGVTVATVAANGTTALKTVQIGRDFGTHVEIVAGLAATDRVI 

                     DNPGDSIAGGETVKIVAVEPGAAQAAAQAGSATGVPAAPRAVAAAAAPAAVAAPASTP 

                     VATSTKARS" 

     gene            complement(506015..509242) 

                     /locus_tag="APZ15_34565" 

     CDS             complement(506015..509242) 

                     /locus_tag="APZ15_34565" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006761658.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK23562.1" 

                     /translation="MWIVRLALRRPYTFVVLALLIFIAGTLAILRTPTDIFPNIDIPV 

                     VSIVWSYNGFSAEDMAKRITTNYERALTSDVDDIEHIESQSLNGVSVVKIFFHPGADI 

                     NRAIAEASSNSASILRILPPGTLPPNIITYNASTVPILQLGLSSSTLAEQQLYDLGNS 

                     FIRTQLATVQGAAVPLPFGGKVPEIVVDLNMRALQAKGLAPIDVVNAINAQNLILPGG 

                     TAKIGAREYNVQMNGSTQTVAALNDLPVKTVGGNVVYVRDVAHVRNGYAPQTNIVRSD 

                     GKRAALLTVEKTGSASTLTIIGQVKAMLPKIAAGLPKALHITPLGDQSVFVKAAIQGV 

                     AREALIAACLTALMILLFLGSWRATLIIAVTIPLAVLTSLCALAALGETINIMTLGGL 

                     ALAVGILVDDATVAIENITHHLERGAPLEEAILTGAGEIAVPTFVSTLSICIVFAPMF 

                     LLTGVARYLFVPMAEAVIFAMIASYFFSRTLIPTLAMVLMRAKGHGKQPRGIFARFAR 

                     FQAAFEHRFEAVRARYRALLSAAIANRRRFAAAFLLACVASTSLFAVAGQDFFPSVDT 

                     GEIRLHLRAPTGTRIEETARLTDEVETRIRSVIPANELAGVLDNIGVPVSGINLTYDS 

                     SDPVGAGDADIMITLKPNHRPTAQYVTKLRNLLNQAFPGVTFAFLPADIVSQILNFGL 

                     PAPIDIQIVGNRLDANRAVANRLLAQLRGVRGLVDARIQQPGDAPAINVDVDRTKAIQ 

                     AGLQQRDVAQNLLIALSGSSQTTPNFWLNPANGVSYPVLVQAPQYDVNSLQSLANIAM 

                     PTAAQSPQTPAGGPAAGAGAQNLLGTLGTFSRAEQQAVVSHYNVQPVLDIFASVQDRD 

                     LGGVTADVTKLVDAARAQLPPGSSIVLRGQVQAMHQSFAGLLSGLVLAIALVYLLMVV 

                     NFQSWLDPLVIVSGLPASLAGIAWMLFVTNTTLSVPALTGTILCIGIATANSILVVNA 

                     ARELSAGGAPPWQAALDAGFSRFRPVVMTALAMLIGMLPMALGLGDGGEQNAPLGRAV 

                     IGGLAFGTVSTLLFVPVVFGFVHAWLERRRDAAAARRVPDTPALP" 

     gene            509512..509790 

                     /locus_tag="APZ15_34570" 

     CDS             509512..509790 

                     /locus_tag="APZ15_34570" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006405309.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23011.1" 

                     /translation="MNRRLIAATALLALAIGTPVAAFAQASSSGPTRADVIAELVQAQ 

                     RDGTVPMSNWDYPPSPQTIARNRELYAIAHGEQATATASTPVPAVSAQ" 

     gene            509805..510068 

                     /locus_tag="APZ15_34575" 

     CDS             509805..510068 

                     /locus_tag="APZ15_34575" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017329265.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23012.1" 

                     /translation="MKRLSRLAIAALLAAAVAPAFARGMPQLPDDDGGRASVLQALNP 

                     ARAVEDGRPHAAGVVPNRGGETSRGRDSGIDRRFGVAGDGDAR" 

     gene            510606..511568 

                     /locus_tag="APZ15_34580" 

     CDS             510606..511568 

                     /locus_tag="APZ15_34580" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006399085.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LacI family transcriptional regulator" 

                     /protein_id="ALK23013.1" 

                     /translation="MTFFRKLTAGAIVAAATVFAHGAFAQQKPITLGFSQVGAESAWR 

                     TANTVSVKGAAKDAGINLKFSDAQQKQENQIRAIRSFIAQKVDVIAFSPVVESGWEPV 

                     LTEAKAAHIPVILTDRAVDVKDPSLYVTMIGSDFLEEGRRAGHWMEERYKNDAGPINI 

                     VELQGTVGSAPANDRRAGLLEVIKNNPKFKVIASQSGDFTLAGGKQVMEAFAKTYGKQ 

                     IDVVYAHNDDMALGAIQAMEEAGIKPGKDVSVVSFDATKGGFQAMIAGKINVDVECSP 

                     LLGPQLMSAVKDVVAGKQLPKRIVTNETVFPMNVAAQVLPTRKY" 

     gene            511641..513155 

                     /locus_tag="APZ15_34585" 

     CDS             511641..513155 
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                     /locus_tag="APZ15_34585" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092359.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter ATP-binding protein" 

                     /protein_id="ALK23014.1" 

                     /translation="MTQSPVVEMTGIDKSFPGVSALQRVDFRLFPGEIHALMGQNGAG 

                     KSTLINVLTGVHAHDAGEIRVGGRPVRFAAPREAEAAGIQTLYQEVNLCANLSVAENI 

                     FAGRQPMRRGAIDWNAIHARARAALAELDLSLDVTRSLDAYPIAVQQMVAIARAVSVD 

                     ARVLILDEPTSSLDDGEVARLFDVLRRLKASGIAILFVTHFLEQTYAVSDRITVMRNG 

                     EREGEYLARDLPVDALVAKMTGRERMSDTLQAGAAAAARTAGDAAPFLSMQQVGRRGM 

                     MSALDLDVRPGEIVGLAGLLGSGRTETAQLAFAAERPDTGAIEIDGTRTRLASPHDAV 

                     RHGIAYCPEDRKKEGIVAALSIRENIILALQARRGWWRLIGRARQREIADSYIARLGI 

                     KARDAEQPIGLLSGGNQQKVLLARWLATDPKLLILDEPTRGIDVAAKFDIMERVLALC 

                     KTGLAILFISSEIGEVVRVSHRIAVLRDRRKVAELTGADASEEQVYRLIAGGQS" 

     gene            513152..514192 

                     /locus_tag="APZ15_34590" 

     CDS             513152..514192 

                     /locus_tag="APZ15_34590" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006482238.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter permease" 

                     /protein_id="ALK23015.1" 

                     /translation="MTPLRMLFRHSLAWPVLTLALLFALDVAHRPGFLSIALLDGHLF 

                     GAPIDILNRAAPLVIVSLGMTLVIATRGIDISVGAIVAIAGAAAAIVLDADPSRVGAA 

                     LAAALGVGLLAGAWNGLLVAFVGMQPIIATLILMVAGRGVAQLLTGGQIIPIGAPGYL 

                     ALGGGYLATVPCAVWIAIATIAATALLVNRTALGLFIRAIGVNPVATRLVGLRAGAVV 

                     FGVYLCSGVMAALAGILASSNVRSADGNNAGLLLELDAILAVTLGGTSLLGGRFSLAG 

                     SVLGALIIQTLTYTTYSIGVPPEATLVVKAVVVIVVTLIQSEAARALVVRHASRLLPS 

                     ARSRATTGATPR" 

     gene            514189..515277 

                     /locus_tag="APZ15_34595" 

     CDS             514189..515277 

                     /locus_tag="APZ15_34595" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498029.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23016.1" 

                     /translation="MTRFLGRLADPRTLPIVVTILLFVALFGFGSVMYTGFFSMQVLT 

                     GLLVDNAFLLIVAIGMTFVIVSGGIDLSVGSVVALTTILCAVGAERLHWPVWVIVPLV 

                     LAFGALYGAAMGALIHCFRLQPFIVTLAGMFLARGACFLITTQSITINEPTFHAIAGI 

                     SVPVGGGTLSAGALIALATLAAAIYVAHFTRFGRNVYAIGGNERSALLMGLPVARTKI 

                     GVYALSGFCSALGGVVFTLYVLSGYGLQAQGMELDAIAATVIGGTLLTGGVGYVIGSV 

                     FGVGILGTIQVLITFDGTLSSWWTRIVIGALLCVFCVLQRVIERHAARRRTGGTGLGE 

                     RPRPADAASARPAGTGEDAALVSTMRRA" 

     gene            complement(515387..516475) 

                     /locus_tag="APZ15_34600" 

     CDS             complement(515387..516475) 

                     /locus_tag="APZ15_34600" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335458.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldose epimerase" 

                     /protein_id="ALK23017.1" 

                     /translation="MHIDTDSPRPAPGVARVPSEPWGTLPDGDAVRRYTLRNAHGMRV 

                     VVSDLGATVVSWLAPDRAGRFADIVLAHDTPAEYVESGAYLGATVGRWANRIAGARFT 

                     LDGVDYRLDRNERGNLLHGGANGFHRQRWAVVDDCGGLTLQLDSPEGDAGFPGNVSVQ 

                     VRYALDDDGTLTIDYTGVTDAPTPLNLTNHSYFNLSGRAGGDVRGHVLSIDADAFLEV 

                     DDALIPTGTADVTGTAFDFRHSAPLGARLDWPHAQLARARGFDHCFVLRDGAHALRPV 

                     AAIYDPESGRELLVSTDQRGLQLYTGNYLDGVRVSGGTRCARHAALCVEAGGFPDQVN 

                     MDDLRDAVIVQPGAVYRQTTQYRVGVRA" 

     gene            complement(516503..517696) 

                     /locus_tag="APZ15_34605" 

     CDS             complement(516503..517696) 

                     /locus_tag="APZ15_34605" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092346.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23018.1" 

                     /translation="MTRAPSSQTPHRIALLFNANKVYDREIISGIGQYLRSTRVVWDL 
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                     FLEDDFRCRLAGIEHFDGDGIIADFDDPAVADALAGSPLPIVALGSSYEDPAQYPDGV 

                     PYIATDNAKLVSLAYTHLIGAGLAHFAMYSLPDAQQNRWAQQRELAFDRLARADGLDA 

                     PIYRGLSTSASAWNHAIEQLISWLHALPKPVGIIAVTDARARHLLQACLIAGLAVPEQ 

                     VAIIGIDNDPLTRTLTRIPLSSVIQGTEEMGRTAAHLLHQMLRGVRFPDRRILVPPVG 

                     INVLESTRHQPLTSPYVMRARHFIRQYACQGIKTEQVADYVGVSRSLLEEHFRRELQR 

                     TVHQEILRHKLEAAQALLAGRQASSAEVAIRCGFTSLQYMYAVFRRELGCTPREYQER 

                     TIAAH" 

     gene            517961..519283 

                     /locus_tag="APZ15_34610" 

     CDS             517961..519283 

                     /locus_tag="APZ15_34610" 

                     /EC_number="5.3.1.5" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335460.1" 

                     /note="catalyzes the interconversion of D-xylose to 

                     D-xylulose; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="xylose isomerase" 

                     /protein_id="ALK23019.1" 

                     /translation="MSYFEQIPAIRYEGPQSDNPLAYRHYDRTKQVLGKTLEEHLRIA 

                     VCYWHTFVWPGHDIFGQGAFRRPWQQPGDPLERARQKADAAFEFFTKLGTPFYTFHDT 

                     DVAPEGDSLREYVENFARMTDYLGERQQATGVRLLWGTANLFSHPRFAAGAATNPNPD 

                     VFAWAATQVRHALDATHRLGGENYVLWGGREGYETLLNTDLVREREQFARFLSMVVEH 

                     KHRIGFKGALLIEPKPQEPTKHQYDYDVATVHGFLTQYGLQNEIRVNIEANHATLAGH 

                     SFHHEIANAFALGVFGSVDANRGDPQNGWDTDQFPNSVEELTLAFYEILRHGGFTTGG 

                     MNFDAKVRRQSVDPEDLFHGHVGAIDVLALALERAAVLVANDRLDALRRQRYAQWDSA 

                     FGREILSGGYTLESLAADALARGVNPQHASGGQERLENIVNQAIYGLR" 

     gene            519288..520766 

                     /locus_tag="APZ15_34615" 

     CDS             519288..520766 

                     /locus_tag="APZ15_34615" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006397034.1" 

                     /note="catalyzes the formation of D-xylulose-5-phosphate 

                     fro D-xylulose; Derived by automated computational 

                     analysis using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="xylulose kinase" 

                     /protein_id="ALK23020.1" 

                     /translation="MYIGVDLGTSGVKAVLLDRDGVVRASASRPLAVSRPRPRWSEQA 

                     PRDWWDATGGALAALVADARAAGIDPRAVDALGLTGQMHGATLLDAQGDVLRPAILWN 
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                     DGRADAECAELERRAPTLRAVAGNLAMPGFTAPKLLWVHRHEPDVFARIAHVLLPKDY 

                     LRYRLTGAFATDPSDAAGTLWLDVAKRDYDDTLLAACGLSRAQMPAVFEGNRITGTLL 

                     PAVARTLGLREIPVVAGGGDNAAGAVGVGIVRPGDALLSLGTSGVYFAVSDGFRANPE 

                     SAVHSFCHALPRTWHLMSVMLNAAGCVDFTAQLAGYDGVAALLADAEANACAERPWFL 

                     PYLSGERTPHNDVNAKGVFYGMTPDTRRADLANATLEGVGFALLDGIDALHAAGLAPD 

                     GITVIGGGSRSAYWTQMLADLSGRALTLRAGGEVGPALGAARLAHLALEPDAPLDAVC 

                     PQPPVVAVREPDMTRHAWYRDARRPTFRALYRALEPVFATGA" 

     gene            520882..521910 

                     /locus_tag="APZ15_34620" 

     CDS             520882..521910 

                     /locus_tag="APZ15_34620" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661206.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter substrate-binding protein" 

                     /protein_id="ALK23021.1" 

                     /translation="MKSVKRRTVLSSLAGAAALAILTLGAPLAHASKDKPEIGFCIDD 

                     LRVERWSRDRDYFVAAATKLGAKVSVQSADASEARQISQIENLISRGVDVIVIVPFNS 

                     KTLGNVVAEARKAGIKVVSYDRLILDADVDAYISFDNEKVGELQAQGVVDAKPKGNYF 

                     LLGGAPTDNNAKMLREGQLKVLKPAIDRGDIKVVGQQWVPEWSASTALRIVEDALTAN 

                     NNRIDAIVASNDGTAGGAIQALAAQHLAGKVPVSGQDADLAAVKRVIAGTQTMTVYKP 

                     LKLIASEAAKLAVDLAKGTKPAFNAQYDNGKKKVDTVLLQPTLLTKRNVDVVVKDGFY 

                     TQAQLASQ" 

     gene            521969..523528 

                     /locus_tag="APZ15_34625" 

     CDS             521969..523528 

                     /locus_tag="APZ15_34625" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335463.1" 

                     /note="with XylFH is part of the high affinity xylose ABC 

                     transporter; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="xylose transporter" 

                     /protein_id="ALK23022.1" 

                     /translation="MTEPLLTMRGIVKEFDGVKALDGIDLVVRPGECVGLCGENGAGK 

                     STLMKVLSGVYPHGTWEGEIRWEGAPLVASGVRDTERAGIVIIHQELMLVPELSVAEN 

                     IFLGNEITLPGGRMNYAAMVQRAEALLHELRIDSINVAQPVMNYGGGHQQLIEIAKAL 

                     NKRAKLLILDEPSSSLSASETRILLDIVRDLKRRGVACVYISHKLDEVEAVCDTVTVI 

                     RDGRHVATEPMRALTTDRIIAMMVGREIRDLYPREPHEIGDVVLEARHVTCRDVTNPR 
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                     RKRVDDVSFSVRRGEILGVAGLVGAGRTELMQAIFGAYPGACTATVLMNGRPLSIRTP 

                     ADAIRAGIAMVPEDRKRHGIVPQLGVGHNITLTVLRRFAARGRIDAAAELDAIRTEMQ 

                     RLSVRAAHPFLPIASLSGGNQQKAVLAKMLLAEPQVLILDEPTRGVDVGAKAEIYRLV 

                     FALAKRGVALIVVSSEMPEVLGLADRVLVIGEGELRGDFVNDGLTQEQILGAALKSGR 

                     RPTEPTATSAT" 

     gene            523525..524760 

                     /locus_tag="APZ15_34630" 

     CDS             523525..524760 

                     /locus_tag="APZ15_34630" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483299.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter permease" 

                     /protein_id="ALK23023.1" 

                     /translation="MNSELSSSTPATQDADARRSSGHEAGQPAGRSTGSQLRQIFVRY 

                     KILALLLAVAAIWAFFSVLTDGAFVTPRNVSNLLRQMSITGMLACGMVFVIIAGEIDL 

                     SVGSLLGLLGGVAAILDVNRHWPVAATVPAVLALGVLIGLFNGWWSTYRRVPSFIVGL 

                     GGMLAFRGILLGVTGGSTIAPVSDGFVFLGQGYLPRVAGDGLALLLFALVALLVVRQR 

                     GTRHRYRLAVAPLWQDAVKIVGAGAVLFAFVATLDRYGGIPVPVLLLLALLGVFSWIA 

                     TQTVFGRRIYAVGSNLEATRLSGVDTDRVKLAIFALMGLMCAFAGIVNTARLAAGSPS 

                     AGTMGELDAIAACFIGGTSMRGGSGTVYGALIGALVMASLDNGMSMLDVDAYWQMIVK 

                     GAVLVLAVWIDVVSRSNRR" 

     gene            524799..525128 

                     /locus_tag="APZ15_34635" 

     CDS             524799..525128 

                     /locus_tag="APZ15_34635" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483278.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23024.1" 

                     /translation="MKRNTVPMRGISMLTASPLATPAVEYDHGAALGLGDPRDRRIIA 

                     DALRTLLRERSEALAFAMRVADEHDRPRPDANDFALTDIIRLARIVERAERYGDAMNE 

                     PVPGAAR" 

     gene            complement(525311..525520) 

                     /locus_tag="APZ15_34640" 

     CDS             complement(525311..525520) 

                     /locus_tag="APZ15_34640" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_018439595.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23025.1" 

                     /translation="MQNPDSFRTITPVSQDLFPWAFRDELSWVEPYYARFGDRRLPAI 

                     IAPRRPFSEWRLGGDVTAVWGAPLP" 

     gene            525689..527185 

                     /locus_tag="APZ15_34645" 

     CDS             525689..527185 

                     /locus_tag="APZ15_34645" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092353.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23026.1" 

                     /translation="MKRPPFSTQLVMLWALVATLCATLVAVVWVMASSAEGEQIAGAR 

                     AAGEAACEAVASRYDASAPAGAQPDSALMHAILDIVLARAPDMEGGFWAAGGAPAASG 

                     FLAYSFPTYQGSGIKRDVPDAETPLILRTLRAAAATRATTSNAVEGAQDAVIAAACPV 

                     RAGSGLFVWMLTRARPPLGRHGELLATGLAGVLAVILAIAAALAIALRRWKGNLARIE 

                     AGLAPDGRAPHLPYVGEPDLDRIIDAFNAHARRAEQLQQQAAELRTRLAQAERFGMLG 

                     KLAAQVAHEIRNPMGAMRLKAENALAGDSRRQQDALRVILAQIERIDAQLSGLLALTQ 

                     PVSPHATRVDVDAWLAQVVDTHRELAQRQAIDLAWLPGEQGERLAQPAAFPMFDPDQM 

                     RRALDNLLLNALRHAGDGGAVTLAAARRTFAGRDWLRITVSDTGPGVPAEQRERIFEP 

                     FVTGRADGTGLGLAVVREVAAAHGGQAWLDDVPHGASFVIEIPWQPSS" 

     gene            527167..528552 

                     /locus_tag="APZ15_34650" 

     CDS             527167..528552 

                     /locus_tag="APZ15_34650" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092354.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AAA family ATPase" 

                     /protein_id="ALK23027.1" 

                     /translation="MATILIVDDDAAFRDGLAETLADLGHRVVEAEAGRAALSALRDG 
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                     GRVDCIFLDFRLPDLDGLAVLAQLRDDPALAAIPVVMLTAHATSDNTIDAMRLGAFDH 

                     LTKPIGRRDIAQLLARVVSANAPPAAVEPHGGGFAREPASARPRLLGVSAAMRDVQKQ 

                     IGRAATSDATVLVTGETGTGKEVAARVLHAASMRHAGPFVAVNCAAIPADLLESELFG 

                     HRRGAFTGAHVDRAGRLVEADGGTLFLDEIGDMPTAMQAKLLRALQEREVTPLGADRP 

                     TAIDIRVVAATHRDLAEAVANGTFREDLFYRLNVIPLHLPPLADRVADILPLAAHFLA 

                     CAAGARPLHLTNDAQRALLDHRWPGNVRELRNVMERAAALAPGPAIGAADLGFGVVAA 

                     PAPGGDALALPAPLFDMPLPDALAAVERAAILRALERANGNRAEAARQLGIGRQSLYA 

                     RMAHLGIERDE" 

     gene            528676..529464 

                     /locus_tag="APZ15_34655" 

     CDS             528676..529464 

                     /locus_tag="APZ15_34655" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336843.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23028.1" 

                     /translation="MLQISRHRNPLPEPVMKSIPRAAVRRSCVGLCAAALIAAATACA 

                     AQVPPPPPADEPPGAPPRAGFEPAPLSPPPLSPVASDTLVSGTLSRLTINPEGAVDGF 

                     VLTDGTLVGVPPHLGTQLIALARPGDRVTVAGERRAGDDIHARVVRNDRSGASLSDQP 

                     PPSAAPMPPALRGVNLARLSVSGVVRRVMRAPRGEPDGVMLDSGAIVKLTVPAAQQFG 

                     ALLVPGARVAAVGYGTRNAYGEALQATAFGSPGRVVNLYDDVVR" 

     gene            529505..530050 

                     /locus_tag="APZ15_34660" 

     CDS             529505..530050 

                     /locus_tag="APZ15_34660" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010096653.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23029.1" 

                     /translation="MHWIDPACLPETRGRVTQFLLNPHGDIDGLILNGDLQVHVPPHL 

                     GRELVRHVEVGDRIRVRGVKSRGAAMIVAVQLTGRHGVDIVDNGPVPGAPKPPHGGRK 

                     LMEMSGEVAFALHGPKGELNGALLTNGVVLRMPPHAAAELSDYLRAGIHVMAWGQGVV 

                     TRYGAVLEVSEIAELVDVDDE" 

     gene            530064..531329 

                     /locus_tag="APZ15_34665" 

     CDS             530064..531329 
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                     /locus_tag="APZ15_34665" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010096652.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23563.1" 

                     /translation="MRAARALEALNFFLADVQAGIGPFIGVILLSRGWSADAIGSVMT 

                     LAGLAAMAATPPAGALVDALRAKRALIVAATAVTALASLALMFADGYPAVAASQILAA 

                     VGGAALAPAVAGVTLGIARRQGFDRQFGRNQMANHAGNVVGAALAGWLGWHAGFDAVF 

                     ALVAVFTLLAIASTLAIPARAIDHACARGLDVDHAEPRTHAVRDDPPMGASAPPAGGL 

                     RTLASNRPLLLLGASLALFHLGNAAMLPLYGMGVVATHRSNASMFTAQTIVIAQLVMI 

                     AAAWVAPRLIRAHGYWRVLLLSYLVLPVRGVIAAVLMSEAGVWPVQVLDGIGAGLQSV 

                     VVPALVVRLLHGSGRVNAGQGAVATAQGIGAALSPVLGGVLAQHFGYPVAFVVLGAVS 

                     TGALALWLGHARALSSVCGKPADLPAASS" 

     gene            531367..532563 

                     /locus_tag="APZ15_34670" 

     CDS             531367..532563 

                     /locus_tag="APZ15_34670" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010096651.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="arsenic transporter" 

                     /protein_id="ALK23030.1" 

                     /translation="MNSVSLAWLISALATAGVIARPFGWPEATWAVSGALLLVVCGLL 

                     PVHPALDAVAKGGDVYLFLTGMMLLSEVARREGLFDWVATRVVNLAQGSPRRLFALVY 

                     LVGTVTTVFLSNDATAVVLTPAVIAAARRAKADPLPLLYICAFVANAASFVLPISNPA 

                     NLVLYGARMPSLGVWLAHFAIPSVASIACTFLMLRMTQRHALGGRCESGLPTRPLTGG 

                     GRIALAGIAITAAALMTVSALDLPLGLPTAAAGIVTVACVLVKDRTACVPIVRAISWS 

                     VLPLVAGLFVLVEALDRSGAVRALAGLLRAVTASGEQTAAAAAGIAIALASNLVNNLP 

                     AGLIASSTVDAARSPQAVIDAILIGVDLGPNLSVTGSLATILWLAAIRREGLRVGFGA 

                     FLAVGA" 

     gene            complement(532600..534705) 

                     /locus_tag="APZ15_34675" 

     CDS             complement(532600..534705) 

                     /locus_tag="APZ15_34675" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758840.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23031.1" 

                     /translation="MSRRNWAAAPMAIVVGAAGVGAADAQEATLPTIEISGQRASAPF 

                     RTRDSTSATRGDADVMEIPFAVSSVDAKLVRTVAATRGEDLYDWVAGVARQNNFGGLW 

                     DNYAVRGFAGDGNTSGTDYLVNGFSWNRGISVPRDTANLERMEVLKGPASALYGRGDP 

                     GGLISYTTKQPQFARANTVGVSAGSYGALRETLDSTGPVTKSLAYRFVAMNENNGSFR 

                     DTVSSKRYLFAPSFTWDIGADTTLHYEFESARQRAPLDRGVVAVGGQLGAIPASRFLG 

                     EPRDGDYDVRNTGHQFTLEHRVDANWSVNAGFAQRTTDLSGRSSEAFALQPDGRTLWR 

                     RYRQVAFHSNDLQGRIETAGKFRTGGIGHTLVLGVDAYRFNYDQFVARSTPTAAAPYA 

                     IDIFDPVYGQPAPTPRTATNLLERDDGQGLYAQDTLAFGPHWKILAGLRWDRFHQSVE 

                     NRLKGTTSSQVQTALSPRIGIVYEMSPALSLYANTAYSFRPNNGADVDGRAFDPEKGH 

                     GYEAGAKWAGARWLATVAAFYVNKRNVLTADPANAGFSRAAGEVRSRGVEFEWNGDLG 

                     HGVRGLVNLAYVDAEVTHDAVLTPGARLVDIPRLSGSALLLYETAVPFADKAGAGAGL 

                     IYVGRRAGNTANTQDGFELPAYATVQLNGYVQVNKHLRASVVLNNLFNRTTYVSSYNS 

                     LWVTPGAPRSLFASLAYTF" 

     gene            complement(535062..535763) 

                     /locus_tag="APZ15_34680" 

     CDS             complement(535062..535763) 

                     /locus_tag="APZ15_34680" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549869.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK23032.1" 

                     /translation="MKSTEPKRLYQSVAAQIVALIRQGEFAIGERLPPERELALTLGV 

                     SRPSLREALIALEIGGQIEIRMGSGVYVRDTAADAVGPMATLGDSPSELMQARAAVEG 

                     SVAALAAARMTAAMLERLRRTVQRMKRLAEAGKSPVEADRQFHMLIAEAAGNSVLTRF 

                     VGELFDSRHDPIAAAMRGHAENPQTWTAAVREHEDVLLALQAGDPIAAQTAIRAHLRA 

                     SEARWIEGGLKADPD" 

     gene            535997..537541 

                     /locus_tag="APZ15_34685" 

     CDS             535997..537541 

                     /locus_tag="APZ15_34685" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q1BGC0.1" 

                     /note="with RbsBCD acts to import ribose into the cell; 

                     RbsA contains 2 ATP-binding domain; Derived by automated 

                     computational analysis using gene prediction method: 
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                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-ribose transporter ATP-binding protein" 

                     /protein_id="ALK23033.1" 

                     /translation="MAMPRNLPGQAAQDEPDREILRLDGIRKRFPGVLALDGIRLDLR 

                     RGEVHAVCGENGAGKSTLMKIISGQYLPDDGVVHYRGAPVRFHSASEAQAAGISIIHQ 

                     ELNLVPHLSVAENLFLAREPRRGPFVDTKRMNAEAARCIARIGLNVAPTTKVGVLSIA 

                     QQQMVEIAKALSHDARVLIMDEPTSSLTETETVQLFRIIEELRADGVAILYISHRLDE 

                     MAQIVDRVTVLRDGRHISTDAFADVSIDDIVARMVGRTLDDAYPSRQSVPTDEVLLDV 

                     RDLRRDGVFGPVSFALRRGEILGFAGLMGAGRTEIARAIFGADRPDGGTIGLHGRPVT 

                     IRSPREAIRHGIAYLSEDRKKEGLALPMPVAANLTLANVRGITSRFGFLRFDDELDVA 

                     RRYVQDLAIRTPSVHQRVRNLSGGNQQKVVIGKWLYRGSKILFFDEPTRGIDVGAKFA 

                     IYGLMDRLAADGVGVVLISSELPELLGMTDRIAVFHEGRLTAFLDTKHTSQEEIMHYA 

                     SGSSHA" 

     gene            537534..538565 

                     /locus_tag="APZ15_34690" 

     CDS             537534..538565 

                     /locus_tag="APZ15_34690" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336837.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ribose ABC transporter permease" 

                     /protein_id="ALK23034.1" 

                     /translation="MLEMTSDRSQADERAARQRRRDLIQKFAALGSLVVLVFAFSISS 

                     AAFFSVDNLMTVGLQVTSIAYLGVAATCVIITGGIDLSVGSVLALSGVCAALLVKAGA 

                     PVPAAMAAGILVGALCGLVNGICVTQMGLPPFIATLGMMLVARGIALQITGARPVSDL 

                     GDAFGALGNGALLRISRIGADGFPDTTFPGIPYPVVIMVVLFVVVSVLLSRTSLGRHI 

                     YAVGSNAEAARLSGVNVQGVKLFTYVLSGALAGVTGCVLMSRLVTGQPNEGVMYELDA 

                     IASSVIGGTSLMGGVGTISGTAIGAFVIGVLRNGLNMNGVSSFIQQIIIGVVILGTVW 

                     IDQLRNRRP" 

     gene            538608..539555 

                     /locus_tag="APZ15_34695" 

     CDS             538608..539555 

                     /locus_tag="APZ15_34695" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549866.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="LacI family transcriptional regulator" 

                     /protein_id="ALK23035.1" 

                     /translation="MNKSILLAASACVFAVCSSGAYAAGGEIAVIVKTVNSNYWQNVQ 

                     KGAKAALGGAKGYTMTFQGPAAESDISGQVNMVDNAVTRHVAGIVLAPSDPDALVPAI 

                     KKAWEAHIPVMLIDSAIADAGKPYYQAFLSTDNEKAGALCAKALIDRVGQSGKIAIMS 

                     YVPGAGSEVSRVGGFRKYIESHSKLQVVGPYYSQSQMATALNQTTDVLSANPDLKGIF 

                     GANEPTAVGMGRALKQSGKAGKVVAIGFDGNEDLQGFVRDGTVQAIAVQGSWQMGNQG 

                     VRTALDVIERKPAPKLIDTGVVMVDKQNLDSQAAKNVLY" 

     gene            539592..540608 

                     /locus_tag="APZ15_34700" 

     CDS             539592..540608 

                     /locus_tag="APZ15_34700" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336836.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridoxal 4-dehydrogenase" 

                     /protein_id="ALK23036.1" 

                     /translation="MNANDTRTLPRSGLTVSTLGLGCSQLGGLYRPMSAAAAAALVDA 

                     AWAAGLRYFDTAPYYGYTLSERRVGAGLAPRERSAFTLSTKVGRLMRADASVRPGDDG 

                     WAEPLPFRPVYDYSYDGIMRSHDDSRQRLGLARIDMLYVHDIGAMTHGDRHAHYWEQL 

                     TRGGGFRALDALRASGEIGAFGLGVNEWEVAADALNEAALDAVLLAGRYTLLEQTALE 

                     PLLDACARDGTAIVIGGVFNSGLLAGNGKFNYADASADVIDKATRLGALCNRFDVPLP 

                     AAALQFPFGHPAVVSCVVGARSVAQLKQNVDWFERPAPAELWDALRDEGLIAAHAPVP 

                     GAHA" 

     gene            540611..541480 

                     /locus_tag="APZ15_34705" 

     CDS             540611..541480 

                     /locus_tag="APZ15_34705" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336835.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amidohydrolase" 

                     /protein_id="ALK23037.1" 

                     /translation="MRIDAHQHYWRIDARAGCWPPAELDAIHRDFGPADLAPLLDAAR 

                     IDTTVLVQSLPSEADTRFLLDLADETPSVGAVVGWVDLKADDAPARIAAFASAPKARG 

                     LRPMLQDLPDDTWIDDPRLDRAVAAMLEHGLRFDALVMPRHLDALHAFARRHPDLPIV 

                     IDHGAKPFIERGEWQPWLSAMGRLARLPNLHCKLSGLWTEAGPSAGPDAVRARTRPYV 

                     YALAELFGPTRLMWGSDWPVLRLASACGGYGEWLAACEDDCARLLGAAALDGLFGGNA 
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                     HRFYRIDTARHDE" 

     gene            541503..542513 

                     /locus_tag="APZ15_34710" 

     CDS             541503..542513 

                     /locus_tag="APZ15_34710" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549863.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dehydrogenase" 

                     /protein_id="ALK23038.1" 

                     /translation="MLSVICESPGVLRVQQRELPVRGSGEVLLRVQRVGICGTDLHIF 

                     TGNQPYLDYPRVMGHELSAVVVEAEPESGLGVGDAVYVMPYLSCGHCIACRHGNTNCC 

                     VNIKVLGVHRDGALAEYLSVPAQFVHKADGISLDQAAMLEFLAIGAHAVRRADVRAGQ 

                     RALVVGAGPIGMAAMIFAKLRGADVTCLDTRADRLAFCRQHLTVDATVEVGEDDAARL 

                     AALTNGEYFDAVFDATGNLDAMNRGFEFVAHGGKYTLISIVRGHVAFSDPEFHKREAT 

                     LLASRNATAEDFATVLDAMRGGRIPDRALNTHRMRLEEVPDALPRLLDAGQTVVKALV 

                     EC" 

     gene            542545..543705 

                     /locus_tag="APZ15_34715" 

     CDS             542545..543705 

                     /locus_tag="APZ15_34715" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549862.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-mannonate oxidoreductase" 

                     /protein_id="ALK23039.1" 

                     /translation="MTPPILQFGTSRFLLAHVDLFVSQALDDGNAMGGIGIVQTTGNP 

                     ASRARIDALRATGRYPVRIRGRDRGGVVDEVVECRAVHRAWDAEHDWAEIRGAAIETV 

                     RVIVSNTGDAGYRADPRDTVDLLAQQEHAPHGFPAKLFALLHARWQVRPDDGVSILPC 

                     ELVTDNGDTLRDIVLDLARQWRLPDAFADYLGNRCVWVNSLVDRIVSEPLHPVGAIAE 

                     PYALWAIERRAGMALPCTHAQVVVTDDLRSHERLKLFFLNLGHSWLAEQWLAAGRDPS 

                     ETVLDAMNDARLRDGLEAVWRDEVAPVFVALGLRETAEHYVDSVRERFLNPFLAHRIA 

                     DIAVNHREKVARRIEPLLALADSLALAAEQPRLRQLVARCEPVAATTGRRPS" 

     gene            543702..545225 

                     /locus_tag="APZ15_34720" 

     CDS             543702..545225 

                     /locus_tag="APZ15_34720" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012336832.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="galactonate dehydratase" 

                     /protein_id="ALK23040.1" 

                     /translation="MKQPTIVILHGNDNVAVALDALAPDVPIDVHGAPLRPAAAIPAG 

                     HKIATTPIARGDAIVKCGQPIGVALRDIAAGEHVHVHNVGMPERHAHDDGPAGDTHDV 

                     PADRRDTFDGFVRPDGSVGTRNYVGVIASVNCSASVCHAIADAYRHGALDAFGHVDGV 

                     VAITHQSGCGMSATGDGIELLRRTLVGYARNPNFAGVLLVGLGCEVNQVGALAQRLDA 

                     AAPGTVRTLVIQDEGGVRDTVAKGVSIVRELLEAADGARRSAVPASRLTVGLQCGGSD 

                     GYSGITANPALGAAVDLLVRNGGTAILSETPEIYGAEHLLIARAASRDVAERLLGRLQ 

                     WWERYVADNGGEMNNNPSPGNLAGGITTILEKSLGAVSKGGRSPLRAVYDYAEPVRQA 

                     GLVFMDTPGYDPVSATGQIAGGANLVCFTTGRGSVFGSKPVPTIKIATTTGLYERMQS 

                     DMDFDSGGIVAGSLSVGEAGERLFRLMLDVASGRRSRSEDNGIGEREFVPWLRGAVM" 

     gene            complement(545453..547039) 

                     /locus_tag="APZ15_34725" 

     CDS             complement(545453..547039) 

                     /locus_tag="APZ15_34725" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549858.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chemotaxis protein" 

                     /protein_id="ALK23041.1" 

                     /translation="MNDRRLTVRTKLIMAFGLLTCTVVLVSIVGIVSLGNANAAFDDY 

                     VNGTNARANLADKIRFAVDRRAIAARNQVLAASPRDADIEKEAALQADHEVGALMGEL 

                     TNAVREGSGASDKARELVRQIGAVEAQYGPVARAIVDAAANNRRDQAITMINEQCRPL 

                     LAQLVAATDTYATYSRARADQLVKESDDRYTSRRLMLIAICIAAAAAAALSGLVITRG 

                     LLRSLGTEPAVLSDIAGHIAAGNLGAEATTGAAPAGSVLASMRDMQANLIRLISEVRT 

                     ASGNVATGAGEIASGNQDLSSRTEQQAASLQETASSMEQLTSTVRLNADNAQQASGLA 

                     NNASEVAQRGSSAVGLMVDTMTDISASSAKIAEITGIIEGIAFQTNILALNAAVEAAR 

                     AGEQGRGFAVVASEVRSLAQRSSSAAKEIRELISQSVRKIEDGSHIANNAGDTMSEVT 

                     HAISRVTDIMGEIAAASSEQSRGIEQVNLAITQMDEVTQQNAALVEQAAAASKSLEEQ 

                     GNRLAEAVSLFRLDARMAGA" 

     gene            547331..548305 

                     /locus_tag="APZ15_34730" 

                     /pseudo 

     CDS             547331..548305 

                     /locus_tag="APZ15_34730" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012336828.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chemotaxis protein" 

     gene            complement(548492..549670) 

                     /locus_tag="APZ15_34735" 

     CDS             complement(548492..549670) 

                     /locus_tag="APZ15_34735" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549856.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fumarylacetoacetate hydrolase" 

                     /protein_id="ALK23042.1" 

                     /translation="MHTPSVSDCLPHDLDHALLIGRVWRHDGAHAGPSVVAVRGGEVF 

                     DITRTVPTTADLFDRPDAVAIARTAAGESLGRVEPLLQAALDGTPGATHLLAPCDVQA 

                     IKACGVTFAVSLIERVIEEQAGGDPAKAREVRDTIAATIGTDLSKIVPGSEAALRLKA 

                     ELERRGAWSQYMEVGIGPDAEVFSKAQPMSAVGFGADVGLLPVSVWNNPEPEIVLAVA 

                     RDGRPVGATLGNDVNLRDIEGRSALLLGKCKDNNGSCAIGPFVRLFDDGFTLDSVRAC 

                     SVSLRVEGADDGFVLDGISHMREISRDPTDLVAQTCGAHHQYPDGFMLFLGTMFSPIQ 

                     DRDAPGGGFTHHLGDRVTISTPALGALVNTVRLCTEIAPWTFGVRALYANLAARGLLA 

                     " 

     gene            complement(549702..551483) 

                     /locus_tag="APZ15_34740" 

     CDS             complement(549702..551483) 

                     /locus_tag="APZ15_34740" 

                     /EC_number="4.2.1.9" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336822.1" 

                     /note="catalyzes the formation of 3-methyl-2-oxobutanoate 

                     from 2,3,-dihydroxy-3-methylbutanoate; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dihydroxy-acid dehydratase" 

                     /protein_id="ALK23043.1" 

                     /translation="MSHTPRRLRSQEWFDDPAHADMTALYVERFMNNGLTREELQSGR 

                     PIIGIAQTGSDLAPCNRHHIELAERTKAGIRDAGGIPMEFPVHPLAEQSRRPTAALDR 
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                     NLAYLGLVEVLHGFPLDGVVLTTGCDKTTPACLMAAATVDMPAIVLSGGPMLDGWHEG 

                     KRVGSGTVIWHARNLLAAGEIDYEGFMQLTTASSPSIGHCNTMGTALSMNSLAEALGM 

                     SLPGCASIPAAYRERGQMAYATGKRAVELVREDLRPSTIMTRAAFENAIVVASALGAS 

                     TNCPPHLIAIARHMGVELSLDDWQHLGESVPLLVNCMPAGDYLGESFHRAGGVPAVLR 

                     QLDSAGLLRRDCLTVSGRAIGEIADTAQDADRDVIRTPDAPLKHGAGFMVLSGNFFDS 

                     AIMKMSVVGDAFRRTYLSEPGAENTFEARAIVFDGPEDYHARINDPALNIDERCILVI 

                     RGCGTVGYPGSSEVVNMAPPAELVKRGVTSLPCMGDGRQSGTSASPSILNMSPEAAVG 

                     GGLALLRTNDRVRVDLNRRSVDVLVDEDELARRRETESFTVPQAQTPWQELYRRFVGQ 

                     LSTGGCLEPATLYLKVIEQRGNPRHSH" 

     gene            complement(551672..552667) 

                     /locus_tag="APZ15_34745" 

     CDS             complement(551672..552667) 

                     /locus_tag="APZ15_34745" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725559.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LacI family transcriptional regulator" 

                     /protein_id="ALK23044.1" 

                     /translation="MSDVARLAGVSKMTVSRVLAGHSVAAETRARVCEAIDQLGYVAD 

                     AAAGALSSGRSEFVAVLVPSLSSSNFSDTVRGLTDALEPHGLQLLLGDTDYDLEREER 

                     LVRSMLRHQPRCIALTGSQHTDATRKVLERSAIPVVEMWDLPTRPIDTAVGFSNVRAA 

                     RAMVRHLAERGYRRIGFLVGASELDRRGLDRLKGYQAEIKAQGLGEPRVVRLGESPIT 

                     MSHGGPAMAALLEQWPDTDAVMCVSDMSAFGAIMECHRRGLAVPADIAVAGFGNFEVA 

                     TCCHPTITTVSVDAYGIGLRTGEALLAALQARDAGERTESKSIRIDYTIIARESA" 

     gene            553008..554354 

                     /locus_tag="APZ15_34750" 

     CDS             553008..554354 

                     /locus_tag="APZ15_34750" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498148.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23045.1" 

                     /translation="MPSLTQAAAAPAAADSSEDALYRKVMRRILPLLLLCYVVAYLDR 

                     VNVGFAKLQMLDDLNLSDGVYALGASIFFWGYFLFEMPSNLLLHRYGARFWIARIMIT 

                     WGIVSSSMAFIVPLAQFFHVQTTTMFYTLRFLLGLCEAGFFPGVILYLNYWFPARRQS 

                     VAMSGFLVAIPLSLTLGSVLSGWLMEQTHGLSGMSGWQWMLLLEGLPSIVVAFIVLAC 

                     LGDGPQTAKWLSADEKAVLSRNLESEAAHKSHSIGAALRSPRVWLLTFILLTFNTGFY 
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                     GLAFWLPSIIRASGVHSPLHIGVLTAIPYLTAIFAMVWNASHSRKTGERRLHAAIPAL 

                     IGGVFLILSAAFAHNVALSIVFLTIATCGILALMPIYWTFPGQILSGTAAAAGIALIN 

                     SVGNLSGFTGSMITGVAKQMTGNINNGTYALGACLLVSCMLIASIPRDILRPPVGR" 

     gene            complement(554532..555698) 

                     /locus_tag="APZ15_34755" 

     CDS             complement(554532..555698) 

                     /locus_tag="APZ15_34755" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483280.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aspartate aminotransferase" 

                     /protein_id="ALK23046.1" 

                     /translation="MHRHRPVRLQHIAGIGVDRMGSIADHADVDLLRLENLDTDLPPT 

                     SEALAFTREAIQRDSANSYLPFVGQDRLRASAAAHVSALSGQRFTADQVVVSAGGLSG 

                     ILNTLLATVETGDEVIVTDPTYAGLLNRIRLAGGVPKQVPFTFTPGSEWKLDQTALRA 

                     AIGPKTRAMLLMSPSMPSGGFFDASDWQVIASLCVQNDLLLILDSAMERLLFDGRTVI 

                     HPAGLPGMAERTVTVGAASKELRMIGWRVGWIVAPEWLIPDLVAVSLANVVVPVGIAQ 

                     EAAAVALEHSASDLPGYVSELERRRDTVAAELSGLPFGMPAGGWSMLLRVADFGLTGS 

                     QMSERLLRHGVCATAMTGWGVAHGEQYVRFVFSNEPVDRLRTLGDKVRFALEDA" 

     gene            555740..556402 

                     /locus_tag="APZ15_34760" 

     CDS             555740..556402 

                     /locus_tag="APZ15_34760" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498150.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK23047.1" 

                     /translation="MVVGMNFEVKEERSLADRIAIALADRIISGVIAPGEWLRQDHIA 

                     AEFGASHVPVREAFRRLEAQGLAVVEPRRGVRAAPLEPADVLEMAKMRAAFEALALRE 

                     AIPALDARALEELDAILDQEAAARGIAVLGTLNLRFHRALTAPCGMPRLVAAIGDMHR 

                     ASSRHLYATWQQLDWQDRSNDEHRDIVRAIREGDVDAACAALSAHILAAGDALAQALR 

                     GR" 

     gene            556597..557334 

                     /locus_tag="APZ15_34765" 

     CDS             556597..557334 

                     /locus_tag="APZ15_34765" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_008920973.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid ABC transporter substrate-binding 

                     protein" 

                     /protein_id="ALK23048.1" 

                     /translation="MKVTIAYIEEPPFGWTEADGNATGADVDLADTVLRAIGVTRIEH 

                     RLTTFSELLPGVEAGHWDMNVPLFVTPERANIVAFSVPVWGIGDGFLVRTGNPKALNS 

                     YVSLAKRPEARLGVIAGQVQHESARTSGVSEDQIVIFEQQADAIEAVLSGAIDAYAST 

                     ALGNRIVAYRIGGSMLEAVEHEPQTNGTQQKLPLGAFSFSRRNSALLNAVNGQLRSYL 

                     GSEEHRARMARFGLTNNEIDSALAHGV" 

     gene            complement(558029..558274) 

                     /locus_tag="APZ15_34770" 

     CDS             complement(558029..558274) 

                     /locus_tag="APZ15_34770" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23049.1" 

                     /translation="MDGIKIRDSITSDQPDLARDCRRELKAHPIAAAGRFERDQRINV 

                     LECLCRSHRPFQANPITKYRRAVPMGRDVIERIAWDF" 

     gene            complement(558695..559270) 

                     /locus_tag="APZ15_34775" 

     CDS             complement(558695..559270) 

                     /locus_tag="APZ15_34775" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483276.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23050.1" 

                     /translation="MTDRYPEFHALADEHWLKRYYFSRAVFSLIWVALAFSVGRRSAA 

                     GAAVLLVVYPAWDALANFVDLSRSGGMAANRTQAVNVAISAVTTLAVFPALNAGLPAV 

                     LAVFGVWAILSGALQLGTAVRRWKQAGAQWVMVLSGAQSALAGLFFILQSHAPMPPAI 

                     VKIAGYAGVGALYFLISAIWLQVRGMRRRVS" 

     gene            559566..561041 

                     /locus_tag="APZ15_34780" 
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     CDS             559566..561041 

                     /locus_tag="APZ15_34780" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483303.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LuxR family transcriptional regulator" 

                     /protein_id="ALK23051.1" 

                     /translation="MPDAEARHAPLRIVDAVRALAFIGDLSMGQPTDHSPRTGWLAAQ 

                     LAHAARFDASVCDTAREVALLRWSGCTANAAGFAQVFGDDVAIRAAMLESRPAMAEAI 

                     GSAGVALIPLAQIHCEVSGEVARILGLSSATETALRHIFETWDGNGLPARLEREQVPP 

                     AVSIVALAGDLDVLSRTYGIEQALDLIGQRAGSRYPAVLVETAARDAPRWLAALEHMA 

                     PADLDAALATPDMQGATSAELIADVIDLKLPWMTGFSRSVAATAAACYGRLSPDEAAR 

                     ERVYRAGLIHGIGRAAVPNDVWNLPTRLPASAWEKVRLVPYWTERAGRQTGALGEAAV 

                     LASYAYERQDGSGYFRGARDVALTLEARVLAASLAWVALRSARPWRAALSDAAAAVQL 

                     QEEAACGRLCGEVVAALVTGGTPVPRRIATGASAVGPRLSAREIDVLRAISRGASNKQ 

                     VAQALAMSPSTVRTHVEKAFRKLECSTRAAATLKASALGLL" 

     gene            complement(561164..561463) 

                     /locus_tag="APZ15_34785" 

     CDS             complement(561164..561463) 

                     /locus_tag="APZ15_34785" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336814.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23052.1" 

                     /translation="MSGRQIFIVALASGLPRAFGVLAIVSGLFRIGTAVHRGKHADAP 

                     AQMVSGGARMALAGALLSCEAVGAVYFAIATLGYGWADTDATDSDRRERINDWST" 

     gene            complement(561592..561900) 

                     /locus_tag="APZ15_34790" 

     CDS             complement(561592..561900) 

                     /locus_tag="APZ15_34790" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549849.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ethyl tert-butyl ether degradation protein EthD" 
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                     /protein_id="ALK23053.1" 

                     /translation="MYFIVSYRRAAGTRFDARYYVEQHIPLVEKSWKPYGLDAIDAFF 

                     PAREDSELIVVAMCRFKDSAALDAAFASAETADVMADIDAFTDIEPDRLITDVFSRVS 

                     " 

     gene            complement(561971..563452) 

                     /locus_tag="APZ15_34795" 

     CDS             complement(561971..563452) 

                     /locus_tag="APZ15_34795" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006483292.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23054.1" 

                     /translation="MSRNDPVSPDPRRWAMFAVLLVGAFLPPLDFFIVNVALPSIRAE 

                     LGASSSAEQLVISSYAGLYAVTLITGGRLGDLFGRGRVFFLGLIGFAIASTLCGFASS 

                     PWTLIVGRALQGVTAAIMAPQALASIQAIFPEAEKPLALSLYGAVFGLAAVVGQALGG 

                     ILISLNLLNLGWRTIFLVNLPLAILVVLFGIPLLKETRAQHARKLDLGGTALSMLTLG 

                     ALIVPLIEGREAGWPVWAWVSLLAVPALTGFFWRYERRLGRRGGAPLLDPAALRAPGL 

                     GRALLIALLLYSIGAFFLLFSVYLQNALHVDALSAGLVFLPFGVGFLLGPLSTPASAR 

                     VIGAYVNPFGMSLEIVGLVGLAWLIDATPIGMPLAAAPLAVVLFVIGFGQGLALPTLM 

                     RMVTGRVAPALSGMIAGIASSTLQVSTSLSVAIIGGIFYTTLGTRQDPAAIAHAFIVA 

                     LLSISVFLAVGAALGISLARAGAAHTSMRAAARPGFGPERERP" 

     gene            complement(563503..564099) 

                     /locus_tag="APZ15_34800" 

     CDS             complement(563503..564099) 

                     /locus_tag="APZ15_34800" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017773005.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK23055.1" 

                     /translation="MANPAGVGRPREFELGDAARDAMDVFWDRGYEGASLPDLMAGTG 

                     LSRGSLYKAFGDKKALLLAALDLYMADGLKATADILSQPGAVKDAIRDSLLRYACLSV 

                     GEAGRRGCLAVAMTTELAARDADVAERTGRMFRRLQQLYAGAIVRGQASGEIAEQDEQ 

                     VLARLLVCQIEGMRVLGKTGVSEQDMLALVDRTMRILD" 

     gene            complement(564231..565703) 

                     /gene="gabD" 

                     /locus_tag="APZ15_34805" 
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     CDS             complement(564231..565703) 

                     /gene="gabD" 

                     /locus_tag="APZ15_34805" 

                     /EC_number="1.2.1.16" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100339.1" 

                     /note="catalyzes the formation of succinate from succinate 

                     semialdehyde; NADP dependent; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="succinate-semialdehyde dehydrogenase" 

                     /protein_id="ALK23056.1" 

                     /translation="MPLTLSRTELVRTANLIDGTWRDALDGRRFDVVDPATLDIVAHA 

                     PDSGAADARAATDAAARALPAWRATPARERAAILRAWHAAIVAHTDDLAKLLSREQGK 

                     PLAEARGEVAYGASYVLWFAEEATRTYGDLIPQQQRGKRLSAVKEPIGIVAAITPWNF 

                     PLAMIARKIAPALAAGCTVVAKPAEDTPLTALALAFLAQEAGVPPGVLNLIAASRERG 

                     IDAVADWLADGRVRKITFTGSTPVGKLLARESAATLKKLSLELGGNAPFIVFDDAELD 

                     AAVDGLMAAKFRNGGQTCVSPNRVYVQAGVYDAFAAKLAARVAALKVAPATDPAAQIG 

                     PMINARAVDKIARHVGDAVERGARVLAGGKRLAELGPNYYAPTVLADATADMQLTCEE 

                     TFGPIAALFRFDTEDEAVGAANDTPFGLAAYFYTQDVRRIARVSARLETGIVGINEGA 

                     LASEAAPFGGVKESGYGREGSRYGLDDYLSIKYLCQGGLD" 

     gene            complement(565803..566294) 

                     /locus_tag="APZ15_34810" 

     CDS             complement(565803..566294) 

                     /locus_tag="APZ15_34810" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880485.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AsnC family transcriptional regulator" 

                     /protein_id="ALK23057.1" 

                     /translation="MTDSKLDRIDLRILSQLQKRGRMTNVELADAVGLSPSPCLIRVK 

                     RLEKAGYIGGYGAHIQLEKLGDVQVVFTEVTLADHRREDFDRFVAAIRNVDEIVECHL 

                     ASGGYDYLLKFITRSVSHYQTIVEGLLEQNIGIEKYFSYVIIKSPFVKRHYPLESLFG 

                     ERH" 

     gene            complement(566379..567779) 

                     /locus_tag="APZ15_34815" 

     CDS             complement(566379..567779) 

                     /locus_tag="APZ15_34815" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006749695.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23058.1" 

                     /translation="MNHAALIEADRQHLIHPVVNYRAHEARGVTMLESADGVFLRDAA 

                     GHTLLDAFSGLWCVNVGYGRDSIVKAAAEQMAKLPYATGYFHFGSQPAIELAERLAAL 

                     APPSLNRVYFTLGGSDAIDSAVRFITHYFNATGRPSKKQMIALERGYHGSSSIGAGLT 

                     ALPAFHRHFDLPRADQHHIPSPYPYRHPLGGDPQALIAASVAALEAKVAELGADNVAA 

                     FFCEPVQGSGGVIVPPAGWLKAMRDACRRLGILFVADEVITGFGRTGPLFACETEQVD 

                     PDLMTVAKGLTAGYAPMGAVLMSDEIYEGIAGSRAESAVVGHGHTYSAHPVSAAIGLE 

                     VLKLYHEGGLLANGQALAPRFAAGLDALRAHPLVGDARSAGLLGALELVADKTHKTRF 

                     DAALNVPDKIAAAAYANGVVFRAFGDGVLGFAPALSFTAGEFDLMFERVRKTLDDVLA 

                     DQGVQRALDAAHAQPA" 

     gene            complement(567941..568867) 

                     /locus_tag="APZ15_34820" 

     CDS             complement(567941..568867) 

                     /locus_tag="APZ15_34820" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336808.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glyoxylate/hydroxypyruvate reductase A" 

                     /protein_id="ALK23059.1" 

                     /translation="MSFLYKADPVRGAQWAQRFAQQAPELPFRIWPDLGDPEAVRYLA 

                     AWQPPDDPAMLLPNLEVVFSVGAGIDQFDLSRVPAHIPVVRMIEPGIVEGMVEYVTQA 

                     VLTIHRDLLDYAAQQRAQVWREQPVRAAASRRVGVLGLGTLGQAVLDTLRRFGFPCAG 

                     WSRTPRTLDGIDCYAGDAALDAFLARTDILICLLPLTDGTRGLLGARVFDALPAGASL 

                     VQVGRGPQLDEAALLAGLASGRLDSAILDVTDPEPLPAGHPFWTHPRIRITPHIASAT 

                     RPDSAVDAVLANLARHRAGQPMIGVVDRARGY" 

     gene            complement(568880..569740) 

                     /locus_tag="APZ15_34825" 

     CDS             complement(568880..569740) 

                     /locus_tag="APZ15_34825" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006482807.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="GCN5 family acetyltransferase" 

                     /protein_id="ALK23060.1" 

                     /translation="MSDLNPSRTLIYRRFAETDLPAAHRLSEAVKWPHRLDDWRFVLQ 

                     LGDGFVAEDETGIVGTALGWRFGEAHASLGMVIVSPEHQGRGIGRELLTRVVDSFGTR 

                     TIFLHATPAGEPLYAKFGFEVIDTIDQHQGAAFQPPLISLPPGERLRPIGANDGPRLA 

                     ALASRAAGYRRDEVIEALLGVANGIALDRDGELLGFALFRRFGRGHAIGPVVAPDAQR 

                     AQALISHWLALHEGKFVRLDVPGDSGLSDWLQGLGLPRVDTVVAMARGATPARDPALR 

                     AFAIVNQALG" 

     gene            570172..570840 

                     /locus_tag="APZ15_34830" 

     CDS             570172..570840 

                     /locus_tag="APZ15_34830" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549842.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="dehalogenase" 

                     /protein_id="ALK23061.1" 

                     /translation="MIQFEPKYITFDCYGTLTRFQMADLAREIYADRLSPVAMEDFVR 

                     AFAAYRLDEVLGAWKPYRDVVVNAIRRTCARVGVKFDEAEAERFYHAVPTWGPHPDVP 

                     AGLSRLATKYKLVILSNAMDEQIMSNVDKLGAPFHAVFTAQQAQSYKPRMQGFEYMFG 

                     KLGCKPEDVLHVSSSLRYDLMTAEDLGIKHKAFVNRGHEPGTPFYNYYEVSDIGHLAT 

                     QLGL" 

     gene            571015..572553 

                     /locus_tag="APZ15_34835" 

     CDS             571015..572553 

                     /locus_tag="APZ15_34835" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006749699.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chemotaxis protein" 

                     /protein_id="ALK23062.1" 

                     /translation="MKLSTKLLMLVAAALLGVVLLAALSLHTLRDALIDSRREEIVIL 

                     LTKAEHLVDSYRALQTSGTLTQEQAQQQAKAALAALNANSKSYFWVTTSDGVNLVHPN 

                     AKFIGTRAKGNRTTSGMTDSEAYRAGMAQAHFALVDVLIKRSPDADLEPKLQGVVAIP 

                     DWNWWIGTGFFYDDINAAFARLAMALGAVALVIAAALAAIAWGVLRSVRRTLGGEPAH 

                     ATQIAARIAAGELDVQFDTAHAAPGSLLVALGDMKARLTDTIAEIQTTTHSIATGTGE 

                     IAQGNLDLSQRTEQQAASLQETAASMEQITSTVKQNADNARQANALVAQAKDATELGG 

                     AAVQAVVETMRQISDGSVRIADITVVIESIAFQTNILALNAAVEAARAGEEGRGFAVV 

https://www.ncbi.nlm.nih.gov/protein/940702601
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=570172&to=570840
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=570172&to=570840
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702602
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=571015&to=572553
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=571015&to=572553
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702603


                     ASEVRSLAQRSAAAAKDIKGLIDASVERAGSGSRLVETAGERMTEIVRSIDRVADIMG 

                     EISAASAEQSTGIEQIGLAVAQMDEVTQQNAALVEQAAAAASSLDEQAARLRAAVSVF 

                     RLAA" 

     gene            573135..574721 

                     /locus_tag="APZ15_34840" 

     CDS             573135..574721 

                     /locus_tag="APZ15_34840" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661225.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23063.1" 

                     /translation="MSDDIDNGGGNGGFTRRDMMKVMAASGMMAAGAGGLLMNPASAF 

                     AAPAAKRGGKIRVANESGSTADTLDPAKGSTGADYIRFFMFYSGLTQLDASLTPQMNL 

                     AESLQTTDAKTWVIKLRKGVTFHDGKSVGPADVVYSLMRHKNAATASKVKPLADQFAD 

                     AKASGPDEVTLTLVSANADLPVILATPQLVIVKDGTTDFSTGIGCGPYKLKSFKPGVS 

                     TVGVRNDSYFKPGRPYLDEIELIGIGDSAARLNALLSGDVHLINAIDPRSTQRVSSTP 

                     GYALKETKSGLYTDLIMRSDNPIVSNPDFVEGMKYLFDREQIRSAVFRGYSVIGNDQP 

                     IPPGHRYFNASLPQRAHDPDKAKFLLQKAGALGVTLPPMYATSDANGSVEMAVLLQQA 

                     GQKIGLNLQVNRASPDGYWSNHWMKHPLTFGNINPRSSADVLFTQFFKSDAPWNESGW 

                     KNAKFDQLLLAARSETDDAKRKQMYGDMQVIVSQQGRVGIPAFISFLDGYDKRLAGLG 

                     SIPTGGMMGFMFAEHVWWNA" 

     gene            574801..575754 

                     /locus_tag="APZ15_34845" 

     CDS             574801..575754 

                     /locus_tag="APZ15_34845" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335753.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23064.1" 

                     /translation="MNRILIGLIVRRIALTALTLLIVSAIIFTITNLLPGDAAQAALG 

                     QSATPETVAALRQQFGLDMPAHVRYAHWLAGLMHGDFGRSLSGDMPVSEMIGGRLPKS 

                     LTLAAITTAVSVPIALLLGILAAVKRESLVDRVISLGTLSLVATPEFLIATVAVLVFA 

                     VKLRWLSALSYSGEIESLHDFLRAYAMPVLTLCAVVIAQMARMTRAAVIEQLSASYVE 

                     MAVLKGASPARVVLRHALPNAIGPIANAIALSLSYLLGGVIVVETIFNYPGLASLMVD 

                     AVSNRDFPLVQACTMIFCVAYLTLVLFADLCSIVSNPRLRT" 

     gene            575785..576744 
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                     /locus_tag="APZ15_34850" 

     CDS             575785..576744 

                     /locus_tag="APZ15_34850" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493727.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-directed RNA polymerase subunit alpha" 

                     /protein_id="ALK23065.1" 

                     /translation="MHPTDPVQRSNTLPPSGEPRPPWGGATPPAAPAPDQPRKRRSAR 

                     IELTAGGRVGLSMVGLMLFIAVFAPLLAPHDVGAIVTPDVFARFSAKLPFGSDFLGRD 

                     MLSRILYGTRLTVLLALAAVLLAALTGTTLGLLATVSGRAVDETMSRLLDALTSIPSK 

                     MFALMFVAAFGSSLPLLVLTAAVSYMPGSYRIARALAVNISTLEFVQVAKARGESALY 

                     IACVEMLPNMIHPMLADTGLRFTFVVLLLSGLSFLGLGVQPPYADLGSLVRENIASLG 

                     DGSAVAIMPAVAIAILTVGVNLLIDGLPHRGRRKGAAAAAGEH" 

     gene            576744..578618 

                     /locus_tag="APZ15_34855" 

     CDS             576744..578618 

                     /locus_tag="APZ15_34855" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010099475.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter" 

                     /protein_id="ALK23066.1" 

                     /translation="MRDQSTPLVEVRGLRVVGGRPGAAETTIVHDVDFEIGRGEVLAL 

                     IGESGSGKTTIALSLMGHARTGCRIAGGSVKIGGTDVCRLSASGLAALRGRKVAYIAQ 

                     SAAASFNPSRTILDQVIESALIHRTMSKRDAQAKAVELFRALALPEPETIGKRYPHQV 

                     SGGQLQRLMAAMALITDPELVILDEPTTALDVTTQIDVLQAFKSVIRRYGMSAVYVSH 

                     DLAVVAQMADRIVVLSDGVIRETGDTEQILHAPAHPYTQSLIAAVTPNDAQRDGKPAP 

                     ADPAPLLEVRGAVAGYGGRNAKGWPAKLILNEVDLRIGRGQTVGVIGESGSGKTTLAK 

                     VIAGLVPAAAGKILLDGEPLARDIGKRTKEQHRRVQIVFQNADTALNPVHTVERTLAR 

                     PLAFYHGIKGARARQRVAELLELVRLPQAVAARRTGELSGGQKQRVNLARALAAEPDL 

                     ILCDEVTSALDTVVGAAIMDLLRDLQAKLGVSYVFITHDIAKVRAISDDIVVLYAGRR 

                     VETGSRDALCAPPYHPYSHLLVSSAPELRAGWLDDAAERCHRPLVPIGERADDGELCP 

                     FLSRCAMRVDGLCNRTPPVLRKLDNGAQVLCHRNEEDLARFQAEPTQAGAAPGQPVQL 

                     " 

     gene            578816..580093 

                     /locus_tag="APZ15_34860" 

     CDS             578816..580093 
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                     /locus_tag="APZ15_34860" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372397.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK23564.1" 

                     /translation="MKFESYWLDTRPAFRAGCEGPVEGRADVVVIGGGFTGLSAALAL 

                     AQRGVSVVVLEAAQVAGEASGRNGGQCNTGVAQDYASLAARMGAEPAKQFYRAYESAV 

                     KSVETIVTEHAIDCDFRRAGKLKLAAKPQHFAGLAKTFDALRRDVDPDIELIEPTRIR 

                     DEVASDGFYGGLLQRNGAQMHMGKFGVGLAHAAVRAGARVYEHAAVTQLDRLDGERHA 

                     ITCTRGRIVADRVLVATGASQHGPFGWFRRRIAPVGSFIVVTEPLADAQLNRLFPHRR 

                     AYVTSRQIGNYFRVTPDNRLLFGGRARFAMSSPRSDAKSGDILRAGMAGYFPELADVR 

                     LDYCWGGLVDITADRLPRAGQHDGLYYSMGYSGHGVQMSVHMGRVMADVLYGATASNP 

                     WRELDWPAMPGHFGHAWFLPFVGAYYRVQDFLH" 

     gene            580201..580665 

                     /locus_tag="APZ15_34865" 

     CDS             580201..580665 

                     /locus_tag="APZ15_34865" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372398.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23067.1" 

                     /translation="MLDLIHDSVEDTTPCTPRVARPVSPAIGDVLRTIDASFAQPLNL 

                     DTLAAVAGLSVSRFTARFRSETGLSPHRYLCLVRVRRAQDLLRAGVAPSVVATDVGFF 

                     DQSHLCRHFRRVLGITPRDCVVARPGGASARTTSARAHTERRAGASAGGVHT" 

     gene            580757..581491 

                     /locus_tag="APZ15_34870" 

     CDS             580757..581491 

                     /locus_tag="APZ15_34870" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758405.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23068.1" 
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                     /translation="MTAAFVLHRADGAPCSTSFRKQAFGDGDPFARHREIAWEGPDSM 

                     AAGRIAFVGELDVARFPHIETIAVIEGELTLEAAGAAPLVLGPGEGAVIGAGTALRIN 

                     AESRVLLMFCAAACTTPTKHGLFPLRADADFKPSASLPPEVLLGPAPQCRSDNVFLDD 

                     GAGYCAGTWDSTPYHRIVRPHRVNEFMLLLAGSVRFAAPDGSVLSLGTGDALFVPRGA 

                     SIGWESSERVAKFYVVQNVRASTERD" 

     gene            581494..582819 

                     /locus_tag="APZ15_34875" 

     CDS             581494..582819 

                     /locus_tag="APZ15_34875" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661232.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-amino acid oxidase" 

                     /protein_id="ALK23069.1" 

                     /translation="MSPPLRLIETSPTPPASADVVVVGGGIIGVFTAYYLARRGVSVA 

                     LVEKGRIGAEQSSRNWGWCRQQNRDERELPMASKSIDLWERFAAESGEDTGFHRCGLL 

                     YLSNDEAELSRWANWGEFAKTAGVTTYMLDRKQATERGHATGRTWKGGVFSPTDGTAD 

                     PEKAAPAVAAALMKLGGSVHQHCAARGIELEGGRVGGVVTEAGVIKTRTVVLAGGAWA 

                     SSFCRQLGIRFPQASIRQSILSVSPVEHPLPDAMYTSGVSVTRRSDGRYALAISGRAR 

                     VDVTPQFLRFAPQFLPMFAKRWRNLLPGWLEGVRGGHETLKRWRLDEPTPMEVVRILD 

                     PKPDMPTVNETHRRAAELFPELRDAKITHAWAGFVDSTPDGVPGIGEVPGVPGLILAA 

                     GFSGHGFGIGPGAGHLIADLATGAQPLVDPVPYRPERFSDSAWGKVADF" 

     gene            583012..584481 

                     /locus_tag="APZ15_34880" 

     CDS             583012..584481 

                     /locus_tag="APZ15_34880" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661234.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aldehyde dehydrogenase" 

                     /protein_id="ALK23070.1" 

                     /translation="MNSSVISPVRHLMQAGRLDRFFIDGDWVLPDGGDRFAVVCPSTE 

                     DTVCDIPLGSARDADRAVTAARRAFERWSATSPQARAALLDRVHTLMLERAELFATAL 

                     ATEMGAPIAYARAAHVPLAAEHIRVARDNLARYPFVSRRGTTAIVREPIGVCALITPW 

                     NWPIYQITAKVGPALAAGCTVVLKPSELSPLSALLFAEVIADAGVPAGVFNLVSGNGA 

                     EVGSALSSHPEVDMVSITGSTRAGVLVAQAAAPTVKRVAQELGGKSPNIVLPDADLQQ 

                     AIAPGVAAAFRNMGQSCSAPTRMIVPRAALGAVEALAVAAVERLVVGDPFAEATTHGP 

                     LANRAQFGRVAQMIDAGIDERAKLVAGGPGRPAGFDRGFYARPTIFSDVRTDMTIAQQ 
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                     EIFGPVLAILPYDTVEEAIAIANDTVYGLGAHVQGSDHESVRAVAARIRAGQVHLNYP 

                     AWDPQAPFGGYKQSGNGREYGIEGMEDYMEIKSIIGFYD" 

     gene            584551..585738 

                     /locus_tag="APZ15_34885" 

     CDS             584551..585738 

                     /locus_tag="APZ15_34885" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758409.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amidohydrolase" 

                     /protein_id="ALK23071.1" 

                     /translation="MEKPVIPDTSLQAHHAHWARLRRDLHAHPELRFEEHRTADVVAR 

                     ELDALGYAVSRGLGGTGVVASLPGADPARGIVLRADLDALPIQEANDFAHASCTHGIM 

                     HACGHDGHTVMLLGAARILKELPPLPGAVHFVFQPGEEGGAGARKMIDDGLFEQYPTE 

                     AVFGMHNWPGLPAGHFGLRTGPIMAAGSRFRIKVTGKGAHAAQPHLGIDPVPLACSMV 

                     LQCQTIAARHKDPVDPAVISVCMIHAGTTDNVIPDSVELRGTIRTLSSALQQKLQTDV 

                     QLTCEGLARAYGAQVDVEFFQYYPATVNTPAETALCEAVIGDTFGGERLYRDVPPNMT 

                     SEDFGFMLEERPGAYVLIGNAPEGAAAPSLHHPKYDFNDEIIPAGVRYWVALAQHYYR 

                     RSS" 

     gene            585820..586062 

                     /locus_tag="APZ15_34890" 

     CDS             585820..586062 

                     /locus_tag="APZ15_34890" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23072.1" 

                     /translation="MQVLPGVAQPANVRAVYPTRLAASAKVQACVDFPADVFGRMAWP 

                     AVFGVDLHRVTAVVSSGHAAEARRQMTACDESHPRS" 

     gene            587035..588678 

                     /locus_tag="APZ15_34895" 

     CDS             587035..588678 

                     /locus_tag="APZ15_34895" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349778.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="papd-like protein" 

                     /protein_id="ALK23073.1" 

                     /translation="MKKLILAWVLVLGFAFGQMPSTVLAQTTTANVLVLYDAPPNDPY 

                     TKLGMAYAIMLRNLLGHFNTNVTLAPVDSYTAGTVEKYQATFYLGNYYNNTLPAAFLS 

                     DVVKTSKTVVWFKDNLWEVAWDPSYNFTARYGFTFSGISGLAYAPTSSNPNPDFFDTV 

                     LYKNMSMVKYYAFNASTGVVSADPDIGITAVSDATKASVLVTIKDSQTGAQAPYVMRA 

                     GNFWYFADMPFSYIGPRDRYLVICDLLHDILGTNQPVLHRAMVRLEDVNAFTTSSSMK 

                     TLTDYMYSKKIPFSIATIPLYQDPLGAYNGGVPLTVHLAQASSLKQALNYALIRGGSI 

                     VMHGYTHQYNSTPNIDNAVSGNDYEFWLATQNRPVDEDSTQWASNRLKAGLLELSTNG 

                     YVPFAWEAPHYQSSPLSIKAVPPLFKTTYQRVVYYTSDQPNLNSTAPNHDFSVGQFFP 

                     YIINTDYYGQRVLPENLGNIEYNICGIDPFSCLSYTWQDLYTNAQYALTVRDGFASFF 

                     FHPFWLEPDLGTPGFQDFQSLVNGITGLGFQWVAGNGVK" 

     gene            588762..589184 

                     /locus_tag="APZ15_34900" 

     CDS             588762..589184 

                     /locus_tag="APZ15_34900" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007175743.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23074.1" 

                     /translation="MGSEINPRGSGRKICSRPHTFFYCAPPFWQTEGYGVAFPFEEYE 

                     QMAATMRTRAGKIMVSINDHPDIRRVFEGFEMEKASLNYTVGKSGRDAARGELIVYSW 

                     DRAAAPAGLFQRQCGKVSPSQGATLREQRPCWTRRKIE" 

     gene            589247..589612 

                     /locus_tag="APZ15_34905" 

     CDS             589247..589612 

                     /locus_tag="APZ15_34905" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_018442499.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23075.1" 

                     /translation="MALDETRKQLGLDDLAAASAMLLGEGDVPVPGKFAGATPGTSVA 

                     SLAARKLFPQILPFRLPMITGVGLSGIRISFTRRLGAWVGRTIPVVGEVFLARDAFLI 

                     MRNTVTTYNRLVKPEDRVL" 

     gene            589616..589981 
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                     /locus_tag="APZ15_34910" 

     CDS             589616..589981 

                     /locus_tag="APZ15_34910" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006484358.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl carrier protein" 

                     /protein_id="ALK23076.1" 

                     /translation="MKDDTWERFEAFTRKELGRPLFGGQLNLQPESRLEEDLGVTGLD 

                     GVEFIDKWAETFGVDAQGFPYRRYFGPEGQELLSSLIGLFVKRLRPPKRHPLTLGMLA 

                     EATRRGKWDTDAIEAAAGE" 

     gene            complement(590209..592191) 

                     /locus_tag="APZ15_34915" 

     CDS             complement(590209..592191) 

                     /locus_tag="APZ15_34915" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372385.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23077.1" 

                     /translation="MFASRSRFPLHVAALSSAIVLAACGGGDDVASTTPTSAAMPAPP 

                     ADPGFVDSAPVPGVPAFVDNVATNQRGDARYATLSTNAAVRVVSRFLDLWQPSTMLVD 

                     AGVSAPANGAFPAISPSTCTGLPGSGTPCGTILNDAVLRANVQYVVNATTARTPQQAD 

                     AAYYDDRRGKGYSVTDGMGPLTSAWRTAAQQATSITSVPADATTVLYNDTGNNVGVGG 

                     SANASFGKVVDLLNEMGNNASTEPAKRFYKYARPYRWSTSVVVAPTLVPAESTTPATD 

                     GGFISGHQAEAMRDAVTMAWLVPERYQEMVSRGLELGENRILAGMHSPLDVIGGRMLA 

                     LAISAANLAAYANDAQAAYGQAHQTLQQLTGTTGSTFAAFAHSGTTATDRFADYATNK 

                     AAFARRMTYGFGALDATGAPPVVPKGAEILLQTRFPYLGADQRRVVLKTTELPSGYPV 

                     MDDAEGWGRLNLFAAADGYGAFNGNVIVAMDASKGGLNAADLWRNDITGTGKLTLQGS 

                     GALTLQGSGALTLAGNNSYTGGTQVSGGTLAAASATAFGNGDVYVGAGGGIRIAAGAP 

                     VTIATRYTQLDNTTLELDIDGNGGGRLRVGGAFTVAGGTLHVKFVNGYAPKAGDTIAL 

                     IDAAAGAAKFATVTVDGFKATPVYTATGVSIVLSAA" 

     gene            complement(592528..594048) 

                     /locus_tag="APZ15_34920" 

     CDS             complement(592528..594048) 

                     /locus_tag="APZ15_34920" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010096646.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=589616&to=589981
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702617
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=590209&to=592191
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=590209&to=592191
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702618
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=592528&to=594048
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=592528&to=594048


                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23078.1" 

                     /translation="MSASTSIEKIADWAGRNHLVVGALGTLMSLAAIGISAATLWATR 

                     SEVVEHAHETSRNVAAVLVSEIARTVETSNNALIALSADLGKPEVRRMDAGLRHDLLF 

                     QRAAAQYVTGMGVTDRDGRLIDACCGPSHHWNFGDRDYFKVHRDSPNVGLYVSEAYRA 

                     RSRGGTESIALSRRIERPDHTFNGIAVVAIDLAYFDQLLSRLDVGPHGISAIVRADGT 

                     ILARNPSLNDHQMVRLRRSKAFDRMLNQDSGFYAAHSRIDGTLRLYTFQRVPGTPLIA 

                     VVAPAEADVLAGFIRMSWSVGVSASLLCALFCAVVWLLAFALRDNLRKQTLLTDLTRT 

                     DPLTGLHNRRALDVALADEWERLQRGHDGSLSVLFIDADHFKQYNDRYGHARGDTALR 

                     FLAACIRAHTQRRGDLAARYGGEEFVAVLPDTDERGAAKVAEAIRREVERNRLDGFAE 

                     PVPPFTVSIGCATGHRARPASVHALSHQADMALYRAKREGRNRVCCAETEPIARSA" 

     gene            complement(594326..596674) 

                     /locus_tag="APZ15_34925" 

     CDS             complement(594326..596674) 

                     /locus_tag="APZ15_34925" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350065.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23079.1" 

                     /translation="MCSRDAAWAAGWRAVLLLLIALAVTCATARAAATPNPAQLEAVS 

                     VFEDTSTTMTAEQVAARVADQPHDASTTTAPSFNIAFSRSAWWVSATLTNRDSAARPL 

                     VLALRDARVDHADFYVGRNGRWTLDSRFPAADAGGDAAGPPSRYPALNITLPAGASIP 

                     VLIRVTSRKEMRLAPVAFTRAAWDALERRATMWDFGFFGGLLALVWCALLIGFFSRSG 

                     VFYVLAGIALGTTLFEAAYRGYTAMALPPALREWSARGEIIFVYLAIACFIVFILTVA 

                     RREQARLPLRAVYMAFLALEFVGVAGAACGDLLTFTWFCLRLNAALGIVNISLALWLA 

                     VRRTPTGRVMLIAIAFATFNMLIRVLDGIDALPPVLSWLKSDIYPNPVIAIVGLATHL 

                     LVLAAWIHHVGRQRTEARKRLEHWQLTEQDRLRDEVARRTLALNDALQQVTTHMQQKI 

                     ETLGYVSHDLRAPLSTINGYAKLLLQGATRGQARLIRSIDRSIRYQLTLIDELLAFTK 

                     AELQPLGVSPDATDLPGLLDDIGHYALALCAQQDNRFAYRPASPLPRTMSIDGMRLQQ 

                     VLLNLLSNASKFTRDGTVTLSVHASREGDAWRLLFEVADTGIGIDISGTRDIFRAYQQ 

                     VQAVNGGTGLGLFIAQRIVGAMGGELAVASQPGIGTSFSFAIVAPAVGHVLVPASELV 

                     RRFHAADEAVPGGTVPAMGCPPDDALDALIRLAGNGQLTDIEEWLGQYADEQDYAAFV 

                     QEVREHLDTLDLHAIEKLAGTLKRARHAAATDDAETDAAGPA" 

     gene            complement(596667..597500) 

                     /locus_tag="APZ15_34930" 

     CDS             complement(596667..597500) 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702619
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=594326&to=596674
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=594326&to=596674
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702620
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=596667&to=597500
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=596667&to=597500


                     /locus_tag="APZ15_34930" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350064.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23080.1" 

                     /translation="MSSRSSSPASLRSTPDLADAHILVVDDRPNDLRLLTEILRAARC 

                     RISVAFDGLQAYHRAQAIAPDLILMDVRMPRMDGFAACRLLASTPSTQSIPVIILTAA 

                     GDLEDRIAGLETGAIDYIVKPFEPTEVLARIRNHLKRARRSQPFAHLPEMPDNPEAAL 

                     VRAAAEVLLRDLRHPPALEDLARQVGTHEKRLSRVFRDQLGLTVFEYLRDTRLRAAMH 

                     FLAETSMGIGDIAEEIGFSTPGNFATAFRERFGITPSDWRRQRHAVNAPPTPGGHHPD 

                     V" 

     gene            598931..603583 

                     /locus_tag="APZ15_34935" 

     CDS             598931..603583 

                     /locus_tag="APZ15_34935" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336988.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="adhesin" 

                     /protein_id="ALK23081.1" 

                     /translation="MNKSFKSIWNEALGAWVAASELDRARGKRVASASGPREHAANEG 

                     AAQRAGLLSAPSPRRLAVLMASTYLALFHAGAHAQYAPDGGSATGGVTSISIGVGSSA 

                     AQQNSTALGNLSTAAGVSATALGPGAHAMADGSTAVGINAQATGVNSASLGVQAIGSG 

                     AYSVAVGNSAQATQTGTVAIGSGATANGTSAVGLGNNATASGQYAVALGLGAVSSGIG 

                     GVALGYSSQATNQGAIALGNQSTSSGAAGVAVGSGALTSGNSAISMGVNSGAKGATSI 

                     AIGWGGTAGVPGSGTQSLGVSSIALGSKTTAGADQAMAYGLSANASGVSSIAMGVQST 

                     ATQQFAVALGNLALGSGISATALGPGATASATNATAIGINSVAAAASTVAIGDSNSVA 

                     AAAGAGSIAGGNSSKVLSGVGAVALGLGQTVSGNGAVAIGDPSTAIGTGAVTMGSNNT 

                     ANGDGAVAIGNSNLAQGTGSLALGNTSTAAAAGAVAFGASAVANNANDVALGSGSTTA 

                     APNPTASAVIGGVTYNFNGTNPTSVVSVGAAGTERQITNVAAGRINSASTDAINGSQL 

                     DATNQAVNSLSTSTASSVSSLSTGVSSLSTGLSSANSAITSLSTSTSTGIGSLSTGLS 

                     STNSSVTSLSTSTSTGLSSANSAITSLSTSTSTGITSLSTGLSSTNSSVTSLSTSTST 

                     GLSSANSAITSLSTSTSTGITSLSTGLSSTNSSVTSLSTSTSTGLSSANSAISSLSTS 

                     TSTGITSLSTGLSSTNSTVTSLSTSTSTGLSSANSAISSLSTSTSTGLSSTNSSVASL 

                     STSTSTGVSSLSTGLSSTNSTVTSLSTSTSTGISSLSTGLSSTNSTVTSLSTSTSTGI 

                     SSLSTGLSSTNSAVTSLSTSTSTGVASLSTGLSTTNSTVTSLSTATSTSIGSLSTGLS 

                     STTSSISSLSTSTSTTVGSLSTGLSSTNSNLTSLSTATSTGIGSLSTGLSSIASNNGN 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702621
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=598931&to=603583
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=598931&to=603583
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702622


                     LGNSTAGAIGGGATYDPTTGTISAPSYVTYNSDGSTTINNNVGSAIDNINAHGIKYFH 

                     ANSTAPDSQALGLDSVAIGPNAVAKVDGSIALGAGSVSDRATVPASGTIRNGSASIPF 

                     NTTDQTLLGAVSVGDATNKTYRQITNVADGTGQQDAVTVRQLAGALQSFAVTTTKYFH 

                     ANSTAVDSLAVGAESVAVGPTTVVNGDNGVGIGNGAIVDATAPGGVAIGQAASAAQAD 

                     AMALGSGATATGAQSVAQGANAVAASVGSVALGSGAHATATDALAFGAGASATLANSI 

                     ALGSGSLTTVGAQTNYIAYGLSSPQSSAGEINIGNRQITGLAAGKSGTDAVNVSQLDS 

                     VANQLTTLITQRTSNLGGSYTTNPTGTNVPPGSTGPNSSAGGSGAVASGSNSTAVGNG 

                     SLASGNGSTAIGVGSTATGNGSTAIGTGSNDGGRSNVVAVGSAESARQVVNVAAGTQG 

                     TDAVNVNQLNAVSNQFTQSLNTVNNQLTQMQQQIQQTDSMARDGIAATAAMASIPHMD 

                     RDSNFAMGVGTASFLGQKAMAVGMQARLTENLKATLNGGFAGSQRVVGAGMLYQWK" 

     gene            603711..604373 

                     /locus_tag="APZ15_34940" 

     CDS             603711..604373 

                     /locus_tag="APZ15_34940" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006765665.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23565.1" 

                     /translation="MKKTSLALLVSVVSLAACSSASGPTFNAYELQPRNGVRTFRVDC 

                     HGILSSEKTCMKVATRMCDTQPVRLVDSEAPFRDGADPRSIEFQCGAAPAPLPAPVAA 

                     APAAAEKVSLTGDTYFATDSATLTPAARASLDALLSRQADRHFSLVKVTGYTDSVGSD 

                     AHNLALSQRRAEAVGSYLREHGVNADSVTATGKGEADPVGSNETAEGRASNRRVEILL 

                     QK" 

     gene            604713..605627 

                     /locus_tag="APZ15_34945" 

     CDS             604713..605627 

                     /locus_tag="APZ15_34945" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372285.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23082.1" 

                     /translation="MEIKWIEDFIALAQYQSFSRAAEFRNVTQSGFSRRIQSLEQWIG 

                     AELIDRSSFPPVLTPAGRLFRETAEDVLSRLFDTRAIIRTEQRIAGKSLQIAAGHTIA 

                     LNFLPSWLKALAPHFGEVRARVVPTNVHDSILMLVNGNCELMFAYHHPELPLHLDPVR 

                     YEHVTVGLDTLMPACRPNRRSAPAFRLPGTKQHPLPLISYTDTSYFGRCLALLLDRAP 

                     DAPALQLHYESDMAEVLKKLVMEGEGVAWLPRSAIAAELAAGELVPAGPAAWNLEIEL 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=603711&to=604373
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=603711&to=604373
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703106
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=604713&to=605627
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=604713&to=605627
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702623


                     RVYRDASNRSEFLETLWQHLHAEPSRRG" 

     gene            605792..607066 

                     /locus_tag="APZ15_34950" 

     CDS             605792..607066 

                     /locus_tag="APZ15_34950" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751624.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="C4-dicarboxylate ABC transporter" 

                     /protein_id="ALK23566.1" 

                     /translation="MKNRLTSSIAIGMVLGVAAGYACHTSIADPGTLKTVAGYFSIVT 

                     DIFLRLIKMIIAPLVFVTLVSGLAGMDSGEDVGRIGLRSVAWFVCASLVSLGLGLVMA 

                     NALQPGAGLNLAEPAGEANLGLNTAALNARDVITHAFPTSLLDAMARNDILQILVFSV 

                     FLGIALGALKHDQRVGIVIRSIDGMVPVMLRLTNYVMRAAPLGVFGAIASSVALRGLD 

                     VIYTYGKLIGAFYLGLLVLWTILIGAGYLFLGRRVGALLRAVREPALIAFSTASSEAA 

                     YPRLTEQLEKFGVDKKVVGFTLPLGYAFNLDGSMMYQAFAALFIAQAFGVHMPLSQQV 

                     FMLLILMLSSKGMASVPRGSVVVVAAVAPMFHLPAAGVAMILAIDQVLDMGRTMTNVI 

                     GNSVATAVIAKWEGARAAQPDSAAFDSRELNA" 

     gene            607063..608523 

                     /locus_tag="APZ15_34955" 

     CDS             607063..608523 

                     /locus_tag="APZ15_34955" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661090.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aspartate racemase" 

                     /protein_id="ALK23083.1" 

                     /translation="MTHRDIAGTGRTFGVVGGLGPLGSADVFFKLVKATPASSDEDHV 

                     DLIFEQHPFRGSGSGSAATTARKLYVFDMIRAFEKRGVTTVVLPCFLSHTFIDELKAN 

                     TRLPIVDIVEAVRSHVQRTYPGAIRIGVLASDHVRADGLFERYFPAPQFEIVHPRPRG 

                     DVDPVTEAIYGADGIKRGNLRGRPVELLRDACEDLADQGAQVIVPGLTEIALVADEIG 

                     PLRIPLIDSNLAYAQYAVSTRCAARAPVFKIGVVGGVGPAATVDFLDKIVRNTPASRD 

                     QEHIKLLVEQNPQIPDRTANLVGDGTDPTISLYATCRRLEDGEADLIAIPCNTAHAFV 

                     ERVQPHLGIPIVNMLTVTAAHLRDAYPGLREVGVLATSGTIESGVYEKALESYGFRQV 

                     APAPALQARVMEAIYGERGVKAGFTTGQCQADIDAAVDALIADGVEVIVLGCTELPIL 

                     LPGREYVAPNGVRATLVDPTDVLARQCVAYATAAGA" 

     gene            complement(608738..608926) 

                     /locus_tag="APZ15_34960" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=605792&to=607066
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=605792&to=607066
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703107
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=607063&to=608523
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=607063&to=608523
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702624
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=608738&to=608926


     CDS             complement(608738..608926) 

                     /locus_tag="APZ15_34960" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372277.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23567.1" 

                     /translation="MLSVYVVKTGEQFLCTAEDGDIGMAPAVEDATSFRSYEEAEMAA 

                     HMHADPGYEIVAVCVLRH" 

     gene            609092..609307 

                     /locus_tag="APZ15_34965" 

     CDS             609092..609307 

                     /locus_tag="APZ15_34965" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350052.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23568.1" 

                     /translation="MQTPDLEHLVTVTMPFGKYKGRLIADLPGPYLNWLAREGFPRGE 

                     IGRQLALMHEIDHNGLRDLLEPLRKRG" 

     gene            609427..609936 

                     /locus_tag="APZ15_34970" 

     CDS             609427..609936 

                     /locus_tag="APZ15_34970" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751633.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23084.1" 

                     /translation="MRRLYFLVPDTQMAKAIVDDLLRARIIWRHIHVLADHSVTLDQL 

                     PEASLLQSSDVVHALERGVALGGAAGALIGLVALVFPPAELVIAGGAVVGLTLAGAGF 

                     GAWTAAMIGIAEPNARLQRFREAIQEGQILIMADVPALREQEIEEMVARHFPTADLEG 

                     AEPTTPIFP" 

     gene            610134..610649 

                     /locus_tag="APZ15_34975" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=608738&to=608926
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703108
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=609092&to=609307
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=609092&to=609307
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703109
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=609427&to=609936
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=609427&to=609936
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702625
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=610134&to=610649


     CDS             610134..610649 

                     /locus_tag="APZ15_34975" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350050.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23085.1" 

                     /translation="MELHMQSHHWARRTPDWVAAAVAGLAGGALVIALEFVWSTLVLG 

                     SSPWQPTHKIAAMVMGRSALGQMTQFNLEIVAMALLLHYVLGAIMGVMLAAIMAPFRL 

                     DSSVGMEAAIGLAFGIVAYGWNFYVMTAVFPWFVSERGAGPLLANLLFGVVAAITYGR 

                     LERLRKHNVDD" 

     gene            610754..611905 

                     /locus_tag="APZ15_34980" 

     CDS             610754..611905 

                     /locus_tag="APZ15_34980" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350049.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome B" 

                     /protein_id="ALK23086.1" 

                     /translation="MALAIALVLIILLAVGFHFASPWWITPIASNWVRMDDMLTITLV 

                     ITGAFFIAINLFIVVALVRYRHRSGHRAAYEPHNRRLEWWLIGLTAVGVAALLAPGLF 

                     VYADYIRPPRNVLQMEVLGQQWQWRFRFAGPGGKLGTTDVRYISNDNPFGLNPADPNG 

                     RDNYLIETPEVHLPLNRPVQVLTRSRDVLHDFYVPPFRARMNMVPGMVTTFWFTPTKA 

                     GRYDILCAQLCGIGHSGMRGVVVVEDEAAFSRWLAQQPTFARQQLARVQAAPAAAGGS 

                     AHALAELGKTLAAAKGCVACHTVDGSPLVGPTWKGLYGKTETMADGSTAKVDEAYLRA 

                     FIRDPAARVVKGFSPIMPRFDLSDQELSALVAYIEAQGGPPPAGTAARQ" 

     gene            611919..613673 

                     /locus_tag="APZ15_34985" 

     CDS             611919..613673 

                     /locus_tag="APZ15_34985" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350048.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C oxidase" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=610134&to=610649
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702626
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=610754&to=611905
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=610754&to=611905
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702627
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=611919&to=613673
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=611919&to=613673
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK23087.1" 

                     /translation="MTYAHTDHAPQSFWTRYVWSQDHKVIAVQYAMTAIAIGLVGLVL 

                     SDLMRLQLGFPGKFAFIDANHYYQFVTMHGMIMVIYLLTALFLGGFGNYLIPLMLGAR 

                     DMVFPFLNMLSYWVYLLAVLVLAASFFVPGGPTGAGWTLYPPQAILPGTPGVEWGIVL 

                     MLVSLAIFIVAATMGGLNYVTTTLQARTRGMTLMRMPLTVWGIFIATIMALLAFPALF 

                     VSAVMMLFDRTLGTSFFVPAVVSMGQTLKHAGGSPLLFQHLFWFFGHPEVYIVALPAF 

                     GIASDLISTHARKSIFGYRMMVWAIVIIGALSFVVWAHHMFIAGMNPYFGFFFATTTL 

                     IIAVPTALKVYNWVLTLWRGDIHLTVPMLFAIGFISTFVLGGLTGLYLGNVSVDIPLS 

                     NTYFVVAHFHMVMAVSPILVVFGGLYHWYPKVTGRMLDDTLGRAHFWITFVGTYAIYF 

                     PMHYLGILGMPRRYYAYQGYSFIPHSAQTLNTFITVVALIVAAAQLLFLFNLAWSLVH 

                     GRRADGNPWRATTLEWQTPQTPPAHGNWGAALPVVYRWAYEYSPPGQEEDFVPQNQPP 

                     ATVPEPAHPALHPGEAHE" 

     gene            613670..614281 

                     /locus_tag="APZ15_34990" 

     CDS             613670..614281 

                     /locus_tag="APZ15_34990" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017334946.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome oxidase subunit III" 

                     /protein_id="ALK23088.1" 

                     /translation="MTTLPRPFVHDAPPGLPNAGRTGLIVFMAVATTLFSLLLLAYAM 

                     RMREPDWQPIPHPALLWWNTGALALASVAMQRARQLTLHRTAWLVCGGVLAAVFVAGQ 

                     LTAWHLLSAGGQTVAVNPSNSFLYLLTGLHGLHVLGGLAAWAMTIAQLRRADPFRARR 

                     VIDLCALYWHFLLAVWLVLLAAMWWLTPGIVAAVCGPLYGAAR" 

     gene            614278..615012 

                     /locus_tag="APZ15_34995" 

     CDS             614278..615012 

                     /locus_tag="APZ15_34995" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350046.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="bb3-type cytochrome oxidase subunit IV" 

                     /protein_id="ALK23089.1" 

                     /translation="MTAPTAPTGSAADSPAAPPVDAPSADARPDGWRGIVTDWSADRE 

                     AFKVPWGKAMMWIFLLSDTFVFSSFLIGYMTVRMSTTAPWPDTAKVFGLSVGGVEVPL 

                     LLIAIMTFTLISSSGTMAMAVNFGYRRNARPAAALLLATALLGATFVSLQAFEWSNLI 

                     FREGIRPWGNPLGAAQFGACFFTITGFHGFHVTCGVIYLLLIARKILQPGFTEHGNFQ 
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                     IVEIAGLYWHFVDLVWVFIFALFYLW" 

     gene            615021..615362 

                     /locus_tag="APZ15_35000" 

     CDS             615021..615362 

                     /locus_tag="APZ15_35000" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350045.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C oxidase subunit IV" 

                     /protein_id="ALK23090.1" 

                     /translation="MDHTDPADRPDAAHGQQHPIGLYLKIWGLLFVLSTLSYLVDYFN 

                     VQGLLRWVLIVVLMIAKAGLIVSIFMHMMWERLALVYAILVPPLCLLVLMVLMAAEAH 

                     HTFGMRELFFR" 

     gene            615491..615811 

                     /locus_tag="APZ15_35005" 

     CDS             615491..615811 

                     /locus_tag="APZ15_35005" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350044.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="High potential iron-sulfur protein" 

                     /protein_id="ALK23091.1" 

                     /translation="MKFSRRRFIAATTVLASALAVGRRAAAADAGAGAVQETDANAQA 

                     LGYKTDASRVDHAKFPKFQAGEACANCQFFQGKTGAATAPCTIFGGKQVNAKGWCGAY 

                     AKKA" 

     gene            complement(615924..616307) 

                     /locus_tag="APZ15_35010" 

     CDS             complement(615924..616307) 

                     /locus_tag="APZ15_35010" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880683.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ATP-dependent protease" 

                     /protein_id="ALK23092.1" 

                     /translation="MTTTFDEATTAAIAAFAQLDFHTAVQAMRAEADYDREIDQWISR 
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                     YIDEHGGGADDAEYDALHAQAQATPEFAQFVDAARREILEYFDVTDDQLDWMVLLRND 

                     DSDELWAEVNRQRTALGTGEVRGDL" 

     gene            complement(616520..616903) 

                     /locus_tag="APZ15_35015" 

     CDS             complement(616520..616903) 

                     /locus_tag="APZ15_35015" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013394191.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C" 

                     /protein_id="ALK23093.1" 

                     /translation="MKARALLITSLGAWVLTQPSLAFSQNINGKNLFIQRCAMCHGAD 

                     IKGTGPLARKSNPPTPDLTTAAFKKRLHDYPGVIVSSVILRPNGDLIPRTLRENGVKL 

                     APHAWTVQDFRDLNQYMSDVISNSR" 

     gene            617159..623053 

                     /locus_tag="APZ15_35020" 

     CDS             617159..623053 

                     /locus_tag="APZ15_35020" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350038.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="excinuclease ABC subunit A" 

                     /protein_id="ALK23094.1" 

                     /translation="MSSSNLIRIRGARQHNLKNLDLDLRTGEMTVVTGPSGSGKSSLV 

                     FDTLYAEGQRRYVETFSAYARQFLDRMDRPQVERVDGVPPAIAIDQTNPVRSSRSTVG 

                     TMTELNDHLKLLYARAAELFDRKTARQVRHDTPETIYAELVARTRADDPRVVVTFPVE 

                     LPETASDEEVAQWLSASGYTRVQAQREVASPTGPRKVLDVVADRFRVQQADKVRVVEA 

                     IEASLKRGGGRVNVYVLAPEAENAIAEPQVWRFSTGLHDPDSDLRYAEPQAALFSFNS 

                     AYGACETCRGFGRVIGVDLGLVIPDARKTLRGGAIKPMQTPAWKECQDDLMRYAAKAG 

                     IPRDTPWAELSDAERDWVVNGSPDWNGKWQSQWYGVKRFFGYLESKAYKMHIRVLLSK 

                     YRSYTPCDVCGGARLKTESLQWRLGSKENADGVLAPAGRFMPRGVDWSRAQLEALPGL 

                     TVHDLMLLPIERIRRFFDDISLPSALLDDALKLLLAEVRTRLKYLCDVGLGYLTLDRQ 

                     SRTLSGGEVQRINLTTALGTSLTKTLFVLDEPSIGLHPRDLTRIVEAMQRLRDAGNTL 

                     VVVEHDPSVMLAADRLIDMGPGPGERGGTIVYDGTPGDIRSAHTLTGEYLGGRKHVAH 

                     ASNWARRVVDANTPRIVLEGASEHNLRDVTVEIPLQRLVCVTGVSGSGKSTLLQDVLY 

                     PAMARHHGKATESPGAYRSLTGADQVGDVVFVDQSPIGKTTRSNPASYVGAFDEIRKL 

                     FAKAPLALQRGYGAGTFSFNSGDGRCPTCGGSGFEHIEMQFLSDVYLRCPDCDGSRYR 

                     AEILEVRIERDGRALSIADVLDLTVSEAAAFFATDAEVLRVLQPIVDVGLEYVKLGQP 
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                     VPTLSGGEAQRLKLAGFLAESAAAVNGRRVVTEEARIARAKLFMFDEPTTGLHFDDIA 

                     KLMQAFGKLLAAGHSLIVIEHNLDVIRAADWLIDLGPEGGDGGGLVLCAGTPDDVKAC 

                     AASHTGVALLQYERAMDADMALADEGKPLQAVLNAARERRAIEGEDVVRIVNAREHNL 

                     KALDVDIPHGKFNVITGVSGSGKSTLAFDILFHEGQRRYLESLNAYARSIVQPAGRPE 

                     VDAVYGIPPTVAIEQRLSRGGRKSTVATTSEVWHFLRLLYVKLGLQHCIHDGTPVTSQ 

                     SVESIAAQLLRDHRGEHVGLLAPLVVNRKGVYTDLAKWAKARGSTHLRVDGEFVPVDP 

                     WPKLDRFREHTIELPVADIVVSPDNEAELRRVLDETLELGKGVMHLLAPLDGLHDAMQ 

                     NDHSTARVGTVKVLSVKRACPVCGTSYPELDPRMFSYNSKHGWCTTCVGTGVTLTREQ 

                     RAAYDDTVLAGDDRGREQTLPSDEQEPEGVGNEPCPDCNGTRLNPTARAVTFDAHPIV 

                     EVAQWTVSDTRRWIDGLELTGRDAQIARDIVSEIGSRLAFLEEVGLGYLSLDRAAPSL 

                     SGGEAQRIRLAAQLGSNLQGVCYVLDEPTIGLHPRDNQILLDALRKLGDKGNTLVVVE 

                     HDEDTIRRADHIIDIGPGAGKRGGTLVAEGAVADLAAQPDSVTGRLLAQPMTHPLQPR 

                     RSVSLPGKKGGAAVPEAWLTVHGARLHNLRDVTVGIPLARLVAVTGVSGSGKSTLARD 

                     VLMTNLLDAVGRSVLSSPATRRARKAAQQDTPAANRRSSVLACSAPRPSLNVTHAWQG 

                     CESLSGWEQIDRVLEVDQTPIGKTPRSCPATYIGVWDTIRKLFADTLEARARGYTASR 

                     FSFNTGDGRCPACEGQGVRTIGMSFLPDVKVPCDVCHGQRFNPETLAVTWRGRNIGDV 

                     LTMEIDEAVEFFAPISNIAHPLQLMKDVGLGYLTLGQPSPTLSGGEAQRIKLVTELTK 

                     VRDDITRRGQKAPHTLYVLDEPTVGLHMADVAKLIRVLHRLVDAGHSVVVIEHDLDVI 

                     AEADWIIDLGPEGGVGGGTIVAAAPPEALVRVSASHTGQALKPVLARTGAGEGEAERE 

                     GEARVG" 

     gene            623927..624967 

                     /locus_tag="APZ15_35025" 

     CDS             623927..624967 

                     /locus_tag="APZ15_35025" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006749922.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK23569.1" 

                     /translation="MSNVRIDHIAFLTPGNYAGEDAAAGFEQTLELFGAGEALGYDSA 

                     WVRQRHLERAVSSAATFLAAASQRTARIGLGAAVIQMGYENPFRLAEDLATVDVLSRG 

                     RLNVGLSAGAPNHGALLGERLFDTDPDLVDFSHARVARLRRNLAGDWLGDDDTFVESA 

                     AGRVRPRVSPFAPGLTGRLWYGGGSRRSIEWAARNGFNLLIGNITTGEGTDSHIDAQL 

                     RQLDLYRDHWHEAHAPRIALGRVIVPTDGASAKERERYRAFADARHARTLAPQGERRT 

                     LFAPDLVGSSDEIVERLLADPVVGQVRELRLELPYDLPFENYRQILEDFITRIAPALG 

                     WQPVDRREPAAA" 

     gene            625076..625771 

                     /locus_tag="APZ15_35030" 

     CDS             625076..625771 

                     /locus_tag="APZ15_35030" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006481097.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="energy transducer TonB" 

                     /protein_id="ALK23095.1" 

                     /translation="MTTASPSRLAAIGRPRRFGNKQTHPVRRFGGIAIAIALHLVLIW 

                     ALVNGLATRVVQIVQQPIEARIIAPVKPPPPPPPPKPVEKVVSKPRVTAPPPPFVPPP 

                     EVHVQAPPQPTITHQDVPVQSAPVHEAPPAPAPVTVTKPVNHEIGVVCPNSDEVRSSI 

                     VYPAEAQDNNITGDVTVEFTVDPDGRVTNLRVAQPADPVLNRAALNAVKRFNCIAQGQ 

                     SVRVRVPFSFNLN" 

     gene            625838..626770 

                     /locus_tag="APZ15_35035" 

     CDS             625838..626770 

                     /locus_tag="APZ15_35035" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350012.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbB" 

                     /protein_id="ALK23096.1" 

                     /translation="MRKQFRAALAASLMIAAGVGGTLVAPQSVLAQEKAAQVETASGA 

                     SPIVAAPAASNGSERPVPPPEPATSATVENPYGLGALWANGDFVARFVLGLLVVMSLG 

                     SWYVMVTKFIEQARANGRAKSADEQVWNAPTLAEGAAQLDDTSPFRFIAENAIEAGEH 

                     HDTALLDSVDRNTWIELNIERSITSVSNRLQDGLAFLGTVGSTAPFVGLFGTVWGIYH 

                     ALTAIGIAGQASIDKVAGPVGEALIMTAIGLAVAVPAVLGYNFLVRRNKSVMERVRDF 

                     GAQLHTVLLAGGRRAAGRIATPAAQAPQALAVQS" 

     gene            626783..627205 

                     /locus_tag="APZ15_35040" 

     CDS             626783..627205 

                     /locus_tag="APZ15_35040" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481099.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbD" 

                     /protein_id="ALK23097.1" 

                     /translation="MAISVGGDDNDEVISAINTTPLVDVMLVLLIIFLITIPVVTHTI 

                     QVQLPAERVQPLQTQPKSIEIAVNRQGDLFWGTEHVNLPTLVSRLKEISTQAPQPDVH 
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                     VRGDQATPYRYIGRVVAACERAGVVKVAFITQPPARGG" 

     gene            627218..627649 

                     /locus_tag="APZ15_35045" 

     CDS             627218..627649 

                     /locus_tag="APZ15_35045" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759101.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbD" 

                     /protein_id="ALK23098.1" 

                     /translation="MGMNAGSGGSKDDPDVMVDINTTPLIDVMLVLLIMLIITIPIQM 

                     HSVKMNLPVGNPPPPPHPPQVVQIDIGADGAVNWNGAAVSGGAALDAKFRAVAAEADQ 

                     DEIRLRPDKSAPYKAVAEVLASAQREGATKIGLIGNEQYME" 

     gene            628373..630787 

                     /locus_tag="APZ15_35050" 

     CDS             628373..630787 

                     /locus_tag="APZ15_35050" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350009.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23099.1" 

                     /translation="MVYQRNDIARVRIPRCRSLALAACWITAGSAAWAQGTKPEPAPA 

                     GDTRDVVVTVQDVVVTTGTRESARKVRDAAAPVEVISGDALRRTGQGNLRDALVQLSP 

                     SIARQAMRGDAGNLTSALTLHGLSPDYVLVLVNGKRRHSTANVSLNRGPQQGSTGVDV 

                     DLIPVTAIDHVEILRDGASAQYGSDAIAGVINVILKSNYQGGEVSNTTGQTYHGDGLA 

                     QNNAATIGLRLGDTGYVDLSAEYNRQNHTVRTDADPRTGRNDNLILGSPSSTRESVAF 

                     NAGYLLEGGAKLYGFGTYAHRSGGSYQNFRLPSVLPALYPNGFTPQETISENDFSLTA 

                     GVKGDRLLGWAWDISSTYGRDNIGIGMVNSANTSLFAATGSTPTGFRLSTFTNTQWTN 

                     NLDLSRAFHLPLLPAPLNVSVGAEHRHESYTVGAGDPASTYGAGSQALPGLSPLSALS 

                     KSREVLGTYIDLATRLAPNWQVDLAGRFEHYNDVGSTTNGKVSTRYDITPRIAVRGSV 

                     GTGFRAPSLAQQYFTNLNISPLSAYGQLAPNSQAARNLGATPLKPEKSTNFDIGLVLN 

                     PLPNLNVTIDAYQINIRDRIVQGGTYSGQTAIDALTQAGITLPAGLPSVTANYFTNGV 

                     NTRTRGLDILATYHSNFARWGSVDWDLGINFNTTSVTSVGRDTNGNTLLNAQQVGYIT 

                     SSTPKNKIIVGGTWHRDKWALSLHETRYGTTSGEESYWSGPNAFSTTRFAHFTNAARY 

                     VTDVELRYAMTRKFEIAVGANNLFNVYPSKLPSENQFLGTQYDIVSSPIGINGGFYYL 

                     RARYLL" 

     gene            630842..631645 
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                     /locus_tag="APZ15_35055" 

     CDS             630842..631645 

                     /locus_tag="APZ15_35055" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350008.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="proline hydroxylase" 

                     /protein_id="ALK23100.1" 

                     /translation="MNRPAEVDHAVIDVDETSLCADHILDLCRGHALAIRIRAFTPPA 

                     VVRRAEEQLFAHPDRGALGHAAEFTRLGIAYAEVRSEEVRQAYHRHARANIERVRTLF 

                     GELASPVDRFRTLLDDAWPEGARLLSVDGSKCFVGVCRYLTPGVDLEPHIDNLEWTLP 

                     AGTGWSLEYQLSANIYLQVPPHGGELELWRVAPDAREYEALKGDRHYGIGREQVGAPD 

                     LVIKPEVGDLIFLNPRFIHAVRPVRGTDRVTLSAFVGIKSVTEPLVYWS" 

     gene            631648..632358 

                     /locus_tag="APZ15_35060" 

     CDS             631648..632358 

                     /locus_tag="APZ15_35060" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350007.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23101.1" 

                     /translation="MYKVSLQAQGKFQAHEYVGKTALLLISVGKEYHEGEKLAATVDK 

                     INVAGFGQCVIGVADTLQRHNYATGSARSNYQKSRDRGDAWLRDHEGTLAKLSMRREI 

                     LRWDDLLRRDDYSQYYHLITNEYYSNPEYRYAINDTIGVFAERNGLVQGTREHEDAFY 

                     RSLFYILEECPIIMPMWARDGIDFIIYPKQMTAAMSKTREIFVQNGSDARANWLAVKF 

                     KKKSPSHADEETEALAHD" 

     gene            632351..633709 

                     /locus_tag="APZ15_35065" 

     CDS             632351..633709 

                     /locus_tag="APZ15_35065" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020297452.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 
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                     /protein_id="ALK23102.1" 

                     /translation="MTNSSSKVRKYVGLTGICIASFLGCIDLTVVNTILPAIGRDFSI 

                     PIQTTQWITSIFMVALSAFMVPVATLADNLGRKKLLIVGLVIFGAASLLAGVAHQFWL 

                     LVGFRFLQGIGCAILYTVSGAIVSYTFDENEQGKALGILFGANGVGLALGPIIGGLFA 

                     SALDWHDAFLINIPFIAISLALCAWAIPEFKAQARKRIDVTGCLLLVVGLTTLVSYLS 

                     VDGGGLNLWLLPVSLVALALFVWHELRTRDPIVEFHFFREPRFLSALLATFFLAFFYC 

                     IVLLTLPIFFSTQLHKSDITIGLYLLPATITFSIASSWIGGRSERLGPSRVIVTGLSL 

                     FVVASILLSIVAGQPDAAWFVVPLLLFGIGWGAILGPSTLVALGALPREKAAVAMGTS 

                     WTVHNVGGASGIAFAIFLMRQVDDFRHGYQTLMLALAAIILAAGALYHVLSRESVAVA 

                     ID" 

     gene            634072..636789 

                     /locus_tag="APZ15_35070" 

     CDS             634072..636789 

                     /locus_tag="APZ15_35070" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350004.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TonB-dependent receptor" 

                     /protein_id="ALK23103.1" 

                     /translation="MKQSVVRGIAAAWFCASTAVPGASAWAQSQPAPGATTSTVAVPA 

                     APALLASGAHDALTVKRFEVTGSLIRSADKVGFNQVQTITAKDIVNSGHTTVADYLRS 

                     VTANSSSSWGDGSTATANFAVGGSGIALRGLSEKYTLVLIDGQRAAPYAYAANGTDQF 

                     FDLNTLPLNIIDRIEIVKTGAVSQYGSDAVAGVVNIITKKNYRGLELTGSYGGATNGG 

                     GGAGTTRFGLLGGFGDINADRFNVTAALSYYKNNGVLASDRNMTENQNFSNYPGGLSN 

                     QSTSYWARANGNVPLDPCAYGGKVAPGNANSQSFGAGGTICQRNTAGASSLSPWTERL 

                     SAKLHGEFRIDDAMQAFADLWESNNTTVANRGVGRLTTSTQTFDPATGSVALVSNVVP 

                     AGNPYNPFGVPTQLRYAFPASQSVHVSSNYWRAATGVKGTFAVPSAGDWDWSASYAHS 

                     QDTVSQNYSNQMSAVALTNIIRNGTFDFSNPSATPNGLNGLYQSTSNQAITKLDVLDA 

                     TLSSPNLFRLPTGNVGLGLGAQFMHQSQYIGTGAGWASGQLTSPSIQSVDGERNVAAV 

                     YYQLDIPLLKTLTFSQSGRYDHYSDFGGAFSPRFALRFQPVRELTLYGSYNRGFRAPT 

                     LIENTSSRTFGSQGVVDARDPNNPGSYNIVEEIRAGNRGLQPERTKNYNVGFQFSPTR 

                     TTDIGFDWYKIHIDNVIGTDDVQVVVNQNDPSQVVRNANGSIAYVTLPYRNLSSLDTD 

                     GFEATFRQTVATKIGTFTLSGDWAYMWHFKMPVGGVERDYAGNNGALHQPFGGSSPRW 

                     KGNTDLSWNHHQWNATLSWLYVGPYAQAILAPGTYPGMADGVASYSQFNLMIGYTGFK 

                     HWTLYAGIDNLFNRKPPFDPVWMAGPTGYDSSLYTYVGRFAQVGATYRF" 

     gene            complement(636869..637603) 

                     /locus_tag="APZ15_35075" 

     CDS             complement(636869..637603) 

                     /locus_tag="APZ15_35075" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498040.1" 

https://www.ncbi.nlm.nih.gov/protein/940702643
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=634072&to=636789
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=634072&to=636789
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702644
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=636869&to=637603
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=636869&to=637603


                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23104.1" 

                     /translation="MPLAPSVLSAFTPTGKLRASINLGNPILANRDPETGEPFGVSID 

                     LARAFAERLSAELELVVFDTAAKSVQALTDERADFGFFAVDPLRGETVAFTAPYVLIE 

                     GFYLVRDASPIRTNADVDQPHNRVTVGKGSAYDLFLTRELKAAQIVRAPSSQAVVQTF 

                     VDQQLEVAAGVKQQLEADAAKTPGLRLLDERFMVIRQAMGVPKSRGEAAAAALNAFVE 

                     EMKASGFVADALRRHGITGASVAPPG" 

     gene            638015..639466 

                     /locus_tag="APZ15_35080" 

     CDS             638015..639466 

                     /locus_tag="APZ15_35080" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349951.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DEAD/DEAH box helicase" 

                     /protein_id="ALK23105.1" 

                     /translation="MSFASLGLIDPLLRNLQDLNYQAPTPVQAKAIPAVLGGKDVMAG 

                     AQTGTGKTAGFALPLLQRLVQHGPAVSSNRARVLVLVPTRELAEQVLQSFIAYGKGLD 

                     LRFLAAYGGVSINPQMMKLRKGVDVLVATPGRLLDLNRQNAVQFDQVQTLVLDEADRM 

                     LDLGFARELNAVFAALPAQRQTLLFSATFSDEIRAMAASILRGPVNISVSPPNATASK 

                     IKQWVVPVDKRNKPDLFMHLVAENKWEHALVFVKTRNGVDYLAAMLDEAGYAVDTIHG 

                     DKPQPARLRALERFKTGEVQMLVATDVAARGLDIDDLPLVINVDLPIVAQDYVHRIGR 

                     TGRAGASGVAVSLVCADEAPQLAAIEALIRQTLRREEEPGFEAEHRVPETSATGQIIK 

                     KPKKPKKPKVQQAVPAARQVPGKKPRPQAQGGESRHKPAAAHAKPAGNEPDYTIGSPF 

                     SVQKPRGKPAGKPAAGSRKPAGKPAGGRGKRQP" 

     gene            639624..640223 

                     /locus_tag="APZ15_35085" 

     CDS             639624..640223 

                     /locus_tag="APZ15_35085" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349943.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23106.1" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702645
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=638015&to=639466
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=638015&to=639466
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702646
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=639624&to=640223
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=639624&to=640223
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702647


                     /translation="MHIAILTFQGFNELDSLIALGVLNRIKKPDWRVTLSCPEHFVTS 

                     MNGVTVQAQSTLADACTADAVIVGSGVRTRDVVNDATLMEQLKLDPAWQLIGAQCSGT 

                     LVLAKLGFLDNVPACTDLTTKPWVLEAGVEVLNQPFFARGNVATAGGCFASQYLAAWI 

                     IARLEGEEAARSALHYVAPVGEKDEYVSRALSNITPYLP" 

     gene            complement(640404..640619) 

                     /locus_tag="APZ15_35090" 

     CDS             complement(640404..640619) 

                     /locus_tag="APZ15_35090" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012433083.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23570.1" 

                     /translation="MTTFSSALNQAPPALHVFQQDGGWHWGITVPRPTGSGFKLIAFS 

                     HHIFSTEDTAQHDGARALASIVANDVH" 

     gene            640822..641136 

                     /locus_tag="APZ15_35095" 

     CDS             640822..641136 

                     /locus_tag="APZ15_35095" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349940.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23571.1" 

                     /translation="MDRSSLVWAGVPHSSDGVVFQARVGRGLQRFHVSRLILEKACDL 

                     ERLASDARQLECFYEHLASILAVARKTRSNAKADTVSLKVSDFARTGSVRAGQDARAG 

                     MR" 

     gene            complement(641151..642056) 

                     /locus_tag="APZ15_35100" 

     CDS             complement(641151..642056) 

                     /locus_tag="APZ15_35100" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337492.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=640404&to=640619
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=640404&to=640619
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703111
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=640822&to=641136
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=640822&to=641136
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703112
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=641151&to=642056
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=641151&to=642056
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK23107.1" 

                     /translation="MTAAQSDNASSDFMPADLRQSVVTQTLPHSQVSISRLKTSRRDI 

                     GRTAPYELEDADLVVLQLRAFGEQELWLDGRVARFVPYQAGTVTIHDLDRRWVSDLKG 

                     TFDCIHFHLPRRTLEETVDELGGRQRPQLYLPPHLSKVDPIIHRLGQALLPALAQPGH 

                     ASRLFVDHVALAFQTHVARQYGGVSERQEKSTGKLTAWQERMAKGFLLEHLTGNVSIA 

                     DVAKACGLSRGYFVKAFHQTTGLPPHRWLINQRIERAIMYMRTSSMPLHMISDICGFA 

                     DQSHFTRTFTRVTGVSPRRWRADNI" 

     gene            642326..643273 

                     /locus_tag="APZ15_35105" 

     CDS             642326..643273 

                     /locus_tag="APZ15_35105" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372295.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23108.1" 

                     /translation="MHRIGFFVCRGYDVLDLGGPLSAFNQVATVAGHTPYDLQVISQS 

                     GGPVPGNTGVSIETRPIGRRTFDTVIFVGGEIEPMRAPENIAAARKLGARASRVASVC 

                     TGAFLLAETGLLDGVRATTHWLYAAQLQSRFPRTRVEGDSIYIEEGRIWTSAGIASGI 

                     DLALGMIERDMGAEIARAVSRYLVVPYRRPGGQSQFSAMSQMEPESDRIRIALNFARE 

                     HLAEALPVERLADAARLSVRQFGRAFRRETGETPAKAVERLRVEAARLRLQSGSEPIE 

                     QIALAVGFTDPERMRRAFIKLHGHPPQAIRRESRSNGAR" 

     gene            complement(643366..643851) 

                     /locus_tag="APZ15_35110" 

     CDS             complement(643366..643851) 

                     /locus_tag="APZ15_35110" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759782.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nuclear transport factor 2" 

                     /protein_id="ALK23109.1" 

                     /translation="MQQNRTFATALAAACVTFFAFATPASAGGSQHPPEAAIKAENAR 

                     WADAFARGDYESIGRLYTRDGTLLPPGGDKVTGGRAITEYLTKGYGGSKPVTVSFSNY 

                     EFYGNDRVVTEVSDTEIHDHDGKLKYRGKQTLIFLKQGGAWKLHRDMWNDYGPLPTND 

                     Q" 

     gene            complement(643976..644830) 

                     /locus_tag="APZ15_35115" 

     CDS             complement(643976..644830) 

https://www.ncbi.nlm.nih.gov/protein/940702648
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=642326&to=643273
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=642326&to=643273
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702649
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=643366&to=643851
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=643366&to=643851
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702650
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=643976&to=644830
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=643976&to=644830


                     /locus_tag="APZ15_35115" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485911.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glutamine amidotransferase" 

                     /protein_id="ALK23572.1" 

                     /translation="MTDRSEDNASGTPLTRAGRSRRDALKLGGAATLGAILGGSALLA 

                     HTTPALAQAGSKGELAPNEPLNILIVNYDGGTLLDFAGPSEIFHRLPNTNVRYASLDG 

                     GNVTLEFGVVYGKTERLADIEKTDVILVPGGSDLTAPMRPAYQAQIRRLAESARHVTS 

                     VCNGSLVLAATGVLKGKRSACHWAFVNKLAEYGAIPVPDRFVEDDNGRFMSGGGVTAG 

                     IDFALRVAEKLRGRQAAEFTQLVIEYDPAPPFHSGHPRDARPEVVAMVDKELPGASRG 

                     LARIPGVR" 

     gene            complement(644983..645729) 

                     /locus_tag="APZ15_35120" 

     CDS             complement(644983..645729) 

                     /locus_tag="APZ15_35120" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759784.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23573.1" 

                     /translation="MRLKDKSALITGGTSGIGLATAKLFIAEGARVAVTGRDETVFER 

                     VKAELGEHALVLKGDVRSLDDMRAIAAEVKETFGGLDVVFANAGWAFPSAVNDIDDAL 

                     YGEIMDINVKGVVFTLQAVLPDLRPGASFILNTSFVAQTGKHGISLTAAAKAAVRSLA 

                     RSWSYEFLDRKIRFNAIAPGVIDTPLLTKWGMPDEWVRDRKAEFAETIPVGRMGNATD 

                     IAYAALYLASDESSYVVGTELVVDGGASQL" 

     gene            complement(646070..646915) 

                     /locus_tag="APZ15_35125" 

     CDS             complement(646070..646915) 

                     /locus_tag="APZ15_35125" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349921.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MBL fold metallo-hydrolase" 

                     /protein_id="ALK23110.1" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703113
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=644983&to=645729
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=644983&to=645729
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703114
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=646070&to=646915
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=646070&to=646915
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702651


                     /translation="MATLTFPGQQVGDFTITAISDGYLTASLDFLSNIDPADASNMQR 

                     DAGQKEPEAVHINCYVVRGAGRTVLIDAGAGGFRQWGGQLRTNLALAGIEPAAIDTIL 

                     LTHAHPDHVGGLVNGAGEIAFPNAELVVHRREVGFWQDDANLSRASERARGNFLVARR 

                     VFDAYGDRLRLFDDGQVLPGIDALPIPGHTDGHTGYVLESRDQGLLVWGDVVHFPHIQ 

                     IQRPEVSIAFDHDASLAAATRSRLLDQVSSEGLLIAGMHLGERGFARIERTNGGYRLR 

                     YEREE" 

     gene            complement(646945..647271) 

                     /locus_tag="APZ15_35130" 

     CDS             complement(646945..647271) 

                     /locus_tag="APZ15_35130" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349920.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23111.1" 

                     /translation="MPNVTFSIDAQRMPADENLAELSRDCVELCTHVLGAELKNVHII 

                     FQPVLHGHGHPVYADIRYRAGAPRTSAVMDRFMEALDRAIVQRTGLTARIRCFGYTAS 

                     NIHARN" 

     gene            complement(647279..647821) 

                     /locus_tag="APZ15_35135" 

     CDS             complement(647279..647821) 

                     /locus_tag="APZ15_35135" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349919.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar ABC transporter" 

                     /protein_id="ALK23112.1" 

                     /translation="MIYTVECSFADVDSEAEWNDFYSLEKLPALISVTGFHTSQRFKA 

                     IGSGCPVYLAIHTIDGLDVLTGDEYRRKGGGNFAKWQQHITDWHRNLYGAIGLAPAVE 

                     EGEHLALCAGGPDPLIRLGLDPLAMQAVALEQFPARRWLAVVPRNNTLLVDERAEGVH 

                     LYAPMTEQLTSARALSTAQE" 

     gene            647988..648941 

                     /locus_tag="APZ15_35140" 

     CDS             647988..648941 

                     /locus_tag="APZ15_35140" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349918.1" 

                     /note="Derived by automated computational analysis using 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=646945&to=647271
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=646945&to=647271
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702652
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=647279&to=647821
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=647279&to=647821
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702653
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=647988&to=648941
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=647988&to=648941


                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23113.1" 

                     /translation="MPRKIPSNSALQAFEAAARHGSFARAADELARTEGAVSRQIARL 

                     EAFLGVTLFERIGNRVRLAPNGARYAVQVREILDRLERDSLYLMGQPVEGASIDIAAI 

                     PTFATRWLIPRLKHFQDRHPNVTVHIAERMEPFLLAGSGFDAAIHFEHPAWAGMHLHP 

                     LLEEVLVPVCSPALLAGAGANPSLDALPRLHRRQNPDAWQAYAQESGIVLGNSAVGAR 

                     YDLHSMLIEAALAGLGVALVPRLYVDAELEQGRLVAPWPAGRSVTKNFCLVLPEPIEL 

                     AQGPLQAFATWMLNDAPGLAPYGSARRTPRSRRQRGASSPR" 

     gene            649548..650639 

                     /locus_tag="APZ15_35145" 

     CDS             649548..650639 

                     /locus_tag="APZ15_35145" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760471.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK23574.1" 

                     /translation="MSRSIRAKAVATVVAIAMNAAPAASVGTVLSLAGAQAATAATTA 

                     VDDYAATRYPIILVHGLTGTDKYGGVVEYWYRIPEDLQAHGAAVYVANLSGFQSDDGP 

                     NGRGEQLLAFVKQVLAATGAQKVNLIGHSQGGLTSRYVASVAPELVASVTTISTPHWG 

                     SQFADFVQQLLQTDPTGLSSTVLGAFANALGTLTSSNFNTNQNAIQALSVLTTAKAAA 

                     YNQKFPSAGLGAPGSCQTGASTETVGGNTHLLYSWGGTAIQPTATVAGVTGAVDTSVS 

                     GAIDPANALDPSTLALLGSGTVMINRSAGQNDGVVSQCSARFGQVLGTYHWNHTDAIN 

                     QILGVLGANVEDPVAVIRTHANRLKNQGV" 

     gene            650680..650970 

                     /locus_tag="APZ15_35150" 

     CDS             650680..650970 

                     /locus_tag="APZ15_35150" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23114.1" 

                     /translation="MSGVAPAAIRARSGGSPCIGRLLQRVVDNGHQGVAYPCFGAVDT 

                     RFIAEPFRRRRRAVVTAIGHAAASVSNASGSHRAGAGRNDVDYPALASVVPV" 

     gene            651292..652785 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702654
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=649548&to=650639
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https://www.ncbi.nlm.nih.gov/protein/940702655
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                     /locus_tag="APZ15_35155" 

     CDS             651292..652785 

                     /locus_tag="APZ15_35155" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760473.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23115.1" 

                     /translation="MTTNRDRPAKVSAPPSGVTPAGGNARAAGPRLPARLVGPIVLGT 

                     LLNALNSSMIAVALVSIQQAFNPHGQERIDTMWLVSGLYLATAVGQPTMGRLADRFGA 

                     KRIFCIGLAIVLIASALAPFAPSLGWLIASRVALGIGTSAAYPAGMAMIRTWSQRHAN 

                     GATPTGGLGAISVAAQVAVAFGPPLGGALVQFAGWRAIFWINVPIVLLAFVLAWLWIP 

                     ADVVPRGAQQRRTLRGTLKELDLPGVVLFVLTLASLLLFLQSITHDPDWLLLVATLVL 

                     CPVLVGHERRAATPLIDIRMLGDNRALTSTYLRCVGTYAVFYAIFYALPMWLQEAKHL 

                     SAADAGLVMLPVAGIGTVATMLATRLAHRHGSRPVLIIGSAMLCVGSVVMSLLTSAMP 

                     VWSIVLLSIVFGVPNGFNNLGNQAALYQSAPHDRIGTASGLYRTAQYVGGSLSFALVG 

                     LALGHPASDRGLRELAIVLAVISVLLLLNAASSRHLDTAASSIPQQK" 

     gene            652795..653382 

                     /locus_tag="APZ15_35160" 

     CDS             652795..653382 

                     /locus_tag="APZ15_35160" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010097833.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hydrolase" 

                     /protein_id="ALK23116.1" 

                     /translation="MSTPTLNRTVALVAIDLQNGIVSLPVVPYTGAQVVAKTVELATA 

                     FRALKLPVIYVHTSYQPDGGVALKVRTDAPSAPPNLDPEWSAFAPALGVGPSDIVVTK 

                     HQWGAFTGTDLDVQLRRRGITDIVLTGIATNIGVESTARQAYENNYNVVVVSDAVSTS 

                     STDAQTFALTQIFPKLGQVAATADVEAALKQAYSR" 

     gene            653441..654604 

                     /locus_tag="APZ15_35165" 

     CDS             653441..654604 

                     /locus_tag="APZ15_35165" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760475.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=651292&to=652785
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702656
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https://www.ncbi.nlm.nih.gov/protein/940702657
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                     /codon_start=1 

                     /transl_table=11 

                     /product="zinc-binding dehydrogenase" 

                     /protein_id="ALK23575.1" 

                     /translation="MIKTDAWVLYAGPEPSRKQAPVAGELRRETFEFSDLEADEVLVE 

                     PLYGSWEANLDHALSRNPVDICRQRREDKIVLGNGALVRIVERGSGVKTLKEGEICMV 

                     MPFGKRDEYGFAELVYAYDAPGTIGVMAQRTKMRADNLVAVPTDSRHSLLQWATYGRY 

                     FTAWDNWKVASTCWRSQLPDVDPADYLVFGWGGGTTLAELQLAKREGFRVAMTASNDR 

                     RLEELAKLGITPVDRRKFPNLAYDDERYKTDPEYQASYRESERVFAETIAELSGGRGV 

                     AIFLDNLGGALYRATMRVVGRTGIVTTVGWKTGMRLWNLRATECINRRLHIHTHAWRY 

                     DDSITIRDFQETSGWIGEEPTEIFDFDEVPKLASDYLNGKIQTYFPIYRINAV" 

     gene            654707..655945 

                     /locus_tag="APZ15_35170" 

     CDS             654707..655945 

                     /locus_tag="APZ15_35170" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760476.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA transferase" 

                     /protein_id="ALK23117.1" 

                     /translation="MATVEMGSVDAGAASDASKPAPLDGIRVIDAATLFAGPLAATML 

                     ADYGADVIKVEHPDGDPARKYGARRDDVPLWWKVLARNKRAVTLNLGTADGQRIFREM 

                     AAQADVVVENFRPGTLERWGLGYDVLSAINPRLVLVRVTGFGQFGPYASRPGFGTLAE 

                     AMSGLASVTGEADGPPLLPSFPLADTVAGLNAAFAIMTALKAREHTGRGQVVDLAIIE 

                     TMLAAMGAQVASYDQTGRVPERTGNRSPNNSPRGVYRTSDGKWVALSTSAHSIAERVM 

                     RLVGREDLIDEPWFANGAERAKHADELDAAVGGWIGQRSRDDVIAEFERAQAAVAPIY 

                     DVADVLRDPQYAALGSVVSVPDAELGAFRTHNVPFRLSDTPGAIRWGGPARGTHNDEV 

                     FGALGLERHEIADLTERGIV" 

     gene            655942..656814 

                     /locus_tag="APZ15_35175" 

     CDS             655942..656814 

                     /locus_tag="APZ15_35175" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017330755.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="citrate lyase" 

                     /protein_id="ALK23118.1" 

                     /translation="MKTSATYRSYLYVPAHKAQVVDKAYASEADAIVLDLEDAVPASH 
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                     KAEAREAAAAILAEGPPKPTYVRINPIGSPWCRDDVDAIAQPALQALRLPKCDLPQHI 

                     QEVAGWLDALGSDAGIQILIESAYGVETAYQLATASPRLERIGLGESDLRADLQIGVD 

                     NFTLEVCRARCVVVSRAAGLAGPIQTVYHTLPDLDGLRESTLRAKSMGFLGRFAIHPS 

                     QLAVINEVFTPSEDEIRAAERVLEAVDATAGKASASSVFVLPDGRVVAPPLIANARVT 

                     LALANNLRLSGALA" 

     gene            656811..658304 

                     /locus_tag="APZ15_35180" 

     CDS             656811..658304 

                     /locus_tag="APZ15_35180" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017330754.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-methylcitrate dehydratase" 

                     /protein_id="ALK23119.1" 

                     /translation="MSTPETLSAPAATADPVAPDRPAPPDGIVGALGRFAAEVRAGGL 

                     EYRLRVEAAARVLDVVGNSLIAHDEPVVQSVLQVARRWAGTGPASVIGAPDRLPAASA 

                     ALVNGTLAHAMDFDDSHMLSVLHPSASVIPAALAAAQASGASGAALLDAITVGTEVCI 

                     RLGVAAYNEGLGNSVFFERGQHATSICGTVGAAAAAAMLLGLDAAQIAAALGIAASMG 

                     AGLLEANRTGGSVKRIHCGWAAHAGVSAAELAGAGVTAPPTALEGRFGFFHAWCGDLA 

                     DVDAVLRDLGDEWETSRIIFKPYPCNHFTHPGIDAALQLKAQGVTADDVVSAELRVAT 

                     STLRTIGEPAELKANPPNGYAAAFSGPYTVAAALLGGGGLGVWFDDFDDALARDPARR 

                     ALAAKVRCVADPWCDARFPHFLPAVLRVELRDGQVREAWIESSKGTNSRPLTEQELTA 

                     KFVLAASSALGMERALALRDAVRSLADDAPLDALAALTSGTEGGHRS" 

     gene            658301..659320 

                     /locus_tag="APZ15_35185" 

     CDS             658301..659320 

                     /locus_tag="APZ15_35185" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017330753.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cyclase" 

                     /protein_id="ALK23120.1" 

                     /translation="MNAPRWKKRPPGSNWGDFGPDDQKGRLNWLTPDKVRQGAAEVRE 

                     GLSFSLSLPLDVPRGGGLNARRRPPAIMPALLGDKPYFGYRADEQVANATDVVCDDSF 

                     CMHSQFSTQWDGLSHVGGVFDADDDGVPEIVFYNGFRMGEHLRVPQEGDATGGAHALG 

                     IEVMAQTGVQGRGVLIDLRRHFGDARTKVGFAQLMQVMEADRVQVERGDIVCIHTGFA 

                     DLLLHDDGGSPVTVASACVLDSSDARLLQWIDESGLAALVADNHAIEERPQHAQPLAQ 

                     PGALMPLHELCLFKLGIHLGELWHLTPLANWLHAHGRNRFLLTAPPLHIRGLVGAPAN 
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                     PVATV" 

     gene            659613..660542 

                     /locus_tag="APZ15_35190" 

     CDS             659613..660542 

                     /locus_tag="APZ15_35190" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006762059.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23576.1" 

                     /translation="MNLRSIDLNLLVILDALLTEKQVTRAGQKVGLTQPAVSNALARL 

                     RFLFKDEILARTAVGMELTPRAQALAIPIRQIMQQIEELFESDYQFNPFTSERHFTLR 

                     MSDLTELLLLPALLRCMRLTSPNIGMDVVHMSAAKTADALESGLLDLAISAGLEHSGT 

                     LSSQIVFHDRMVCVMSRSHPEAGTPLTLERFLALDFLNVTINPVDHSLVDNLLANMNC 

                     TRRIALNVPHWLVVPNMLDALPYAVIMSERHALSLDDARLVIRDLPLAMEPVAWSLYW 

                     HRRYDGSNAHAWLRSRIVEVAEALERHGVAAEA" 

     gene            complement(660559..662028) 

                     /locus_tag="APZ15_35195" 

     CDS             complement(660559..662028) 

                     /locus_tag="APZ15_35195" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006762058.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-methylcitrate dehydratase" 

                     /protein_id="ALK23121.1" 

                     /translation="MNRRHFLSTLTGAALALPFAHARAGALPAAGVSPGRPDLAQQLA 

                     DYAAGLQYRDLDAATIETIKAHLIDALGCAIAAHDERPVRIARDAALASPGGVSTIVG 

                     TNQRTSPDLAAFATGTALRYYDFNDAYAGKETGHPSDNMSACLAVAEAQHANGRDLIL 

                     SIAIAYEIACRLMDAAAISPRGWDHTCYSLPAVALAAGKLMRMPAPQLVQAVNLSINS 

                     HLALNQTRVQQLSNWKALADADAARNAVFSTQLARAGLTGPAPIFEGMAGFFPQVSGP 

                     FAVDTREFGGRGGAFRIGKCFVKFYPAQGLTQTAIPAALDVAAQVGDLRRIRRIEIDT 

                     TEVGYVTAGRDREKWAPSTHETADHSLPYIVARAMLDGDITTESYRPDALHDPALRAL 

                     IERITVREDPALTARYPAHAPNRVTAVCEDGSVCTKQVDDLPGSPTRPMRRDDYEAKF 

                     AKNCRRHWSPAQIRAALDYLWRLDEQPDVATLPPLLVVG" 

     gene            complement(662073..663155) 

                     /locus_tag="APZ15_35200" 

     CDS             complement(662073..663155) 

                     /locus_tag="APZ15_35200" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010090171.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="porin" 

                     /protein_id="ALK23122.1" 

                     /translation="MGKRMSALCGLGLVSASACAQSTITLYGVADIYTELLTHQAAPG 

                     DKSSASLVRMASGGKSGSRWGLKGVEELGGGWQAAFRLESGINLNNGTGTGAGGFDRS 

                     AWVGLQHERWGALRLGHQYTTLFDVMERYSPTGAYSTLYEPAGAIVGVNFRENNVAKY 

                     LAKIGPLTLETHYSFGGTPGAFQSNAAYGAGFDYAGGAISLAAAFDNVNTPQPGGFAH 

                     FRRYAAAAIASVGRAQLLAGVTHGQSGVAAPSVVTRYTFWWAGVRYAITPYLQAVGAF 

                     YYEDIRAQNAPNAQTPTPHPANPQQVTLQLNYFLSKAVTLYLAGGYARRAALDFDNYN 

                     YNFLHYTLAGDRASSAGLALGLRKLF" 

     gene            complement(663340..664242) 

                     /locus_tag="APZ15_35205" 

     CDS             complement(663340..664242) 

                     /locus_tag="APZ15_35205" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017330749.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="citrate lyase subunit beta" 

                     /protein_id="ALK23123.1" 

                     /translation="MNSSSQPVWRSLLYVPAHVPRFVASAAASDADALILDLEDSVPP 

                     ACKAAARDGLADAVPALRAPGRDLLVRANGPLDQLVPDLRAAVRAGVDGVVLPKVRGG 

                     SHIEAIDELLTALEEEAGAPPGRTRIVAIVETPRAFQAMDRIAQASPRVVAMMLGGGD 

                     FALNCESGASADVLRVPKQLLIIAARAAGILPLGLIGGLDELRDLDAFERIARASAEL 

                     GYAGATCIHPLQVGALNRAFRPDDAAVRDAHAVLAAYDDARANGRGALRVDGRMVDAP 

                     GVARAKRVLARHAAVQARADGVPR" 

     gene            664485..665249 

                     /locus_tag="APZ15_35210" 

     CDS             664485..665249 

                     /locus_tag="APZ15_35210" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760364.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="IclR family transcriptional regulator" 
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                     /protein_id="ALK23124.1" 

                     /translation="MNKVETSSPAEGGVAAVNRALTALLAFGNAPGGLMLAQVSEETG 

                     LNMSTLLRMFESLEQFRFIKRLPDGRYVLGPAVFQLGMMYRESFQLREYVMPILSRLS 

                     AETGETAAFYVREGDQRVCLFRIQAQRSVRTHLREGDRFPLDVGAAGRVLLAFSGTRG 

                     GDYEKTAEQGYAVSIAERDPESAAIACPAFGVGRVLSGAISLGVPRYRFNKKVLADYL 

                     PRVQAAAVELTHALGGDLPAAGAAFRAADQLGALLE" 

     gene            665330..666610 

                     /locus_tag="APZ15_35215" 

     CDS             665330..666610 

                     /locus_tag="APZ15_35215" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010090168.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA transferase" 

                     /protein_id="ALK23125.1" 

                     /translation="MFVPDPQVAHAAGAHRRASTGPIHPKPFDAGAQGPLAGVRVVDL 

                     SRLMAGNMLSVQLADFGADVVKVESERGDTLRAVGAGGISTNWKVYGRNKRSVCVDLR 

                     APEGIDIVRRLVRDADVFVESFKPGVAEKMGLGPDDLLAIRPELVIARISGWGQTGPY 

                     RHKPGFGTLAEGYAGFAAINGFADREPVLPPMFLGDMTAGLSGAIAVLVALHARDAHG 

                     AAGQVIDVSLFEPLLSILGPAAANYVMTGKIKERTGSRSSNTAPRNAYRTRDGKWLCL 

                     SSSTQAMAERLFRAIGRAELIDDPRYATNVQRVQHAEALDAIVGEFIAARDLDANLAF 

                     FEKAGVTVGPIQDIAQIVQDRYVIEREALVELPDDDVGSLPMHNITPRLSATPGTFRR 

                     PAPALGENNREILLPLLGEREYERLAGLGVIRTR" 

     gene            666678..667697 

                     /locus_tag="APZ15_35220" 

     CDS             666678..667697 

                     /locus_tag="APZ15_35220" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017330746.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cyclase" 

                     /protein_id="ALK23126.1" 

                     /translation="MKPRWTHRPPGSNWGDFGPDDQKGRLNWLTADAVLRGVAEVREG 

                     RVFSLSLPLDVPRGGGLNARRRPPAIMPALLGDKPYFGYRADEQVANATDVVCDDSFC 

                     MHSQFSTQWDALSHVGSLFDPAGDGERARMFYNGYRMDEHIQVPEACAPRGGARALGI 

                     EVMAQTGVQGRGVLVDLRRHFGDERRKIGYAEWMAVLRADDVIVERGDIVCVHTGFAD 

                     RLLDADARGEPAAPDVCCVLDGDDPRLLEWIDASGLAALAADNHAVEERPRDARARER 

                     PGALMPLHELCLFKLGIHLGELWHLTPLADWLHAHRRNRFLLTAPPLHLRGLVGSPVN 
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                     PVATV" 

     gene            667789..669171 

                     /locus_tag="APZ15_35225" 

                     /pseudo 

     CDS             667789..669171 

                     /locus_tag="APZ15_35225" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007160192.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

     gene            669390..669818 

                     /locus_tag="APZ15_35230" 

     CDS             669390..669818 

                     /locus_tag="APZ15_35230" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_018852312.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23127.1" 

                     /translation="MPTFHVSLDAFVEMSRRRDMRSDEELNQALRLHQLNLQSTLARI 

                     AASHFEIVLDLVLRDPAALDACIAALSPRQTFVIGVTCPLDILEQRERARPDRGEGMA 

                     RSQFGHPAYSRPYALRIDTSTCTPEEGARRIRAHVDAQRE" 

     gene            670402..671994 

                     /gene="pntA" 

                     /locus_tag="APZ15_35235" 

     CDS             670402..671994 

                     /gene="pntA" 

                     /locus_tag="APZ15_35235" 

                     /EC_number="1.6.1.2" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349915.1" 

                     /note="forms a tetramer composed of 2 alpha subunits and 2 

                     beta subunits in the inner membrane; involved in 

                     catalyzing transfer of hydride ion equivalents between NAD 

                     and NADP; stereospecific (AB-specific); functions as a 

                     proton pump by translocating protons from cytoplasm to 

                     periplasm; Derived by automated computational analysis 
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                     using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NAD(P) transhydrogenase subunit alpha" 

                     /protein_id="ALK23128.1" 

                     /translation="MTLLIGVPLETANEERRVATVPDVVEKLIKLGFSVAVQSGAGTG 

                     ANFSDDDYRTAGAEVVATAADLWGRSDIVLKVRPPSSEEVALLREGSTLVGFVWPAQN 

                     PELMQQLAAKRATVLAIDSLPRTLSRAQKMDALTSMAGVSGYRAVIEAAHAFGRYFNG 

                     QITAAGKVPPAKVFVAGAGVAGLAAIGTAAGLGAIVRANDTRAEVADQVKSLGGEFVK 

                     VDYEEEGSGGGGYAKVMSEGFQQAQRAMYAQQAKDADIIITTALIPGKPAPKLITAEM 

                     VQSMKPGSVIVDMAGEQGGNCELTVPGEAVVRHGVTIVGYTDLASRLARQSSTLYATN 

                     LLRVIEELCKAKDGTINVDFNDDAIRGLTVIKEGNVTWPPPPIQQPAAVPKPAAAPVA 

                     ATASKGHGHGSGEPMSAKSLAIVFAVGALAFLLVGQFAPATFLAHFTVFVLACFVGYM 

                     VIWNVTPSLHTPLMSVTNAISSIIAIGALVQVAPPLGEAAAGDRPSGLILGLAVGALT 

                     LTAVNMFGGFAVTRRMLAMFRK" 

     gene            672008..673420 

                     /gene="pntB" 

                     /locus_tag="APZ15_35240" 

     CDS             672008..673420 

                     /gene="pntB" 

                     /locus_tag="APZ15_35240" 

                     /EC_number="1.6.1.2" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335471.1" 

                     /note="catalyzes reversible transfer of hydride ion 

                     equivalent between NAD and NADP; membrane-bound proton 

                     pump that translocates protons from cytosolic to 

                     periplasmic side of the inner membrane; forms a tetramer 

                     composed of two alpha and 2 beta subunits; 

                     AB-stereospecific enzyme; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridine nucleotide transhydrogenase" 

                     /protein_id="ALK23129.1" 

                     /translation="MTSNLTTVSYIGAAILFILSLGGLANPETARRGNLLGMIGMLIA 

                     VLATVLGPRVSAEGIPYIVAALVVGGAVGLVAAKKVQMTQMPELVALMHSLVGLAACL 

                     VGFASYIDTSVQFTGAEHAIHEVEIYVGILIGAVTFAGSVIAFGKLSGKIGGKPLLLP 

                     ARHWLNLAALLIVIYYGRAFLHAETIQDGMTPLIVMTVVSLLFGVHMVMAIGGADMPV 

                     VVSMLNSYSGWAAAATGFMLGNDLLIVIGALVGSSGAILSYIMCRAMNRNFISVIAGG 

                     FGTGSGAPAAAGAGAQPAGEVVAVSALETAELLRDAKSVIIVPGYGMAVAQAQHTVHE 

                     LTKVLREKGVDVRFAIHPVAGRMPGHMNVLLAEAKVPYDIVMEMDEINGDFPEADVSM 

                     VIGANDIVNPAAQEDPASPIAGMPVLEVWKAKTSIVMKRSMASGYAGVDNPLFYKDNN 
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                     RMLFGDAKKMLDEVFGALKA" 

     gene            complement(673881..674504) 

                     /locus_tag="APZ15_35245" 

     CDS             complement(673881..674504) 

                     /locus_tag="APZ15_35245" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349913.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter ATP-binding protein" 

                     /protein_id="ALK23130.1" 

                     /translation="MLRFDNLGKRFDKRVVFQGLNFASGAGCVALCDENGSGKSTLLG 

                     ILAGTIDADEGEVWLGGHSLRTAPLAAKSALAYVPDDCLTYPFQTGRAFLDLVAAAKK 

                     TVVDARTLELADRFGLAPHMDKRFEQMSLGTRKKLFLTATTLGAPTVVIADEPGNGLD 

                     AASRAVLVDLFRTLAADRAVFFSSHDLALARACDARITGFAELGAAG" 

     gene            complement(674516..675715) 

                     /locus_tag="APZ15_35250" 

     CDS             complement(674516..675715) 

                     /locus_tag="APZ15_35250" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012537631.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23131.1" 

                     /translation="MLSCRLRWYALATSNLLRRHWQALLLLAMLLLPAMPVFSQTRIL 

                     GAPVLAALAPSHGIEWRFAWVHLLEAVGILWVLAQRRAITGGPFVTFLASLPVSSGRR 

                     RAIDTIVVIVASTPLLLPVLAAAIALAFLPQKAINYLFVLDLFLITLGWQLTALSRNL 

                     RNAIALIVANVFLIGGFHAEGALRPAWLTVALLLAAFTIAHTAPARATRSEMPGAFSR 

                     RIADAIRVRVRNGLPPIARLQIGILRDRAASTAGHCLMMGAVTASTCFLLALWGFDQR 

                     AVPLTLIAQAVIALIAATTYRDLQAAHLHASHFMQSLPLSTFAKRRADCLTVAALALP 

                     FAAVAPLLLVTHGVLSSQMAAALVCSGAPLVALHYLPQRYASRQSVLLGIALTVVWVT 

                     LAWQVFV" 

     gene            676122..676559 

                     /locus_tag="APZ15_35255" 

     CDS             676122..676559 

                     /locus_tag="APZ15_35255" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372320.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23132.1" 

                     /translation="MAELDNELYERIGALSDAGDALMEDGDYEGALEKFRAGFDLLPE 

                     PKTNWEAGTWLMAAIGDANFLQADYAAGCENLGQAMHFPNAIGNPFLHLRLGQCQFEL 

                     GNLDRAADELMRAYMAGGPELFEDEDARYLRFLATRAEGIETP" 

     gene            676674..677123 

                     /locus_tag="APZ15_35260" 

     CDS             676674..677123 

                     /locus_tag="APZ15_35260" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013093137.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GNAT family acetyltransferase" 

                     /protein_id="ALK23133.1" 

                     /translation="MNLTFPLAAQSDAETLVAIRIAAMRDSLERIGRFDPRRARERFL 

                     ASFDPALCRFIEADGVNAGFFVVRPQEDHWLLDHLYIVPAHQGKGIGAAVLQRIFAEA 

                     DAQRVPVRVGALRGSDSNRFYARHGFMQADEAEWDIYYVREPGSATA" 

     gene            677261..678679 

                     /locus_tag="APZ15_35265" 

     CDS             677261..678679 

                     /locus_tag="APZ15_35265" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349910.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="two-component system response regulator" 

                     /protein_id="ALK23134.1" 

                     /translation="MTTSATNGPNAVSPETTGAAATSDDADGVPSILLVDDEPSVLSA 

                     LRRVFRPAGYEILTAESGEAALEVLASTEVDLIVSDMRMPGMSGAEFLARARALYPDT 

                     MRILLTGYAEIASVMQAVNEGGVYRYLNKPWDDHDLLLTIEQALEQRRLRHEAARLAA 

                     LTEAQNEALRRFNTELETQVRARTEELGQTVMFLEAAQRDLKSSFTAMVQVCASMIEM 

                     RCGSASGHAMRVGEIARRLALASGMSELHAQDVYFAGLLHGIGKLSLPDELLHKPLTR 

                     MTAEEHGLFQQHPLRAQMVLTPVAQLHKVASIVLHQYERFNGRGTPDGLAGDSIPPGS 

                     RIVAIARDFEGLRNGDIGAPHSVEQALDAMRSQAGVRYDPRIVENLAELMRDPASLGI 

                     AASVAEIKSAQLREGMQLADDLRTHRGVLLMTKGSVMSAHQIELVRRFETREGTAFDI 

                     LVLAGQAAKPAQGVPNAGAAPA" 
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     gene            678758..680584 

                     /locus_tag="APZ15_35270" 

     CDS             678758..680584 

                     /locus_tag="APZ15_35270" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349909.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23135.1" 

                     /translation="MHGTYNLPLVLLSVAIATLASYTTLDLAAFISLLDNPKLRRMWL 

                     GGGAAAMGTGIWSMHFVGMLAFSLPIPLGYALPDTGASLAIAVLVSYFALYVVTRARL 

                     GWRRLLAGGVLMGGGIAGMHYAGMAAMRMAPGIRYDAVLFAASIGIAVIASTAALWIA 

                     QALRARQARHATAQRVGAAVVMGVAITGMHYTAMAAAHFAPDARCGAANGVDTPWLAT 

                     TVALFTTGTLVVTLLLSRFDARTTFLRGMTDTLERLVRLRTVELERALHRYEQTTAML 

                     QRTRENMATEIDERKAAQARLEQEKEEQRRLLHALEETHVQLLQSEKLASIGQLAAGV 

                     AHEINNPIGFVSANLNTLKTWVRSLLDVIAAHEAALPQLDPAARDALTALGRAADLDY 

                     VRGEIATLIDESIDGALRVRRIVQDLRDFSRPASDEWSVVDLRAGLESTLNVVHNELK 

                     YKAEIVRDYGDVPQVECLPSQLNQVFMNLLVNAAQAIPERGVITIRTSSDGEQVSIAI 

                     SDTGTGMTPDVVRRIFDPFFTTKPVGQGTGLGLSVSHGIVERHRGTIDVTSEPGRGTT 

                     FCVRLPIRRAGGNANESVNESANETAAVAEVSAGPAAYRSGH" 

     gene            complement(680547..682250) 

                     /locus_tag="APZ15_35275" 

     CDS             complement(680547..682250) 

                     /locus_tag="APZ15_35275" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349907.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cobalamin biosynthesis protein CobT" 

                     /protein_id="ALK23136.1" 

                     /translation="MDRDDDARALHLTRLARTLAQRHGIEVRFARHGPLAQRDLLVLP 

                     DTLLAGDVDDDAIVGLVDLHAARVRFGAIDDVAALASPAVRAIAQAIDDRRAAGCLVA 

                     RYPGATTLLRQMRVASAADTLRRWPRMAWRDRLVWRIERTLWDEPPATIERIPSLDAT 

                     LAASDDLVDEARAATSTADSIRAAHRIVERVRALASAGANNMMFTADPGSTIDSDSIA 

                     AEFDSDGPGAPDDARAPVSAESGAGAIADTESSTASPTPGDAAPGTIRLSADRRPLLS 

                     VPLTTAFDTVTDFTGKGDAARWHRLRSAARAQTEPLKLRLERALKVDEQTRWKREQER 

                     GELDRMALARLVTSPGYRTPFRVRRAAPGRDAAVSLLIDCSGSMAGRKIELARLCAAA 

                     LCDALMQLGFACEALGYSSVEDAAMRAHYQRWIDAGRDTFGYNRFVERLDLRVYKRFD 

                     SDNPSGLACIECGHENPDGEALSWAAERLLAQRARRRILMVLSDGYPATGDGNPAILR 
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                     TDLRARVDALRERRVELIGVGILDDSVEAFYPVSSVVEHLHELPGAAFSVLSDTLLDR 

                     R" 

     gene            complement(682255..683457) 

                     /locus_tag="APZ15_35280" 

     CDS             complement(682255..683457) 

                     /locus_tag="APZ15_35280" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349906.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AAA family ATPase" 

                     /protein_id="ALK23137.1" 

                     /translation="MNAPVDPTPSAPSVLGVYRQLADPSAGQWIVSRSERAHMYRIQH 

                     HRPDGSTSVDTVVDADNLDAKLHKWIQEGYVRRETGDHAAPVHRDRFMQDLRHAHASR 

                     PAATGDAAHVVQVGGVPMPRGPGGPLVPPRNPAYLFTARATDVLEDIVENRRILLIGH 

                     TGTGKTSLIEQAAALAGHGVLRSNMNGQTTVGDFVGFWTVKGGETRWVDGVLPTAMRE 

                     GLWLIVDEIDFAEPAILAVLTAVLEPAGRLLLKEKGNEIVVPHPSFRLFATANAAGAM 

                     GQFRHLYQGANVMNEAFLDRWRVYRLDYLPPSDEARVLQRTFGAAMTEAMAGTLAAIA 

                     ADCRAAFVREDLASAFSTRRLIDWADLMLRTGDPEAAAGPTIYAKVGAEDADLIRSII 

                     RHYIDVGA" 

     gene            683972..684496 

                     /locus_tag="APZ15_35285" 

     CDS             683972..684496 

                     /locus_tag="APZ15_35285" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349904.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetyltransferase" 

                     /protein_id="ALK23577.1" 

                     /translation="MTVTGTDERVIRRASALDAPAVLGIFDEVIAWFVDIGNDGQWGR 

                     EPWSTQPKRIALVTEACALPDAWVAESPDGRILGALILGESMPYVPPATEPEIYVRVL 

                     VASRDARARGVGRRLMAFADERARAAGVQRLRVDCYGGGTGALVRFYESCGYERLSTF 

                     DVDGWPGQLLGRNL" 

     gene            complement(684802..685953) 

                     /locus_tag="APZ15_35290" 

                     /pseudo 

     CDS             complement(684802..685953) 

                     /locus_tag="APZ15_35290" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_006493816.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="carboxylate--amine ligase" 

     gene            complement(685996..686940) 

                     /locus_tag="APZ15_35295" 

     CDS             complement(685996..686940) 

                     /locus_tag="APZ15_35295" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751970.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23138.1" 

                     /translation="MRTLIAALVRRGPTVLAGGVGLGLLVPPLADLARPLMSVTVFLF 

                     VLGTLLRVEPSAVRAVARRPAVSLLLPAATMIACPVALGIAARLAGMPYDWVVALVIA 

                     YCAPPSSGTSTIARMLSLDASVALVATLASMVFVPLTAPLLTAWFSHDAAVSISPLNL 

                     ALRLALLIGSAEGVALLVRRFAGSRLDRYATPIDATVVAALLVFALGTMAGMQQSIID 

                     APHRALTAIALAFAVNAGFQIIAYGLTPGDVRTRLNVALIVANRNVGLMWAALGLAAT 

                     PTMALVFTCAQLPIYTLPRVVQHLLPRLEAQRLRRRAR" 

     gene            687108..687983 

                     /locus_tag="APZ15_35300" 

     CDS             687108..687983 

                     /locus_tag="APZ15_35300" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498077.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23139.1" 

                     /translation="MNIPLLETFRAVVQEGSALRAAERIGCTQSNVTARLRQLEESLD 

                     APLFDRHGKRLVLNDAGRRLIPYCDRILRLVDEATQVVRETPVARSFRLGSMESTAAT 

                     RLPALAAALKAHDPALGLTVQIGSEPDLADALLRGRIDAALTARAVVRPGLRYEPAFA 

                     EEMVLVSAATVTRRQVLADNTVRLLAFHDGCPYRAVAEHWLKARGIAIGSVASFGTFG 

                     AILGCVAAGMGVAILPKRITTEHVARKELRTHAFDDLDNVTTYLVTPEEAPALPELDA 

                     LRAVLGRQSGALLAR" 

     gene            complement(688045..689313) 
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                     /locus_tag="APZ15_35305" 

     CDS             complement(688045..689313) 

                     /locus_tag="APZ15_35305" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006491160.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="carboxylate--amine ligase" 

                     /protein_id="ALK23140.1" 

                     /translation="MPHRFIDTVLIVDGASTAAYLAPAFRAYGIRCAHVISDPDLPEI 

                     YRNQFVPSDYIRQVQHRGDLDATLAQLADLRIGAVLHGLDAALELADTLAERLDVPYR 

                     NPLATSAARRDKYAMNERIRQAGLRAPAHFHSTSVDATLEWARAHGRLPLVVKPARSA 

                     GVAGVKICRTLDQVEAAARDVLATRSLYNQPNDDIVIQSYSEGQEYIVDSVSFEGRHR 

                     VVSLWEVHRDRTHAPRLDKMLVLNHADPRYAPLLDYAADVLDALEVRFGPTHLELFDT 

                     ADGPTIVELNARLHGSLDPRLTSAVSGENHVSAAVEAVLHPERLFGEAAAPTDFRGYC 

                     GHVLLLSSRNGVLRQDFTWQAIQALPSFVGLKQWAKVGDTLRVTTDLQTALGTVGLYS 

                     PTFERLLEDCRRIREIEADFFADERAVESA" 

     gene            complement(689365..690798) 

                     /locus_tag="APZ15_35310" 

     CDS             complement(689365..690798) 

                     /locus_tag="APZ15_35310" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498079.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23141.1" 

                     /translation="MSDRAPALGGAPAAIAPPHRTSLRAIFPTVAAASLGFAIVQLDV 

                     TVVNVAIPSLGHSFGSSVHGLQWIVDAYTLSFAALLLTSGTLADRFGSRRLFAYGLAL 

                     FLLASLGCALAPSLAALIAARVAQGVGAAMILPTSLALITHACANDAAARVRAVAWWS 

                     ATGGAISAAGPTLGGLLIDSLGWRAIFFINLPICAAGLWLTVRHVRDSAAARTRLFDP 

                     AGQLVAVLVLALLTGGIIRAGAQGPGDPYAAGALAASVALGALFVAIERRVAAPMLQL 

                     AFFRIARVPGVLAIGAITNAAFYGLIFSLSLYFQNARGFTATESGLALAPLTIIMLAN 

                     IASARLAVRHGFRATVIVGLVVSLAGYVWLWRTLGAHTPYALLAPGLAAMAIGGGIAI 

                     PALTSTLLGSVEAGRSATASAILNTARQVGAAVGVAALGALVAGQGAAIVAGAARAFA 

                     VAAVLVAVCIVLAVRWPGDAPEPGTRA" 

     gene            691235..692353 

                     /locus_tag="APZ15_35315" 

     CDS             691235..692353 

                     /locus_tag="APZ15_35315" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336902.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxygenase" 

                     /protein_id="ALK23142.1" 

                     /translation="MTYLADERIVLTAAESGHIRKTLGALAYDPAGGAGYISAVRKLA 

                     YNAFPDRIVDAFDRAKAPTADAHGSIEIDNLPIDDDVKGSPRFEETGRSFKAGVLSEN 

                     VLVALSTLAGEPYSIAHEGRELVNNLTPHKATARDYTGLGSEVELDFHIENAAQAHMP 

                     EGDTSPFALLLLGVRSEAGGGPYTRLADARRALQLLSPDDIAQLYGEHYIIRVPYRWR 

                     GAAPTPRDNTDLSAVLSGPLDAPRVTVAFYPDMVLAVNARAQEALANLYRAVREVSFG 

                     VQVQPGKLVLINNHFTLHSRDRFDPQYDENDRAFRWVQRVFVARSLWNFRAFTPLQAR 

                     VFDPKALYAGDAHATRPSPVAQPAPQRAATAELEATPA" 

     gene            692463..693401 

                     /locus_tag="APZ15_35320" 

     CDS             692463..693401 

                     /locus_tag="APZ15_35320" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006750532.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23143.1" 

                     /translation="MRRTAIPAARIARTLAAVLLGGSVAAQAATFDLSPEQPGRQRGT 

                     VNPAVEQALPAGYRFAEAGTLTIGIAPNLPPLSTYATDARTVVGFDPDLAQLVADSIG 

                     RKLKIVPLSWADWPLALQSGKVDAVISNVTVTEQRKEKFDFSTYRKDQLGFYVKNGSR 

                     IASIREPKDVAGLRVVTDSGTNQEKILLEWNRQNVARGLAPVEIQYYADAAERWVALQ 

                     SGRVDTIFSVNSMLAYQASLRGDAKLIGTVSGGWPRTADIAITTRKGSGLADPLTVAI 

                     NALIANGSYRKVLGRWSLDAEAIDRSQTNPPGLPRT" 

     gene            complement(693430..693828) 

                     /locus_tag="APZ15_35325" 

     CDS             complement(693430..693828) 

                     /locus_tag="APZ15_35325" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006404505.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 
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                     /protein_id="ALK23578.1" 

                     /translation="MGAGQPAAKQPDFKPSSDRNGNFTLPPDTAFKAIFYANAADRQD 

                     LRLFIDDAPEPAASFVGNSEDGVRLFTLNSKGGRIRIDAFANGRKSATDARLAPLSAG 

                     DTVWLGWLGAEDGADADYNDGIVILQWPIT" 

     gene            complement(693784..694320) 

                     /locus_tag="APZ15_35330" 

                     /pseudo 

     CDS             complement(693784..694320) 

                     /locus_tag="APZ15_35330" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336900.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="inclusion body protein" 

     gene            complement(694386..694889) 

                     /locus_tag="APZ15_35335" 

     CDS             complement(694386..694889) 

                     /locus_tag="APZ15_35335" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349899.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="inclusion body protein" 

                     /protein_id="ALK23144.1" 

                     /translation="MSRVTDVLVSFDTETILKKYPNPSKNPNSPTLIDWKHVYMVTNQ 

                     DNVVSGQAGGELDLKAQVGDLIRWRETSLSLGFENQVVFYKFIGNVGNELISTPTPRV 

                     AEASIPVPNTSKPEVPTCQKVANYYWSSECLKVGRVTYHFQFQIIDRNCQSQGCFSWD 

                     PFISIHN" 

     gene            complement(695186..695569) 

                     /locus_tag="APZ15_35340" 

     CDS             complement(695186..695569) 

                     /locus_tag="APZ15_35340" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349898.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar translocase" 

https://www.ncbi.nlm.nih.gov/protein/940703119
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=693784&to=694320
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=693784&to=694320
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=694386&to=694889
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=694386&to=694889
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702685
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=695186&to=695569
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=695186&to=695569
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK23145.1" 

                     /translation="MIGLLDAERTRLVRFGVSGLCSTAIHTLVAAALFAQFDATLVTA 

                     NTIAFLCATAFSYLANTLWSFSSTVRTRNAVRFLAVTLAGFVETLLLARAAEALDVSR 

                     AMSIVAIALLIPPTTFLLHRLWTYR" 

     gene            complement(695585..696628) 

                     /locus_tag="APZ15_35345" 

     CDS             complement(695585..696628) 

                     /locus_tag="APZ15_35345" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498084.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="bactoprenol glucosyl transferase" 

                     /protein_id="ALK23146.1" 

                     /translation="MREPLYIPLVSLVVPFYNEGEAVERFFDVVMPLMTSIDGIRFEI 

                     VCVNDGSRDDTLERLIRIGARERRVRVIDLTRNFGKEAALTAGLDEALGDAVIPLDAD 

                     LQDPPSLIPVMIEHWRDGAEVVAAKRSNRACDSFAKRTAAAIYYRVHNLLSDVKLPEN 

                     VGDFRLMDRKVVNALRSLPERHRFMKGLFAWVGYRTVIVEYQRDARSAGHSKFSGWKL 

                     WNFALEGITSFSTVPLRSWTYIGVGIAALAFLYGAFIILRTLLFGNPVLGYASLISVT 

                     LFIGGIELIGIGVVGEYIGRIYDESKQRPVYLIRRRYQTHGKVVELRVARDARRQSAR 

                     RRVQPTRARIGER" 

     gene            complement(696653..698032) 

                     /locus_tag="APZ15_35350" 

     CDS             complement(696653..698032) 

                     /locus_tag="APZ15_35350" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349896.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23579.1" 

                     /translation="MKTPHSVFHARPETDAHPELPIAGPRRYPHWLNRDRVRVYAGAA 

                     LLAELLFIGIYIARMYLQHGAALVPLSEDFSAIWSAAWLAAHGRAADVWHFSALFTIQ 

                     QLAVPGMNLEDGMLLWLYPPSMLLLVLPLGWLPYTPAVVLWLGVTYVLFAVVIHATVQ 

                     RGTAWLCALAFPAAFITVVIGQTSLFTATFGGLGLLLLKRRPVVAGICFGLLMMKPQV 

                     AILFPLALLCAGQWRTLAAWAATIVACVALATLAFGTDSWIAFAHGMRDVYQVISTGH 

                     AKLARMPTLFALAAMAGLPAYVANGLQLLSAAVAAIAVVYAWRGDCAYALRAATLACA 

                     CLLVSPYLYDYDLTWYGLVIAWYARYAWTHGWRRFDREWLTLLWLMPLAGLAVVPHLS 

                     FQFMPLVTLASLGLLVSRIARDRRDVPSMPDARDHSTDTAFTHSARTHHRPAYGLRRT 

                     GRPTIGVHR" 
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     gene            complement(698029..699270) 

                     /locus_tag="APZ15_35355" 

     CDS             complement(698029..699270) 

                     /locus_tag="APZ15_35355" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549062.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23147.1" 

                     /translation="MYTANRGSRVRAIRCAQWLTADRIVPYSCIMLMLFAALLIVWGF 

                     VTNGFTSNAAVRPGVDFSVFWTASHLVLQGHAASAYDPSLFLQAELAQFDTYLQHRSL 

                     PWLYPPTMLLFIAPVALVPFLPAYFLFFAGSLLCYAFAVSRLSGLRAHLPVPHAAAIV 

                     VVAYSAVCMSALFGQNSILTAGLAALALHLLGKRPVAAGVLIGLLAIKPQLAVVFPFA 

                     LIAARAWRTFAAAAISATLFAAAGIALTGTGALHGLGDAVATVRGQHFMLPSYWLASP 

                     TPFAALRLSGFPVPAALAAQAVIALLAIAATVDVWRRTPDMRLRGAALAVATLLTTPY 

                     LWHYELTWLGIAIFCLIAHGLDEGWLPGDQAVIVLAWLLPIFEMLNRLMKLPQIGPIV 

                     LLAVLFVVVRRAAQCSPRSSR" 

     gene            700333..700524 

                     /locus_tag="APZ15_35360" 

     CDS             700333..700524 

                     /locus_tag="APZ15_35360" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349894.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein" 

                     /protein_id="ALK23148.1" 

                     /translation="MTRVIEKIAWFVEDREGVTAIEYGLIAALIALGIVAALTAIGTD 

                     LSTVFSTIASSLDSAVTAL" 

     gene            700665..700847 

                     /locus_tag="APZ15_35365" 

     CDS             700665..700847 

                     /locus_tag="APZ15_35365" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349893.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=698029&to=699270
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=698029&to=699270
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702688
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=700333&to=700524
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=700333&to=700524
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702689
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=700665&to=700847
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=700665&to=700847
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /product="pilus assembly protein" 

                     /protein_id="ALK23149.1" 

                     /translation="MTKFIQQAARFVRDEDGVTAIEYGLIAALIAVGIIVAVTAVGTQ 

                     LKTVFTTIAADLTAAV" 

     gene            700939..701145 

                     /locus_tag="APZ15_35370" 

     CDS             700939..701145 

                     /locus_tag="APZ15_35370" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349892.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein" 

                     /protein_id="ALK23150.1" 

                     /translation="MQTRVRVASPRIDAEQGATSIGYASVAATFAVAVLGSVVTPKGS 

                     LANTYAVIATAVTAAVATALAMVS" 

     gene            701174..701713 

                     /locus_tag="APZ15_35375" 

     CDS             701174..701713 

                     /locus_tag="APZ15_35375" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349891.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peptidase A24" 

                     /protein_id="ALK23151.1" 

                     /translation="MLLVAPSYPIPLCVTLLAVSAAGTDIAARRIPNGLVALGLAGAL 

                     VAQCVLHGVLAGALGWLAGAATGFALLLPFYLLRGMAAGDVKLMLAIGAWVGAEMTCY 

                     IVLATFLAGGIGALAVVLLRGRMRQMWANVRALIARHSRGTRGEAADGPAEIASVGSL 

                     PYGVAIAAGTLAMLFASHT" 

     gene            701746..703146 

                     /locus_tag="APZ15_35380" 

     CDS             701746..703146 

                     /locus_tag="APZ15_35380" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336893.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="ATPase" 

                     /protein_id="ALK23152.1" 

                     /translation="MNTNHTEPRRDAQVAHLPDPLPSREAHTKLGAQLPAAPRSLDET 

                     GLSKTFVAGLVLKSTLMLGRPSYGDLVERHCLPLAVLDDVFAFLVREHLVELTHRGAT 

                     DLDVTFRLTDAGRVLALEERARSGYSGPAPVTLDAYLECVAAHSVRKLHIGQSDVWAA 

                     FEDIVIDTSVLDAAAAALNAGRPLLIYGPAGSGKTFLAERLGSLMRGYVPVPHAICAA 

                     GEVIQIYDPLVHVDAASQPGGQSVDRRWRLCERPVVMSGGELTLDELDLRRDEAAGFY 

                     QAPPHMKANMGMYVVDDLGRQRVEPRDLLNRWLRPLDRGVDFMTLESGNRFVMPFDVW 

                     PVFSSNLAPEQFCDDAFLRRLGSKIHVGALSIDNYRAVFDAACASLGLVAASDAFDYL 

                     LHRLHLPTGKAFLACFPADLLRLVAAGARYRGDPAEVTHDALYDAWASYFGAGPERDG 

                     VHPPPVERGGRTFITG" 

     gene            703182..704021 

                     /locus_tag="APZ15_35385" 

     CDS             703182..704021 

                     /locus_tag="APZ15_35385" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336892.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Flp pilus assembly protein CpaB" 

                     /protein_id="ALK23153.1" 

                     /translation="MKNSRAILMLVVAMVAGLAAVVFASHWLMQTSTSSVTSVAVAAT 

                     DLNLGEPLGPNQIRMVSWPSGSVPTGAFTDTKALEGRVVRTSLSRDEPVIESKLAPVG 

                     TKGGLSAVISDGSRAITVRVNDVVGVAGFALPGNYVDVIVNTQEQQGKTDGQSISKIV 

                     LEHILVLAVAQQVSRDDTAPKVVNAVTLEVTPDQAERLDLARSVGTLSLVLRNQVDQK 

                     TLNTDGATKMTLLGKEPAPEAPAAPARVRTVRVHVASHAAPEARRDCVGVLTGVRGSI 

                     ECF" 

     gene            704119..706074 

                     /locus_tag="APZ15_35390" 

     CDS             704119..706074 

                     /locus_tag="APZ15_35390" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349888.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="secretin" 

                     /protein_id="ALK23154.1" 

                     /translation="MKIKPQCTDTGPLRTRVARGTMMAAILCSGWLTVYGALAQEGVE 

                     SAALTKGGASAPAAVGKGPMQMTISMGPVAAAAPAASAGPLRGPNCVGAVRESTSVSV 

                     PLGKSLLVPMPEPVRNRTIGNPAVAQATMVSPQTLYILGLAVGTTNMIVQGKSGACRV 
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                     IDVAVGADAGGLQASLQQLMPNERDIRVTTAAGTIVLSGTVSSSQAAQQAVQIARAYG 

                     DSAGDPAAGGKQSGSGVLNMLAVTSPQQVMLEVKVAEVSKTLINQMGSALNIQGGFGS 

                     WSGALVSNLLAGVASGVAFSKANNKPFNLAADAQNTDNLVKILAEPNLVTISGQEATF 

                     LAGGKIFIPIPQSSGNGTSSITLQEEEFGVALKFTPTVLANGRISLKVAPEVSELSAT 

                     GVTLSSTNIGGTSILPLITTRRASTTVQMSDGESFAIGGLIKDNVTGALKALPGVGEV 

                     PVLGALFRSTSFQQDRTELIFLITPHLVKPLQTAEVPLPTDSFSKPNEVDVYATGNME 

                     GRGGVRKPGAQPSNGAATAPQAPAQAPAQAPAPAPQPDAPAAAAAALPAPRVPQGVDA 

                     QPPVPAEPQKTPAPVAVVVPRPDGANAANAARVARIEAAAARIAAAGPDAPARPAQPA 

                     TPARSTHRLPAAAHAQVARSESEPTDR" 

     gene            706095..706391 

                     /locus_tag="APZ15_35395" 

     CDS             706095..706391 

                     /locus_tag="APZ15_35395" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336890.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23155.1" 

                     /translation="MKSAYLVFVRRAALAAPLAFALAGCMSSTPVWDTRFGESVRAVT 

                     QAQIIDPHAAEHAAATTVVDGGAAASALDNYEKSFKQVDPPTNAFVIGIGKATQ" 

     gene            706417..707682 

                     /locus_tag="APZ15_35400" 

     CDS             706417..707682 

                     /locus_tag="APZ15_35400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349886.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein TadG" 

                     /protein_id="ALK23156.1" 

                     /translation="MNSAARYPKVMRRSLHRQRGAVAIIVGLALAVMIGFVGLALDLG 

                     KLYVTRSELQNSADACALSAARDLTSAISLSVAEANGIAAGHLNFVFFQNKSVQMATN 

                     SNVTFSDSLTNPFLTKDSVTTPANIKYVQCTATLSNIAHWFIEVLNVLPGTKLANAAT 

                     VSASAIATVGGGQTACAIPVFVCRATGAPPYNVGDWITSPSGSSYGPGNFGWAALDGS 

                     TNEPAIASELSGNTCNITSPPDLGTTGLKSASLRAWNTRFGIYTNGANGSSGQPDFTG 

                     YAYVGPNYGPPGTPGIKGDAYTQFVADRTTFKPYQGDGAPPSGSGISTNGTVTASNYQ 

                     TYGGDRRVALAPEGDCSSLTGSSGKVHVTQWDCVLMLDPLPFSSGSGPVIAHLEYLGS 

                     SVSGNNPCATHGLPGDGSASGVQVPMLVQ" 

     gene            707695..708228 
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                     /locus_tag="APZ15_35405" 

     CDS             707695..708228 

                     /locus_tag="APZ15_35405" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549051.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein TadG" 

                     /protein_id="ALK23157.1" 

                     /translation="MKRPPFRRSRTRGVAAVEFAIVLIPMIVLATGVAEFGRAIYQYE 

                     TLTKATRDAARYLSIWLPTDSAYPVSAAQCLVVYGSTTCGQAGTELVPGLTTSMVTIC 

                     DAQHTTGCSDASDPAQFSNLPTYDSNNNAASGTATGAINVVEVKIKGYTYQPIPAYPG 

                     LTSIPFGNIVTVMRQVS" 

     gene            708225..708668 

                     /locus_tag="APZ15_35410" 

     CDS             708225..708668 

                     /locus_tag="APZ15_35410" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349884.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein TadG" 

                     /protein_id="ALK23158.1" 

                     /translation="MSARPVPLSRRRAQRGSTIVEFALISSVLIMLLLGIFEFGRVLF 

                     YWNTASEAVRLGARTAVVCDVNAAGVAKRVTALLPLLSNANVSVNYSPTSCTVNTCAF 

                     VTVSVTNVTVKTMIPFMNVSVKMPPFTTTLPRESLTSATGGANCN" 

     gene            708691..709899 

                     /locus_tag="APZ15_35415" 

     CDS             708691..709899 

                     /locus_tag="APZ15_35415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767141.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein" 

                     /protein_id="ALK23159.1" 

                     /translation="MINILVASDDTARLTQIARLVTDCGRYRATRATGRPSQIEHRTD 

                     GLDAFDILLVDGTSLDAPELAAIERICRVHTGLTCILVTADASPHVLLDAMRAGARDV 
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                     LQWPLDLQALGNALERAAAQSTRRDTDDTRIVSFMSCKGGAGTSFAASNIAFEIAEGF 

                     KRRVLLIDLNQQFADAAFLVSDETPPSTLPQLCAQIERLDSAFLDASVARVTENFHVL 

                     AGAGDPVKAAEMREDALEWILGVAAPRYDFVIFDLGVCINPLSMVALDRSDQIQLVMQ 

                     PAMPHVRAGRRLLEILVSLGYSTDQMRLVLNRATRASDRTRTALEEVLGLQAACTIPD 

                     DVDTVLEAVNQGHPVSRLARGTAVARALQGYAKQLVEGEVRVGRSATRSEPLMSRLFG 

                     RKATPKLKSM" 

     gene            709918..711285 

                     /locus_tag="APZ15_35420" 

     CDS             709918..711285 

                     /locus_tag="APZ15_35420" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006486287.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein CpaF" 

                     /protein_id="ALK23160.1" 

                     /translation="MSLREQMSLHRAQPLAAGNEPAGPAHSSVRDAYQKLRREIHLAV 

                     LERVELERLSRMPQEQVRQEIAALISRILDDERMPANDIERRQLAIDVYDEMFGFGPL 

                     EALLRDPGISDILVNTYRQVYVERAGQLELTDVTFYDDAHLMKVIEKIVSRVGRRIDE 

                     SSPMVDARLPDGSRVNAIIPPSAIDGPLMSIRRFAVNPLKMDDLVRYHSLTPPMAELL 

                     DALSRAKVNVLVSGGTGSGKTTLLNILSGYIPRNERIVTIEDAAELQLQQPHVLRLET 

                     RPPNIEGKGEITQRTLVRNALRMRPDRIILGEVRGAEALDMLNAMNTGHEGSLATIHA 

                     NTPRDALTRLENMISVSGLTLPPKTMRQQIASAISVVVQAARLTDGKRKIVSIQELTG 

                     MEGDIINMQEIFTFKRTGVDRDGSVRGHFCATGVRPKFVERLQAFGINLPDSLYDPSQ 

                     RYETN" 

     gene            711319..712296 

                     /locus_tag="APZ15_35425" 

     CDS             711319..712296 

                     /locus_tag="APZ15_35425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349881.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pilus assembly protein TadB" 

                     /protein_id="ALK23161.1" 

                     /translation="MNTIFYAFVILMFVAVVLTIEGTYQWWNARHGAAARRIESRIRA 

                     MSAGGNVQQERLSILKKRMLDESKPFDQLLLRVPRVQALDLLIQQSGLDWTLSKLIVL 

                     SAVFPAIAWLALSFATLPQLVALPIALCAGCLPAMYVMRARRRRMRKLERQLPDICDM 

                     ISRALRSGHSFTSTLGMVSEEFPDPMGGEFRITFDEVNYGVSLHDALMNLATRVPVQD 

                     LRYFVIAVLIQRETGGNLAELLDSISALIRERFKLFDKVRVLSAEGRLSAWILGLLPF 
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                     GTAGAIAVMNREFLSVLWEDPAGIRMVGTMLVTMLFGLLWIRRIVRIRV" 

     gene            712333..713295 

                     /locus_tag="APZ15_35430" 

     CDS             712333..713295 

                     /locus_tag="APZ15_35430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006486292.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="type II secretion system protein" 

                     /protein_id="ALK23162.1" 

                     /translation="MQNLSVVHAVMLGGLFIFVAGGALIGMLLFAPRNIQRRIQQAGG 

                     AGTGPGDSDDMASRWVAKLVELSTPISRLSVPKDGWENSPLRIRLMNAGWRNPNAAAL 

                     YFTAKTMLALAVPCAVLLVLITTRLGDQRELLSVILVALAGIGYYIPNIVLSQRIKVR 

                     QQKIFEDFPDALDLLTVCVEAGLGLDAALMKVSEELRFSSEVVSSELDLLLLEMRSGF 

                     TKETALRNLALRTGVEDIESFCAMLIQADRFGTSISESLRVLSDMLRTRRRMRAEERA 

                     AKIALKLLFPLIFCIFPSLMLVLLGPAMIHVYRVLLPTFVGMSQ" 

     gene            complement(713585..714847) 

                     /locus_tag="APZ15_35435" 

     CDS             complement(713585..714847) 

                     /locus_tag="APZ15_35435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349869.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="D-alanyl-D-alanine carboxypeptidase" 

                     /protein_id="ALK23163.1" 

                     /translation="MNPSATSRFLSNVSRRLAHGMVAVAPAVVIGIAVSACGGDSSPG 

                     SSVPAFANAARPQINALLADTQTPGAVVYVQSPQGNWLESFGTAVRGTNTPIPTNAHF 

                     RVGSVTKTWTGTVILQLVQEGRLSLGDTVSKFVANVPNGNTITIEQLLTMRSGLYNYS 

                     TNLAFNQTLDAQPDKVWTTSELLGIAEGQPVYFAPGADFRYSNTNTVLLGLIIEQLTG 

                     MSAADAMNARLFAPLGLVNTLLPPQQDTSLPAPAPQGYQWGTNAETTDSDALSPQRQA 

                     DAKNGTLQPTNVTRVNTSWAWTAGSGISTVTELAAYVQRMVGGGYLNANLQAQRLASC 

                     TPIDSSDPRSASYCMGLAEFGTFYGHTGEIPGFNTFMGYDPVTKTTIVTWANTAAAPD 

                     GRAPANVIAQIVMGELSKAAEVPSEGRP" 

     gene            complement(714983..715939) 

                     /locus_tag="APZ15_35440" 

     CDS             complement(714983..715939) 

                     /locus_tag="APZ15_35440" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_012493713.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phenol degradation protein meta" 

                     /protein_id="ALK23580.1" 

                     /translation="MKFGSRLLVVAGLSIAGMAASAPARATDLPAVNLGMTSFLDGMP 

                     PAGSGWYGTQYLQYYTAGRVNDNAGNKVGLPKQDIDLFAGLSQLVYQSPLTFAGMHPG 

                     LDVILPWVASARTDDGIGNVALNARAGFGDLLIGPFVQFDPVMGAQGPRFAQRVEFQF 

                     IAPTGAYDPSRAINPGSHVWSFDPYWAATLWLTPKWTVSWRLHYLWNTTNHRPATSLG 

                     PDVTSTQAGQAIHANFATEYEVRPGLRLGLNGYWLRQTTDMKENGQDVPGTREAVFAI 

                     GPGAMYSFSQQDHLMFNAYFETYARNRPQGTRMVLRYVHHFQ" 

     gene            complement(715976..716503) 

                     /locus_tag="APZ15_35445" 

     CDS             complement(715976..716503) 

                     /locus_tag="APZ15_35445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349867.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="flavin reductase" 

                     /protein_id="ALK23164.1" 

                     /translation="METIATDRPTLDPMQLRAAFGQFPTGVTVITTCAADGRKVGLTA 

                     NSFSSLSLDPPLVLWSLRKVAPSRPDFVAATHFAINILAHDQIDLSRRFATPSADKFD 

                     GVPHADSDAGGVPCLDGASARFVCRNVGHYEGGDHLLFIGQIEQFDAFGRAPLVFHAG 

                     QYRAIADHPDLFRTV" 

     gene            complement(716509..717747) 

                     /locus_tag="APZ15_35450" 

     CDS             complement(716509..717747) 

                     /locus_tag="APZ15_35450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349866.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alanine-phosphoribitol ligase" 

                     /protein_id="ALK23165.1" 

                     /translation="MRRIAIVGAGQSGLQLAFALLGQGYHVTLATNRDAEQIRTGKVM 

                     SSQCMFHTALQIERDLGLNTWEEACPSVEGIGIAVPHPDGGGRKAIDWSSRLTRYAQS 

                     VDQRVKMADWLDSVRRRGADVRIGDIGVPELEELARSHDLVLLAAGKGEIVNLLGRDD 
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                     ARSAFDRPQRALALTYVKGMTPSQPYSRVRFNLLPGIGEYFVFPALTTTGPCEIMVFE 

                     GIPGGPLDCWADVKTPEQHLDRSLSFLRQYVPWEFERCRDVELTDSNGTLAGRFAPTV 

                     RKPFFRLPSGRTVFGMADAVVVNDPITGQGSNNAAKCANAYFDAIVARDAAPFSEDWM 

                     QQTFEGYWAYAQHVVRWTNSLLTPPPPHILELLGAAGQLPSLAAAIVDGFDDPRRFSP 

                     WWFEPSACAAFIREHSARSE" 

     gene            complement(717812..718600) 

                     /locus_tag="APZ15_35455" 

     CDS             complement(717812..718600) 

                     /locus_tag="APZ15_35455" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549043.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23166.1" 

                     /translation="MTALAGKVAIVTGGATLIGAAVAQDLSRAGACVAILDLDADNGA 

                     RVAGSLGDKAMFVALDITDDRAIERAISAIVERFGAIDVLVNLACSYVDNGIQATRND 

                     WLAAMDVNVVSAAMLAKAVHPHMARRGGGAIVNFSSISAECAQTGRWLYPTSKAAIRQ 

                     LTRSMAMDLAPESIRVNSVSPGWTWSRVMDELTHGDRAKTDRVAAPFHLLGRVGDPSE 

                     VAQVVTFLCSDAASFVTGADYAVDGGYSAMGPEQAVPAIPRLAE" 

     gene            complement(718641..719888) 

                     /locus_tag="APZ15_35460" 

     CDS             complement(718641..719888) 

                     /locus_tag="APZ15_35460" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349864.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="carboxymethylenebutenolidase" 

                     /protein_id="ALK23167.1" 

                     /translation="MKGRHIDIPSPDGGTFRAYLSTPAGGKGPGIVLCHEIFGANATM 

                     REAADYYAEEGYTVLVPDLFWRQAPGIELGHAAADVERAMALYREFDEDKGVEDIGAA 

                     LDALRQQPECTGETGVLGYCLGGKLAYLAACRLPGVAAAVSYYGVGIEQALDEAAHLQ 

                     GRLVLQIAGLDRFCPPDAQQRIADALAGRDGVEVYVYPGVDHAFARVGGDHFDKAAAV 

                     MAHQRAIAAFRAALGPHYDLSTLWEAHLEHEFATRNVDATMATMVAEPYVNHVPTLTG 

                     GVGHDELKRFYTHHFVHANPPDTTITPISRTIGASQVVDELLFCFTHTTEIDWMLPGV 

                     APTGKRVEIPLVAIVKFRGDKLYHEHIYWDQASVLVQIGLLDPAGLPVAGVETARKLL 

                     DETVPSNGLMRRWQDSEPSTGVH" 

     gene            720241..721266 

                     /locus_tag="APZ15_35465" 
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     CDS             720241..721266 

                     /locus_tag="APZ15_35465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012493714.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23168.1" 

                     /translation="MAQFSGTGWLADTACFNHDNLLLQSNDVDEVRARVADVFKPHRL 

                     TPTGESRALHSCMHHARWGNLSLNLLDYGGGVSIEPGPLEHFFLLQIPLRGDAEIECG 

                     SASFVSSPGTASLISPTLPLKMRWGDACPQVIVRIEREVMERHAQRHFGDDRRAPVEF 

                     EPAFNLSSSQGACLAQLLPVLAGAIATDAHPLRHPLAFEPLESTLLNLLLHGHPNSAR 

                     NGTRHLPVALAPFYVRRVEDYIRAHLDEPLTIERLADLAGVSPSTLFAGFRHRHGITP 

                     MGFVRQLRLQRVREELLADESPGLASVTDIALKWGFAHLGRFAIEYKRAFGESPSATL 

                     RMRRVRA" 

     gene            721615..723792 

                     /locus_tag="APZ15_35470" 

     CDS             721615..723792 

                     /locus_tag="APZ15_35470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349861.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TonB-dependent receptor" 

                     /protein_id="ALK23169.1" 

                     /translation="MVTGTGAAKRAMVIAAGSALYVAAAGGAHAQASGAAAPLATVLP 

                     EIDVTGKGDRSSSGLVGLRTTAGTKTDTPVAEVPQTINIVTAQQIEMTGATDLNQALR 

                     YVPGFATFGADSRTDSYAALRGFTPTLYVDGVAAPHTAVIADWRVDPYTIDSIAVLRG 

                     PTSVLYGAGEPGAIVDAHTKLADGERVREAGVQIGNDARKQFMVDVGDTLDPDGRYAY 

                     RFAGVARDGNAETGPNGDRRVALAPSFRWRPNADTSLTLSATFLQDSGDISSNFLPAS 

                     GTVLPNPNGRLSQDIYMGDPGFNDYRKKQWSLGYALEHRVNAIWSLHQDVRWSHLSLD 

                     DATVFGNGFAPRSTTNMMRTAGLFQLNYSRLDIDNHAQARFGTGPLEHTLLLGAQYDR 

                     QTTTNSVWLAIAPSLNLYHPVYRPVTDAIFSGPTSLGHVDQYTAMNTFGVYAQDQIRW 

                     KRWTLTLGGREDFVNARFDDRTAGKQARQDVSAFSGRVGLTYRGDAGLSPYVSHSTSF 

                     DPVIGVRLYGGGLPKPTRGTQTEAGLRWQPPGRNLMLSAALYQIDQINVVTPTPVSLD 

                     PTGTTSVQTGKVRSRGIELSAVGKITRELSVVASYVHQDVKNVQANDASLNHWPVAVP 

                     LPRQMASMWADWTWRTGALSGLGLGGGVRYQSASAGAPDNSLTVPSVTLVDLALHYEM 

                     PHWRFALNVANLFDRRYVSGCQSYNVCVFGNERTVLASAKYNW" 

     gene            complement(723815..724621) 

                     /locus_tag="APZ15_35475" 
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     CDS             complement(723815..724621) 

                     /locus_tag="APZ15_35475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349860.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23170.1" 

                     /translation="MHPSTSALGDAHILIVDDQPDQLRLLIDILRGTGCRISIASDGL 

                     QACQRAQALMPDLILMDVRMPRMDGFTACRLLAADPLTCAIPVIFLTVAGALHERLEG 

                     FEIGCVDYVVKPFEPAEVLARIRVQLARATRERPVDTESVFVTGKDDDIIVRAAIRHL 

                     ARTLNDPPTVEQLARAVGTHEKRLSRAFRDNLGQTVFEYLRHERLRIAQDLLDSTSLS 

                     IASIAKEIGFSTPANFATAFRERFGLTPTEWRRQRHAGERAARREPQRDA" 

     gene            725767..730101 

                     /locus_tag="APZ15_35480" 

     CDS             725767..730101 

                     /locus_tag="APZ15_35480" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349858.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemagglutinin" 

                     /protein_id="ALK23171.1" 

                     /translation="MKRKQISALAAAMFTGAGVLIAGAAHADNFVDRGNPDNALNGQC 

                     IDGTNPLCVSTKSGSYVAVSTANVTMGTNARAGTSGIAIGDQSNASSKGGTSSGGAIA 

                     IGVGSQALANSATAIGTVAVAQGNTSLAVGRQSAAVGDFSMALGNVADARGTSSIALG 

                     HSALASGDRSVAIGGANPTSSDGVSAGASYDAATQTRAGGTQSVAIGAGAQTNDNNQV 

                     AIGSGSVGASNGGTPVFGGTAAPVGGAVSFGAIGAERQLKNVAAGAADTDAVNVQQLK 

                     NVNGTLSTSIANVDARVTSVGNSLSTTISNVDQRVTSVGNSLSTSIVTATKNVVKYTD 

                     DSHAAIALDGSNGTTIGGVAAGVADTDAVNVGQLKGSVAPLQTSISTAASNITNLQSS 

                     VTDINTSLSTATTNIGNLQAADARNVKYDGQSGFDSVTFAGTNGTTLHNVAAGVADTD 

                     AVNVGQLNGGLSSLSTSVTNNLSTTLGNLSTSITNQIGDATKNAVQYDDDAHSGVTLG 

                     GKGAQSPVGLHNVADGVAASDAVNVGQLGKATDSLNQSITNVGNQVTTNTGNIAALQQ 

                     DALLWNTNLGAYDASHGGNGPQRIGNVAAGVADTDAVNVGQLNGSIAPLQSSISTAAS 

                     NITNLQSNVTGINASLSTATTNISNLQAADTRNVKYDGQSGFDSVTFAGTNGTTLHNV 

                     AAGVANTDAVNVGQLNGGLSSLSTSVTNNINTTLGNLSTSINNQIGNATKNAVQYDDD 

                     AHSGVTLGGKGAQSPVGLHNVADGTAASDAVNVGQLGKATDSLNQSITNVSNNVTTLG 

                     NQVTTNTGNIAALQQDALQWNANLGTYDASHGANGPQRIGNVAAGKNGTDAVNVDQLN 

                     AAIQDGTSQLDALAVKYDDASKKQVSLGAGNGGSPVRLTNVAEGNVAAGSTDAVNGAQ 

                     LRRATDGTAAALGGGATANPDGSISAPDYKVGGGSFNNVGDALTNLDGRVLNNTTTLE 
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                     NHETRLGNAETNIAGNTAAIAGLQQDALQFDPTLGAYNAARGGAPTKLTNVADGNVAA 

                     GSTDAVNGGQLSGVKSSLEQQITQVSNQAGEAVKNVVKYDVDANGNRLNSVSLIGGDP 

                     NAAVVLKNVAAGTADTDAVNVKQLKGVQSSLNQLGALAVQYDDASKSSITLGGAGGTR 

                     ITNVQAGTLSATSTDAVNGSQLYATNQQVAKNTTDITNLQGNVNNIANGKAGLVQQQD 

                     PNGAITVGKDTGGTSVNFSGTSGDRVLTGVAAGVKDNDAVNMGQFNNALKNAAANDQI 

                     RAAATDANTTWITRADAGSIGSTATATGKNAVAVGQGSVADRDNSFSVGAKGSERQVT 

                     NVAAGTAPTDAVNVQQLNDNLSTATSQAKGYTDQRIGQVYNSFNDLKKDMYGGVASAM 

                     AVAGLPQPTGAGRSMVSAATSNYHGQQGFAAGYSYVTESNRWVVKASVTGNTRSDFGA 

                     VVGAGYQF" 

     gene            730554..731468 

                     /locus_tag="APZ15_35485" 

     CDS             730554..731468 

                     /locus_tag="APZ15_35485" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_003480676.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23172.1" 

                     /translation="MIGKFAWLSVVSLLVAACGDRSGQADTASNAQPAAASATQAVTS 

                     QREGRDSPVPPRPGQVLEGIYQKDAHGEATMEIANGSQATYWYGHAFDLNGGHYFTGF 

                     AYETPNKYAEQENTAEPAPDARVTITEATFEWITDGGVAGWNMVESERSIGEFGRYEK 

                     ADTIDDREPAVSTTLPDGRIVLAVPTWYLASGTRIKSFGMFVYRRTDASSNPDDTDWT 

                     YAGNVFRGNDSGAACDAAGTGNRIPCVESSSTLTFLPADGRDWPRLRVAMTGTGIDNA 

                     GRKKTDGAADVVEYRFNPKTKVYEAVKT" 

     gene            731805..732191 

                     /locus_tag="APZ15_35490" 

     CDS             731805..732191 

                     /locus_tag="APZ15_35490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349855.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="extradiol dioxygenase" 

                     /protein_id="ALK23581.1" 

                     /translation="MKLNHLSFPSADTLATARFFERHLGFTIAGSWDKSWILKRPGFD 

                     VVIDHAGDDETAWPTNFHVGFELPSLDAVRTLFERFREEGVEMVTDVFNNGRGSRFFC 

                     RAPGGVMFELNTRADAAPEYQGTFDD" 

     gene            732429..733178 

                     /locus_tag="APZ15_35495" 
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     CDS             732429..733178 

                     /locus_tag="APZ15_35495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349854.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23582.1" 

                     /translation="MTLLDGKVAIVTGASTGIGRAIALMFAAHGASIVLGARSESTLN 

                     QVASEIRRHGGQAFACAGDVCHVDTHRRLVATALREFGGLDIAINNAGTVGPLKPLAD 

                     ISLDDWQHTLSTNLTAAFLGASNQIPAMLERGGGSIVFTSSFVGTSVGLPGMSAYGAS 

                     KAGLMGLVKGITADYAARGIRANALLPGGVDTAMGGDPEQKEWAAGLHAMKRIARPDE 

                     IASAALFLASPMASFVTGSALFADGGNAAVK" 

     gene            complement(733213..733743) 

                     /locus_tag="APZ15_35500" 

     CDS             complement(733213..733743) 

                     /locus_tag="APZ15_35500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349853.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="toxin" 

                     /protein_id="ALK23173.1" 

                     /translation="MRFVVVGTSGAGKSTFSSALAAAAGCPYIELDRLYWGPDWTAVP 

                     PEQFERAVLAATAGDRWVADGNYSAVRDVLWSRATHVIWLNFGRRTVFSRVLWRTLSR 

                     GLMRTELSHGNRESLRMAFSRESVLLWSYTTFARNRVKFAGLRDDPKYAHLHWTEVTR 

                     PSRTRAVIDMLVRAGG" 

     gene            734213..735361 

                     /locus_tag="APZ15_35505" 

     CDS             734213..735361 

                     /locus_tag="APZ15_35505" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017332087.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23174.1" 

                     /translation="MALACLVVFMAQMATTVYLPSLPVVMRELKMTQGGAELSISAYV 
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                     IGAALPVPFWGAAAERWGRRGPLLISLLLFIGSSLLLAGCTVAPALLVLRAIQGIGGG 

                     GAAIIARIIVRDNWRGDELARRLSVLSIAFITALGGGQFIGGLIGRYSHWQTGFVLMA 

                     VVAALAIALSYALPLKAGSRAAKPSGLAGTYWLLLRRPGFLWPACAGGLGFATTVTLQ 

                     EVSPFVFQEHFKLAVTSFGSIGLLLGVAYFSGAMLVNRLVRRHGGARLMHAGAALLAF 

                     ATTLMLVSWLSGLLTHFTGLWIFIALYCLAIFGQAVLFPNSMATAVSDAHEHGAHAMA 

                     LCGFLQQGLAGVAATAAVLQHHGGTWTLAVFVLGALTWLVVQVKVRGR" 

     gene            736006..737703 

                     /locus_tag="APZ15_35510" 

     CDS             736006..737703 

                     /locus_tag="APZ15_35510" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481255.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peptidase M4" 

                     /protein_id="ALK23175.1" 

                     /translation="MKKLSRLLSITAITVASLSAFAQAGDQSAAVDKALQLIQQNPSA 

                     FSLAAGGAARTLKFAGPQASAPTDGDQFEVRDVIVDPDGTEHVRFDRFYAGLPVIGGD 

                     VVVHSSKGQLKQASVTQLAPINLAGTIGKVGNRSVIRNAPDIGNARVKRIATARFKSD 

                     VRRVDDAELVVFARDVTPTLAYAVRVYGKSNDVHSDAVLYYVDARTGAVLDAQDLIKT 

                     AAATGTGRSLYYGNLTLTTDQTGTNAYRMLDPNRGGGSVYDGRGLIAEDVEQATDLPI 

                     FTSSTNVWGNNATTDRQTVAADIDYGLALTWDYYKTTHNRNGIFNDGRGVKSFAHVVF 

                     DTGSGTTGANAAWMPSHIMVYGDGQPGTSLPKPVVSVDVAGHEMSHGVTEATANLNYS 

                     GDAGGLNEATSDIFGTLVKYYANNPNDPGNYVIGARVVSGGLRKMYKQDLDGRSFSCY 

                     PSGGFSWSNPRHDPHFTSGVGNRLFYLLAEGPTVPSTDTGLTKAKLVCNGDTTFTGLG 

                     REKAGKIWYRTLTVYLNANSSYPNARRASIQAANDLYGANSAESATVARAWSAVGVN" 

     gene            738269..740371 

                     /locus_tag="APZ15_35515" 

     CDS             738269..740371 

                     /locus_tag="APZ15_35515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349798.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="diguanylate cyclase" 

                     /protein_id="ALK23176.1" 

                     /translation="MATVLGCIVQRHNHWLVLLAALLCGAGSWVTARLFQRTVNTFGT 

                     QRFGWQVLTAISAGVAIWCTHFIAMLGFDAGAPVQFDLPLTLVSLLIAVGGSTIGFAL 

                     TTCRIVRIAPALGGAIVGVAIVLMHYTGMLAWRVEGIVSWDIGYLVASVLLAMTLAAL 

                     ALHLAMRPSPHAVNQMAGVLSLAILALHFTGMSALRITPLTLDGAWTDVNTLRPLALA 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=736006&to=737703
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=736006&to=737703
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702716
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=738269&to=740371
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=738269&to=740371
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702717


                     VAGTSLVIVCTGLVSYVIDSNVRAESLEHLRRLALSDMLTGLPNRASFNERLDLEIAL 

                     AQEQGTKLALIGIDLNRFKEINDLRGHHAGDEVLRILARRMSNVLREGEFVARIGGDE 

                     FAALCRMGDDTRLMDLLERLEPALYKPVRLDDYEVVPGASFGVAIYPDDAATKAILIN 

                     NADLAMYRAKASVAQSICFYEPAMDLIVRARRSLAADLRRAVADNQLSVHYQVQTSLT 

                     TGEIRGYEALLRWQHATLGTIPPTEFIPLAEENGVILEIGAWVLREACARAATWEPPY 

                     TVSVNVSAVQFMHADLTALVADVLEETGLPASRLQLELTESTIFAGRERALDTLRQIK 

                     ALGVSIALDDFGTGYSSLDTLRSFPFDRIKLDQSFVADAEAKPQDRAIIRAVLALGKS 

                     LGIPILAEGIETRDQLVLLADEGCDEAQGFLLGRPAPLNEIVGSGQIALTGSNRASAT 

                     VPASGSAVTAELDPGPRR" 

     gene            740425..742755 

                     /locus_tag="APZ15_35520" 

     CDS             740425..742755 

                     /locus_tag="APZ15_35520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349797.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23177.1" 

                     /translation="MKTHYARMVRLASIAAPARNPDLLAAQFRVFAGQLPVMYLILVS 

                     STWSLAVTHLRSTPWWLSVAMPAGMTLVSLARLLHWRRARLVEPTPDTVSRALTMTNW 

                     LVIPIAVTFTLWALLLFPYGDAWQKAQVAFYMAITVIGCIFSLMYLRTAALIVAVIVN 

                     AAFIAFFLSTGQPTLVATAVNMAFVSAALIAVISVNYRGFVRTVDAQAESRMREQAQT 

                     RLMRMIDDMPVAVMTADPETFRINYLNTASRNLLRSIEHLLPIRADDALGASIDFFHP 

                     HPQHQRRLLADPANLPHRGRVRLGPEVLDLQVSAVRDAEGRYIGPMLSWSIVTQQAEA 

                     EARIHQLAHHDSLTGLPNRATFLAEFDTSLRRSDKTLGLLFIDLDGFKLINDACGHSA 

                     GDEVLRQVAERLRGQCPEARTMFGRIGGDEFAVLLRDTDADGAMGAAARLVDTLVAPY 

                     APSPERQFRIGASIGCVLAPHHGNDAGVLLSRADMALYAAKKAGKGTYRMFSPDMETS 

                     AQERIALESKLRVALDENQGLYVFYQPIVDVRTRQVTTREALLRWHHPRSGWISPGYF 

                     IPVAERGGLIDRLGRFVLDHACREAARWPDGARVAVNVSAAQLGHGTIVPAFAAALAG 

                     AGLTPDRLEIEVTETALLHDEGKAIADLRALRSMGVRVALDDFGTGFSSLAHLRAFPF 

                     DKIKIDGSFVRDAISRPDCAAVVCAVADLGKRLGVTTVAEGVETEEQLACITDAGCRE 

                     VQGFLIGKPAPGEHDAPAIRWIERAALAAQSTGRRA" 

     gene            complement(742860..744971) 

                     /locus_tag="APZ15_35525" 

     CDS             complement(742860..744971) 

                     /locus_tag="APZ15_35525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349796.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="radical SAM protein" 

                     /protein_id="ALK23178.1" 

                     /translation="MPVSTGFDRNAFRAYPLDGALLRFHPATGTHVRIENAATRHLRR 

                     LAPRVVMFGITNKCNLSCDFCSRDVQRDSAWSVQSAAGVLRGLAAAGTLEVAFGGGEP 

                     FAFRGFAELIDILHHTTPLALNVTTNGTLIRRNTFAPYAGRFGQVRVSLYDDVRWRDA 

                     GTVLSEYGQRWGANLIVDDAVLPGLPALLAELAALGCQDVSLLSYIGPDLRRHLSPRG 

                     RAQLAAIVQDSPIACRLSVCFGDAVPVSRLFDGADGSGDCGAGLDFVSITPDQRMQGC 

                     SFQDGGLPAASAEDILHGWRNARAHLEQPSARRGCARRGADAGRTRSTPPVSVWQAFS 

                     GNNSGECVMVAKFETIADADAYLAQLLPSWAPDAEYSSEWKRLFKEEAVAGPGLSGGG 

                     SPRELAAIGRSVIATGYEADDLFPELRALAWKKGAYVVPGGIHAHDVFLLAAVRASGA 

                     DDARDLAARKPHPAARTWLHGEVVLVTLELQGDGAPGELVEIRQLLTDYCAGRPLAAE 

                     LVFDDIDDAAMLSVKKRLGAEIGRTPRLALHFGSREDSGERAVRFAQMIAEGQTNVAG 

                     TCVLVSGIERRKRLAVLAYRQGAHVGAIDGPEVRVSACFFVRDVTPRKGRRAEPGEID 

                     IGLVREALHQRFPGGVRIDVKAGYRRGMAFVTIVTADPGYAFGQLEQLAASFDARLSI 

                     GVHEVDPLAFAVRRVIADVYS" 

     gene            745587..745775 

                     /locus_tag="APZ15_35530" 

     CDS             745587..745775 

                     /locus_tag="APZ15_35530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006750534.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23179.1" 

                     /translation="MAAKRLRINMITRRQSTFDGRHLDTEAVRRYDAQVQDAIPAQLK 

                     GTQGAEAEWLPRVKVSER" 

     gene            complement(745894..748038) 

                     /locus_tag="APZ15_35535" 

     CDS             complement(745894..748038) 

                     /locus_tag="APZ15_35535" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020747166.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="tryptophan 2-monooxygenase oxidoreductase" 

                     /protein_id="ALK23180.1" 

                     /translation="MGVTVIPRLLGLKDEKKIATTVGEARLSGINYRHPDSALVSYPV 

                     AAAAPLGTLPAGNYRIAIVGGGAGGIAALYELGRLAATLPAGSGIDVQIYEADPDSFL 
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                     HDRPGIKAIKVRGLKAGRVSAALVHNGDPASGDTIYEVGAMRFPEIAGLTWHYASAAF 

                     GDAAPIKVFPNPGKVPTEFVFGNRVDRYVGSDPKDWEDPDSPTLKVLGVVAGGLVGNP 

                     QGENVAMYPIANVDPAKIAAILNAATPPADALERIQTKYWPEFIAQYDGLTLGAAVRE 

                     IVTVAFEKGTLPPVDGVLDVDESISYYVELFGRFGFGTGGFKPLYNISLVEMMRLILW 

                     DYSNEYTLPVTENVEFIRNLFLKAQDVGAGKLAVQVRQERVANACHSGTASARAQLLS 

                     YDSHNAVHSEAYDFVILAVPHDQLTPIVSRSGFEHAASQNLGDAGLGLETHTYNQVYP 

                     PLLLSDSSAAANARIVTAIGQLHMARSSKVFATVKTAALDQPWVPQWRGEPIKAVVSD 

                     SGLAASYVVPSPIVEDGQAPEYSSLLASYTWEDDSTRLQHDFGLYPQNPATETGTADG 

                     MYRTMVNRAYRYVKYAGASNAQPWWFYRLLAEARTADRFVFDWTTNKTAGGFKLDMTG 

                     DHHQSNLCFRYHTHALAASLDNRFFIASDSYSHLGGWLEGAFMSALNAVAGLIVRANR 

                     GDVSTLSTEARPLVIGLRPVVKVPAAELATSQ" 

     gene            complement(748476..749498) 

                     /locus_tag="APZ15_35540" 

     CDS             complement(748476..749498) 

                     /locus_tag="APZ15_35540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725535.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23181.1" 

                     /translation="MNRPASALRRLLSFRSARRALGAAATAAALLAAPAVHAAAPLKI 

                     GYSDWPGWVAFQVALDKGWFKEAGVDVDFEWFDYSASLDAFSAGKLDAVAATNGDALV 

                     TGASGAKNVMILLTDYSAGNDMIIAKPPLRSVEGLKGKKVGVELGLVDHLLLETALQK 

                     HGLKDGDVTLVNAKTNELPQVLGSSTDVAAVAAWQPNANEALKRAPGARAIFTSADAP 

                     GLIYDAITVAPASLAARRADWAKVIKVWYRCVAYINDPKTQADAVRIMSARVGLTPEQ 

                     YLPLLKGTHLLDEAAAKHAFRKGDGLDSIYGSTRNANAFNVRNGVYKQSQNVDAYIDP 

                     RFGMSN" 

     gene            750384..751139 

                     /locus_tag="APZ15_35545" 

     CDS             750384..751139 

                     /locus_tag="APZ15_35545" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485567.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="urea carboxylase" 

                     /protein_id="ALK23182.1" 

                     /translation="MSPSPQAVLAPPPHVAWETLIPAGTHWSGILRRGLALRIVDVEG 

                     GANLSAVFHRQEDPLERYNMADTLKAQHTAHLTRGHALYTDMGRVIASITADTLGWHD 
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                     PLGGVGDARLFAHKYGTTTYQADRNAMIRNGRDSLVLELAKYGLSARDLAANVNFFSK 

                     LETGDDGTLDFVPGHSTAGSAVDLRFEMNTLAAFSTAPHPLDPRADYAPKPVKLIAYR 

                     AYPADAAAPEDDPCRRACAENMRGFTNTDRLFA" 

     gene            751151..751807 

                     /locus_tag="APZ15_35550" 

     CDS             751151..751807 

                     /locus_tag="APZ15_35550" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413541.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="urea carboxylase" 

                     /protein_id="ALK23183.1" 

                     /translation="MPIIESRLDPRDAIHDITLNAGEPWLHDLKRGQVFRILDLEGNQ 

                     AVDTLFYRSDDPEERYSAQDTIRAQRNLYLSAGSVLLSSRGNAMATIVADTCGRHDTL 

                     GGACAAESNTVRYALDKRHMHNCRDSFLNAIAHCTCGTGARLTKRDLVGNVNFFMNVP 

                     VTPLGGLTFEDGISAPGKYVEMRAEMDVTVLISNCPQLNNPCNGYNPTPVRLTVWEAE 

                     " 

     gene            751804..755412 

                     /locus_tag="APZ15_35555" 

     CDS             751804..755412 

                     /locus_tag="APZ15_35555" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336945.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="urea carboxylase" 

                     /protein_id="ALK23184.1" 

                     /translation="MRFAKVLVANRGEIACRVIRTLKRLGIASVAIYSDADRDARHVT 

                     LADEAVRVGPAPAAESYLNVAAILAAARETGAQAVHPGYGFLSEHAGFADACEAAGVR 

                     FIGPRGDQMRAFGLKHTARALAAAQGVALLPGTGLLDDVATALAEADAIGYPVMLKST 

                     AGGGGIGMSLCRDAAQLEAAFESVVRLGNANFAHAGVYLEKFVEHARHIEVQIFGDGR 

                     GGAIALGERDCSVQRRNQKVIEETPAPDLTDAERDTLHASAVRLARAVGYASAGTVEF 

                     VFDANARRFYFLEVNTRLQVEHCVTEAVTGIDLVEWMILQAEGDLPPLDTLTVAPRGA 

                     SIQVRLYAEDPHKQFQPSAGVLTHVAFPDDVRVDGWIDAGTEVSAHYDPLLAKLIVRG 

                     DTRLDALAALQAALARTELYGIETNLDYLRAIAGSDTFARGAPTTAFLSRFAFAPHTI 

                     DVLDSGVQTTVQQTPGRIGYWSVGVPPSGPMDDRAFDLANALLGNARDAAGLEFTMVG 

                     ATLRFNTATLFVLGGAPLAATLDGEPAPFWQVLRARPGAVLKLGGVTGAGVRACLAVK 

                     GGLQVPDYLGSKATFTLGQFGGHAGRALRKGDVLHLHADAGRGDAGATLADDDIPALT 

                     HAWTLGVLDGPHGAPDFFTPDDIAMLYGTQWTVHYNSSRTGVRLLGPKPQWARADGGE 
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                     AGLHPSNIHDNAYAIGAVDFTGDMPVILGPDGPSLGGFVCPVTVVRDELWKLGQLRPG 

                     DTVQFVRAAASAGKPAAAVAQPTRDVATAASATPGECVLHRDPSAGGGIGVVYRRSGD 

                     RNVLVEYGPLVLDLNLRFRVHALMCWLDAHRLPGMLDLTPGIRSLQVQFDARVLPLDA 

                     LLAHLQTAERELSDVADMRVPNRIVHLPLSWDDPSTRVAIERYMQSVRPDAPWCPSNI 

                     EFIRRINGLASIDDVKRIVFDARYLVMGLGDVYLGAPVATPIDPRHRLVTTKYNPART 

                     WTPENAVGIGGAYLCVYGMEGPGGYQFVGRTVQMWNRHRTTREFEAGKPWLLRFFDEI 

                     RFYEVSEAELAALRADFIAGRASLKIEESVFDLGAYNRFLRDEAESIATFKAAQQTAF 

                     EAERERWRAAGHAEYVGEAEQGDAQAARETTALDDTQRAIAADVSGSVWKVLVEPGER 

                     VTEGQVVAIVESMKMEVAVTAMEDGTIETIDCAPGAAVVAGQRLMVQKTGAAEEVA" 

     gene            755409..757268 

                     /locus_tag="APZ15_35560" 

     CDS             755409..757268 

                     /locus_tag="APZ15_35560" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336944.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="urea amidolyase" 

                     /protein_id="ALK23185.1" 

                     /translation="MSTTQRSPLPGPGSIAALRARYEAGTLTPHALVDAIAAHFDAGD 

                     PHHAWIRPLTHAEMTTYADALAGRDIASLPLYGVPFAIKDNIDLAGIPTTAACPAYAY 

                     TPDRSAPVVERLIAAGAIPVGKTNLDQFATGLSGQRSPYGACRNALDPRYASGGSSSG 

                     SAVAVALSVAAFSLGTDTAGSGRVPAAFHGLVGLKPTRGVLSTLGVVPACRSLDCVSV 

                     FAHSPADARSVFAVAQGVTEGDPYGRAWQPLPDVDRGRSLGQWGFGVPRADQLEFFGD 

                     ESYRAAWEAALERLRATGARIVEIDFSPFLAAARLLYEGPWVAERLAALGAFAAREPD 

                     ALHPVIRTIVGGASRFSAADAFAAFDRLATLRVEAGRAWAGLDAIVMPTSATTATVDA 

                     LEADPIGINSRFGYYTNFVNLLDLSAIAVPAGVCKTGSHAGLPFGITFVGRAHDDARL 

                     LDLAQAWVDGDQAVREAGDAATADAAPTESTGVVRVAVVGAHLRGEPLNGQLTQRRAR 

                     FVAATTTAATYRLYALSGAASGGSVAKPGLVRVPDGGAPIAVEIWEMPVDAYGSFVAG 

                     IAAPLGIGTLTLADGSRVQGFLCESAALDEATDITRFGGWRAYRAHAASSASQ" 

     gene            757333..758307 

                     /locus_tag="APZ15_35565" 

     CDS             757333..758307 

                     /locus_tag="APZ15_35565" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485545.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="nitrate ABC transporter permease" 

                     /protein_id="ALK23186.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=755409&to=757268
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=755409&to=757268
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702726
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=757333&to=758307
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=757333&to=758307
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702727


                     /translation="MSMTRNTTGWLAVRRELTTRGKWTLGLASFLLPFAVWCLISYVP 

                     FVWHPQMRITNPGSVDYFQTGMQIDRDVFDDELAHAREMHAAVPEGVRANPVYLPAPH 

                     QVLRAFYTAFTTPPASRDGVWLHESLWHSIRIIFWGFVISSAIGVPLGIVCGTFSALA 

                     RLQEPFLEFFRYLPAPAFGALMVAILGIYDAPKIAIIVIGTLFQQVLIIANTTRKLEY 

                     GLFEAAMTLGTKKLKLLTHVVIPGVLPDLYRDQRILLGWAWTYLIVAELVGTSSGITW 

                     YISQQARYQHFDNVYAAILMIGVIGLGTDIVLGVLGRKLFPWDRTLKA" 

     gene            758353..759267 

                     /locus_tag="APZ15_35570" 

     CDS             758353..759267 

                     /locus_tag="APZ15_35570" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549110.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter" 

                     /protein_id="ALK23187.1" 

                     /translation="MQNPQAVPEYLMQSDAVRERFARLKTRDVILDVRHVGKRFATPQ 

                     GECVALDDISFRTHRREFVCVIGPSGCGKSTLIRILAGLEAQTSGEVLLDGKPVQGPG 

                     ADRGMVFQGYTLFPWLTVKKNVMFGLRMNGSSSGEAEREALQWLDLVGLTRFADVYPH 

                     QLSGGMKQRVAIARALANRPRILLMDEPFGALDAQTRARMQTHLLDIWRNIDVTILFI 

                     THDLDEAIFLADRILVLKANPGAVQELIEVPVPRPRDYSQVNSPAFVATKARLEALIH 

                     PKEAVPADDDDGVKPHMIRMTDVSDNVE" 

     gene            759392..759709 

                     /locus_tag="APZ15_35575" 

     CDS             759392..759709 

                     /locus_tag="APZ15_35575" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349955.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23188.1" 

                     /translation="MAARVAAKTLIEPHLKECGTRFSALGLEPVMDDSLANIGADGCD 

                     VGIRIGESLAPHMIAVSITPSLEMAVVGTPAYFRGHGVHATPADQQRHSSVHRTTRMS 

                     SVA" 

     gene            complement(759983..760366) 

                     /locus_tag="APZ15_35580" 

     CDS             complement(759983..760366) 

                     /locus_tag="APZ15_35580" 

                     /inference="EXISTENCE: similar to AA 
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https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=759983&to=760366
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=759983&to=760366


                     sequence:RefSeq:WP_010092699.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23583.1" 

                     /translation="MEFDTDWLTLGRHRIRLRSTKGFPTETMRTVTEVVRLAIDNNMS 

                     ARARLVEVVCRHEQTYDVLVGTTMAEDKVCAPQLEAAVAVVLGLLPDQINITVTPVTQ 

                     KEVDLHFGVYERMLSEKLSTAPPTR" 

     gene            760616..761056 

                     /locus_tag="APZ15_35585" 

     CDS             760616..761056 

                     /locus_tag="APZ15_35585" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335031.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="heat-shock protein Hsp20" 

                     /protein_id="ALK23189.1" 

                     /translation="MSDLYFGTDLFSEFDRLQQQMAQLLGGFPSSIRAGRLGAFPQIN 

                     IGATDESIEIVAFAPGINAAELDVSIDKGLLTISGERKSTQPGTGSETRTYAQERFAG 

                     AFRRVIELPDTADPDKVQARYENGCLSISVGRRESSKPRAITIR" 

     gene            761072..761479 

                     /locus_tag="APZ15_35590" 

     CDS             761072..761479 

                     /locus_tag="APZ15_35590" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092701.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="heat-shock protein" 

                     /protein_id="ALK23190.1" 

                     /translation="MNDTTQLAERGPSTVARRDTEQPKRRITLVPAVDIYEDSQVVTL 

                     WADLPGVTRDKLDVKVHDNSLSIEAEAAVPTPANLRLQHAEVREPHFARTFTLSPDFD 

                     TSRIEASLHDGVLKLTIPRRDEARPRRVEVRTS" 

     gene            761573..761803 

                     /locus_tag="APZ15_35595" 

     CDS             761573..761803 

                     /locus_tag="APZ15_35595" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703124
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=760616&to=761056
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=760616&to=761056
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702730
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761072&to=761479
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761072&to=761479
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702731
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761573&to=761803
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761573&to=761803


                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011488032.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23191.1" 

                     /translation="MQESWKGHVIDLRAIPVRPIVTRLSALDGYIAIVRMVRIERNDE 

                     VLADRHLPRFSKRWTSAGEARRDAVEYAVKSD" 

     gene            761823..762386 

                     /locus_tag="APZ15_35600" 

     CDS             761823..762386 

                     /locus_tag="APZ15_35600" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759512.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="heat-shock protein Hsp20" 

                     /protein_id="ALK23192.1" 

                     /translation="MNTDLKKWNPFKFLRGTARKSNAEGAESTPTGEQWRASWPDIPR 

                     LFSRDPWRAMEAFFHDPFAGGGALERWFGDFSSSRFQPRIDVVDEGQVLRVTAELPGM 

                     EREDLKLSVEDGAIVLRGENKQDVRSEENGCYRLERAHGSFVRTIPMPENADPDHTLA 

                     KFDNGVLTLTVPKSEPVQSASRSIDIG" 

     gene            762454..762696 

                     /locus_tag="APZ15_35605" 

     CDS             762454..762696 

                     /locus_tag="APZ15_35605" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010092708.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23193.1" 

                     /translation="MQTDNVMEYHGCEVRPVVTATGNSRYAAAAIVTDRAGETRTLGV 

                     DGDFANAQEARDEALELAVAWIQQRSVVSERYVRRI" 

     gene            763213..763398 

                     /locus_tag="APZ15_35610" 

     CDS             763213..763398 

                     /locus_tag="APZ15_35610" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702732
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761823&to=762386
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=761823&to=762386
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702733
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=762454&to=762696
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=762454&to=762696
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702734
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=763213&to=763398
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=763213&to=763398


                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012367332.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23194.1" 

                     /translation="MSQLVQIAPGVVFSSDVLGVDWARKYRQDDGDAQSTDRQDLAVN 

                     ESDQAGRTSMPAQLSLL" 

     gene            complement(763580..763894) 

                     /locus_tag="APZ15_35615" 

     CDS             complement(763580..763894) 

                     /locus_tag="APZ15_35615" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481895.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="helicase" 

                     /protein_id="ALK23195.1" 

                     /translation="MSWFVYEVPEYHEDAARIEPFSDLRNRVLKVGDPAMAEELESVR 

                     ENAAATADTPERPLRTPENPHVFPIPYAESMILVGFIFDLKREFRQLVVSPVEMPWLK 

                     DA" 

     gene            764070..764474 

                     /locus_tag="APZ15_35620" 

     CDS             764070..764474 

                     /locus_tag="APZ15_35620" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012367376.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23196.1" 

                     /translation="MAPEAQQSNDARPEQVAGTMPAVPLILTYKRTRHELNVKRPVND 

                     DGETFKHLAVDSLQHDVTGLYRAAGFGRGISSHPRCRTFANRLIAQRHSIETVQSLLG 

                     HIHLDHFAPYLKISKKARRKAMADLDGYFADA" 

     gene            764532..764765 

                     /locus_tag="APZ15_35625" 

     CDS             764532..764765 

                     /locus_tag="APZ15_35625" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702735
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=763580&to=763894
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=763580&to=763894
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702736
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764070&to=764474
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764070&to=764474
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702737
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764532&to=764765
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764532&to=764765


                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013700218.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aspartate carbamoyltransferase catalytic chain" 

                     /protein_id="ALK23197.1" 

                     /translation="MTTKEDLAALPQQELLRVAMDRLGMTRAEFAARLSIAVRTLDKW 

                     LLPADSPDSRTMPDMGRSYVLEILQWQQMRKPA" 

     gene            764821..765621 

                     /locus_tag="APZ15_35630" 

     CDS             764821..765621 

                     /locus_tag="APZ15_35630" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006753520.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cell filamentation protein Fic" 

                     /protein_id="ALK23198.1" 

                     /translation="MPNQTSALLNTIDADKATLDAARPLPQHTVASLREKLFLEWTYH 

                     SNAIEGNTLTLRETKVVLEGITVGGKSLREHFEATNHRDAIVYVEDIVAKAEALSEWQ 

                     IRNIHSLVLKGIDAEEAGRYRRENVVIAGASTTPPDFMHLPAEMAALIDWYEAAGDRH 

                     PVERAAELHTRFVKIHPFIDGNGRTGRLLLNFELMKAGYPPAIIRKEDRLAYYDALDK 

                     ACVSGDYGDITRLVAESAQRSLDTYLDVLGLRHTPAPDTAPPSPGFRP" 

     gene            complement(766289..767227) 

                     /locus_tag="APZ15_35635" 

     CDS             complement(766289..767227) 

                     /locus_tag="APZ15_35635" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349766.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="response regulator receiver protein" 

                     /protein_id="ALK23199.1" 

                     /translation="MQTFVRQPVLYPVSVVFVDDNPDFLQALRGAFPDEHLNRFFTQP 

                     RVALDFVSSRDVEMPPTAADYFGAEKKGGNAIGEDALTDPARFEAVGAVVVDFSMPEV 

                     DGIQLLSSIRNANCMKILLTGVADEREAVDAFNAGLIDCFLKKTDVEMPRKLATVLDN 

                     AKRKHCAARGHISLHEAGSTYRDPRIVKLIDEVAAREGIVEYYWRPNQDAVLMFDAAG 

                     APSVFLAWNEEDWSFHCDIVADANGPAELRQGMEARSIMPLFWPSQAYRPGLADVKCA 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702738
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764821&to=765621
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=764821&to=765621
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702739
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=766289&to=767227
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=766289&to=767227
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702740


                     APLPVPGWNGTFYSWTRLDDTATEHELPTLAKWRHA" 

     gene            767472..767945 

                     /locus_tag="APZ15_35640" 

     CDS             767472..767945 

                     /locus_tag="APZ15_35640" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349765.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="4-hydroxybenzoyl-CoA thioesterase" 

                     /protein_id="ALK23200.1" 

                     /translation="MLTQDAILHVLSNETAHQSEKTFHHVVDIYLKDSNAFMNTYFAR 

                     YFEWQGVCRERWFHECIHNNLLAAGGSFVTKRAHQEYVQETFPFQRVDCFLNTFEVRQ 

                     CSAYLLFRFYVDGRQVSLGYQQIVFAGPDKRISRFPAGIIERVKAYELILPSAAN" 

     gene            complement(767959..769401) 

                     /locus_tag="APZ15_35645" 

     CDS             complement(767959..769401) 

                     /locus_tag="APZ15_35645" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349764.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23201.1" 

                     /translation="MYSILPAFVSALFLGFGLYVLATKGLTRVSVPFVLMCAATFVWQ 

                     GTWAFLFQTTDADVANLLVKAGYLFILFLPTTFYHFVTEIVSRRDERPFMFASYGLCV 

                     LLAILLVTGNGVVDGFRLHFFGPYPKAGPLHPLHVVQTVLLVGRSGWLLIEARRQTRA 

                     RDVRQLLTQCLVSLGLYSLAATDYAVNYGVEFYPVGVLFIAMSLGILATSIVRYGLMG 

                     PYLLAATVAHEVATPLAAIGLHADELRNVLPALLRGYRLAVEHRLCADSLYPGQLDRL 

                     PTLASSIRRQVDTTSTVVEMSLASFTLDRLDRHGFAAYPIRACVDAAVDRFPFRPGER 

                     DRVSVGAIDPDLRFSGTDSLVIFVIFNLLKNALYAIDASGRGQIEIDAHRSNGYCVVR 

                     FSDTGPGIAPEVLPQIFDAFFSTKSHGCGAGMGLSFCRRACEALGGAIACESIPGVRT 

                     TFTIRLPEPGSPADQALRDPPAPTRHYRIG" 

     gene            complement(770169..773105) 

                     /locus_tag="APZ15_35650" 

     CDS             complement(770169..773105) 

                     /locus_tag="APZ15_35650" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413548.1" 

                     /note="Derived by automated computational analysis using 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=767472&to=767945
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=767472&to=767945
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702741
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=767959&to=769401
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=767959&to=769401
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702742
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=770169&to=773105
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=770169&to=773105


                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23584.1" 

                     /translation="MDHWRLAYLGIRQVPRELSEFELATFFTFSKRERVAIDSRRTDL 

                     FRLAVALHIGFLRMTGRPLGSYKQIPTVLWRHLGRQLNVKPPDLGTLRSLYDRNLKTL 

                     SDHQRFARDAINFRAVAEHQRRYVIRWLKEQLTGRPERGQLTNDLKRWFYDHRIVIPP 

                     ERMLRQFVVQAVRDIEGQLHGALEHAVGMEKLESWARVLAQPHGEHSSLQRWLWAVPL 

                     RNSTHQMSEILDKVNLLTMHEVATRFPVECNDAMVRHYARRCASRPPSISKRIEPQSR 

                     RIEAACFMRYSLCVATDQVLEMLRRWALKVVNDTSREVDAMRMKAADQLREFALAVKA 

                     LANDETLSREQLGEKLCLLADDVLQPHPTSRRSQIRQCLVRKRYYARNLLNRIVQLPF 

                     EAEGAHPVVDALSLLRALYRRRAYLLPDGVNIRLGRAWREAIDGYDRLRAMVAFEWAT 

                     LFALRVALRNGSVFIDHSFSFRSQSHMLISAEQWKAKRNNHYGHLGLPQDPNEFLGPI 

                     LEQLEQRLALLDDAVVNGSIRVDTAVHLDPMAAQDPDPQADQLRRQIFEAHPPGQFPE 

                     IILEIDSATRFSWTLLGREPRSRTELLMVYSAILAHGTSLTAADISRMVPEVSTEAIR 

                     QMMKRLADERMLRTAADAVLEFMHEHPIAAHWGRADLASSDMMSLETTRTIWRARADP 

                     RRRTASIGMYTHVLDRWGIFYDQPIILNERQAGAAIEGVVRQSATKDIAQLAVDTHGY 

                     TDFAMSVSRALGFDLCPRLSHLRDRRLHVPRSQVVPARLAGVTDRDVRLGLIVDVWDE 

                     FVRIAASIRSGQCTAVEAIARFGSAARGQAVYDGGVHIGRLFRSIFLIDYFTNASFRS 

                     ELQHALNRGEAVHTVQRAIHIGRIPVELARRQESLAAVSSALTLLSNILMAWNTTHMQ 

                     RALENIEASRGQPIATEQLRRIAPTHIEGINLRGTFNFPVSLYAKRILPSIAADNPIS 

                     STSRSA" 

     gene            773655..774206 

                     /locus_tag="APZ15_35655" 

     CDS             773655..774206 

                     /locus_tag="APZ15_35655" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006749222.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cyclic nucleotide-binding protein" 

                     /protein_id="ALK23202.1" 

                     /translation="MRKPAELAEKFFGVPYESLDERTKNVAHLISERKHIARDPTKEL 

                     DAAATRGQRAADAVAAFGGSWIFITCFVVVMVAWVSLNSLILATYSKAFDPYPYILLN 

                     LFLSMLAAIQAPIILMAQNRQSYKDRVSAEHDYEINLKAELEIMLLHEKLDGLREEQW 

                     TELLNMQKEQMAALKNLLESGRT" 

     gene            775124..775635 

                     /locus_tag="APZ15_35660" 

                     /note="twin-arginine translocation pathway signal; 

                     disrupted; Derived by automated computational analysis 

                     using gene prediction method: Protein Homology." 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703125
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=773655&to=774206
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=773655&to=774206
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702743
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=775124&to=775635


                     /pseudo 

     gene            776099..776818 

                     /locus_tag="APZ15_35665" 

     CDS             776099..776818 

                     /locus_tag="APZ15_35665" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012365728.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Crp/Fnr family transcriptional regulator" 

                     /protein_id="ALK23203.1" 

                     /translation="MQDNPPITENHLLAALPENERAHLAAYLTLVDMPLGKVLYESGG 

                     QLHHVYFPTTSIVSLLYVMEDGSSAEIAIVGHEGMIGVSLFMGGETTPSRAVVQSAGQ 

                     AYRLDASVLKEEFRRGNSMQRLLLRYTQALITQMAQTAVCNRHHSIDQQLCRWLLLSL 

                     DRLPSNQLRMTQELIANMLGVRRSGVTEAALKLQDAGLIRYNYGHIQVLDRPGLEKRV 

                     CECYAVVKREFDRLLPDLKRL" 

     gene            complement(776918..777346) 

                     /locus_tag="APZ15_35670" 

     CDS             complement(776918..777346) 

                     /locus_tag="APZ15_35670" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548866.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="photosystem reaction center subunit H" 

                     /protein_id="ALK23585.1" 

                     /translation="MRMLHTPDRSGDDGNGGKLVERDAGDEPGHMVTTADVLRGSKII 

                     ASDGEDIGNVFDIVLDLHHGKIAYAVASSGGMGEMLCAIPWSAMKYDVGDKCFHLDVT 

                     AAHVKSTPGFDDEHWPVMTQSQWGLSLHQYYNRAPYWVVG" 

     gene            complement(777591..777773) 

                     /locus_tag="APZ15_35675" 

     CDS             complement(777591..777773) 

                     /locus_tag="APZ15_35675" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548865.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=776099&to=776818
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=776099&to=776818
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702744
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=776918&to=777346
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=776918&to=777346
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703126
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=777591&to=777773
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=777591&to=777773
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /protein_id="ALK23204.1" 

                     /translation="MRSRYREQHTNGGKSERNVDEAVEGTFPASDPPSIGGVTRMISR 

                     PAHRKHHRKSLHIKHR" 

     gene            778204..778491 

                     /locus_tag="APZ15_35680" 

     CDS             778204..778491 

                     /locus_tag="APZ15_35680" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011694892.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23205.1" 

                     /translation="MPVAAQRSIDGRINSLHQRLGITPGQESLWQPVAQVMRDNANAM 

                     ESLRKARSDHANDMSAMGDLHSYGEVTNVHADGVKKLTTAFQPLYDKMSDT" 

     gene            778630..778944 

                     /locus_tag="APZ15_35685" 

     CDS             778630..778944 

                     /locus_tag="APZ15_35685" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413595.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23206.1" 

                     /translation="MDVSAGHARRNTVAPRSGTRLVGMIVAFGCLVVAPQLHAERMNH 

                     GWDKGNHARMTHQGGRYYDHHRHGGDGYYDGEDDAYAAPPMVYEPAPAPGVSLFIPLR 

                     LR" 

     gene            779268..780047 

                     /locus_tag="APZ15_35690" 

     CDS             779268..780047 

                     /locus_tag="APZ15_35690" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548862.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="photosystem reaction center subunit H" 

                     /protein_id="ALK23207.1" 

https://www.ncbi.nlm.nih.gov/protein/940702745
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=778204&to=778491
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=778204&to=778491
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702746
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=778630&to=778944
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=778630&to=778944
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702747
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=779268&to=780047
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=779268&to=780047
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702748


                     /translation="MLRSIRRLHGDTVRAKDGDIGHINQAYFDDDNWCIRYLVVETGD 

                     WLHDRRVLISPYSVTHPEFRTLYVSLSQEQVRDSPNLDTHKPVSRQHEIEYLRYYNYP 

                     TYWGGPNLWGMGAYPAFDPAGPSQDLDAGDPLFSHGAPASAPADTHLRSTGEVDGYRL 

                     EATDGHIGHVSDFIYDDEAWVIRYLAIDTSSWWSTGKEVLIATHWLDQVEWHTETVSA 

                     TLTRDAIRRSPPYDDSQLVHRSYEIELHEFYGKHGYWPRDR" 

     gene            780123..782198 

                     /locus_tag="APZ15_35695" 

     CDS             780123..782198 

                     /locus_tag="APZ15_35695" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413563.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transketolase" 

                     /protein_id="ALK23208.1" 

                     /translation="MTSTDFPSIQGAALDALCINTLRFLSIDAVQKAASGHPGLPLGA 

                     APMAYALWMRHLKHHPANPAWFDRDRFILSAGHGSMLLYSLLHLTGYDLPLDQIGRFR 

                     QSGSLTPGHPERGLTPGVETTTGPLGQGFANAVGMAMAETQLAACYNRPGFEIVDHRT 

                     YALVSDGDLMEGVAAEAASLAGHLQLGKLICLYDDNRVTLSAGTAITFTEDRAQRFDA 

                     YGWHTETVEDGNDLAAIDAALVNARAEQRRPSLILVRTHLGYGSPNRQDTYQAHGSPL 

                     GDAEVRLTKHNLGWPPDPAFHIPPPALAHFRRALAEGRVREEQWNARFEAYTRAFPEL 

                     ARMLLNTVHGKLPDGWDRDIPVFPADPKGMATRVASGKVLNALASRVPSLVGGSADLN 

                     PSTFTALIGLGDFEAAGVNALDRQGSDGGGWSRSGRNLHFGVREHAMGAILNGLAAHG 

                     GIRPFGATFLIFSDYMRPPIRLAALMRLQVIYVFTHDSLAVGEDGATHQPMEQLAGLR 

                     AVPGLLVIRPADANETAVAWRVALEARERPTALVLTRQDVPTIDRLRFAPAEGLRRGG 

                     YVLADAPDGHPTLILIATGSEVTLALAAQVELLARGVAVRVVSLPCWRLFDAQPQPYQ 

                     DAVLPKSVGARLAIEAGVSQGWHRYVGDRGDVLGIAGFGASAPGAELMRDFGFTVENV 

                     CDHALKLLA" 

     gene            782964..784253 

                     /locus_tag="APZ15_35700" 

     CDS             782964..784253 

                     /locus_tag="APZ15_35700" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413573.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cation transporter" 

                     /protein_id="ALK23209.1" 

                     /translation="MTETIGCLIFGALLIFMGLIGSSLKRLPLSAAMVYLGIGFLVGP 

                     AGTGFLSLKLPDDVTNLRIAAEIGLLISLFAIGLRLRVPPADPRWMLPLRLGVVAMIF 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=780123&to=782198
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=780123&to=782198
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702749
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=782964&to=784253
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=782964&to=784253
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702750


                     TVASIAALGVLVLNLNLGVAVLLGAMIAPTDPVLAHDVGVRDAGDVELVRFSLSAEGG 

                     INDGTAYPCAVLGMLLCGSGTTSALHWSMVGGIAWGIASGAGAGWLLGFVTARLVAFL 

                     RSRHSQALGLEGFFALGLIMLSYGVALAIHGYGFLAVFAAGVAMRRVEHRTSGQKTSK 

                     ETVGVVNSEDVEATATDPDKAHAFVAESVMGFTIELEHIVEAVLILLIGALVSRYWAD 

                     MLTWAGAAVVATLLFVIRPAATQLALIGSRASHHQHRLISWFGIRGVGSLYYLMLAIE 

                     QEPRAQLLPMVPWVLAIIAVSIVLHGISAAPLMRRYA" 

     gene            785693..785869 

                     /locus_tag="APZ15_35705" 

     CDS             785693..785869 

                     /locus_tag="APZ15_35705" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413569.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="general stress protein CsbD" 

                     /protein_id="ALK23586.1" 

                     /translation="MNRDQMRGRIAEAKGKLKEMVGRIMGNRSTRMQGKVEQVIGKTQ 

                     ASFGDAKEQLRKRP" 

     gene            complement(785991..786338) 

                     /locus_tag="APZ15_35710" 

     CDS             complement(785991..786338) 

                     /locus_tag="APZ15_35710" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548858.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23210.1" 

                     /translation="MKIQSTRWFTLDQYAPVRDGWYEVRLVSGDTAFAKFGDGEWTEK 

                     PMLTFTRWRGLCSDPAKSSDQETLAADATAGATAAKGVRDAWDTFFPGVGDAQHKPLA 

                     DVHSDHPRRIAIS" 

     gene            786854..787126 

                     /locus_tag="APZ15_35715" 

     CDS             786854..787126 

                     /locus_tag="APZ15_35715" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006755264.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=785693&to=785869
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=785693&to=785869
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703127
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=785991&to=786338
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=785991&to=786338
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702751
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=786854&to=787126
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=786854&to=787126


                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23211.1" 

                     /translation="MTIPTLEYRGRELRVYSQMLFPPFGDPHAPGPKRFGSIVRIDTI 

                     PSTSATAPRYSTIFEHGAPQTAALALDLAMQFGKDIVDGRIAPTAI" 

     gene            787194..787373 

                     /locus_tag="APZ15_35720" 

     CDS             787194..787373 

                     /locus_tag="APZ15_35720" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006413543.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23212.1" 

                     /translation="MKYYSSTSIDRRDDATRKKQRDDLARADVERAEKRIRQDAGINS 

                     NASKWRYLRPDNRAR" 

     gene            complement(787438..788619) 

                     /locus_tag="APZ15_35725" 

     CDS             complement(787438..788619) 

                     /locus_tag="APZ15_35725" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548855.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aminotransferase" 

                     /protein_id="ALK23213.1" 

                     /translation="MSAFLLNGELRLSWLQLAWVVFVLTHVTIISVTVYLHRCQAHRA 

                     LDLHPCISHFFRFWLWLTTGMLTSQWVAVHRKHHARSETPDDPHSPRTRGLATVLLRG 

                     AELYRAEVRNEETARRYGSGTPDDWLERHVYARYPNLGVGLLVVIDVGLFGLPGVAAW 

                     AIQMIWIPFWAGGVINGLGHFSGYRNFATPDASTNLFPLGILIGGEELHNNHHAYVTS 

                     ARLSNRWFEFDIGWAYIRLLAALRLATVRRVATQPRLLPVKAVADDATLQAVIRNRHA 

                     VMAAFARTLESACRRELRRVEDMSRDDKRAFALGMKHWLRQAWGHRNKPDLRVLTSPN 

                     ANRRIRVYVDMYDALLELWTWPHASHEQLLAQLQDWCRCAEQSGIDAIAEFSIHLRRY 

                     A" 

     gene            complement(788711..788929) 

                     /locus_tag="APZ15_35730" 

     CDS             complement(788711..788929) 

                     /locus_tag="APZ15_35730" 

                     /inference="EXISTENCE: similar to AA 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702752
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=787194&to=787373
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=787194&to=787373
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702753
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=787438&to=788619
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=787438&to=788619
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702754
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=788711&to=788929
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=788711&to=788929


                     sequence:RefSeq:WP_006755267.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23587.1" 

                     /translation="MRKLHSVPVGTAIVTITMIVLAGCGDMSHRGTDTVIGAGVGGVA 

                     GAVLTGGSALGTVGGAAVGRVVGNQVGK" 

     gene            789355..790074 

                     /locus_tag="APZ15_35735" 

     CDS             789355..790074 

                     /locus_tag="APZ15_35735" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548853.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Crp/Fnr family transcriptional regulator" 

                     /protein_id="ALK23214.1" 

                     /translation="MPDIPPITENHLLAALPENELARIIPNLTIVDMPLGKVLYESGG 

                     QLHHVYFPTTTIVSLLYVMEDGSSAEIAIVGHEGMIGVSLFMGGETTPSRAVVQSAGQ 

                     AYRLDASVLKEEFRRGNSMQRLLLRYTQALITQMAQTAVCNRHHSIDQQLCRWLLLSL 

                     DRLPSNQLRMTQELIANMLGVRRSGVTEAALKLQDAGLIRYNYGHIEVLDRPGLEKRV 

                     CECYSVVKREFDRLLPDLKRL" 

     gene            complement(790537..790896) 

                     /locus_tag="APZ15_35740" 

     CDS             complement(790537..790896) 

                     /locus_tag="APZ15_35740" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548851.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23215.1" 

                     /translation="MDGSRDTFRTCIEQLPEGIAARIETVTIDMTTAYELGIKAQCPQ 

                     AEIIIDLYRVAAKFYRKPAWAKKAWEAMIRTGSGKRDGRPAKVRRTFAGLLAWNRDPN 

                     GTARIKAIAEFLIRLCQ" 

     gene            complement(791180..791587) 

                     /locus_tag="APZ15_35745" 

     CDS             complement(791180..791587) 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703128
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=789355&to=790074
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=789355&to=790074
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702755
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=790537&to=790896
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=790537&to=790896
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702756
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=791180&to=791587
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=791180&to=791587


                     /locus_tag="APZ15_35745" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548850.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23216.1" 

                     /translation="MLDRGHAFRCKRTALACDEGLLASPSDVAGVIPDQAVLPLVATK 

                     SRILAGASLATFDAEIVAGLSIETVRLWASLPRMQIAVRNDSGVPYRMIAVESMRQWH 

                     CLIQWFQDNRFADELSGRCFSRNKFDAIFRKLV" 

     gene            791608..791892 

                     /locus_tag="APZ15_35750" 

     CDS             791608..791892 

                     /locus_tag="APZ15_35750" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23217.1" 

                     /translation="MREVSQASAATAIHAIPAIECWLPDGSGQIVGIESVVHNGKCAL 

                     FQNEGRTLAIRPTALQFGERQSGQTLRTERLRQSGSQCFDIHVAAPPAIA" 

     gene            792010..792429 

                     /locus_tag="APZ15_35755" 

     CDS             792010..792429 

                     /locus_tag="APZ15_35755" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548849.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23218.1" 

                     /translation="MPPSAARGRAAWNSRSTDCGRCSRFRWAAVGLIDEHPENLLQLP 

                     RASASILGGICIDRLEQANECNEEGIGDGRLTRMLAQISAITENALDEFDLVSGKFVI 

                     AHGRWHNDENTVGQRRRKTDVRRAITHADLVKRTSAA" 

     gene            792939..793598 

                     /locus_tag="APZ15_35760" 

     CDS             792939..793598 

                     /locus_tag="APZ15_35760" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702757
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=791608&to=791892
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=791608&to=791892
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702758
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=792010&to=792429
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=792010&to=792429
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702759
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=792939&to=793598
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=792939&to=793598


                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011694896.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Crp/Fnr family transcriptional regulator" 

                     /protein_id="ALK23588.1" 

                     /translation="MDERKRIEPHLSWVALPLGHVVYEPGDHLSHVYLPTTAIISMLY 

                     VMENGSSAEIAVVGRDGLLGVALFMGGETMPNRAIVQSAGEAFRLSGQIVKEEFARGG 

                     ALQRVFLRYTQALITQMAQTAVCNRHHSIAQQFCRWLLLSLDRLDSRNVRMTQELIAD 

                     MLGVRRASVTETAKRLQEEGIIRYSRGLIEVVDRSALERRVCECYMVVKKESDRLLSQ 

                     K" 

     gene            complement(793722..793940) 

                     /locus_tag="APZ15_35765" 

     CDS             complement(793722..793940) 

                     /locus_tag="APZ15_35765" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006755267.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23589.1" 

                     /translation="MRKLHSVAVEMAIVTMTIAVLAGCGGMSHRGTDTVIGAGVGGVA 

                     GAVLTGGSALGTVGGAAVGGVVGNQVGK" 

     gene            complement(794102..802729) 

                     /locus_tag="APZ15_35770" 

     CDS             complement(794102..802729) 

                     /locus_tag="APZ15_35770" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548846.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glycosyl transferase" 

                     /protein_id="ALK23219.1" 

                     /translation="MKIHVARVSRRRTSPWSNARPIREEFFGEERLAQHAGSLARAQK 

                     VLPGVAAGPSLATRLKDNADHLLKAYRNTAAADARGEEITPAAEWLLDNYYLVAEQVR 

                     QIRDDLSPRYYRQLPKLGNGPFAGYPRVFEINWAFVAHTDSRFDPDALCRFMLAYQAV 

                     EPLTIGELWAVAITLRIVLIENLRRLADQIIDDRRARLDADALADRLLGEGGQARVAA 

                     EPLVANYEQAVLHDAFAVQLIQRLHDPDPAVAPALAWLHRHLAARGATPDQIVASVNH 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703129
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=793722&to=793940
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=793722&to=793940
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703130
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=794102&to=802729
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=794102&to=802729
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702760


                     QQGAASLTVRNVITSMRLISEVDWTDLFERISLVDQVLRSHPGFAEMDFPTRNLYRDA 

                     VEALARGAPVSELEIARRVVADAAAQGAGCGPAAETDPGYYLLANGRAALEAEIGYRP 

                     PVALWLRRLTRHAGLGGYLGRIGLIVALLLAGMLAWLTRVEPPGHWLIWLGVAGLLPA 

                     LDAAVALVNRGVMRDVGAKILPGLALLDGIPPDLRTMVAVPVLLTTEAVLGEQIEQLE 

                     IHHLASPNGALYFALLSDWMDASTPHADSDDRLLASATEGIDRLNRLYPAAPGEGERF 

                     LLLHRKRVWNDGERCWMGWERKRGKLHELNRLLRGASDTTFIAAAGRTPHVPPDVRYV 

                     ITLDADTRLLRDTVRRLVGKMAHPLNRPVFDSASRRIVGGYGVLQPRVTSSLASGDEG 

                     SLFQRVSSSAHGIDPYVSAVSDVYQDLFDEGSYAGKGIYDVDAFEAVLAGRVPENAVL 

                     SHDLFEGIFARAGLASDIEVVEASPSRYDVAASRLHRWARGDWQLLPWLLFGHEPLTA 

                     VGRWKMLDNLRRTLTAPAMLVALLAGWMLPLPVSLAWSAFVLVTIALPFLLPVLSGLV 

                     PRWRRTHVKMTTRSVLHAWSMELRFALTRFGLSIVMLPQQAWSMGDAIARTLFRVAIS 

                     RRHLLEWTTAAAAGARDRRTLAPTYLQMRGGVTLALLVAAASLMAGWRFDRHTGWLAV 

                     PFVLVWLAAPAIAYWLSRAPRSAGELPVAPHDARQLRRDARRTWRYFETFVTADDQML 

                     PLDNFQEDPKPVVAHRTSPTNIGLYLLSAVSAREFGWLGTLDAVARLEATLATMRLMS 

                     RHRGHFYNWYDTRDLRPLEPRYVSSVDSGNLAGHLIALGNACRAWANQPAGVGRQAAY 

                     EGIGDTLALLRGAVCREGDARTALHGEFERAATELEETLAAQTGEGGAPDGRAAPEWS 

                     AITILAATVADVARALMDEVGRVRGGDVDDVLFWAQALEHAVQGHGRDATRTPDEADV 

                     LNKRLQVLADTALQMAYAMEFGFLLDPVRNLLSIGYAVADGRLDPGNYDLLASEARLA 

                     SFVAIAKGDVPARHWFRLGRLATPIGHGAALISWSGSMFEYLMPSLVMRAPDSSLLAR 

                     TNHLVVRRQIAYGDGLHLPWGMSESAYNTRDIELTYQYSSFGVPELGLKRDLDQNLVV 

                     APYATALAAMVAPDAAARNFERLRAAGACGRFGFYEALDYTPARVPEGMPVAIVRAFM 

                     AHHQGMSIVSIANALLGGRIRAFFHGEPAVRATELLLQERVPGRVAAGRPRIDASPAG 

                     RMHGVDAGVARRLLSADDPAPVTHLLSNGRYAVMLTAAGSGYSRRDDLAVTRWREDAT 

                     RDDWGSYLYLRDAESGEVWSATWQPTGVVPDSYEVTFTEDRAEFVRRDGTLTTSLEVV 

                     VSAEDDAEVRRVSVANTGSRPRVIEFTSYAEIVLAPPAADHAHPAFSKLFIETEYVPV 

                     SGAILATRRKRAPNEAEVWAAHLAVTSGETVGAEEFDTDRLRVIGRGRSVRLPLALTE 

                     QRALGACEGAVLDAAFTLRQRLRIEPGAKASIVYWTIVADSRAQLLDLVDKHRDGESF 

                     ARAAMLAWTQAQVQLRHSAVSLDEAALFQQLAGYMLYSDASMRPGSAALLRHAAAVSA 

                     AGGVGASPLWTHGVSGDLPILLVRIDDIEHIAMVRQLIRAHEYWRMKRLEVDLVIINE 

                     RAASYVQDLQAALEGLVRTRQPPDEAGRGSIFVLREDLMAAAARALFPAVARAVLAAR 

                     NGRLVDQLRRLAGSPLPTRPDPARAPLPPPTIAPPKGAQAGAGLEYFNGIGGFARGGR 

                     EYVVILQPGQCTPMPWVNVVANPLCGFLTSAEGGGYTWVTNSREHPLTPWSNDPVTDP 

                     PSEVFYIRDDETGVRWGPQAASIGDDAPGATAFVASHGQGYSRFAHSAADVAVELLQF 

                     VPLADPVKISRLTLRNLSDRTRRLSVATYAEWALGASRSVAAPHTASEIDQPTGALFA 

                     RNDWSQVYRGRVAFADLCGLQTSWSADRREFIGRNGVLSDPAGFPGRAGASPLSGRVG 

                     AGLDPCAALQTTVDLEPGGSVEIVLLLGEGADAATARQLIAHYRQADLDTIFAAVTAF 

                     WDEMLGAVQVETPDRAMDLMLNRWLLYQTLSCRIWARAGFYQASGAYGFRDQLQDGMA 

                     LAAVRPALTREHLLRAAARQFPEGDMQHWWLPESGSGVRTRISDDRVWLAHAVAHYVD 

                     VSGDRAILDVSIPFIDGRPLAADEQDAFFIPRISETSASLFEHCVRGLESCLAHFGEH 

                     DLPLIGTGDWNDGMNRVGEAGRGESVWLGWFLHATLTAFAPLAAARGSADLAARWSTR 

                     AAALRDALADAGWDGAWYRRGYFDDGTPLGSAGNAECSIDAIAQSWSVLSRAADPMRA 

                     AQAMDALEAQLIRRDDGLALLFAPPFDRSSVDPGYIKGYPPGIRENGGQYTHAATWSV 

                     LAFAQMGDGDRAANLFALLNPVNRSRTRSGANRYRVEPYVVAADVYSVAPHVGRGGWT 

                     WYTGSAGWLYRAGVEGVLGLRWHGDILSIQPCIPLSWPGFRATLRHGASHYDIVVENP 



                     GGASGGVSRLVVDGVRLAAGEAAVRLVDDGRRHSVVVTLGAAQAVFQ" 

     gene            complement(802792..803244) 

                     /locus_tag="APZ15_35775" 

     CDS             complement(802792..803244) 

                     /locus_tag="APZ15_35775" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548845.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23590.1" 

                     /translation="MKYPIYITQHGQPRYRGALPDFPEVGVEGDSYGELQAAAEQRVM 

                     ARYDRSARLVPPPTTDMSVLQASEVDAGDGIWRFIDLDLSRMTSSSVRIELCLPKRIV 

                     HDIDRTANALHTTRDAFVSLACENAAVRSAQHGALRCEPIAKSLSEAA" 

     gene            803572..804444 

                     /locus_tag="APZ15_35780" 

     CDS             803572..804444 

                     /locus_tag="APZ15_35780" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011548844.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="membrane protease subunit, stomatin/prohibitin" 

                     /protein_id="ALK23220.1" 

                     /translation="MNPITLVLSAAFVLAAFAIGAWGHLYLAAPLFIVAVLIALSVRV 

                     ANVWEKFVILRIGKLQSVKGAGFFMIIPILDNVVAIIDERIQTTAFNAEQALTKDTVP 

                     VNVDAVIFWHVHDAQKAALAITDYRQAIDRVAQTSLREMIGASMLAALLSDRKAADMH 

                     LRDEIGRKTVDWGVTVRSVETRDVAIPVALQDSMSRQAQAEREKQARVILGSAEAEIA 

                     TKFVEAAQVYENHPGALQLRAMNIIYETTKERGATILIPSAMVDSLNPVLALAIAGYD 

                     AAGAAPAPALKTAA" 

     gene            complement(805764..808862) 

                     /locus_tag="APZ15_35785" 

     CDS             complement(805764..808862) 

                     /locus_tag="APZ15_35785" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017777553.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="multidrug transporter" 

                     /protein_id="ALK23221.1" 

                     /translation="MSGFNLSALAVRERSVTLFLIILISIAGVVAFLKLGRAEDPPFT 

                     VKSMTVITAWPGATAQEMQDQVAEPLEKRMQELRWYDRTETYTRPGLAFTTVTLLDST 

                     PPADVPEEFYQARKKLHDEAGNLPPGVIGPLVNDEYSDVTFALFALKAKGEPQRVLVR 

                     DAEGLRQRLLHVPGVKKVNIIGEQAERIYVSFSHDRLATLGVTPQEIFAALNNQNVLT 

                     PAGSIDTAGAQVFIRVEGAFDKLQTIRDTPIVVQGRTLKLSDVATVERGYEDPATFQI 

                     RNNGEPALLLGVVMRDGWNGLNLGNALDAEVASINAGMPLGMSLTKVTDQAVNIHSAV 

                     DEFMVKFFVALLVVMVVSFASMGWRVGIVVSAAVPLTLAGVFVVMAATGKSFDRITLG 

                     SLILALGLLVDDAIIAIEMMVVKMEEGYNRVQASAYAWSHTAAPMLSGTLVTAVGFMP 

                     NGFARSTAGEYTSNMFWIVGIALITSWVVAVVFTPYLGVKLLPDIAVIEGGHEAIYNT 

                     RSYQRFRRFLGRVIGRKWMVAGIVVASFVVAVMGMGLVKKQFFPTSDRPEVLVEVQMP 

                     YGTSIEQTASATEKVEAWLAKQPEAQIVTSYIGQGAPRFYLAMSPELPDSSFSKIVIR 

                     TSDEHQREALKFRLRKVVAEGLVPGAQVRVTQLVFGPYSPYPVAFRVMGPDAGTLRTI 

                     AAQVERTMKASPMMRTVNADWGPRVPTVHFTLDQNRLGSFGLTSSSVAQQLQFLLTGI 

                     PVTHVREDIRSVELVARSAGDTRLDPQRIEGFTLIGNAGQRVPLSQVGKVDIRMEDPI 

                     LRRRDRTPTITVRGDIAEGLQPPDVSTAMLAQLQPIIAKLPGGYRIEEAGSIEEANKA 

                     TNALAPLFPIMIALTLLIIIFQTRSIAATMMVFATSPLGLIGVVPTLLLFNQPFGINA 

                     LVGLIALSGILMRNTLILIGQIEENTRAGMAPFDAVVEATLQRSRPVILTAVAAMLAF 

                     IPLTHSVFWGTLAYTLIGGTFAGTILTLVFLPAMYSIWFKIQPGAEESHSALEPSASV 

                     TS" 

     gene            complement(808859..809980) 

                     /locus_tag="APZ15_35790" 

     CDS             complement(808859..809980) 

                     /locus_tag="APZ15_35790" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017777552.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin secretion protein D" 

                     /protein_id="ALK23222.1" 

                     /translation="MFRRHHFVYTLGVASLALAACGEHPAADPRTEAPLVRTSAVHGA 

                     AGASRSFSGVVGARVQSDLGFRVQGKVIERLVDAGQTVKRGQPLMRIDPIDLGLQARA 

                     QQKLVDAAQARATQTAADEARYRDLVAAGAVSASTYDQLKAAADSAKAQLVAAQAQAV 

                     LANNASGYAVVMADADGVVVETLAEPGQVVAPGQIVVRLAHAGPREAVVQLPETLRPA 

                     SGSIAEATLYGAAQKPVPAVLRQLSDSADRLTRTYEARYVLQGALSNAPLGATVTLDL 

                     AGDAGHAPAGMVVPVGAVFDPGTGTGVWTVDRAQSRVTWRKVRVTALSDDSATVTGDL 

                     RDGDQVVALGAQLLHDGEHVRLANDKMIAASVSAQGAAQ" 

     gene            complement(810057..810674) 

                     /locus_tag="APZ15_35795" 

     CDS             complement(810057..810674) 

                     /locus_tag="APZ15_35795" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017777551.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AcrR family transcriptional regulator" 

                     /protein_id="ALK23223.1" 

                     /translation="MNKPTPSASPSRGPSDHEVRAQIVDAATEYFSRYGYEKTTVSDL 

                     AKEIGFSKAYIYKFFDSKQAIGQVICANRLAAMITAVRENIDGVHSATEKFRRMFKTL 

                     LSSGSDLFFQDRKLYDIAAVSAASPWPSVQGYEDQIRQLVAEILRLGRETGEFERKTP 

                     QDEAVNAIFLVMKPYFNPLLLQYNLEGAEEATTQLANLVLRSLAP" 

     gene            810771..812237 

                     /locus_tag="APZ15_35800" 

     CDS             810771..812237 

                     /locus_tag="APZ15_35800" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017777550.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK23591.1" 

                     /translation="MPLHRSLVLLTSVAALSACAVGPDYHRPDAPLAQHYMTQPPAGT 

                     AKAPVADLPAWWESFNDPLLTRYVSRALAQNLDLAQAVAQITQARARLGTANAALLPS 

                     ASVSASAARAYQSVDTPLGQLLNATPGYSRWGTEYETNLEAGWEIDIFGGLRRQREAA 

                     LADYSATQAAAVATRLAVAAQTADIYVTIRGLQARLDIATRQVQTQQALLSDVKLLYS 

                     KGAAADYQVQQAQGALDQVQAGVPVLLAALDAASNALDVMLGSPPGTHRAELSPPSLI 

                     PVAPSLAEMGTPADLLQRRPDLIAAERHLAAANARIGAAIGEYYPTVSLNAFLGSATS 

                     AATGTLFSGGANQAAGLVGLRWRLFDFVRIGADVEAAKGADAQALAAYRQAVLRASED 

                     VENSLSSLVNRQAQAATLSHAESSFSRAKDASMTAYRSGAASFIDVLHANETLLQAAD 

                     ARAQAQTESARAAISTFKALGGGWDPASHVGQTSLTSR" 

     gene            812610..813407 

                     /locus_tag="APZ15_35805" 

     CDS             812610..813407 

                     /locus_tag="APZ15_35805" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012702728.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 
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                     /protein_id="ALK23224.1" 

                     /translation="MINPRPQPGRSLTPQPEEAFVFQMPLILGPDPGLRYSSGNLDAS 

                     ASCSPGSCYLLDLRASPTRRLDMPFDTMRLYLAQGAIEEFTDQKRRRRIGGLVQPHLG 

                     ASDPVLFSLSHTLQTVLQQPDLTSALFIDYLALAFCEHVVTRYGRADPVLRPRRSGIA 

                     PWQMRRIEDYFASHLHDNPSIADLARECNLSTSYFGEAFKQTTGSTPHQWLLKRRIER 

                     AKSLLRETDASLASIASDCGFFDQSHFSRVFSRLEGCGPKDWAQRNR" 

     gene            813767..815236 

                     /locus_tag="APZ15_35810" 

     CDS             813767..815236 

                     /locus_tag="APZ15_35810" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013697249.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="catalase" 

                     /protein_id="ALK23225.1" 

                     /translation="MKNRDTSTRLDHATGAPVADNLNIETAGPRGPALLQDIWLIEKL 

                     AHFDREVIPERRMHAKGSGAHGVFTVTHDITRYTKAKLFSEIGKATPVFMRFSTVAGE 

                     RGAADAERDIRGFAVKFYTEEGNWDIVGNNTPVFFFRDPLRFPDLNHAIKRDPRTGLR 

                     SANSNWDFWTLLPEALHQVTIVMSDRGIPRSYRHMHGFGSHTFSLVDADNRRTWVKFH 

                     FRTQQGIANLTDGEAEQLVGKDRETHGRDLYESIERGDFPRWTLFIQVMNDDEARALP 

                     FNPFDLTKVWPKSDFPLIEAGVLELNRNPGNYFAEVEQAAFSPANVVPGIGFSPDKML 

                     QARLFSYGDTQRYRLGVNFNHIPVNAPKCPFHSYHRDGAMRTDDNLGGTPSYYPNSSG 

                     EWEVRPDLHEPPLRIEGDAAHWDHRVDVDHFAQPGNLFRLMSQAQQHLLFDNTARQMA 

                     SVHAHIQERHILNCAKADPEYGAGVREALARIGATTATK" 

     gene            815303..815944 

                     /locus_tag="APZ15_35815" 

     CDS             815303..815944 

                     /locus_tag="APZ15_35815" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007569246.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK23226.1" 

                     /translation="MSQVIQDVAVPDSQLAREITEFVRDTSTPLLFHHSSRVYLFGAL 

                     EGARRGLKFDPELLYAGAMFHDIGLTGAYSSATERFEVDGANAAREFLSGRGITAADI 

                     DLVWTAIALHTTPGIPRHMHPVVALVTAGVEMDVLGLSYHAFSHEEREAVTHAHPRPP 

                     HFKEEIIQAFYNGIKHKPETTFGNVKADVIADKEPHFHRGDFCSVIRNSAWPG" 

     gene            816104..816850 
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                     /locus_tag="APZ15_35820" 

     CDS             816104..816850 

                     /locus_tag="APZ15_35820" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010118976.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK23227.1" 

                     /translation="MGKLAGKVAVVTGASKGIGAAIAKALAAEGASVVVNYASSKAGA 

                     DDVVSAITTAGGKAVAVGGDVSKAADAKGIVDAAIETYGRLDILVNNSGVYEFAPIEA 

                     FAEAQYRRQFDINVLGVLLTTQAAVQHLGEGASIINVSSVVSTLTPATTAVYSGTKGA 

                     VDSITGALARELGPRGIRVNTINPGVIVTEGAQSAGVIGSEFEHSAVSQTPLGRVGRP 

                     DDVASIAVFLASDDAKWLTGEHIVASGGMR" 

     gene            complement(817012..817767) 

                     /locus_tag="APZ15_35825" 

     CDS             complement(817012..817767) 

                     /locus_tag="APZ15_35825" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011549290.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine utilization repressor" 

                     /protein_id="ALK23228.1" 

                     /translation="MNHTERHLSAGLAVASGDDVPARALPAYQQIKRYVVERIAKGDW 

                     KPGGAIPTEAELVKEFGVARMTVSRALRELTAERVLTRIQGAGTFVERRHYESTVLEI 

                     RNIADEIAERGHRHSGRVLLLESSDDTEAIEALGLRSGPVFHSRIVHYEDDEPIQFED 

                     RYVNPALFPAYLEQDFTVETPNHYMVRLAPIQRAEFRIYAQKPDAQVRRHLVMEIGEP 

                     CLLLRRRTWVGEQVATSVRLWHPASRFHLAGRV" 

     gene            complement(817832..819325) 

                     /locus_tag="APZ15_35830" 

     CDS             complement(817832..819325) 

                     /locus_tag="APZ15_35830" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751562.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine ammonia-lyase" 
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                     /protein_id="ALK23229.1" 

                     /translation="MTVFRSARPLDWRQIAEVAAGEPLALTDEARVRVAVARELVDEI 

                     VARGIRAYGVNTGVGALCNVIVSPAQQSTLSRNILMSHAVGVGAPLGAAETRAIIAAA 

                     INNYAHGHSGVRADVVDQLVALLEHDCLPEVPAHGSVGYLTHMAHVALVCIGHGHARH 

                     RGERMRGDEALRRIGREPLVLGAKEGLSLVNGTPCVTGLAALALARAERLLDWADWVA 

                     AMSFENLGGQLASFDPASLALRVSPGIGQVGARLRALLADSGMLGAASGRHTQDPLSL 

                     RTIPHVHGAARDVFAVTAEVVDRELASVTDNPIVAGTRDEPAVHSQAHAVGAGIALAM 

                     DSLAAAMAQVAAIAERRLDRLVNPLVSGLPAFLATPGGTCSGFMIAQYTAVALVAQNQ 

                     RLAAPASLDGGITSGLQEDHLCHATPAALKALDIIENTTRVLAIEMLAAAQAYDLQAN 

                     GAARAAPTDTLWRHVRERVPAYQDDRPLADDIAIATGIVAGMPPPVL" 

     gene            complement(819333..820124) 

                     /locus_tag="APZ15_35835" 

     CDS             complement(819333..820124) 

                     /locus_tag="APZ15_35835" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758722.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid transporter" 

                     /protein_id="ALK23230.1" 

                     /translation="MNTAAPVALSVRNIHKSFGDHHVLKGISLDAHEGDVISILGASG 

                     SGKSTFLRCLNLLETPDDGTVALAGEELKMKRARDGKLQPGDRRQVDRIRSQLGMVFQ 

                     NFNLWSHMTVLDNLVEGPLRVQKRSRAEAVEEAEALLARVGLADKRGYYPAHLSGGQQ 

                     QRVAIARALAMHPKVMLFDEPTSALDPELVGEVLRVMRSLAEEGRTMLVVTHEMGFAR 

                     HVSNRVMFLHQGEVDSDGTPGDLFGGQCSERFRQFVSSHHDRAAN" 

     gene            complement(820152..820898) 

                     /locus_tag="APZ15_35840" 

     CDS             complement(820152..820898) 

                     /locus_tag="APZ15_35840" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337093.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23231.1" 

                     /translation="MSIDFDFLLDTLRQLLAAVPTTLGLFFASLVLGGLLSLVIVTMR 

                     VSPHWLPNRFARAYILVFRGSPLLIQMFLVYYGLGQFGVIRESFMWPLLREPYVCAVL 

                     SLALCTAGYTAEILRGGLMAVPVGQIEAGYSIGLSGFALLRRVIGPIALRQCLPAYST 

                     EAVLLVKSTALASLVTVWEVTGVAQQIIQQTYRTTEVFVCAALIYLGLNFIVVRVLGA 

                     LEWRLSGHLRAPKQTGAPAAAARDARRVAS" 
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     gene            complement(820911..821633) 

                     /locus_tag="APZ15_35845" 

     CDS             complement(820911..821633) 

                     /locus_tag="APZ15_35845" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481063.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23232.1" 

                     /translation="MAILEMLGFGTEGWGGVLLLAALMTIALTLAALAVGAVIGAGIA 

                     AAKLSRHRSARVFGDLYTTVFRGVPELLVIYLFYFGGSTLVTTVGQWFGAEGFIGVPP 

                     FVIGALAVGMISGAYQAEVYRAAVLAVSKGELEAARSIGMPRSMVLRRILIPQVLRFA 

                     LPGIGNVWQLSLKDSALISVTGLAELLRTSQIAANSTHQYFVFFVAGGALYLVMTGLS 

                     NRVFNRAEAIVGRSFRRNFARN" 

     gene            complement(821726..822586) 

                     /locus_tag="APZ15_35850" 

     CDS             complement(821726..822586) 

                     /locus_tag="APZ15_35850" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006753459.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter substrate-binding protein" 

                     /protein_id="ALK23592.1" 

                     /translation="MNGKRIKWAIRTIGAIAAAAATLAAPVQAKEWKTVTVALEGGYA 

                     PWNLTLPGGKLGGFEPELLANVCERIKVQCNMVAQDWDGMIPGLQAGKFDILMDAISI 

                     TPEREKILLFSRPYAATPATFAVTDTKILPKAAPGAPIVKLTGDANADKATVDALRKQ 

                     LKGKTIGIQSGTVYTKFINDGFKDIASIRVYKTSPERDLDLVAGRIDASFDDVTYYAA 

                     NTGKKENASIVLAGPKLGGPIWGPGEGLAFRKQDADLKTKFDAAIGAALADGTVKKLA 

                     DKWFKTDVTP" 

     gene            complement(823475..823921) 

                     /locus_tag="APZ15_35855" 

     CDS             complement(823475..823921) 

                     /locus_tag="APZ15_35855" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660702.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="DoxX family protein" 

                     /protein_id="ALK23233.1" 

                     /translation="MVTTTGRYSPAWIRALLAQPWIGALVRLALVSAFLIGGINKAMH 

                     FDAAIAEQAHFGLHPPALWAALAVVVEIGGSLCIVFRRFTWLGAGSLGMLTLVAMAVA 

                     NDFWNQTGAAHFMALNSFFEHLGLIAALVLVTMLGDVRSGEGDGRS" 

     gene            complement(823923..825812) 

                     /locus_tag="APZ15_35860" 

     CDS             complement(823923..825812) 

                     /locus_tag="APZ15_35860" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337466.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amidohydrolase" 

                     /protein_id="ALK23234.1" 

                     /translation="MTATESQPDLILHNGRFTTLDRANPVATAVAIKDGRFVAVGHDA 

                     DVMPLAGRATKVVDLEGRGALPGLIDNHCHVIRGGLNYNMELRWDGVPSLAVAMDMLK 

                     RQVAITPAPQWVRVVGGFTEHQFAEKRLPTIDELNAAAPDTPVFILHLYDRALLNAAA 

                     LRVVGYTKDTPEPPGGTILRDAAGNPTGLLLANPNATILYATLAKGPKLPFEYQYNST 

                     RHFMRELNRLGVTGVIDAGGGSQNYPDDYEVIRKLHDAGEMTIRIAYNLFTQKPNAEK 

                     EDFVNWTKSTKYHDGTDYFRNNGAGEMLVFSAADFEDFRVARPDLPAQMEDDLEGVVR 

                     VLAQNRWPWRMHATYDETISRALDVFEKVNKDIPLEGLNWFFDHAETITEKSMDRIAA 

                     LGGGIAVQHRMAYQGEYFVERYGAQAAEATPPVAKMLSKGLKVSAGTDATRVASYNPW 

                     VSLSWLVTGKTIGGLRMYPQRNLLDRETALRMWTEYVTWFSNEVGKKGRIAVGQLADV 

                     VVPDRDFFACAEDDIAGTTALLTVVGGRIVWGAGPFASHDAPIPPAMPDWSPVREYGG 

                     YGGWGATQRSGAPLQRAAAAAMCGCANACNVHQHAHASAWGSALPTSDTKGFWGAFGC 

                     SCWAV" 

     gene            complement(825832..825999) 

                     /locus_tag="APZ15_35865" 

     CDS             complement(825832..825999) 

                     /locus_tag="APZ15_35865" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725963.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="XapX domain protein" 

                     /protein_id="ALK23593.1" 

                     /translation="MEPYLVSLGAGLLIGVIYSAIKVRSPAPPLIALVGLLGMVIGVQ 

                     AIPAVKQLFGF" 
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     gene            complement(826169..826855) 

                     /locus_tag="APZ15_35870" 

     CDS             complement(826169..826855) 

                     /locus_tag="APZ15_35870" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337464.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chloroperoxidase" 

                     /protein_id="ALK23594.1" 

                     /translation="MSNPKLEVLTPHNSQIIFIDQQPQMAFGVQSIDRQVLKNNVVGL 

                     AKAAKVFNIPTTITTVESDSFSGYTYPELLDVFPNQKTLERTSMNSWDDQKVRDALAA 

                     NGRKKVVVSGLWTEVCNTTFALCAMLEGDYEIYMVADASGGTSKDAHDFAMQRMVQAG 

                     VVPVTWQQVLLEWQRDWAHRETYDAVMAIAKEHSGAYGMGVDYAYTMVHKAAPRTATP 

                     HESIPPVPAK" 

     gene            827166..827447 

                     /locus_tag="APZ15_35875" 

     CDS             827166..827447 

                     /locus_tag="APZ15_35875" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751586.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="XapX domain-containing protein" 

                     /protein_id="ALK23235.1" 

                     /translation="MTSYIASLLAGILAGVVYALIGVASPAPPTVALAGLLGILAGEQ 

                     ILPVARRVLSGIQLKTAWSDAKCGQHMFGTLPGAQATRAAAKKGPSTPA" 

     gene            827563..828471 

                     /locus_tag="APZ15_35880" 

     CDS             827563..828471 

                     /locus_tag="APZ15_35880" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767235.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23595.1" 

                     /translation="MKLSFEALEALDAIDRTGTFAEAAELLHRVPSALTYLVQKLESD 
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                     LGVALFDRSGRRAKLTHAGRVVVEEGRRLLYAAEQLELKAQRAQQGWETEVRICIDEI 

                     LPFEALWPYVHAFYGLEMDTRLRLSTEVLGGTWDALISRRADLVVGAAGEPPELPDIV 

                     ARPIGSLRHVFAVAPTHPLAALPEPLSMASVVEYRGAVISDTSRELQPRSVAIDAGQP 

                     YLAVPTLAAKLAAQCEGLAVGTLPDCIAARAIEQGKLVAREVTGMRDTTQCYLAWRGD 

                     EAGRALHWWVDQLDQPDLVDRFTALV" 

     gene            complement(828525..829988) 

                     /locus_tag="APZ15_35885" 

     CDS             complement(828525..829988) 

                     /locus_tag="APZ15_35885" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545658.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="mechanosensitive ion channel protein MscS" 

                     /protein_id="ALK23596.1" 

                     /translation="MLNLSATVAYGAPIVIADLVAWRLLGPGRSTAKAIGRCASFAAL 

                     TYVLFATGVSPLAVPPSPDRLDRLAIQVIGVAWWLQCALVFSLMLDHLLLPRAWRTQR 

                     LFHDIAAGAVFGAAAVAALGYVLGLPLSGLVATSGAVAVILGLAVQNTLNDVFSGLVL 

                     NTTQPFRLGDTVAIGELEGRIVESNWRATKLIDGLGNLVVVPNSTAAKTTIVNLSEPE 

                     NVHGVTLTIEIDPEVRPAIVVDALDRAAASSLDVLPRPAPVSVVKAFRTNSVEYELVC 

                     YVDALQKKIAVRNQLYDLAHRHLAAADIALRPLGGTAATHRPVSRGQRLLRAVELFRQ 

                     LGDDDLAVLADALASRVFHKGDVIYASNADTRLLTIVGAGVASVFVPGAAGDIEVRRM 

                     APGDAIGQSVVLAGTQLHASVHAVTTVTAFQLSSGDLSPLIARKPELGRLMCESLSEH 

                     IATEEKMMIPPAASAHASFKLIEWLEKEMKRLHDSFG" 

     gene            complement(830353..832134) 

                     /locus_tag="APZ15_35890" 

     CDS             complement(830353..832134) 

                     /locus_tag="APZ15_35890" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337488.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK23236.1" 

                     /translation="MIRIGTLHVFLDRREIRSNGKLLRIGSRAFEILELLIRANGALV 

                     SKDEIMQRVWPHTVVEENNLQVHVAALRKALADDRNLIVTVPGRGYRLVGGRAEVAAP 

                     VRAVTSRLTAAPTALVGREQTVAEVLAALDTARVVTLVGAGGIGKTRVALEAAMRAEA 

                     SFPDGAAFVSLATVACPQFVPDALAAAFGIAQSAGSLTLEAVLASVANRRMLLVLDNC 

                     EHLLDAAARIASALTESDAGLRVLATSREALRIQGERLCPIPPLEVPREGADDAETLG 

                     ASAVQLFSARVQAADPRFPLDERSVSLMASVCRRLDGLPLAIELAAARAAVLGIDVLA 
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                     AHLDDHFRLLTGGFRTALPRHQTLQAMYDWSYRLLGDAERLLLRWLGVFRDTFSIDAV 

                     REIVGATRLADADLLDTIAGLLSKSLLSLENAHGAPRYRLLTTTRAYALQQLENNGEC 

                     AAAARAHANYFHALFRLAPVDDGGPLAESRLDVIRRELGNLRAALDWAFSPNGDAEIG 

                     IALAAVAVPCLFDLSLVDECRERARAALDSMRDMDETRTRDDARVRLLAAYAHTAGST 

                     QVAHDAWSEVHALGFDTGESELPPRES" 

     gene            832638..833279 

                     /locus_tag="APZ15_35895" 

     CDS             832638..833279 

                     /locus_tag="APZ15_35895" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335693.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK23237.1" 

                     /translation="MGNRIAGIRIPDAPLARDAADTVRACEPELLFRHAMRVFAFASI 

                     IGLRRGIAFNAELLYVAALFHHFGLTERYRHSRRRFEIDGANAAHAFLRGYGVADDDA 

                     AEVWRAIALHATFGIHPYMTPLTALLGAGVETDLFAHHFDEVSLSERDAIVHAWPRGP 

                     CFKDLFLEALAAGTAHRPAAAFGNVSADVLERCDPDYRRTNFCGLVLGSKWAE" 

     gene            complement(833332..834153) 

                     /locus_tag="APZ15_35900" 

     CDS             complement(833332..834153) 

                     /locus_tag="APZ15_35900" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760325.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="arylesterase" 

                     /protein_id="ALK23238.1" 

                     /translation="MSTFTTRDGVSIHYKDWGAGRPVVFIHGWPLNADMWDVQMHHLA 

                     SNGLRGIAYDRRGFGRSGQPWTGYDYDTLADDLATLIDTLGLHDVTLVGFSMGGGEVA 

                     RYIGRHGTRHIAKAVLIGSVTPLVARRDDHPDGVDVAVFDGIRAGIVADRAAFYEQFW 

                     PLFTGSNRAASTISRAALDWTSFMALQAGLKGTLDCVGAFSETDFRADLDKFDVPTLV 

                     IHGDDDQTAPLALTGAVTARRVPHATLSIYEGGPHALYLTHAQRLNDELLAFARA" 

     gene            complement(834224..834649) 

                     /locus_tag="APZ15_35905" 

     CDS             complement(834224..834649) 

                     /locus_tag="APZ15_35905" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371986.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23239.1" 

                     /translation="MDAFDRWEHVMTLLDPSPAARHCAPSLVRDPDTARRRHCNDASA 

                     ASSGGVRRRCAIIAAERQTDSSVLVSWSDPTRCRYDEQRWISAKSRALARCALTGTTI 

                     RPGDAIYKPQWRGAKRPANYREVILASEMDRFIGRLSRS" 

     gene            835205..836026 

                     /locus_tag="APZ15_35910" 

     CDS             835205..836026 

                     /locus_tag="APZ15_35910" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011352121.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23240.1" 

                     /translation="MNTITTKDGTQIYYKDWGSGRPVVFSHGWPLCADAWDSQMLFLV 

                     QHGFRVIAHDRRGHGRSSQPSQGNDMDTYADDLAALMNALDLHEATLVGHSTGGGEVA 

                     HYIGRHGTKRVAKAVLIGAVPPQMVKSATNPGGLPMDVFDGIRKNVAENRSQFYKDLA 

                     VPFFGFNRPQAKVSQGTIDAFWAQGMMGGVHGQYLCVKEFSEVDYTEDLKKIDVPTLI 

                     LHGDDDQIVPIDDSARLSAKIVKHAELKVIPGGSHGMCVVDAARINAELLAFLKA" 

     gene            complement(836164..837741) 

                     /locus_tag="APZ15_35915" 

     CDS             complement(836164..837741) 

                     /locus_tag="APZ15_35915" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545664.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23241.1" 

                     /translation="MNTTFAPGGATPGPAAPATDIPTFRSIAAIAAVLLGAIISTLTS 

                     RITSLGLADVRGALGVGFDEGAWINTAFTASQMFVGPLAIAAAFVFGTRRVLLAGAAV 

                     FLVVESMLPLCTDFGTFIALQSVAGFASGVFVPLTVGFVVRTLPPRLIPFGIAAYAMN 

                     LEMSLNLSATLEGWYSEHLSWRWLFWQNALLTVPFIVCLMLSLSNEPVKRFASGIDTR 

                     GMVLGAGGFACLCVALDQGERLFWFQSPLIVTLLCVGIVMVAAFLIHELASRSAGLDL 

                     GYLARPNIAWLIVLVGLVRFTVLNTSFIPSAFLASTYGLRPLQIGDTLRWIAIPQLLF 
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                     APCVAWLLQRVDPRRLIVTGFVMVAFAFALGARLTPVWAEPDFIPSQLLQALGQTMAL 

                     TSVIFFFGKHVTAEHALTFGAVVQTTRLLSGQLGTTSIAVIQRIMEATHSNLVGLHVT 

                     LSDPQTLERLRAGAASLVAHGATFAAGDQATYALLDRAVRVQATTLALADNFRVAMSF 

                     AIAGALIGLLLRPARTP" 

     gene            837822..838862 

                     /locus_tag="APZ15_35920" 

     CDS             837822..838862 

                     /locus_tag="APZ15_35920" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481360.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin D" 

                     /protein_id="ALK23242.1" 

                     /translation="MVSTNPTNASNPPPASPARSRKWPIVLIAGAALGLVALLVYEYD 

                     AHERGTDDAYVTGHLHVISPRVAGTVERVLVDDNQFVHAGDPLVRLDPRDFDVRVALQ 

                     RARVAQARADAMRAKALVEQADATLVSAHADAEKAELDYARARELTRETPRGLSQQEF 

                     DAANAARKSARARIDAAQAQQRSAQAAWQAADAVSHQGDADLRDAELQLQYTTVVAPT 

                     DGRVGKKTVETGEHVAPGQALLTLVEPHPWVVANFRETQLKHVRAGDAVRLRFDALPD 

                     LTFNGHVDSLSPATGGQFALLPPDNATGNFTKVTQRVPVKILLDGQASTEPRIRPGLS 

                     VVVTLQAGREQP" 

     gene            838859..840283 

                     /locus_tag="APZ15_35925" 

     CDS             838859..840283 

                     /locus_tag="APZ15_35925" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337482.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RND transporter" 

                     /protein_id="ALK23243.1" 

                     /translation="MSRLVALLAAGLLGACTIAPQPLAPVPVGTDRFRHADAPGEPAP 

                     SLAGWTASFGDAPLVALVDAALAGNFDIRAAAARVDQAQALLGVREATLSPTVGVDPS 

                     FNRSRVSGTVDNALPKRLMHNWSVPFNASYEVDLWGRLRGDAEIGRQNVLQADADRAA 

                     VRLRVATEVASDYLTLHFVEEDLATLARAIELRRTALDVIAARVRAGAASDLDALRAA 

                     ADLDTARADLADSRRLRENLVDALAVLTGVSPTGFTVAPTAAAIRVPAVPPGLPSVLL 

                     AQRPDVYAAARRVDAASLETGVARTAWLPTLTLTAQGGFASRDLGSFLERNSSLWGLG 

                     ASVAETLFDGGKRNAAVAAATAGTALADANYRATALGALREVQDALNDIAAQNERIVR 

                     YDSAARSTEAAARLSLSRYAHGYVSYLEVIDADRDALNAQRQLIHSRQALAIATVDLV 

                     RALGGGWTPPSVAPQNVAQRDDRL" 
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     gene            840432..841403 

                     /locus_tag="APZ15_35930" 

     CDS             840432..841403 

                     /locus_tag="APZ15_35930" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010099888.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23244.1" 

                     /translation="MDRLKTLEIFKTVAEHGSFTKAAELHGLGVPCVSRSIQCLETSL 

                     GVLLFHRTTRKVTLTRVGHDVLEQALALLEQYEHLSVCCHANASEMQGEISIEVSNLF 

                     GADRLVPALADFNRQHPLVRVRIDWTDHPSAALNGATDLSIVTSRTSSLTCVERRLGR 

                     IPMGLYASPRYRASCGEGLTPQALERMGPHGGKTGAAGSPWPLRHRRSGAIAEIRLAG 

                     AISSNCLDTLILATARGTGFAVLPEHLARPLERDGALVRLLPDWQVGDLDASLLYHSR 

                     RNLPARIRALADHLVAAFDDAPAARPAVQHDVRAVTQATVAGNTVAA" 

     gene            complement(841481..842116) 

                     /locus_tag="APZ15_35935" 

     CDS             complement(841481..842116) 

                     /locus_tag="APZ15_35935" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013092696.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23597.1" 

                     /translation="MTSSGNGGAGEPAPIVYVVDDDETLRRALSALLRSAGFRVETFA 

                     SSRAFLAFERPDVPSCLILDVRLADESGLAVQEAAVRAGLNVPILFMTGYGDVATTVK 

                     AMKGGALDFLTKPFDDEAMLDAVGRALERDRTLHAVRGAYASLTPREREVMSQVVAGL 

                     MNKQIAANLGLQEITVKVHRAQVMKKMRVRTLPDLVRQADALGVRPAGARD" 

     gene            complement(842241..842612) 

                     /locus_tag="APZ15_35940" 

     CDS             complement(842241..842612) 

                     /locus_tag="APZ15_35940" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013092695.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="two-component system response regulator" 

                     /protein_id="ALK23245.1" 

                     /translation="MAIVCIIDDDASVRKSLASLLKSAGHTALPFASGEEFLAADAPA 

                     GAICVLVDLKMKGMSGLDVQRQLIQRNATLPVIFMSAHGDDESIRRALAQGAIAFLRK 

                     PFPSDDMLNLIDQVASGTPPA" 

     gene            complement(842707..844200) 

                     /locus_tag="APZ15_35945" 

     CDS             complement(842707..844200) 

                     /locus_tag="APZ15_35945" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013092694.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23246.1" 

                     /translation="MYTFGRVTVSLECREVCVDGQPRYIGARAFEILELLVKAAGKLV 

                     SKDEIMEAVWPDTIVVENNIQVHISTLRKLFGGKHGWIRTESGRGYRLAPPVDATHAA 

                     HAGRLPDALEPVRGVRTGAAPRKCPLIGREPEAAELHALLEREAFVTLVGPGGVGKTH 

                     LALEVAAAWSAVRGIEMVRIDLAGWPGGATLESAVLGALGLPGGPAAGQADVVRAIGG 

                     QRVMLVFDNAEQHVGELADLCEAIADENAGAILVVTSREPLRVAGERVYRVGPLPVPP 

                     AGATEGEIVACGAVRMFLARARAMGTDVPADARTLDAIATVCRRLSGLPLALELGAAR 

                     VALLGIQGLAADLDKSVLSLSGGLRTAHPRQQTLRATIEWSYRLLDDAERTVLCRLAV 

                     FPDAFPLDAACALAACDELGGARVLDCLVSLASKSLLVVHSVGLSKRYSLLEVVRAYA 

                     LEKLAESGEAGRVHARCASFTAAERADSRPPAPAAPAQPRLAAAPWA" 

     gene            844547..849631 

                     /locus_tag="APZ15_35950" 

     CDS             844547..849631 

                     /locus_tag="APZ15_35950" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012355245.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23247.1" 

                     /translation="MDADWLARARLSNAVRADDVLCFDLTDADTGRVWSACRTGWESD 

                     GRCRQFEREYALNGVLDPAWALLPAALIRAADGPVLVFPRVDGRTFDTLADAQLPLDA 

                     FLDTAIHAVRTLGALHRLGWLHGDLQPASFVALPDGTVMLRAFAHARNRRTEHAAAEP 

                     LRAEFAAYAAPEVSEGADIDERSDLYALGITLFRLLTGALPYKAASTSEWVHAHVAMQ 

                     PSPATGLRNDLPAILSDLLLKLIAKEPAERYPSCDAVQHDLERIRRDWLAAGRVEPFA 

                     LGGSDPLAGLRTPDRLVGREAESRRLAAALAAVLQTGEAAIVMVDGPPGVGKTALTED 
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                     FMRASRATSRTAWCTSAKVDQFQPARPYAPVLAALRALFGSVLARRDDEIAAIVARLR 

                     ACIGAQASLLSRIFPEIAWLLDVEPVAFGHTDAIPEFHLCRIVVNAFRAFATPAEPLV 

                     MTLDDVQWADDATLAFLASVALDPPPHVCIVAGYRSGSQHDHPPAFRRFLQQLAPARV 

                     SALTLAPLDAPGVTHMLAGLLGEAPDRLSALGDIVTRRTGGNPFYVQQFVRTLIDEQL 

                     LAYDPVRGTWQWQPADLDAHHLAENVVSLLAVRIQRLPHESRTLLSLLACIGTDADVA 

                     LLCAAAGKTRAELAFWMDPVRQAGLASHADDRWRCVHDRVIESVHALAGRAERAQCHA 

                     RIAAAMLARPGARATEALLELAAQIEQARTAPLDRTLALAFANALVAAAEAAATVAAR 

                     DRALSFLACAQTLLGPHAWVQHYGLASRIGMLRGGLLLATGATAQASSTIDELMARTR 

                     TPADRAEAHRLKAAQLTVESRYRQAVDVALQGLALLGVTLPAAPTAADLAAAGDAVRD 

                     ALAGRAIGDLVGLPVMTDMRVEATMALLTALEAAMFYPSGGLPLLHFATMVRLTLQHG 

                     VTAASVQGLAWYGVSIAEHHGAYEDGFEFAKVALALVDRHGFERYRSATLIALDQVSV 

                     WTQPLSYALERAREAKAAGNASAELRWMCYSCNHIVSDLLSMGEALPAIRDEIDPLLA 

                     IARGARYDDIVDLVSTQSEFVDALQFGYDRPVGTWRMRVSTKTPMSVLQFWTDVLAGQ 

                     AAFIFGDAPAARASLDAAAASAWSTPAHIMTSDFHLFSVLAGIAADGGATPPGPLLER 

                     FAPQRARFAGWSERNPATFRNKLALIDAEFARVRGDHVAAMQQYDASASLAAERGFVH 

                     EQALAHELAARHAMSLGLTGPARHQWRLAHACYRRWGATGKAQALEAQHTFLVMEPPP 

                     GGAAVPAREDLDFALAMRASHSLSEEIVLERLIQTLMRNMIVYAGAGYGLLLLARNDR 

                     LTIEAAARIVDSDVVVEIARSEPTEHDVPLSILNTVARTRKPVVLANAQREGLPDHVD 

                     SLRAHPTRSLFCLPLLKQGVLIGVLYLENALSNGVFSPRRIAMLEMLAPQAANALESA 

                     RLYAELIDENARRLETEAALRHARTELARTAHMTVMGELAASIAHEINQPLTSIVSSA 

                     GAGMRWLRGTPPDLDEALASLDDIRASGVRAADIVRALRSLARQTPPALAPLAIDDLI 

                     RDMLHLTATEIDAKQVALRVDLHCAAIRVMADRTQIQQVILNLVTNALDAMDGQAASR 

                     ELDIASQAGDGYATVSIADRGAGIDAGIANRIFDAFFTTKSNGMGMGLAICRSIVEAH 

                     GGTLEAAPRGDGGSVLTFRLPVSTAG" 

     gene            complement(849672..850943) 

                     /locus_tag="APZ15_35955" 

     CDS             complement(849672..850943) 

                     /locus_tag="APZ15_35955" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014726076.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridine nucleotide-disulfide oxidoreductase" 

                     /protein_id="ALK23248.1" 

                     /translation="MAQSQHVKVIGLPHSKEAYAIRDFLKRGVVEYEWCELTSDTDCV 

                     RELGIAPLRDVRLPVVVFPDGTCIYQPTLPEIAAKLGWVSRPRFIEYDVSIYGAGPAG 

                     LSAAVYAASEGLRAVVIERDAIGGQAGTSSLIENYMGFPDGIPGAELAERARQQAVKF 

                     GVELLMMREGVHATFVDGKIRVDMADGSILTARSNICATGIEYRSLGLPDESKFLNAG 

                     LYYGAGSSEAPMCEGKHVFIVGGGNSAGQAVMNFARHAREVTMIVRGASLAATLSRYL 

                     IDRIERMPNVTVRYGTTVDALQGDGRLEAIVLRTEDGARDVLPATHLFVCIGGAPNTE 

                     WARDTDIIRNPGGYLVTGSDLYDCPDFARVWPLERRPYYLETSVPGSFAAGDVRSGSV 

                     KRVASAVGEGAMAVTFVHRFLGEDAHRPSGT" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=849672&to=850943
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     gene            851161..851433 

                     /locus_tag="APZ15_35960" 

     CDS             851161..851433 

                     /locus_tag="APZ15_35960" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481362.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23249.1" 

                     /translation="MATTCTHLGEARILNTDKDYCEECVKSGSRWVHLRLCLSCGHVG 

                     CCDSSPNRHASRHFHETTHPLARSIEPGERWVWCYADDVMAGEITP" 

     gene            851568..852053 

                     /locus_tag="APZ15_35965" 

     CDS             851568..852053 

                     /locus_tag="APZ15_35965" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007577254.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glyoxalase" 

                     /protein_id="ALK23250.1" 

                     /translation="MTVSRLAHYSIRTLDLERSCRFYERVLGFKRGYRPPFDFPGAWL 

                     YKGGDESDYGTVHIIGVDPANPDGLAAYLGDKALPASGTGTVDHIAFLATGVEAMWDT 

                     LRAEHVAWRDRTVPSLGLHQVFIEDPSGVTIELNFPAAEVAGLTLPAAVPAGDSQAHG 

                     D" 

     gene            852055..853281 

                     /locus_tag="APZ15_35970" 

     CDS             852055..853281 

                     /locus_tag="APZ15_35970" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014726099.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="monooxygenase" 

                     /protein_id="ALK23251.1" 

                     /translation="MNHGTSTKRKAAIVGGSLGGLFAANLLLRNGWDVDVFERVPDAL 

                     SGRGAGIVTHPELFDVMRAAGVRIDASIGVKVESRITLGRDGTVVSERRMPQTLTAWS 
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                     KMYHVLRAALPDQHYRAGAVVTDVADGPGHASVTLADGSVVHADLVIAADGFRSAIRE 

                     KFLPDARLQYAGYVAWRGLVDEPGLSESTHATLFGNFAFGLPPHEQILGYPVAGQGNS 

                     TKPGERRYNFVWYRATREDTDLPNLLTDATGKLWAGGIPPTLIRREVLDDMEDAAHAL 

                     LAPQFAEVVARATQPLFQPIYDLEVPNMAFGRIALLGDAAFVARPHCGMGVTKAAGDA 

                     LALVTALATRADTLDALCEYSETRTAFGAAIVEHARHLGAYMQAQLKNDTEREMAERY 

                     RTPEVVMRETAVPPHF" 

     gene            853383..853742 

                     /locus_tag="APZ15_35975" 

     CDS             853383..853742 

                     /locus_tag="APZ15_35975" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007577251.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23252.1" 

                     /translation="MNHPLSATAGTAPEPAAPSHATHPLLRDARFREHVRRRRLFAWS 

                     LTFVMLALYFAFILTLAFSPTLLGAPIVPGRPTPWGIPVGFGMFVATFALVAFYVFRA 

                     NAVHDTVVAALRHGDAS" 

     gene            853739..855397 

                     /gene="actP" 

                     /locus_tag="APZ15_35980" 

     CDS             853739..855397 

                     /gene="actP" 

                     /locus_tag="APZ15_35980" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011352112.1" 

                     /note="member of the sodium:solute symporter family; 

                     cotranscribed with the acs gene which encodes acetyl 

                     coenzyme A synthase; mutations affect acetate uptake; 

                     Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cation/acetate symporter ActP" 

                     /protein_id="ALK23253.1" 

                     /translation="MKRLLPALLTACSCAPAFAAGPAALAHGHNPVAIGMFVVFVAST 

                     LFITRWAARKNHSVADHYAAGGKITAFQNGWAIAGDYMSAASLLGISALVFASGYDGL 

                     IYSVGFLASWPIILFLIAEPLRNLGKYTLADVVSYRLRQRPIRAFAASSSIVIVLLYL 

                     VSQMVGAGKLVELLFGLNYTVAVLIVGVLMVVYVFFGGMLATTWIQIIKAVLLLAGAA 

                     FMAIMVLSRCGFSLDALFAQAILVHPKHAAIMRPGGLVSDPVSAVSLGLALIFGTAGL 

                     PHILMRFFTVGDVKAARKSILYATGIVGAGYVLIVVIGFGTIALVASDPQYHDASGAI 
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                     AGGANMVAIHLAHAVGGNVFLGFICAVAFSTILAVVAGLTLAGSSAISHDLYANVLRR 

                     GQASDRDEMRVARATTVVLGVLAILLGIAFEKQNIAFIVSLTFSIAASSNFPVLLLSI 

                     YWRGLTTRGAVLGGLLGLATAVTLTVLSPTVWVQVLGHAHAVYPYEYPALFSMAAAFA 

                     GVVLFSVTDRSARAQRERAQFDTQLVACEMGLTAGTTTTITQRG" 

     gene            855438..856562 

                     /locus_tag="APZ15_35985" 

     CDS             855438..856562 

                     /locus_tag="APZ15_35985" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007739392.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aminocarboxymuconate-semialdehyde decarboxylase" 

                     /protein_id="ALK23254.1" 

                     /translation="MLNCTCCPSPGRRRLLGALAAFAGTAVAGQSAPAAGSADTPAAL 

                     PPHRPRSIDIHAHYYPESFCDLVGGEGKRFGGSFVCDDTSFTFRTPAGGLGPLPMKFI 

                     DIDARLKDMDASGVDVQALSLSVPMAYWGDRPFNAKLARDWNASASRVYQRHPTRFVV 

                     LATLPMLNAADAIDELERAVQLPGVRGVYMGTNIDNRDLDDPLFAPVFARIEQLGLPV 

                     FLHPQQTVGGARLGDFYLSNLLGNPFDTAIAGSHLILGGVLDRYPTLEITLPHAGGAL 

                     PILVGRLDAGWTVRPETRRLAQKPSSYLRRFSYDTVSHSGPVLNFLIENVGVDRLVLG 

                     SDYCFDMGYEQPVRFLDRVDLSARQRAMILGGNAGKLLRI" 

     gene            856714..857838 

                     /locus_tag="APZ15_35990" 

     CDS             856714..857838 

                     /locus_tag="APZ15_35990" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100320.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23598.1" 

                     /translation="MKIVIAGGSIAGLAATLTLDCVGHDVTVCERSPSPLRGQGGGVA 

                     VLRRMMAFLEQHGRHCRHAISVPTHRRRWIDRDGIVTRDEPEMLPFSSWDAVYRSLCE 

                     TLPHGRIRYGRTVTGFDQDADGVDVHLGDERLHADVLIAADGAGSTLRAQLFPGYAPS 

                     FAGYLAWRGIVDEADFDAASIAPLVENMTLHKAPGELFMAFLIPALDGSLAPGTRRFN 

                     WLWYRNEADREALRHHLTDRAGHVHHASVHPGQLADDVVATLRQLAGERLPALLAQLV 

                     HATRMPFNQAIFDALSPAFVDGRVALIGDAACTVRPHTASGTSKAASDAVSLAEALPA 

                     DATDVVARLAQWSARRRDEVTSLLEKGPQLAAAFGLGTPR" 

     gene            858250..859530 

                     /locus_tag="APZ15_35995" 
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https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=858250&to=859530


     CDS             858250..859530 

                     /locus_tag="APZ15_35995" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751580.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C" 

                     /protein_id="ALK23255.1" 

                     /translation="MKHKRLWFGAAGIAVVGLAVAIGIMVKPSIAPIDPPARASFDPQ 

                     LVRAGARVVALGDCVVCHTANDGKPFAGGLPLATPFGTIYATNITPDADTGIGRWSRD 

                     AFARALRSGIARDGHPLYPAFPYIHFTRMSDDDITAAYAYLMTREPVRTKTPPNDLIF 

                     PLNFRPLVAFWNVLFLREGAYRPDPSQSAQWNRGKLLVDGLGHCASCHSPLNAIGGEQ 

                     AGKAFDGGIVDGWEAPPLNALGSAVKPWTQAQLVTYLRTGRASEHGAAAGPMLPVTRD 

                     LATVPQEDVEAIAAYILSIQKPAAARPATAGAGHGPTTPAGQRGAVLFQASCAQCHGP 

                     AAPMQSIGERPTLAFSTAVAADTPRNAIQMMFNGIGWHGEDTLNYMPSFIDQYDDAQI 

                     SDLAAYLRETYSDRPAWSGVDTLAAKLRKEDSAR" 

     gene            859527..860027 

                     /locus_tag="APZ15_36000" 

     CDS             859527..860027 

                     /locus_tag="APZ15_36000" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006760329.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="(2Fe-2S)-binding protein" 

                     /protein_id="ALK23256.1" 

                     /translation="MITLTVNGVRHTLDIDPSTPLLYALRNDLHLHGAKFGCGLGQCG 

                     ACTVIVDDKPMFSCLIPVSALGERRVRTLESLGTAGHPGKLQQAFIDHQAAQCGYCIA 

                     GMIMRAQALLERNPKPTEHELRTQMEPNLCRCGTHMRILAAIRQVAGLPDPEPAAAPV 

                     MISKGL" 

     gene            860027..862288 

                     /locus_tag="APZ15_36005" 

     CDS             860027..862288 

                     /locus_tag="APZ15_36005" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100314.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="aldehyde dehydrogenase" 

                     /protein_id="ALK23257.1" 

                     /translation="MNPPDDIDESRRHFMVSGALFVAFSLAPVTRAAAQLVIADEGAA 

                     VHVAKATETLAGSLKTNPLLDAWIKITPDGKVTVFTGKVELGTGVRTALLQVAAEELN 

                     MKPSLITFLTADTGASPDEGLTAGSHTMADSGSALLNAAAQVRGLLVDGAAKQFGVEA 

                     RTLTVADAVIKAPDGRTMRYGDAVRTVDLHRNATPTSPLKPPATFSVIGTSLPRVDIP 

                     NKVTGGVSYVQDMELPGMLHARVVMPPVYDAKLLSFDEAAILKMPGVVRIVRNGSMLA 

                     VVAQGEWQAVVAQRALAAGSRWSPGRVLPERGTVHQDLKRIATQRIEIANTKGNTAPA 

                     TKTLSATFLKNYLLHGSIGPSCSVAHLENGMLTVWTHSQGVYPLRDALAEMLSMPKAS 

                     VRCIHTEGSGCYGHNGADDVAAHAALIAAALPGKAIRVQWMREQEHTWDHFTPAMVTE 

                     LSASLDASGHIVDWNYALWSSSHNERIVNAGRLLPARMLEPPFVPAPSTPMLQPEGGG 

                     DRNAIPLYALPTMHIVNNFSPTMPLQTSAMRSLGAHTNVWAIESFMDELAHAAGVDPV 

                     EFRLRHLQDHRASQVIKLAATKFGWPRPPRERNRGVGFAFGKYKNLMAYVAMAVEITV 

                     VPETGHVTLERAEVAVDAGQVVSPDGIRNQIEGGIVQAASWTLYEALKYDTQRIRSFD 

                     WSSYPILRFGTAPQSIKVHLINRPGAPFLGAAEASMGPTAGALANAIFDATGQRMREM 

                     PFAGDGLRKRIDA" 

     gene            862364..863281 

                     /locus_tag="APZ15_36010" 

     CDS             862364..863281 

                     /locus_tag="APZ15_36010" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100311.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK23258.1" 

                     /translation="MDTLLSMRVFTRIVETGSFTRASDTTGLTTPRVSALLSTLEQHL 

                     GCRLLNRTTRRISLTEDGQAYYERCVGVLREIDDMEAAVSQARNVPRGRLKVNLPPAM 

                     AKQIMVPALPEFLAAHPGISVELGVTDRQIDLVGEGVDCVVRIGALDDSGLVAKRIGS 

                     LTTCTCAAPAYLERCGAPETVDDLTQHIAVSHMSADTGRPRPWDYVVDGETRIMQMCG 

                     TVAVNDADTYIACGLAGIGLIKTSLYLVEPYLQSGRLREVLTDFNTPPRPISILYPPN 

                     RHTPVKLKVFVDWLAGLFAQIPTLQGQRR" 

     gene            863813..865030 

                     /locus_tag="APZ15_36015" 

     CDS             863813..865030 

                     /locus_tag="APZ15_36015" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880443.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="MFS transporter" 

                     /protein_id="ALK23259.1" 

                     /translation="MSAESTPLAAHGHAAKLTQGLILLFAFSCGAIVANLYYAQPITE 

                     LIAPSLHMSGATASLIVSLTQIGYAFGLFFIVPLGDLLENRKLMIVTAVVSIASLAAA 

                     AVVQTPGLFLAISLLIGFSSVAVQILVPLAAHLAPDHSRGRVVGTIMGGLLLGILLAR 

                     PLSSVVADAFGWRFVFAAAAVLMTLVTAVLALTIPSRQPDHRATYFELIGSLLHLVRT 

                     MPVLRHRAFYQGLMFASFSLFWTAVPVELTRHYGLSQSAIGLFALVGAIGATSAPVAG 

                     RLADAGHGVRATLIALVAGALSYAVALIHGAGLYGLVVTGIVLDFAVQMNMVLGQREI 

                     YALHAASRNRLNALYMTSIFVGGAIGSALASPLYEHGGWPLVAAVAGAFPVVALAHYL 

                     AIGRPHARRHAQS" 

     gene            865206..866318 

                     /locus_tag="APZ15_36020" 

     CDS             865206..866318 

                     /locus_tag="APZ15_36020" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371991.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NADH:flavin oxidoreductase" 

                     /protein_id="ALK23260.1" 

                     /translation="MSSLLSHYDLRGLPLPNRVVMGPMTRSRAPSRGQPTELMAEYYA 

                     QRASAGLIVTEATNVSPASASFELTPGLVTDEQAAGWKQVTDAVHANGGRIFAQLWHG 

                     GRVSSLTLLGGDAPLSPSGVNDDLEQLQVWAQLQNGYYTKIHATPSRAMTTDEVADTV 

                     DEFRDAAVRAMAAGFDGVEIHAANGYLPHQFLSSTLNRRDDRYGGSVANRARFLEEIV 

                     DAVGAVMPLSRVGVRISPYAKYNNVRDADPDTTYAYVGRMLDEAGVAYVHAADTNGWS 

                     GEPDLPRIVVNTRKHFGGTLIVNGGIAPDAANALIDAGDADLVAFARAYIANPDLVER 

                     LAANAPLAAPKAVGWYGGDRAGYVDYARHDAAGVSA" 

     gene            complement(866398..867069) 

                     /locus_tag="APZ15_36025" 

     CDS             complement(866398..867069) 

                     /locus_tag="APZ15_36025" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100307.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphohydrolase" 

                     /protein_id="ALK23261.1" 

                     /translation="MSSAHTCASADDEVAGVRIPRTPMAIEAAEAARASLPRAITGHA 

                     SRVFVLASLAAQRAGETCDADALYVAAMYANMGLSTAYGRSAARYELDSADAADTFLL 

                     RHQTSQRLRDDVWHAIALHTTPGVAARVSPLARVLAAAVSTDLMATDFDAYSADERRA 
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                     LLTAYPRGEGFGDAFLDAVARGVAHRPASTFGTWSADVLERADPDFHRLNFCGRVLGA 

                     RWQDA" 

     gene            complement(867176..869059) 

                     /locus_tag="APZ15_36030" 

     CDS             complement(867176..869059) 

                     /locus_tag="APZ15_36030" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371993.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amidohydrolase" 

                     /protein_id="ALK23599.1" 

                     /translation="MLRATASAAAADLIVCNGKIATQDDRQSFVTALAVKDGRILAAG 

                     SGHDVMRHAHAGTQCIDLNGRTVIPGLNDSHLHMIRGGLNFNLELRWDGVPTLADALA 

                     MLRRQVLRTPAPHWVRVVGGWTEFQFAEKRGPTAAELNEIAPDTPVFIMHLGDSALLN 

                     AAALRAIGYGRDTSNPPGGEIQRDRLGRPTGLLIARPDMAVLHEALERAPKLGHDDQM 

                     NSMRHFMRELNRLGVTSAIDAGGDFQAFPDDYGAILALARRGEMTVRVAYSLFVQHAG 

                     RELDDYARWVTLAKPGDGDAFLRMNGAGELLVYSAADFGNFLEPRPDLPAALEAELAA 

                     VVRLLVRHRWPFRLHATYDESIGRFLNVLEAVNRETPFDGLRWFFDHCETITDANIAR 

                     IAALGGGVTVQHRMAFQGEYFIARYGAQAAMRTPPIRAMLAAGLPVGAGTDATRIASY 

                     NPFVSLYWMVSGRTVGGTALYPERNRLGRMEALRCYTVGSAWFSGEDDCKGALVPGHY 

                     ADFAVLTDDYFTIDEARITSLSSVLTVVGGRIVHADDEFASLAPPPPAVSPAWSPVAE 

                     FGGAGRRRSAESASLRAASGAGLPAAGAARGLGRAFVQRLHAAAMETAEQCEASGYPG 

                     FAY" 

     gene            complement(869224..872130) 

                     /locus_tag="APZ15_36035" 

     CDS             complement(869224..872130) 

                     /locus_tag="APZ15_36035" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751572.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK23600.1" 

                     /translation="MIQIGTLSVDFEQRDIRHHGASLRIGARALDILEVLHRANGSVV 

                     SKDDIMDAVWPGLIVEENRLQVHVATLRKALGADRDLIKTVPGRGYLLIAPPAVAHEA 

                     APRTAALPADPVAAARPVSLVGRQAEIGQIVDMIERAPVVTLVGAGGIGKTSLAGRVA 

                     HELRERSGERVLFVALASAATRDDVLLAIAAELGLETDGVPGIDRIAGAFAASPALIV 

                     LDNAEHVVDLVADLVDTLTSRAPSLRVLATSREPLHISAEAVFRVSPLAVPDSDAPLD 

                     EIVRHSAVELFLARIRAATPDCAVDAAGIRLIGDICRRLDGLPLAIELAAARVATLGL 
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                     EAVAARLDDRLNLLTGGLRSALPRHQTLRATFDWSYVLLDAAARSLFRRMGCFIGPFT 

                     FDAAREVAMDPGMSAAETIAVLGELVAKSLVTVEFHGAHARYRLTESTRAYALEKLRN 

                     EGEFDLVAERHACYEREQGEARMQAPAPAADLASPRVAADAPAPAPREPVAVEPRGHE 

                     ADALALALLEPARMRECAHPARRALDAIEAAGTGDTGGIDAARELRLRAAYATALLHT 

                     DGDTHAAAAMWDRTLVLAGRIGDEAFDACALVGLWNTMLTRSDIHESLRYATRFERAA 

                     ERRGDRPQRLLANAMVATSLHYFGEHAQARERLEAATAGLAVAGEPSCAEAALGVDVA 

                     TLGRTMLMRLVWMQGDPEYAMRLAAQAVESARRTGSGLALCVVLGAAAVPIALRYGDH 

                     DVISDYLGTLRSTAEANGFDIWLSHAEGLAGQFDMQAGHPGAGLARLEPALRRIEASG 

                     FRRLLAPLVVAYAEGLTRTGRAAEACAKLDATLARCRAHGEHLFVPELLRVRGLAMLE 

                     QARTAEPDAALAYEVEGHRHLLTGIHTANGQGAAMWALRGTLDLADHLIERGRTGQAS 

                     SLVANLSGHFDPQSRAFDVRRLARLQNFVRPEPALPAGRSRMRHEAADAMQQVA" 

     gene            872542..873456 

                     /locus_tag="APZ15_36040" 

     CDS             872542..873456 

                     /locus_tag="APZ15_36040" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006762387.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23262.1" 

                     /translation="MPDSLVASPAARPKDTLGCLSSLLSKDIERPVGGLTLHRKCMRD 

                     EHFERIEMAASDRGFLIGVSLNGGHRRTIYGGTGQSRSERRFQHNSIYIRDFSRNFRA 

                     DLYGKFDFLLVELSHAYLDGLGREHDGTEIGGLTCAPDVQDEVLGHLAHAVADSLDEP 

                     GVLNALFVEQMGLAIGAHLARQYGNADARDLQHKGLLSPAKTALAKELLMEKADLGVS 

                     IEEVARECDLSRGYFIRAFSRTTGRTPHQWLLEQRVIRARQLIETTDMSLAEIAAACG 

                     FADQSHLNRVFARIVGHPPGAWRRELTR" 

     gene            complement(873538..874479) 

                     /locus_tag="APZ15_36045" 

     CDS             complement(873538..874479) 

                     /locus_tag="APZ15_36045" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006751570.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MBL fold metallo-hydrolase" 

                     /protein_id="ALK23601.1" 

                     /translation="MLVIAWCFGILASAACAAGPGGADQAPGFYRQQLGSLRIVALSD 

                     GTHPFPVDTVFRGISKDDIRRDLDRAFLEPPVQGSINAFLVDTGTKRILVDSGAGVLY 

                     GDCCGKLLANLRAAGYAPEQIDEVLLTHLHKDHVGGIVTNGRMTFPNAVVRVNEIEAN 
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                     YWLDPDNKAQAPAFLASFFDAAAASVAPYVAAGRFKTFRGEATLAPGIRAVPMPGHTP 

                     GHTAYLIESGDAGLLAWGDIVHVAAIQLQDPDATVQYDSDADAARRTRRDTLKRVADK 

                     RYLVGAAHIAFPGFGHLRRDGEQYDWVPVNYDATPLR" 

     gene            complement(874661..875311) 

                     /locus_tag="APZ15_36050" 

     CDS             complement(874661..875311) 

                     /locus_tag="APZ15_36050" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011354404.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="disulfide bond formation protein DsbA" 

                     /protein_id="ALK23602.1" 

                     /translation="MKPVEVTVTYDLICPWCWIAEHRLAEAIEAAGLAGAVNVRFVPF 

                     ELNPTMPAGGIDRKAYRSAKFGSWARSQALDAHVADAGRAAGLVFDHARIARTPNTRL 

                     AHRLVWFAQQHGSAVALVDALFAAYFRDGRDIGDADVLVEIAAGAGLAGDAVRAFLAS 

                     GEGLDAVVALEEAAVRDGIASVPSTRIGSTVVSGAQPADVFRAALLDAQRARDRAA" 

     gene            875432..876337 

                     /locus_tag="APZ15_36055" 

     CDS             875432..876337 

                     /locus_tag="APZ15_36055" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100294.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23263.1" 

                     /translation="MDKFSALRAFVEVAEAGGFSSAGRRLDLAASSVVRAVDALEASL 

                     GTVLLNRTTRQVTLSDAGAMYYARAKQLLEELAEADALVSDRGDEPSGPLRVSVPVAY 

                     GVRRIAPHVAAFLARHPKLDLDLQLTDERVDLVAGRIDVAIRLGEAAPSAEVVARTLG 

                     TFHRYVVASHDYLAAHGTPAEPGELVDHACLRFHFGGDQQAWSFVDAHGTAQVRVTGR 

                     LKSNHSEVLRDAALDGAGIALLPDWLVEADVQSGRLRRLFEQYDVTPGTARSVVTALY 

                     LPTQRGSKRVTAFIDFVETLVRAPH" 

     gene            complement(876376..877845) 

                     /locus_tag="APZ15_36060" 

     CDS             complement(876376..877845) 

                     /locus_tag="APZ15_36060" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758729.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23603.1" 

                     /translation="MGRAWRRVLPAAVLAGGVAGYAGTAAGAEDAASAASTASTASPA 

                     PAAGTTCTAKRPTVLFNRWQEDWSVLANPCVPRQPGDALKYIPLGGDPSTYLSLGANL 

                     RERFELNNAPLFGLGAAHDDNYVIQRATVHADLRYAGHFQAFVQFVDARPFGKDTVSP 

                     VDKDQFDIEQAFVAYVDQIGGGTFKARIGRQEMAYDLQRFVSVRDGPNVRQAFDALWA 

                     DYEIGKWRLIGYVTRPVQYRNDAAFDDVSNRHLRFDGVRVERTNTGPGDLSAYWSRYT 

                     RDNARYVAGAGTERRDVFDMRYAGKSSGFDWDVEAMLQTGHIGQDTIGAWAFGALGGY 

                     TFAKTPGTPRVGIQVDGASGDKHPGDGRMGTFNPLFPNGYYFTLAGYTGYSNLIHVKP 

                     SLTFKPSSSVTVLTAVGFQWRETTADAIYGQGMSAVPGTAGKGGSYTGMYAQARVDWL 

                     VNPNMALAVEAVHFQIADSIRALGARNADYVGVEAKFGW" 

     gene            complement(877860..878801) 

                     /locus_tag="APZ15_36065" 

     CDS             complement(877860..878801) 

                     /locus_tag="APZ15_36065" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006758728.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glyoxalase" 

                     /protein_id="ALK23604.1" 

                     /translation="MIALKLQQAWRLTAASAAVLGALLATAPAHADETRLLETTSAKV 

                     PAVAVGPQYDTTHVCVAPEDFDRFTDSFVATFGGSKSKQGVFQVTPTPSQTMSQLVFT 

                     PAGTISVFGFKTPIPYPFCEERTGYLVTDMDVAMKSARAHGADVVVDTFPDPIGRDAI 

                     IRWPGGVNMQLYWHTQAPKYDPLQTVPENRVYVSPESASKLVHDFVAFSRGKVVSDVR 

                     KAPGIEIGRPNDTYRRIRIESGFGKMTVLATDGHLPYPFGREMTGYEVPDLAATLKQA 

                     QAAGVTVLVPTFTSDGRDAALVQFPGGYVAEIHARSK" 

     gene            complement(878850..879581) 

                     /locus_tag="APZ15_36070" 

     CDS             complement(878850..879581) 

                     /locus_tag="APZ15_36070" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498493.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23264.1" 
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                     /translation="MPSQPVTAGAVPDRVRGEDVFLASIAGYVDTLGFVALFGLFTAH 

                     VTGNFILIGSGLAGVGQGLAIKWLAFPSFIAGIVVARVLDHRMRQLGHGVRARSLYAL 

                     QAVLLAGFMLAGVMASPIADADAPRTILCGLLGAAAMGVQNAHARLTARSVVANTVMT 

                     GNVTQAVIDAFDWLVPLAAPAEREAARVRLRRTLPPVAGFALGAGAGAMAYLFAAFWA 

                     LALPLAVLCFLAYQSGRPDERPTSR" 

     gene            879926..880645 

                     /locus_tag="APZ15_36075" 

     CDS             879926..880645 

                     /locus_tag="APZ15_36075" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010100292.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK23265.1" 

                     /translation="MTERKRSTPARERGTDADGNAVTPGRRLAPEARERQIVEKAIEH 

                     FATHGFSGSTRELARQIGVTQPLLYRYFPSKEALIDRVYDEIYTWNPDWEKLIGDRTV 

                     SLQERLVAFYRDYAQTILRREWIRTFIFAGLSREGFNTRYLSRLRERVFLPVLRELRH 

                     EYDIATPTTEAQRNAEVELVWSLHASIFYFGVRKWVYGLPVPDDLDTEIERLIDAFLH 

                     GTPAALKQLTSDAPARRRRRG" 

     gene            880940..881815 

                     /locus_tag="APZ15_36080" 

     CDS             880940..881815 

                     /locus_tag="APZ15_36080" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006761598.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha/beta hydrolase" 

                     /protein_id="ALK23266.1" 

                     /translation="MTLSMPSITHHTVTANGIRQHYIDAGSGPAVVLLHGFPETSFAW 

                     RFQIPALAQRYRVIAPDLRGYGETDKPAAGYDKRNMARDVAGLLDALGIGRIALVGHD 

                     RGARVATRFAKDFPERVDRLVVMDNVPTRIVAQNMTAQTARAYWFFLFHQVPDLPEAL 

                     IAGKEAEWLSHFFSDWCYNPHAISGDAFDTYVRAYRRPGAVRGALADYRANAEDVQQD 

                     LVDADVKIACPTMALWGEDFYAVGKMFDMKSVWESMATDLRAEPIAQCGHLPQEEQPE 

                     RVNALLLDFLQHWEG" 

     gene            881855..882997 

                     /locus_tag="APZ15_36085" 

     CDS             881855..882997 

                     /locus_tag="APZ15_36085" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012363463.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23267.1" 

                     /translation="MSDVSGPLAVVIGGSVGGLFTATSLRAAGWRVKVFEQSPNELDS 

                     RGGGIVLQAPIERAFAFGGVPVPHDAGVDSGDRIYLDEHDRIVQRLTMPQTQTAWNVI 

                     YTALKRALPAGVVHGGVSFERFEQEGDRVIAHFADGRVEPADLLVGADGGRSNVRAQL 

                     LPDARPAYAGYVAWRGLVDEHLLPAPVLDVLRDRFTFQQGDAHLFLTYLVPGRDGAIE 

                     PGKRRVNWVWYRRLAPASLPSLFLERDGTQRDGSLPPGAMRDDNRLELVDAGRRMLAP 

                     TLAALVDATQAPFAQAILDLSVERMAFGRAVLLGDAACLVRPHTAAGVAKAAENAVGL 

                     AEALRGVVHGPAFDAALAGWESRQLATNAALSDLGISLGTRIMGRA" 

     gene            complement(883049..884323) 

                     /locus_tag="APZ15_36090" 

     CDS             complement(883049..884323) 

                     /locus_tag="APZ15_36090" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481891.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23268.1" 

                     /translation="MNTSDNNETDRHQLVAFAIDDNAQAWYEMVIPFIVSLRATDYRG 

                     RIGVIGYGLSDEKQQRLRANGIEVYAAAGVGDLAWDRYISAAAIFDTDPALQTLALYD 

                     ADIWFPGPRFDIFDVVPHDDALHVAPDAHFCAFVMTPLIGERRDALIHQCVQDVLERL 

                     GQPLQAGLVVGGREPWARFARFVREQAGRIGRDFAAIYGLDTTFLHLWGGRGHVRLVG 

                     CEQNFVTKWGLHERHDFDAVRIVLEHQGKPIRGLHMTGDVRFLNHWRYLARHAEHAIA 

                     LGQAFALAPEAGKRAQPADPGLLQPERFVASGLSVLAAHEDVLANVPRLAAGPSFRNP 

                     QGHALNAWAAHTVEFAVTRDRMVLDIWLSHLSGQPAAPGLQLEHNGATVALLAPHKFS 

                     VATQQGDRVVLRALTLPGQACHTAWDIVVRHA" 

     gene            884730..885050 

                     /locus_tag="APZ15_36095" 

     CDS             884730..885050 

                     /locus_tag="APZ15_36095" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349774.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23605.1" 

                     /translation="MFQTPGDSFVNGSLLGLCVEVPLAALVSLAMHGVDWNGQRIAML 

                     IATPVLLACIALLTRPVAFSTVWKHKRSPFVLDDNVRASIYGRLCGIALGLVFGIMVA 

                     TTFA" 

     gene            complement(885134..886135) 

                     /locus_tag="APZ15_36100" 

     CDS             complement(885134..886135) 

                     /locus_tag="APZ15_36100" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349773.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sulfonate ABC transporter substrate-binding 

                     protein" 

                     /protein_id="ALK23269.1" 

                     /translation="MASTSAARRRLILAGAAAVAAPFAAKAAFATPAVNADLAGTTLR 

                     VATYKGGWRALLQAAGLGDTPYRIDWRELNNGVLHIEALNADALDIGSGSEIPAVFAA 

                     RQKASVRLITRVREDLNNQVTLARKDTPIRSIADLKGKRVGYVRATTSHYFLYRQLTE 

                     AGLGFDDIQPINHLSPTDGLSAYDRGDIDAWAIYGYNGQLARNRYGARVLKTGKGYLS 

                     GNFPVYANPRTLDDARRRAATGDLLLRFRRAYAWANGHFGDYARVQNQETRVPVADLV 

                     AMFDQRSEDYALLPVTPDVVAQHQQVADVFARIGVLDGPANVAPLWDTSFNTLVASA" 

     gene            complement(886188..886532) 

                     /locus_tag="APZ15_36105" 

     CDS             complement(886188..886532) 

                     /locus_tag="APZ15_36105" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349772.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23270.1" 

                     /translation="MSRDVLFLLEPGFADPKHPGQRFVCPHGLSIEGLLASAPEHAGR 

                     IDVKRVGFERPRHAVIEALDDAHQGLPVLVLGRDQPAPDDAQTLGDVRFVTDARRILE 

                     LLAERHGFPVLH" 

     gene            complement(886632..886883) 

                     /locus_tag="APZ15_36110" 

     CDS             complement(886632..886883) 

                     /locus_tag="APZ15_36110" 
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                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23271.1" 

                     /translation="MCVAIASGTPAAANASLERRTSGAGYPRPPSYRSMKWFDIRNVR 

                     DATGDAFTQRPSVRRTIDALCAPAYRFLKTLVGRCDAQR" 

     gene            887020..888204 

                     /locus_tag="APZ15_36115" 

     CDS             887020..888204 

                     /locus_tag="APZ15_36115" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336737.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="porin" 

                     /protein_id="ALK23272.1" 

                     /translation="MIKKTIVLGLVSIGSVSAHAQSSVTLYGVVDAGFAYTNNQGGAS 

                     NIQQTSGKLSGSRWGLKGVEDLGGGLQAVFTLESGFRPSDGGLGQGGRLFGRSAYVGL 

                     AKSGIGTLTFGRQYEPITDLVAQYSGSGFWSPATHVGDNDNMNQSFRLNNAVKFRSDT 

                     IAGFTADLLYAFSNQANGGAGTGFSNNNAWGVSANYVNGPLSVGGGYVRLNHPNATSN 

                     TTGAVGGATSTTGNDYSGAFFYGLNGGVLKQQIGVAGANYALGRATLGFAWSHTQLNY 

                     LDGSSRKFNNYDVNARYQITPAATLIGVYTFTDGRASGLPGTGGQTLKPRWHQFTLGF 

                     DYALSKRTDIYVSGIYQLAAGDASTATAGGYRRIAAISNIGSASSTNRQVALVSGLRV 

                     KF" 

     gene            888478..889665 

                     /locus_tag="APZ15_36120" 

     CDS             888478..889665 

                     /locus_tag="APZ15_36120" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006493986.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="luciferase" 

                     /protein_id="ALK23273.1" 

                     /translation="MSAPSVAAPVATSPFVDVRSPADFPDSPVSRVLAQPLMLGLFLP 

                     IQAGGWSASTLPRTTDWTFDYNAELVARAEALGFDLVFALSQWLPKGGYGGVFDGHAL 

                     DSFMTLAALTARTERIILVATSHVLYGPWHPLHFAKFTATLDHISRGRWGINVVTGHR 
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                     AIEHEMFGWNRIEHDRRYEMAAEFVDAVQQLWAQPDNFSYTPALSGWRLGGAFVTPKP 

                     RYGRPLLINATGSDAGIEFAARYSDIVFVTSPAGPDAERAIDALPAHTARVKAAAAAR 

                     GRTIRTLLNPLVICRETAAEARAYRDAIVAHADEGSFHRFDSDAHAWRGGFEQRAQAD 

                     ARAIGGNISITGSPEEVADTIVRLHRAGIDGIQLSFYDFKPDLDFFGERVLPLLRDAG 

                     LRR" 

     gene            complement(889721..890938) 

                     /locus_tag="APZ15_36125" 

     CDS             complement(889721..890938) 

                     /locus_tag="APZ15_36125" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349769.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA dehydrogenase" 

                     /protein_id="ALK23274.1" 

                     /translation="MTARDAVDPRDALRDALAALPDLATAIGQDAAQREARRELPFDG 

                     FARFRRSALGVLRIPVARGGLGGTLVDLFDTIATLAAADSNLAHALRIHYDQTETLRL 

                     SPRTPFNDVQLERALAGAIFGGASTERGTSRPGENTTVLRRDGEHYRVTGRKYYSTGT 

                     AFADFARINVENEQGDAVAVIIPVARDGVQVLDDWDGMGQRMTASGSLLLDDVQVFAD 

                     EVAPRDGSTLVGRHCGALRQLHLVATGAGIVRNVVADARRYVLAHGRPVLHSPAPTAR 

                     DDHFIQQVVGELSAHSHAIDALVRENARALDRSADAIEAGDADADARVLDSALATART 

                     QLIVSKLALHAAERLFEVGGASATAREHNFDRHWRNLRTIFSHNPLLHKARVIGDYDL 

                     NGVTTHLTEGRVF" 

     gene            complement(891164..892405) 

                     /locus_tag="APZ15_36130" 

     CDS             complement(891164..892405) 

                     /locus_tag="APZ15_36130" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013760973.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23275.1" 

                     /translation="MTLQELEKLMRSLFEDESLDIVRDTGYSLSFVVPGKVRDVKAAL 

                     LARTDPAGWDGEAIHWFYRCDDEDWALYLRSVPHSVYCIATVQSLHARHMQQYEDAAR 

                     VTPEQQAIYDAEEAQRREEAEARRRRDTRNEPLAPLGGPFHSDGERVWARTGSGHQYR 

                     ALNNFDLGSFRHLVDHFAVDASGLRYYAGGAAFSYDDAGEGLVADGDAATLEPLGGGW 

                     YRDARQAYHVERDIHDPDRGPCRLTVVKADVASLTHIGGAYARDAKHLFCAGVRKRGI 

                     DDPAGVVSLGYRYARLGAQILYDGKIVTKPGRVDVETARGVFHDMLIDADGHVLWGKN 

                     YRKPLPGIDARSLRFLNWAFAVDDQRVYYRTNTNLAVCEGVDRASVEVVPPIRIRDKH 
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                     GLIDIRYPEGIVRVPDPSTES" 

     gene            892705..892989 

                     /locus_tag="APZ15_36135" 

     CDS             892705..892989 

                     /locus_tag="APZ15_36135" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011880019.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="XRE family transcriptional regulator" 

                     /protein_id="ALK23276.1" 

                     /translation="MHEILPVGTIGALANLIRAARLQQGFTRDELANATGLSPKFISQ 

                     VEAGKPTAQVGKILLLLGELGITLLAQSSIEISAANVLKAAQRRRSRHGE" 

     gene            892979..894283 

                     /locus_tag="APZ15_36140" 

     CDS             892979..894283 

                     /locus_tag="APZ15_36140" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372576.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="toxin HipA" 

                     /protein_id="ALK23277.1" 

                     /translation="MASRTLIASANGLRMGALTDDKGVWSFTYDAQWPASPRAYPLSP 

                     AFPLRAGTFTDTSTDRPVQWFFDNLLPEEGMRTSLAREARVDAADAWGLLAYFGRESA 

                     GALTLLAQGEQEAAGSMQPLPLDELERRIQAMPERALTATAPKRMSAAGAQQKLLLIL 

                     RGDAPDYTLFEPVGSEPSMHLLKPDMRAAGYPHSAINEFFCMKLAKRMGLDVPDVHFL 

                     RAPSACYVIDRFDRDTASEPAARLHTIDAMQLLNYDRGFKYQRANAEELGRAIGQTST 

                     RALARLSVFRWTIFNVVVGNGDAHLKNLSFFVDARGYRLAPFYDIVSTVVYHTPTHRP 

                     DHRGDHWPHCELTMPLGAAARFADIDLGALVAFGHALGLREKAAENELRRFLEPLDRS 

                     VAQTLDEVREVARPDAGEMRLLNSIVSMPIAEMGRALRQGRG" 

     gene            complement(894376..895413) 

                     /locus_tag="APZ15_36145" 

     CDS             complement(894376..895413) 

                     /locus_tag="APZ15_36145" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371951.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23278.1" 

                     /translation="MNRSDTSEHGVRRDLPGRADALSASFGASYAGILAFVAVASEGS 

                     FTKAAERLGVGRPAVSRNVQKLEAQLSTRLFQRTTRMTELTCEGQRFFENCHQGVAQI 

                     VEAMNDMLELREGPPRGLIRISSAVGFGRKIVAPLLETFAKAYPDIVIDLLLDDRPVD 

                     LVSERIDVSFRNGRIEDSSIIARQLIPMQMALCASPSYVAAHGLPQSLEDLGRHECIN 

                     FRFASGRIFEWEFNVDGRVQKYLPKSRLTFNDADLVLRAVLNGSGIAQMAGYQIRDHI 

                     ASSELVVALAQHVPEDRGHYICYLSRQHLPTRIRIFVDFMTEQIRALDLNCMTRFNPD 

                     VAVASPTGLAA" 

     gene            complement(895493..896236) 

                     /locus_tag="APZ15_36150" 

     CDS             complement(895493..896236) 

                     /locus_tag="APZ15_36150" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371952.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NmrA family transcriptional regulator" 

                     /protein_id="ALK23279.1" 

                     /translation="MKIVVIGGSGLIGSRVVTLLGEAGHQALAASPRTGVNSITGEGL 

                     TDALTDADVVVDVANAPSWEPQAVLDFFRTSARNLGKAEVAAGVRHHVALSIVGCDRM 

                     PENGYFAAKVAQEQAIEAAGVPYTIVRATQFMEFIGGIADSGTEDGTVRIGDGLFQPI 

                     AAEDVAALLAQIALAGPLNGTVEIAGPDRAPFAEIVARYLKSVGDTRAVVTDREARYY 

                     GGRVEERSLVPLGAARLGTIGLDRWLAGS" 

     gene            896429..897946 

                     /locus_tag="APZ15_36155" 

     CDS             896429..897946 

                     /locus_tag="APZ15_36155" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371953.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-binding protein" 

                     /protein_id="ALK23606.1" 

                     /translation="MPAQTPALTIEIDRHHQLPIYLQICERFRTAIAAGHLRPGDRVP 

                     ALRGLATQLNTARGTVEQAYTILVDEGYLQMRGAAGTFVSPSLPKSLTRPTPARGDEQ 

                     AWRPDDAHLRMPGKSRELPPPRRPQPIAVALSGEPRPLQPGLPALDAFPRKVWHRLVS 

                     QRARSAERALLGYPNPAGYRPLREHIATYLGLSRGVTCVPEQVFITGGYRATLELVLR 

                     SLARPNDRVWFEDPGYLLARTFLSETGVQLVPVPVDAEGIDVERGKQLDAHARFALVT 
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                     PSHQSPLGHTLSLARRIALLDWAEKTSGWIVEDDYDSEFRYLGRPLQALKSLDRRDHV 

                     IYCSTFSKAMYPGLRLAYAVVPERAVERVDRVACSMNAGSPTLLQAALADFIEQGHFA 

                     RHLKRMRALYGERRTLIVNALRQAFGERLIVELPPGGIQFAVQFPDGPDGPVDDVAVA 

                     ARAREAGLAILPLSIWYTNSHTRQTPRGLVIGFANIVDAAEAHRHAHTLRACLDR" 

     gene            898237..898737 

                     /locus_tag="APZ15_36160" 

     CDS             898237..898737 

                     /locus_tag="APZ15_36160" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013591981.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peroxiredoxin" 

                     /protein_id="ALK23280.1" 

                     /translation="MDDKKLQAPSLSLLDRYRGRDFQPLYTTTVTVSGGETGHGRASG 

                     VARSDDGNLAVDLRLPAEFGGPGNGTNPEQLFAAGFAACFHGALNLLGKRAEMEAPDT 

                     AVEVQVSFGRDPMDGGFALLVDVRVRMPGVDRSLAEEMVRTAERLCPYAKMARQGTVN 

                     IMTVVD" 

     gene            complement(898850..900058) 

                     /locus_tag="APZ15_36165" 

     CDS             complement(898850..900058) 

                     /locus_tag="APZ15_36165" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371955.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridine nucleotide-disulfide oxidoreductase" 

                     /protein_id="ALK23607.1" 

                     /translation="MSQKILIVGAGFAGVWGALGAARVLNSAGVTGSDVEITLVSPKP 

                     ELQIRPRLYESGPQQMAAPLLPLLDAVGVKFIEGSVEEIDVREKTVGVACADGEKRLI 

                     AYDRLLLTSGSKLSRPPVPGLAEHAFSVDCIEDAVALDAHFAALAKLPESPARNTVAV 

                     VGCGFTGIEVATELPKRLREWFGPDAKSRVVVIGAQDDIGPDLGPNPRPYVAEAFDSL 

                     GVEAVLGSRVVSIAADGVRTASGTHIEAMTVIWAGGMRASPLAAQVSSHLDALGRVAV 

                     TADLRVADAPHVFVAGDVARARCDDDGHDALMSCQHAIVMGQFGGHNVAADLIGVPTL 

                     TYRQPFYATCVDLGEWGAVYSEGWDRQIKLTHAEGKARKQMINTQWIYPPAPNRADAL 

                     AAGNPLASFG" 

     gene            900285..901286 

                     /locus_tag="APZ15_36170" 

     CDS             900285..901286 

                     /locus_tag="APZ15_36170" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371956.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug transporter" 

                     /protein_id="ALK23281.1" 

                     /translation="MHLGRSYKLSEFLIWTRWKIYELLIFGSVPVVLYKFFSITWLSI 

                     PLTIVVLLGTATSFIVGFKNVQTYNRAADALEIWTGILSKSRRWGQIARDFVADEEVA 

                     RKLVYRHLAWLTALRYDLRRPRVWESTTKRYNAEYRRFYRVPEWEKDIRELLPQYLSP 

                     AETAQALSSSSITTCVLSLQGTSLKTLYLAGQLNSGFYMELQKTIGDFVDLQSRSERF 

                     KNFPYPRQYATVSSLFVRFFCLSLPFGLLNEFNRLNDSVSGFMHGNMVWLVVPCSVAV 

                     SWMYTSLEQVGESTENPFEGGANDVPISTLCSTIERDLKAMLGEHESESSSRTIIAL" 

     gene            901693..902436 

                     /locus_tag="APZ15_36175" 

     CDS             901693..902436 

                     /locus_tag="APZ15_36175" 

                     /EC_number="4.1.1.4" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012433405.1" 

                     /note="converts acetoacetate to acetone and carbon 

                     dioxide; Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetoacetate decarboxylase" 

                     /protein_id="ALK23608.1" 

                     /translation="MPVPNPAYPRPPFRFVNREYFIISYETDLDALRAAVPAPLTVDH 

                     AVVHYEFIRMPDSSGFGDYTESGQVISVLDADGNRANFTHSMYLDDEGPIAAGREIWG 

                     FPKKLASPRLCIDGKDTLLGTLDYGTQRIATGTMGYKYRALDTAAERRKLADTPNYLL 

                     KVIPHVDGSARICELVRFFLRDVDVIGAWEGPAALELRPHALASVAELPVRKVIGARH 

                     VIANLTLDIGEVAHDYLAPAEPLKLAVNQ" 

     gene            902452..903234 

                     /locus_tag="APZ15_36180" 

     CDS             902452..903234 

                     /locus_tag="APZ15_36180" 

                     /EC_number="1.1.1.30" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008918933.1" 

                     /note="catalyzes the formation of acetoacetate from 

                     3-hydroxybutyrate; Derived by automated computational 

                     analysis using gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="3-hydroxybutyrate dehydrogenase" 

                     /protein_id="ALK23282.1" 

                     /translation="MALNDKVALVTGAASGIGEMCARKLAADGATVVIADLNLAAARQ 

                     VADDIVAGGGKASAVAMDVTSEEAVDAGVADTVNRLGGIDVLVSNAGIQIVNRIEDYT 

                     FSDWKKMLAIHLDGAFLTTRAALRHMYASNKGGSVIYMGSVHSHEASPLKSAYVTAKH 

                     GLLGLARVVAKEGGARGIRANVVCPGFVRTPLVDKQIPEQAKVLGISEQQVVKDVMLK 

                     ETVDGEFTSVADVANTVAFLAGFESNALTGQSIVVSHGWFMQ" 

     gene            903245..904516 

                     /locus_tag="APZ15_36185" 

     CDS             903245..904516 

                     /locus_tag="APZ15_36185" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371959.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23283.1" 

                     /translation="MQPSQRNKLKQSHRIELPAYDEIGLVLQGGGALGAYQAGVYEGM 

                     AEVGVEPTQIAGVSIGALNTAIIAGNAPADRTEALRGFWNTVSQPTDPLSHVGAYLSA 

                     WPGLEDVGRRWSSAWAATRTLIEGQGGFFAPRMHAPFGGFGRKRPDQVSYYDTSALRD 

                     TLLRYANFDRINDGNIRVSVGAVNVRTGNLVYFDNSKMRLAPEHFIASGALPPGFPAV 

                     EIDGEFYWDGGLVSNTPLTEIIRESQHKDTLVFQLDLWSARGKLPGDFLDVSERTKDI 

                     QYSSRTRAITAFMSQNQKHAQMIKALLEHIPEHVRLAHPLLRDAQKTADGSAVNVVHL 

                     IYKNKTFEGHYKDYEFSKDTMREHWASGLEDIRRTFGHPEWFEIPSREIGFVTRDVHR 

                     YRQDVDEPGWSGKDALPARQHSPEQESSVAR" 

     gene            904693..905697 

                     /locus_tag="APZ15_36190" 

     CDS             904693..905697 

                     /locus_tag="APZ15_36190" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371960.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23284.1" 

                     /translation="MMSHELIARYGTWVVFLNVLGSSLGLPLPAIPTLITVGAGAALV 

                     THVGSSTLLHFLTILGAAVVGGLLGDLVWFQGGKRYGKRTLHTVCGLSPSREACVTTT 

                     ERFFGRWGVRVLVVARFVPGLSLVAVPLCGAMAVRVRAFVLHDCAGIALWASIGLAIG 

                     TLFASQIDAIFATVARLGWQALVVIGIAPVLYFLYGYCRRQMMANALGKARISAGELH 
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                     ALLANKPRPAVIDIRSAEWRTRDPFVIPGALIADGRQPRQIMERYGTNRTLVIYCACP 

                     HEASAASVARQLRLSGVKLALPLTGGIDAWRVAGFDVEPMIAMNDTAIGAAGQQLFTQ 

                     " 

     gene            905919..906722 

                     /locus_tag="APZ15_36195" 

     CDS             905919..906722 

                     /locus_tag="APZ15_36195" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349917.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23285.1" 

                     /translation="MDSQLWIICGLTFVIHVIATLAYAVRIAGVRTRRIALSFSLFGI 

                     IALVSRTANSFQGPFIAKRVEMDIAHRMGSGLLTDFRLFLLSATVASIAGAFLIPTFQ 

                     RYFSRAVEHFQVNRSIPRLLVDACSRAGVNYLRVGARLPSRHNVTQLTASTGVSWKVI 

                     VLNVAAMAIWTVGVFASLYAGYLKPDLRVTCANLSSVINGFATVVLAVVIDPQVSVMT 

                     DDVIEGRISENSFRRAITTLAGARVLGTLCAQAALVPAALVIVRVAEII" 

     gene            906810..907268 

                     /locus_tag="APZ15_36200" 

     CDS             906810..907268 

                     /locus_tag="APZ15_36200" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_018434838.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MEKHLA domain-containing protein" 

                     /protein_id="ALK23609.1" 

                     /translation="MIPLHRDPAFYQLLADSYARLLGRPLVPQAMPVDEATEWLYERA 

                     PFAVLAHNTDPDPVFIYGNKAAQRRFGYSWDEITRLPSRLSAEAPNREERQQFLARVQ 

                     RLGYEAGYKGVRVTKSGQRFMIEEATLWQLLDADGTLHGQAVVIPRTRDI" 

     gene            907564..908064 

                     /locus_tag="APZ15_36205" 

     CDS             907564..908064 

                     /locus_tag="APZ15_36205" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660691.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="peroxiredoxin" 

                     /protein_id="ALK23286.1" 

                     /translation="MENERLQPPPLTLLDKYRGKEFAPLYTTTVTVSGGTSRHGRASG 

                     VAKSDDGSLVLDLRVPAELGGPGGGTNPEQLFAAGYAACFHGALSLLAQRARVDIRET 

                     AVTVEVSFGRDPVDGGYALVANVTVRMPGVELPVAEGLVRDTERLCPYTKMARQGICG 

                     FIAVSA" 

     gene            908220..908699 

                     /locus_tag="APZ15_36210" 

     CDS             908220..908699 

                     /locus_tag="APZ15_36210" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006759573.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alkylhydroperoxidase" 

                     /protein_id="ALK23287.1" 

                     /translation="MTQRINYFQQSPELVRKLIELDGLFQKTTIEAPVRELVEIRASQ 

                     LNGCAFCVDMHIKMAKIHGERELRLHHVAIWLESTLFSPRERAALEWTEVLTRLPAHG 

                     VPDDLYARVREHYSEQELSDLTVLVGAINSWNRLNVAFRIAPGSFDKMFGLDKANLE" 

     gene            908704..909108 

                     /locus_tag="APZ15_36215" 

     CDS             908704..909108 

                     /locus_tag="APZ15_36215" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371971.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cupin" 

                     /protein_id="ALK23288.1" 

                     /translation="MKRIMLVLAPLVSSLLMAVQPAVAAPQAKVTPLTTEPLPEYPGK 

                     EVQMIVVDYPPGSVDPVHRHDAHAFVYVLDGSIVMGLNGGKEVTLHAGDTFHEGPEDV 

                     HTVGRNASSTKPAKFVVFLIKNKGAPVLTPVK" 

     gene            complement(909672..910637) 

                     /locus_tag="APZ15_36220" 

     CDS             complement(909672..910637) 

                     /locus_tag="APZ15_36220" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349768.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK23289.1" 

                     /translation="MTSRQHPLHSGFGAASTASDVLADLDLRGKTAIVTGGHSGLGLE 

                     TTRALAQAGATVFVGARHVDAAREATRGIDGVEIAALDLADLASVATFVARFVDGRRD 

                     VDIVINSAGIMACPETRVGDGREAQMVVNHLGHYALVNGLWPVLAHGGGARVVAVSSL 

                     GHRLSPIRWDDVQFAHGYDKWLAYAQSKTANALFAVQLDALGAPFGVRAYSLHPGKIA 

                     TPLQRHLTREEMMAQGWVDEHGVPVDPTFKTPAQGAATQVWAATSPRLAAIGGVYCED 

                     CDVAVVTQGNEESGVRPHAIDPDEAARLWAWSAKVTGIDAFAASR" 

     gene            910777..911697 

                     /locus_tag="APZ15_36225" 

     CDS             910777..911697 

                     /locus_tag="APZ15_36225" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349767.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23610.1" 

                     /translation="MDPLSEVLSLLETRDSYFTGLRAGGQWAVAIPPPEGIKFNAVVE 

                     GSCWLTVDGAGAPIRLRTGDCFLLASPRAFSLASDPSVTPVPAADVYRNVEHGIAHYG 

                     EPANCFLIGGRFSYEEGMPLLLGSLPPVVIVSGDSEQAAVLRWALQRLAHEFGKPSPG 

                     ASLMVRHLGHMMLVEILRRYVDDGANSDVGWLAGFADSRVSTALVAIHAEPARRWTVD 

                     ELATCCHVSRSTFALHFKRRLGFGPLEYVLRWRVQLAMRELRRSNASISAIAQMLGYD 

                     SDSAFGHAFKRIVGCSPRAYRHDITGGAGG" 

     gene            912491..912775 

                     /locus_tag="APZ15_36230" 

     CDS             912491..912775 

                     /locus_tag="APZ15_36230" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006764958.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23611.1" 

                     /translation="MSMHIYRGFEIYPLIYPHVPALDGNPHNYDAGFDAAVKICLRGT 

                     TDTLTQSQTFRLLDDSPFDTAGDARRASLRYAESVIDENREKQGFFSSAV" 

     gene            912823..913032 
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                     /locus_tag="APZ15_36235" 

     CDS             912823..913032 

                     /locus_tag="APZ15_36235" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336971.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23290.1" 

                     /translation="MIVDELLDLIRGCKVTRSDAVLPAGMTRSALCHQQELQMFAAVR 

                     AFSIGAGYSEFESDEIASTVMTRLG" 

     gene            913066..913278 

                     /locus_tag="APZ15_36240" 

     CDS             913066..913278 

                     /locus_tag="APZ15_36240" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006754722.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="30S ribosomal protein S21" 

                     /protein_id="ALK23291.1" 

                     /translation="MTTITLKINEPIDVALRRFRRSIEKTGLIRELRSRTSYEKPTTE 

                     RKRKKASAVARQRLRTKRLMPPRKMF" 

     gene            913535..913771 

                     /locus_tag="APZ15_36245" 

     CDS             913535..913771 

                     /locus_tag="APZ15_36245" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009906959.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23292.1" 

                     /translation="MSWYCDAERELAHIRRSIGLLEQAQHAFINRSTVNDPAYWRVKL 

                     NKLRTQSERNKVLSLQVDELLARLERIQDSRSRR" 

     gene            913847..914164 

                     /locus_tag="APZ15_36250" 

     CDS             913847..914164 
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                     /locus_tag="APZ15_36250" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009906958.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23293.1" 

                     /translation="MIDANPGNTFRHLPLSPEQDAEIRHYIKKKAQKGEAWDTPELAM 

                     MLGDMLSPPPSDDQTPEATVEEVKLACEYALASIDEAMESVSAREERLAAMEAEEMKH 

                     PRQ" 

     gene            complement(914343..914555) 

                     /locus_tag="APZ15_36255" 

     CDS             complement(914343..914555) 

                     /locus_tag="APZ15_36255" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489184.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23294.1" 

                     /translation="MKTLLVSVAFAMIIASLIFALYFMNHDRGKSKRMAWSLAARVGL 

                     SVTLFLSLLIAYKLGWIEPTGLPIGR" 

     gene            complement(914552..914902) 

                     /locus_tag="APZ15_36260" 

     CDS             complement(914552..914902) 

                     /locus_tag="APZ15_36260" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489163.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23295.1" 

                     /translation="MTPIKFILRYTAIPFTAIVAVVIWTVIPSSKEIDARQYAALSRA 

                     YASFPLPFRREISETMDHGRINDRRYQALVRDSLGNGVALDWPASGVGALADERQKLA 

                     ELIQADSDLQGHHQ" 

     gene            915154..915912 

                     /locus_tag="APZ15_36265" 

     CDS             915154..915912 
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                     /locus_tag="APZ15_36265" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489179.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23296.1" 

                     /translation="MPAQYFRNLTGKHRSANANRQLGFSLAFVAGAANAGGFLAVKQY 

                     TSHMSGIVSAIADQTALGDVRLALAGISSLGSFLIGASCSAILVNWGRRRGLHSQFML 

                     PLLVEAALLLLFGLLGSHLALWETFFVPVTVTLLCFIMGLQNATITKLSGAEIRTTHM 

                     TGIVTDLGIELGKLFYWNRSAIDVDAHAVVANRSKLRIHATMLSSFFIGGLAGAIGFK 

                     HVGYVSTVPLAAVLVTLAIVPVIDDLLALVRSKR" 

     gene            916009..916194 

                     /locus_tag="APZ15_36270" 

     CDS             916009..916194 

                     /locus_tag="APZ15_36270" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489181.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="CopG family transcriptional regulator" 

                     /protein_id="ALK23297.1" 

                     /translation="METKTARLTVLIDPAKKEAFEMLCAEQDLTPSQVVRQLIREYLD 

                     RHGVTYKTKSALGKRVK" 

     gene            complement(916239..917075) 

                     /locus_tag="APZ15_36275" 

     CDS             complement(916239..917075) 

                     /locus_tag="APZ15_36275" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349752.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="spermidine synthase" 

                     /protein_id="ALK23298.1" 

                     /translation="MAEERFSYDAFVRFLATPLNDGRPFVLETQHALSLHFDHIGTQS 

                     FMSLRDPGRLELGYTRVMMGFLLLQPEPAHICMLGLGGGSLAKYCYRHLPGAAIDAVE 

                     INPDVIALRDVFRIPADEGRFTVVCADAADHLERADVRTDVILHDAFVADGMRGRCTG 

                     AAFLAACRARLSDTGVLAINFMDDDPALPQHLEQLRAVFGASYTLVPCGDDNNYIAFA 
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                     WKGGQRLPSLRILLERALACTQAGELKLAATARRMKAGECIEPQRLVQRTQPPGRWEI 

                     GA" 

     gene            complement(917116..917460) 

                     /locus_tag="APZ15_36280" 

     CDS             complement(917116..917460) 

                     /locus_tag="APZ15_36280" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725746.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alkylphosphonate utilization protein" 

                     /protein_id="ALK23612.1" 

                     /translation="MNAAPACPQCAMENTYPDGTLTVCADCGHEWSAGAGAETGDEPA 

                     GDVVKDANGNVLSDGDSVVLIKDLRVKGSSITLKMGTKVKSIRLVGGDHEVDCKTDMG 

                     GFMLKACYLKKV" 

     gene            917818..918081 

                     /locus_tag="APZ15_36285" 

     CDS             917818..918081 

                     /locus_tag="APZ15_36285" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349749.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphate ABC transporter permease" 

                     /protein_id="ALK23299.1" 

                     /translation="MATVVYVEIGPAWNRNRGGAARKAAVDAARGFESDILLIANGIS 

                     SNAKDSAAIAALQVHGGAAAQVLATGPDEEAALQALLPVLQAR" 

     gene            918144..918365 

                     /locus_tag="APZ15_36290" 

     CDS             918144..918365 

                     /locus_tag="APZ15_36290" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349748.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23300.1" 

                     /translation="MSDNFTSNTPNLSASAIWALERLADVRYGRDAPALGWSIARELV 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=917116&to=917460
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=917116&to=917460
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703153
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=917818&to=918081
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=917818&to=918081
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702840
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=918144&to=918365
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=918144&to=918365
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702841


                     SAGFVSHSAHGRSGASITAEGRTFLKSRK" 

     gene            918505..919047 

                     /locus_tag="APZ15_36295" 

     CDS             918505..919047 

                     /locus_tag="APZ15_36295" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349747.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alkylhydroperoxidase" 

                     /protein_id="ALK23301.1" 

                     /translation="MSRISIPAIETATGATADVYAQVRKVAGGTVPNLFAAVGHLAPN 

                     ALAAVLDAEGVLAGGTLTRQDLETIKLLVSADTGCDYCVAAHNLLGKMTGLSADALRA 

                     IRSREPNTGDAKRDALIRFVLNLQQTSGTITDDEFAAIREAGYTDTQLAEISLAIALT 

                     IFTNTFNRINDTVVDFPPVK" 

     gene            complement(919322..920323) 

                     /locus_tag="APZ15_36300" 

     CDS             complement(919322..920323) 

                     /locus_tag="APZ15_36300" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349746.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23302.1" 

                     /translation="MTLESDWLSRFMALVTVTGKFEIRCAFGAPWAVTYERSPACEIP 

                     YHVVLRGRAILENPDDGSVRELGGGDLVLLPHGSPHVLHDGSGLPPVPAVKRPGGHVF 

                     IGENAGTGERLDMLCGRFVVAPPHDRLIRRHLPADLVVRAVADSRTADALAATARLTA 

                     LVELMRAESLEQQLGGLAILDALSAALFALALRAISESGQAPTGLLALAGQPRLAPAI 

                     VAMLDDPARPWTLPELAALCSMSRATFMRHFQSKLGHSAADLLTDIRMSLAANALRRP 

                     SASAEAVSADVGYQSVAAFRRVFTRWAGMTPGEWRRQSFGGPRDAAASDDGVAGDAE" 

     gene            920695..921234 

                     /locus_tag="APZ15_36305" 

     CDS             920695..921234 

                     /locus_tag="APZ15_36305" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349745.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="GCN5 family acetyltransferase" 

                     /protein_id="ALK23303.1" 

                     /translation="MPPVSSPPVLDTPRLILEGHPLGDFDALATMWAEPKVVEHIFNG 

                     EPSAPRDSWMRMLAYRGLWPLLGYGYWAIREKASGRYVGDLGFADFHRLIEPSIRGVP 

                     EAGWALATWAHGKGYATEALAAALAWLDGQQRFERSVCVIAPTNVASIRVAEKAGYGE 

                     PQRIRFNDADSLLFSRKRR" 

     gene            complement(921258..921479) 

                     /locus_tag="APZ15_36310" 

     CDS             complement(921258..921479) 

                     /locus_tag="APZ15_36310" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006490674.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23304.1" 

                     /translation="MRFRKRTAYVDATRWFVDGDHDRVARRHDTWAVATPEGWRPVKP 

                     GDWILLDESGNCWPMDNGLFLRFYEPALD" 

     gene            complement(921515..921883) 

                     /locus_tag="APZ15_36315" 

     CDS             complement(921515..921883) 

                     /locus_tag="APZ15_36315" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498255.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23305.1" 

                     /translation="MMPWQVVQSLEALTNAIEAAVARADWAGAVRAAETRSRFVLALA 

                     PDQPDEVVSALRRMQETDVRISIVARDTLQALVAESWAALHETRAATHALKARQRALD 

                     ADAAASRCAPRADTRFALRH" 

     gene            complement(922342..922854) 

                     /locus_tag="APZ15_36320" 

     CDS             complement(922342..922854) 

                     /locus_tag="APZ15_36320" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349488.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23306.1" 

                     /translation="MRESNDPSRARTGPGGRATTDPRAVTVRHPVTRAFEHFASHVTV 

                     WAGSPVAFGSAVAITALWLVTGPLFHYSDAWQLVINTGTTIVTFLMVFLLQRNQNRDS 

                     VAMHLKLDELVAVTHAASDRLIGIEDASEEELRAMAQTYLDMAKRVAAGDGNPDGDRD 

                     REPAEPSPES" 

     gene            923526..924236 

                     /locus_tag="APZ15_36325" 

     CDS             923526..924236 

                     /locus_tag="APZ15_36325" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349743.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="XRE family transcriptional regulator" 

                     /protein_id="ALK23307.1" 

                     /translation="MPIRILLVEDDVPLSSLIADYLRMHQYEVDTLFDGTDAVSTIVA 

                     RRPDLVLLDINLPGKDGFEICRDARMQYDGIVIMMTARNEQFDELLGLEFGADDFLRK 

                     PVEPRILLARIKAHLRRMRLRPVDGAPASPQRFEFGKFSIDRADRKIRLPDGSAPRLT 

                     STEFDLLWALVCRAGEVVSREDLTQLLRGIEFDGFDRSIDGRISKLRRKLCDDLTEPK 

                     RIKTIRCKGYQFSKHAWE" 

     gene            complement(924294..925472) 

                     /locus_tag="APZ15_36330" 

     CDS             complement(924294..925472) 

                     /locus_tag="APZ15_36330" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349741.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23308.1" 

                     /translation="MQPRLRRHIRFPRPAIVVAAALAGFCAQGAIAASAVAAVPGMPP 

                     VINPDNLYGEARAGRMSAAVAGALPRIYVPNLRSNDVYVIDPATYKVVDRFAVGRGPQ 

                     HVVPAWDLRTLWVANNAEERTDGSLTPIDPKTGKPGPAVSVDDPYNMYFTPDGKEAIV 

                     VAEAHARLDFHDPGTMALKSSLEVPQCKGINHADFSIDGRYALFTCEFGGKLAKIDLV 

                     NRKVLGYLELDRKGMPQDIRVSPDGKVFYVADMMADGIYVVDGERFAKTGFIPTGVGT 

                     HGLYPSRDGTNLYIANRGSNLVHGPRHGKGSVSVLDFATRKVVANWPIPGGGSPDMGN 

                     VSADGKTLWLSGRFDDVVYAIDTTSGAVRAIPVGMEPHGLTVWPQPGRYSLGHTGNMR 
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                     " 

     gene            complement(925534..926346) 

                     /locus_tag="APZ15_36335" 

     CDS             complement(925534..926346) 

                     /locus_tag="APZ15_36335" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349740.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="creatininase" 

                     /protein_id="ALK23309.1" 

                     /translation="MKCLPRAAFAALAFTVAQAAFAQAPATVRLEDMTWTELRDSIRA 

                     GKTTILIPVGATEQSGPYIALGKHNARVAVLSERIAQGLGNAIVAPVIAYVPEGGYAP 

                     PTSHMRFPGTITVPDDVFEKTLESAANSFRVHGFTNIVFLGDHGGYQNDIRQSVARLN 

                     KSWAGTGARAFVPAEYYGTSSDGYDRILREHGVPAADIGTHAGLADTSLLLAVAPGMV 

                     RVDKLRNASKPGAADGVYGGDPRHASVELGRLGTDAIVSRTVDAIRKNTAGR" 

     gene            complement(926583..926981) 

                     /locus_tag="APZ15_36340" 

     CDS             complement(926583..926981) 

                     /locus_tag="APZ15_36340" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349739.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23310.1" 

                     /translation="MRDRKAIVPAGMEAVYEKIGYAPGLKVGDTLYVSGQIGRDAAMQ 

                     LVEDREAQIVQAFENLKRVLDAAGASFSDVVDLTTFHTDMRDLPLFMQVRDRYLDAHP 

                     KPAWTAVGAHMLGGAPGYIVEIKAVAVLPA" 

     gene            complement(927096..927872) 

                     /gene="benD" 

                     /locus_tag="APZ15_36345" 

     CDS             complement(927096..927872) 

                     /gene="benD" 

                     /locus_tag="APZ15_36345" 

                     /EC_number="1.3.1.25" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349738.1" 

                     /note="catalyzes the degradation of 2-hydro-1,2-dihydroxy 

                     benzoate to catechol; Derived by automated computational 
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                     analysis using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="1,6-dihydroxycyclohexa-2,4-diene-1-carboxylate 

                     dehydrogenase" 

                     /protein_id="ALK23311.1" 

                     /translation="MIMQRFSGKVIVVTGAAQGIGRGVALRAAAEGGRVLFVDRADFV 

                     AEVAAEATGGETAGFVADLETYEGAHAAIAHAVRTFGGIDILINGVGGAIRMRPFAEF 

                     EPAQIDAEIRRSLMPTLYTCHAVLPHLLARGGGTIVNISSNATRGIRRVPYSAAKGGV 

                     NALTSALAMEYAEHNIRVVATAPGGTSAPPRRVPRNAAGDSEQEQAWMGEAVRQVTES 

                     TYLKRYGSLDEQIAPILFLASDEASYITGTVLPVAGGDTG" 

     gene            complement(927869..928891) 

                     /locus_tag="APZ15_36350" 

     CDS             complement(927869..928891) 

                     /locus_tag="APZ15_36350" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485361.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NADH oxidase" 

                     /protein_id="ALK23312.1" 

                     /translation="MSSYKIALNFEDGVTRFIDCKAGEKVLDAAFRAKINLPMDCSDG 

                     VCGTCKCRAESGRYDLGDDYIDDALTEDEKDGGLVLTCQMVPQSDCVIAVPTSSVACK 

                     TGQSGFAATVTKVEQHNDAAVVLELDVGAAAPVFLPGQYVNIDVPASGQHRSYSFSSA 

                     PADAKVSFLIKKIPGGVMSTWLESAQPGDTLELHGPLGSFYLRDVQRPLLFLAGGTGL 

                     APFLSMLEVLARSGSQQKVHLIYGVTRDLDLVLVDAIEAYAAKLPNFSFATVVADAAS 

                     SHPRKGWVTQHIPADALNDGDVDVYLCGPPPMVDAVRKYFDDEGVKPNSFHYEKFTPN 

                     VTAKAA" 

     gene            complement(928931..929419) 

                     /locus_tag="APZ15_36355" 

     CDS             complement(928931..929419) 

                     /locus_tag="APZ15_36355" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011695017.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="benzoate 1,2-dioxygenase small subunit" 

                     /protein_id="ALK23313.1" 

                     /translation="MSFDYRTVCAALYREARLLDDRQWDEWLTCYTEDVTYWMPAWDD 

                     DDRPTDDPQSQISLMYYADRGGLEDRVFRIKTERSGASTPEPRTSHNVTNVEVLAERE 
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                     NEVDVRYNFHTLNHRYRVTDHFFGTMFVTLRKAGDELLISYKKIVLKNDYIRQVLDVY 

                     HV" 

     gene            complement(929416..930774) 

                     /locus_tag="APZ15_36360" 

     CDS             complement(929416..930774) 

                     /locus_tag="APZ15_36360" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349735.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="benzoate 1,2-dioxygenase large subunit" 

                     /protein_id="ALK23314.1" 

                     /translation="MSATIDQATDLDHLLATAVQDDKEAGVFRCRRDIFTNAELYELE 

                     MKHIFESNWVYLAHESQIPDNNDYYTTWIGRQPIVITRDKTGELHAVINACAHKGAML 

                     CRRKHGNKGSFTCPFHGWTFSNTGKLLKVKDEKTTEYPVQFNTHGSHDLKKVARFANY 

                     RGFLFGSLSADVLPLEDYLGEARVIIDQIVDQAPNGLEVLRGNSSYIYEGNWKMQMEN 

                     GCDGYHVSTVHWNYAATMGRRKEDGTKAVDANSWSKSVAGVYGFDNGHILLWTQTMNP 

                     EVRPVYQHRDEIKARVGDVQADFIVNQTRNLCVYPNVFLMDQFSTQIRVVRPLGVDKT 

                     EVSIFCFAPKGESEADRTTRIRQYEDFFNVTGMGTADDLEEFRACQAGYAGITAMWND 

                     LSRGAPLWVDGPDENARKMGLNPRISGERSEDEGLFVCQHEHWVNVMRDALKKERGEV 

                     AA" 

     gene            complement(930892..931836) 

                     /locus_tag="APZ15_36365" 

     CDS             complement(930892..931836) 

                     /locus_tag="APZ15_36365" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011661451.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="catechol 1,2-dioxygenase" 

                     /protein_id="ALK23315.1" 

                     /translation="MSVKVFETREVQDLLKAASNAGADNTKGGNARTQQVVLRLLGDL 

                     FKAIDDLDITPDEVWAGVNYLNKLGQDGEAALLAAGLGLEKFLDIRMDAEDEALGLDG 

                     GTPRTIEGPLYVAGAPVRDGVAKIDLDADDGAGPLVIHGTVTGVDGKPVAGAVVECWH 

                     ANSHGFYSHFDPTGKQSDFNLRGAVKTGADGKYEFRTLMPVGYGCPPQGATQQLLDSL 

                     GRHGNRPAHVHFFVTSDGHRKLTTQFNIDGDPLIWDDFAYATREELIPPVTGKTGGAA 

                     LGLKADAYQDIEFNFVLTPRVEGKDNQIVERLRASATA" 

     gene            complement(931889..933025) 

                     /locus_tag="APZ15_36370" 

     CDS             complement(931889..933025) 
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                     /locus_tag="APZ15_36370" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006485404.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="muconate cycloisomerase" 

                     /protein_id="ALK23316.1" 

                     /translation="MSSVTIERIETRLVDLPTIRPHKLSVATMHGQTLMLVKVFCSDG 

                     VTGLGEGTTIAGMAYGPESPEAMKLAIDAYLAPAIVGRDATRIQTLMAFLGKLAKINH 

                     FAKSALETALLDAHGKRLGVPVSELLGGRRRDRLPVAWTLASGDTATDIAEAERMLDQ 

                     RRHNVFKLKIGAKAPETDIRHVAEIKKAVGDRASVRVDVNMAWSETQAARAIPALADA 

                     GCELVEQPVASAAALARLMRRFPVALMADEILQGPDSAFEIAKHHGADVFAIKIEQSG 

                     GLFAAQRVAAIADAAGIELYGGTMLEGAFSTVASAHLFASFANLQWGTELFGPLLITE 

                     EILTQPLDYSDFELTVPDGPGLGIELDEDKIRRFTRDGLTRVAR" 

     gene            complement(933530..933763) 

                     /locus_tag="APZ15_36375" 

     CDS             complement(933530..933763) 

                     /locus_tag="APZ15_36375" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006487081.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23317.1" 

                     /translation="MSPEQARAEETQAMERMVAATLRVQSTFASMQKQFPPQGSGEPS 

                     PFALQTFDAALQELEDAQAAFDALLNDLIDGNR" 

     gene            934736..936208 

                     /locus_tag="APZ15_36380" 

     CDS             934736..936208 

                     /locus_tag="APZ15_36380" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336666.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="benzaldehyde dehydrogenase" 

                     /protein_id="ALK23318.1" 

                     /translation="MDSSSNTALFDADIWRGKTFNGRWHASAHAADVIEPATGNTLGR 

                     IGVADGAAVAEASAAAHRAQPAWFALPYDERAAVLRRAAAVAETHFDAIVDWLVRESG 
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                     STRAKASFETSVTIKALHEAAGLPSRAAGEVLPSAAGRLSLARRRPRGVVGVISPFNF 

                     PLYLAMRAVAPALALGNAVVLKPDPRTAVCGGVAIARVFELAGLPEGVLHVLPGDGAA 

                     GSALVADPHIAMIQFTGSTAAGRKVGEAAGRHLKKVSLELGGKNSLIVLDDADLERAV 

                     ANTAWGAYLHQGQICMATGRVLVQRGIHDRFVAKLVEKARSLRVGDPASADVGLGPLI 

                     NAAQLDHAASLVDAARRAGARVETGGGHRDLFFEPTVLSGVAPGNPAFDEEIFGPVAV 

                     VVPFDTDEDAIALANRTEYGLSTAILSADVGRALRIGERLNTGLLHINDQTVNDEVIN 

                     PFGGVGASGNGSSIGGAANWEEFTQWQWLTIKGEAPLYPI" 

     gene            936223..937350 

                     /locus_tag="APZ15_36385" 

     CDS             936223..937350 

                     /locus_tag="APZ15_36385" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498291.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alcohol dehydrogenase" 

                     /protein_id="ALK23319.1" 

                     /translation="MYTENDSRAVTAAVARAAGAPFSIESARLRAPRGDEVRVRVVAT 

                     GLCHTDLIVRDQYYPVPLPAVLGHEGAGVVEAVGPNVKTLAVGDHVVLTYGACGHCPS 

                     CVGGHGAYCRHFFGLNFGGADADGQTAIRDEHGQPLHDHFFAQSSFASYALARENNAI 

                     KVPPEAPLELLGPLGCGIQTGAGAVINSLAVRAGSSFASFGAGAVGMSAVMAARVAGA 

                     TTIIAVDIVPSRLALALELGATHTINSKEVDVVDAIRQITGGGVDYALESTGLPAVLS 

                     QGIEALGSRGTIGVVGAPKLGTKAEFDVNNLLLGGRSIRGIVEGDSVPQTFIPQLVQL 

                     HLQGRFPFDRLVKFYPLEQINQAAEDSSSGITLKPILRLPH" 

     gene            937515..938696 

                     /locus_tag="APZ15_36390" 

     CDS             937515..938696 

                     /locus_tag="APZ15_36390" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498293.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Fis family transcriptional regulator" 

                     /protein_id="ALK23320.1" 

                     /translation="MERSVNTAPESPARPVDLDRLRARFAAGEPLPETALPAGVARSW 

                     LRSRDAGLRPWQTARYEMQRELDESRADRRLTRCVAQEIEQLWAAFGGSEWTIFCVNP 

                     RGTIVHARRSPHCDDTLLTPIVAGRRIVEPNIGTTAPSCVIHDGTEAVVAGAQHYLDE 

                     FSRVFCLAVPLVGFDGEVIGALDITGVGRRNVVQLREQFRHAALSAEQRLYAMLRDCH 

                     LLQVQYDPRWLGTPLAGVVALDAAGRVRAASRLARQMLELAPAGPIEPHDLRQLFPGA 

                     TPAQQRRLLTPAHTPQRIARDDGSHVWVRAVRAPLDRATMRRQSDALDDAADVCGTAP 
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                     AASPQASLHEQSLDAIRRAVDEHDGNVSAAARQLGISRTTLYAKLRQLDAAGITNAGA 

                     H" 

     gene            complement(938954..940411) 

                     /locus_tag="APZ15_36395" 

     CDS             complement(938954..940411) 

                     /locus_tag="APZ15_36395" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013234391.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23321.1" 

                     /translation="MATLETLTLTEARNAILRRAFSCVEYAYALIERHARWRYLNGFT 

                     CVDEARLLAEAARCDRDLATSATPHALLGLPIAIKDNIDTACLPTGNGTLALHNRVPP 

                     QHAPVVARLLAHGALIAGKANLHELAFGVSGNNRVTGAVRNPYDFNRIPGGSSSGSGA 

                     LVGAGVVPAALGTDTGGSVRIPAALCGAVGLRPTVGRYPSGGVAPISRTRDTVGPIAR 

                     SVEDIALLDAILSGSGAPTSMPARSASRPVRLAVPRTTFWRGLAPDVDAVANAAVAKL 

                     EQAGFECVDLDLNDYPGFFDDEPAVIAMYEFRSSMHAYLVENGYELSVDDIVANVGSP 

                     DVAKIARHVTGPDGIGEAAYRTALDRRTRSRAAYRQCLADSGADALVFPTTIATACPI 

                     PAGDTMMLNGETASVFSTYIRNTEPGSNAGVPGMTVPAGLTADGLPVGLALDGAAGTD 

                     RELIAVALEVERVLGRLPAPDDGFGVEGRLGGYPG" 

     gene            complement(940513..941226) 

                     /locus_tag="APZ15_36400" 

     CDS             complement(940513..941226) 

                     /locus_tag="APZ15_36400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349731.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK23613.1" 

                     /translation="MNLSVSDITPEELRLFGDIVARLEELGPVVDVRTVVLPEITQLI 

                     RADFAASFDCDEHTGLWRNGFAYNVDPLQIARYEAWFQHIDPVTSQLRARRVATCVDE 

                     VVSRRELERTEFYNDFLRREGMHHGINVYALDGATHVGDLRIWRVQGRPDFTERDKLL 

                     LDGIEPFFRRALLRRRHACTGLTERESDVARLVAAGYTDKDVARTLGIGLSTVRTHLR 

                     RVMAKKGVANRASLAAALA" 

     gene            complement(941223..941624) 

                     /locus_tag="APZ15_36405" 

     CDS             complement(941223..941624) 

                     /locus_tag="APZ15_36405" 
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                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23322.1" 

                     /translation="MGDPDEVYLNPGHVLWMSLPTAAQRRPGGMAIRVDDRVKGGALL 

                     MADQPPAARLLQELGPFVTVTLANPSSDYPDGLVHVRAHAIVKIATDDHDKPLAERTL 

                     GWVHVRDGSAFKVRDYAGVAALWQASVAAAS" 

     gene            complement(941877..943085) 

                     /locus_tag="APZ15_36410" 

     CDS             complement(941877..943085) 

                     /locus_tag="APZ15_36410" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349727.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="arabinose transporter" 

                     /protein_id="ALK23323.1" 

                     /translation="MATPDAVSSRHSWWGVLALALTAFIFNTTEFVPVALLSAIGDSL 

                     HMQATDVGLMLTIYAWAVAVVSLPLTLATRHVERRKLLSVALLVFIGSHVVTGVAWNF 

                     AVLMVGRLGIACAHAVFWSISVPLAVRLAPSDRKSRALSLLAMGTAIAMVAGIPLGRV 

                     VGETFGWRVTFLIIAGAAAVALLLLRATLPVSPSQGAGSLGSVGVFLRRPALVALYAI 

                     TVLVVSAHFTSYTYIEPFVQSVNHASSSRITYVLILFGIAGIPAAICFNRIYPHRPDD 

                     FLLGSIVALAGCLLILFPCALNIVTLSVHTLVWGGAIVCFGLAMQAWVLKLAPEGTDL 

                     AVSIFSGLYNVGIGAGALIGNHIAGDFGLPWVGTFGGVVGAVAVGIAWLALRLHAKRA 

                     DAEPTAATGG" 

     gene            943302..943976 

                     /locus_tag="APZ15_36415" 

     CDS             943302..943976 

                     /locus_tag="APZ15_36415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006402432.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="HAD family hydrolase" 

                     /protein_id="ALK23324.1" 

                     /translation="MRIETSFLFDLDGTLVDSVYQHVLAWKEALDAEGIELSVWRIHR 

                     KIGMSGGLFLNQLLRETSGNLDAERVERLARLHAAAYQRLRAQVRPLPGARELLAALS 
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                     AAGIRWAIATSGRMETAAINLEALGVDPAKHVVVTRDQVKYAKPDPDLFLTAAAQLNV 

                     PIEHTVVVGDSIWDMLAASRCRSLGVGLLSGGYGSNELERAGALRVYDDPADLLWHLD 

                     EIAARP" 

     gene            945823..946254 

                     /locus_tag="APZ15_36420" 

     CDS             945823..946254 

                     /locus_tag="APZ15_36420" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004659590.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23325.1" 

                     /translation="MQVTRKNLIVIALVLALAILSLTLRKSYEGCESYTRALNGGTKE 

                     FGGEKYKIELCGARRSFGDGDEIRLQVIGPAGDVLAERYFAVRTINDAAPRELEYGDD 

                     NIFYYDQSKSSPLRFVAMPPSRMDGWTARIPLLQRLIASFS" 

     gene            complement(946433..946675) 

                     /locus_tag="APZ15_36425" 

     CDS             complement(946433..946675) 

                     /locus_tag="APZ15_36425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498301.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="citramalate synthase" 

                     /protein_id="ALK23326.1" 

                     /translation="MQHQQDAQVRDPYRGHEILVWARRDERGAWRDEVQVYVGGARIE 

                     LIVPEPAGPEWLTEVDALRAGVERGRYLIDKRVDDD" 

     gene            946873..947568 

                     /locus_tag="APZ15_36430" 

     CDS             946873..947568 

                     /locus_tag="APZ15_36430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545531.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="methyltransferase" 

                     /protein_id="ALK23327.1" 
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                     /translation="MIGHLELLGRLLLAALLGSVIGLERERLNWAAGLRTHMLVCVGS 

                     ALVMLVSTFGFEDVRGQNGVVLDPSRVAAQVVSGIGFLGAGSILLRGEVVRGLTTAAS 

                     LWAVAGVGLAAGGGMVVASVGATAIVLAILAGVKPLERRFIAQRQQRTLQLVVERGGL 

                     TLGTLHEALGPGRVRVKRFIVQQSDDDPDTDDISVSFSRTSGPEFAAICETLQSIACV 

                     RTCQPDTASRSFA" 

     gene            947565..947903 

                     /locus_tag="APZ15_36435" 

     CDS             947565..947903 

                     /locus_tag="APZ15_36435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006753757.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23328.1" 

                     /translation="MTRADLLSHLVSCQLAARMRSGAWLSTRQLVDALRAWLACHRAE 

                     CGWLERIKIADASTTIAQGIYAIAVAHGDPAGGERVRLDADSPELQALRARCDALLQH 

                     IDGDRDVDAR" 

     gene            948175..948663 

                     /locus_tag="APZ15_36440" 

     CDS             948175..948663 

                     /locus_tag="APZ15_36440" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545535.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-oxoglutarate dehydrogenase" 

                     /protein_id="ALK23329.1" 

                     /translation="MRTDALDGQALDYWCARALCVDDEDTLRFTAVTPTVVVTAACDA 

                     FRHLGAPFTPSTSWADAGTVLDRVDDLRITRHGDDVECDATFADGPSTCGAHARDARV 

                     ALLRAFVRARFGDEIDPPPPFAHRIEHGAVVRYDPGVPLPDADDDRGTGDSTDIRSIP 

                     RM" 

     gene            948818..952207 

                     /locus_tag="APZ15_36445" 

     CDS             948818..952207 

                     /locus_tag="APZ15_36445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004555933.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha-amylase" 

                     /protein_id="ALK23330.1" 

                     /translation="MDSTPTFAPHIYFCDARLVGPLDAWPQTFAHIAGMGFDHVLVGG 

                     FWAASVAGFPRHVADFLRPAQSFATRASALETFSRLAQLAHGHGLRLLLEAVPDRIAR 

                     DNPLRAEHPDWYVERTHDDALIDPRGTAHALDVAHANLDSDAVRDRLSAWWCAHLRAF 

                     ADAGAAGFLVDAPHHLPADWWPGWRAALRRARPDVAVLAGVPGHARDALAQLEGTGFD 

                     AVFSSVRWWDLRAPWFVDEHRLLRRIGSPIAFPDAFDGARLADDWPDAPDDTVARAYR 

                     RALWTAAAVGTGWLVPMGFERGVTVPLMARDADAARYRAAFERARFDLSGAIADANAW 

                     RRATPVAAARGEIVQLSAPGAAATALLRGIGPSLEHDEAALLIALNPDLDATATVDPA 

                     TILPGVPGGFTRVVTHDGAQANPPAALEPFTLEPGAYALLHAWPAPPATTRADAARER 

                     GALSAALAADRIAIEHVEPSVDGGRFAVKRVIGETLVVHASIFTDGHAHLAAALQWRA 

                     AGDDDWREIPFEAEPNDGWHARVTLDRLGRHEFRVIAWRDDWASLVDDVAKKDAAGQD 

                     VTLELREAQLLLATALRLADPLDARALARMEQLAAGFKDAPAGARLAQLGAAPLADAF 

                     AALRYRPFVTHTTPFPVDVERRAARFSSWYEMFPRSASDDPDRHGTFDDVIAHLPRIR 

                     DMGFDVLYFPPIHPIGTTARKGRNNSLTAGPDDVGSPYAIGSPDGGHTAVHPQLGTLE 

                     SFRALVDAARGHGLEIALDFAIQCSPDHPWLAAHPGWFAWRPDGSLRFAENPPKRYQD 

                     IVNPDFYAPDALPDLWLALRDAILFWVDAGVRIFRVDNPHTKPLPFWAWMIDDVRGRH 

                     PDVVFLSEAFTRPGMMYRLAKVGFSQSYTYFTWRESKREFIDYLTELTAGPAREFFRP 

                     NFFVNTPDINPRHLQNAPRTQFVIRAALAATLAGSWGMYSGFELGESAPLPDSEEYAN 

                     AEKYELRARDWRRAAHIGAEIARLNRARRAHPALQTHLGITFADADNDAVLVFVKATP 

                     AFDSVVAVAISTDPWHPQVANFTLDASLWRGFGLVDGEPLDALEQDATHAETWRGHRQ 

                     YVSLDPHVRPYAIWRLTPSPGAARAAAREPGDARPISGAHG" 

     gene            952207..955620 

                     /locus_tag="APZ15_36450" 

     CDS             952207..955620 

                     /locus_tag="APZ15_36450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349722.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="alpha-amylase" 

                     /protein_id="ALK23331.1" 

                     /translation="MKREDSLDDVRRAQFPSLEPAGTPRRRRARRRAPALCADDPLWY 

                     KDAIIYQVHVKSFYDSNNDGIGDFPGLIAKLDYIAELGVDTIWLLPFYPSPRRDDGYD 

                     IADYRDVHPDYGTLADVRRFIREAHARGIRVITELVINHTSDQHPWFQRARRAKPGSN 

                     HRDYYVWSDTDTKYAGTRIIFLDTETSNWTHDPLAGQYYWHRFYSHQPDLNFDNPAVV 

                     REVLQVMRFWLDLGIDGLRLDAVPYLVEREGTNNENLPETHAILKQIRATIDAEYPNR 

                     MLLAEANQWPEDVQEYFGDENECHMAFHFPLMPRIYMSIASEDRFPIVDIMRQTPALA 

                     PSNQWAVFLRNHDELTLEMVTDSERDLLWQTYASDRRARLNLGIRRRLAPLMERDRRR 

                     IELINSLLLSMPGTPVIYYGDELGMGDNIHLGDRDGVRTPMQWSSDRNGGFSRADPEL 
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                     LVLPPVMGSLYGYDAVNVEAQTRDPHSLLNWTRRILSTRRASQAFGRGTIRFLRPENR 

                     KVLAYLRELDGHDPVLCVANLSRASQAVELDLSGFAGRVPIEMTSDSPFPPIGQLPYL 

                     LTFPPYGFLWFVLAEHGREPSWRQPHAEALPEYVTLVMRRGEARPNLEQLHTLAHDAL 

                     PSWLARRRWFASKDRTIGEARLNVVTPVPGEPFEYAEAWVEAGAQRDVERYVVPLAAA 

                     WGGETSQPLFTQLALARVRRGHTIGYLTDAFALPAFARGMLRKLRDGAVVPTSDGGRL 

                     AFMPEDALAALDPGDDAEVRWLAAEQSNSSLVIGDAIVLKLVRKVAHGVHPEAEMSRY 

                     LTRIGYPNTATLAGEVVHVDPDGTPHTVAILQRYADNQGDAWTRSFDFLRRAVDELAL 

                     PAADNDETDEADEEPEALLGYAAFAGIIGTRLGQLHVALAQPSDDPAFAPERATPGHV 

                     DGWCADAIASFEQALDVLHTRLEALDPAMRAAADTLLASRDAAVRALGALVPRTLDAQ 

                     CMRIHGDFHLGQVLDVQGDALLIDFEGEPARPLERRRAKSHPLRDVAGLLRSLSYVSA 

                     TAQFAIEKAPPQAAGRKRALFDRFGQAAADRFVDCYRAAADLAPARFVDPRYADRLLA 

                     LFLIDKASYELCYEAANRPDWLSVPVGGLAALVERLLDDGGASDDGGTR" 

     gene            955617..957824 

                     /locus_tag="APZ15_36455" 

     CDS             955617..957824 

                     /locus_tag="APZ15_36455" 

                     /EC_number="2.4.1.18" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39N89.1" 

                     /note="catalyzes the transfer of a segment of a 

                     1,4-alpha-D-glucan chain to a primary hydroxy group in a 

                     similar glucan chain; Derived by automated computational 

                     analysis using gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glycogen branching protein" 

                     /protein_id="ALK23332.1" 

                     /translation="MTDTLFERSDIDALLAGRHPDPFACLGPHGQTGRTVVRALLPGA 

                     TGVHVLSPDGDELGTLDCVDRAGCFAGTIARNGGAPHYLLAVDWPDARQVIDDAYAFG 

                     TLLDDATLARLSAGDPAAVLDCLGATPLRIDDTDGVRFAVWAPNAQRVSVVGDFNAWD 

                     GRRHPMRLRQPSGVWELFVPGIGAGECYKYELRAADGRVLPHKADPCARATEAPPRTA 

                     SVVADVAALDAFAWHDDGWMHARPRADRYRVPWSIYEVHPESWQRVPDEMNRSATWDE 

                     LAERLIPYARGMGFTHIEFMPIAEYPFGGSWGYQPLAQFAPSARFGPVDGFARFVDRA 

                     HAAGIGVLVDWVPAHFPDDPHGLAQFDGTALYEHADPREGLHPDWHTCVFNVGRTEVG 

                     AFLAASALAWARRYHVDGIRVDAVASMLYRDYSRKEGEWVPNVHGGRENLESVAFLRM 

                     LNDTLHGAAAPAGVVTVAEESTAWPGVTAPTGDGGLGFDFKWNMGWMHDTLAYLREDP 

                     VHRRYHHDRMTFGLVYAFSERFVLPLSHDEVVHGKGSLVAKMPGDAWQRLATLRAYFG 

                     FMWAHPGKKLLFMGSEFAQWAEFAHDATPHWDLLDAPAHRGVQRLVRDLNRTYAAEPA 

                     LHALDCHAAGFSWLIGDDRDNSVFAFARRDDAGHLVVAVCNFTPVPRAAYRIGLPAPG 

                     QWRELLNTDAAPYGGTNAGNDGAVWAEAVPAHGEAWSALLRLPPLATLWLTPA" 

     gene            957857..959971 

                     /locus_tag="APZ15_36460" 

     CDS             957857..959971 

                     /locus_tag="APZ15_36460" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349720.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glycogen debranching protein" 

                     /protein_id="ALK23333.1" 

                     /translation="MPTALPARLESGRSYPLGATWDGLGTNFAVFSAHAQRIQLCVFD 

                     PTGRKELARLDLPECTDEVWHGYLPNAHPGTVYGFRADGPYQPQHGHRFNSTKLLLDP 

                     YARKLVGQFRWSDALFGYRVHSNRADLSMDRRDSAPAMPKCVVVDEAFDWSTDRRPRV 

                     SWRNTVIYETHVRGTSMRRAGLRPPERGTFSAFAHPAFIDHLLSIGVTTVELLPVHAF 

                     LQQRALVNRGLRNYWGYDTAAFFAPEPAYLATRRLDEMRIAIRQLHAAGIEVVLDVVY 

                     NHTCEGNELGPTLSWRGLDNASYYRLVPGDPRFHVDETGCGNTLNLSHPRVVQMVMDS 

                     LRYWATAFNVDGFRFDLGVTLGREAHGFDPGAGFFDALRQDPVLAQRKLITEPWDLGP 

                     GGYQLGRHPPGFAEWNDRFRDTVRRFWRGDAGQRPELAARLAGSADLFNHQRRHTWAS 

                     VNFVTAHDGFTLADLVSYSAKHNEANGEDNRDGRDDNCSANWGAEGPTDDAAIRAVRA 

                     RVARSMLATLFTALGTPMLVAGDEFGRTQHGNNNAYCQDNELSWLDWDLAHGDEAVTL 

                     MRFVSRLAALRRMYPVMSAPGYPSGDRDAAPGMAEIDWFDERGAAMTVPAWQDRERRA 

                     LTMRRVGTGRTGRTEALLVMLNASSETIVFAPPAPVLEYRVLVDTATPDAGPRNWPAD 

                     GLDVAAHAAAIAVAAVPPDPPS" 

     gene            959980..961851 

                     /locus_tag="APZ15_36465" 

     CDS             959980..961851 

                     /locus_tag="APZ15_36465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336632.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="malto-oligosyltrehalose trehalohydrolase" 

                     /protein_id="ALK23334.1" 

                     /translation="MTSRSDRPTGTHAFESSFGATCVDTERTRFRFWAPASRTAAVEL 

                     HDDSEHTIPMTPVGDGWFETVAPCGPGALYRYRLEDGFTVPDPASRFQPGGVDGPSQV 

                     VDPASYRWRDGAWRGRPWHETVLYELHVGACGGYASVERRLPAIAALGVTAVELMPVN 

                     AFPGSRNWGYDGVLPFAPDASYGRPEELKALVDTAHGLELQVFLDVVYNHFGPEGNLL 

                     PRYAPAFFRDDRRTAWGPAIDFSHPQTSAFFIENALYWLEEFRFDGLRIDAAHAIGDD 

                     AWLRELARRVRAVAGDTRHLHLVLENERNTASLLGPGGFDAQWNDDFHNSAHVLLTGE 

                     RDGYYRAYADAPLRHFARTLGEGFAYQGEPSPLHDGAARGEPSAHLPPTAFVAFLQNH 

                     DQIGNRAFGERLRALANDDAVRAATALMLLAPPIPLLFMGEEDGSTQPFQFFTDYRGA 

                     LADAVREGRRREFAAFPAFADPAHRDLIPDPNDIATFVRSSSHHPPDDNWPDAAAWQR 

                     FYRSALTVRAVLVTPHLPGARALGVDLLAGDGEPSALVARWRLGDGSTLSIALNLGSL 

                     DAALPELPVGKIVFETPPRARDRLTDLKLPPRACIAWRDGAVNHDARHHRANGQSRS" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702874
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=959980&to=961851
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=959980&to=961851
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702875


     gene            961848..964046 

                     /locus_tag="APZ15_36470" 

     CDS             961848..964046 

                     /locus_tag="APZ15_36470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349718.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="4-alpha-glucanotransferase" 

                     /protein_id="ALK23335.1" 

                     /translation="MTTDVSISTLAHAAGLDADWTDAGGIARRVDDRALAALVDALGW 

                     PCGTAAQRVDSAAALAGGHAAVPRVVTGDAGLPLPLPAALAQPGARFRITLEAGGHID 

                     GRVDAHGALPPFAMPGYHALDVGDRRIGLTIAPPRTHPFDTRAADAGSRWGIAAQLYS 

                     LRRAGDGGAGDYTALARLAARAARHGAQAVAISPTHAGYPALPAHDSPYSPSSRRWHN 

                     VAYLDCDAVPGAEAVRHVAGAAADAPLIDWPHVLPLKLRRLRACFDAWRADDAPSRDA 

                     FQRFRATGGAALDAHARFDALQAFCLEHGLGADWRQWPAPWRDPASAEVDAFAHTHAD 

                     TVAFHTFLQWCAARALGDAQHAARRAGMATGLIADLAVGSDRAGSDAWAHGATLLRGV 

                     SLGAPPDLFNAAGQAWGVTTWTPDALRAEGFVPFIELLRAAFAHAGGIRIDHVLGFAR 

                     MWIVPDGGSPRDGAYLRYPVDDLMRLVALEAARHRALAIGEDLGTVPAGFRERLGAQG 

                     VAGMRVLWFERDAGGAFRQPSEWDRDAIATTSTHDLPTVAGWWRGVDLAWRQAAAQVA 

                     AQHDEPDRHDVAAPAPDDASAHDSDEIVQARGHDTAPRPEAGNAAPPDAPPGLPAAHA 

                     ERAAERAALWHALQQAGCAPAGAAAPPADAPPVGAILAYVARSPSPLAIVPLEDLLAL 

                     DAQPNLPGPPCGHPNWRQRLPRTIDTLFDADVRERIAAVVQARRSRERGA" 

     gene            964043..966808 

                     /locus_tag="APZ15_36475" 

     CDS             964043..966808 

                     /locus_tag="APZ15_36475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498317.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="maltooligosyl trehalose synthase" 

                     /protein_id="ALK23336.1" 

                     /translation="MMPRATLRLQLHAGFTFDDAASHADYFARLGVSHLYLSPVATAE 

                     PGSRHGYDTVDYGTLNPELGGEAGLNRLVDALRVRGLGVIVDIVPNHMGVGGSSNGWW 

                     NDVLEWGPASPYARHFDIDWHSPDPALDGKVLLPCLGMPYGDALAAGDITLGADPASG 

                     RFFIACPGRRLPVAAATHADILRLANRADLNALAERFDAAPARDSARLAAAHAALRDY 

                     AAAHGPHALDAVLRGADPRVARSRTSLHRLLERQHYRLAWWRTAADELNWRRFFDIAT 

                     LAAVRVDDDAVFDAVHALPLRLHAAGLVDGIRVDHVDGLADPRAYCRRLHARLAAQRS 

                     APPYVVVEKILAPGESLRADWAVAGTTGYDFMNDVGALLHDPAGAEPLAAHWAAVSGS 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=961848&to=964046
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=961848&to=964046
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702876
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=964043&to=966808
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=964043&to=966808
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702877


                     SRTFAQEALDGKRRVLLRQLAVEHARAARLLHGIARASPATRDLSLIAIRRVLGELAV 

                     RLPVYRMYPAPREEPADADRRVLAHAYESACAAVDPADRFALDRVAAWLGLPAARVPR 

                     ANADALAAARVAFAQLTAPLAAKGVEDTAHYRYGRLLSRNEVGADAGDFSLSRGAFHA 

                     RNRRRARTVPHGLVATATHDHKRGEDARARLAVLSEIPDAWRVISLDWSALNLPHRGR 

                     APRDLAWAPGPAAEAMLYQTLVGCWPPALAPDDAAGLAGLAARVAQWQTKALREAKRH 

                     SDWLAPEPDYEHACETFVRAILTPRGAGDFAHRLQAFVARIAPAGIVNSLTQTALRIA 

                     SPGVPDLYQGTECWDHSLVDPDNRRDVPFDALAAERVDDPVASYLQAWPDARVKRALI 

                     ERMLALRARWPATFADGAYVPLRVRGPLGRHAVAFARCDAAATVVIVATRLASRLLGE 

                     APGIPRVAPAQWGDTAVVLPRGIAGPWIDWLNGRDAIDAPDGVLALRRCLAGLPVAVL 

                     VATRAGD" 

     gene            complement(966918..967277) 

                     /locus_tag="APZ15_36480" 

     CDS             complement(966918..967277) 

                     /locus_tag="APZ15_36480" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011656903.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23337.1" 

                     /translation="MPGGGTEIAAIVRPFFMTRETKMNAASNARQANKTSETSATDAR 

                     RSGDPHTVTPTRPRVRAAKPASRDARRPAGRGLGDSSGTGGTSGSSGPVAAHDGDGKG 

                     NPLWEDDGGAMPPEEWS" 

     gene            967325..968574 

                     /locus_tag="APZ15_36485" 

                     /note="phosphatidylserine decarboxylase; disrupted; 

                     Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /pseudo 

     gene            complement(968595..968840) 

                     /locus_tag="APZ15_36490" 

     CDS             complement(968595..968840) 

                     /locus_tag="APZ15_36490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545545.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="preprotein translocase subunit SecA" 

                     /protein_id="ALK23338.1" 

                     /translation="MLTAHEFAVLFLVHHAPEQIQIDRDDVVALVEQRLIEMQRDDTS 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=966918&to=967277
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=966918&to=967277
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702878
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=967325&to=968574
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=968595&to=968840
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=968595&to=968840
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702879


                     GERRPVLTAGGLSVLKCVQRHDGVATDVSDLSDLNDA" 

     gene            complement(969112..969444) 

                     /locus_tag="APZ15_36495" 

     CDS             complement(969112..969444) 

                     /locus_tag="APZ15_36495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545546.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23339.1" 

                     /translation="MPAESARRVTLTDTPPVFDGAALQLSFIVDVDGVPQTCAITVEA 

                     LEDHFGAQSALEADLRDAFERGRARIEAACAEVLADGGGADVVLHSGYFRAPGGRARA 

                     GLFGPGKS" 

     gene            complement(969449..969997) 

                     /locus_tag="APZ15_36500" 

     CDS             complement(969449..969997) 

                     /locus_tag="APZ15_36500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336626.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="permease" 

                     /protein_id="ALK23340.1" 

                     /translation="MSGRLEHCKVAILAVDGFEEAELVEPQRALAAEGAQVDVISQKR 

                     GEIQGFRHVDKGERVKVDRTFDDAREGDYDAVVLPGGVVNGDAIRMLPAAREFVTAAV 

                     GAGKPIAAICHGGWLLVSAGLVEGRTMTSWPSLQDDIRHAGGKWVDEEVVRDGNLITS 

                     RKPADLPAFNGALVERLASRGA" 

     gene            complement(970257..970622) 

                     /locus_tag="APZ15_36505" 

     CDS             complement(970257..970622) 

                     /locus_tag="APZ15_36505" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498323.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23614.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=969112&to=969444
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=969112&to=969444
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702880
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=969449&to=969997
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=969449&to=969997
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702881
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=970257&to=970622
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=970257&to=970622
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703155


                     /translation="MQSNSRIWLENDEIDGEAVDVDDLDTTVHVDVATGRVMFHAAWA 

                     NALEAPPEVARYSVVLALDCDTMEHYADLDDGARTRVHAMLHEAVQQTLDQLPDTDEY 

                     LTLTIELTDAMLDAARHLQ" 

     gene            970888..971244 

                     /locus_tag="APZ15_36510" 

     CDS             970888..971244 

                     /locus_tag="APZ15_36510" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545550.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23341.1" 

                     /translation="MPSASASHAHGKRLTRRPGRARSADPAHRKRWSGEVTQRSDALD 

                     IEPDIFKSDDPEAIAASLKRSAEHSRRRKASPFQSAMSMLNFYVNRAGRNLPKTRRTT 

                     LERAKRKLREAFGRKP" 

     gene            971287..972606 

                     /locus_tag="APZ15_36515" 

     CDS             971287..972606 

                     /locus_tag="APZ15_36515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336622.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cation transporter" 

                     /protein_id="ALK23342.1" 

                     /translation="MHETLWYLIIGAVLLGMGVATSALRHLPCSTAMIYLVLGVALGP 

                     AGAGLLQLDLERDAPLLREIVEIALLVSLFAIGLRLRVPLTDRLWLVPCRLGLLAMIV 

                     TVPLLAACAVLALGLGWGPALLLAAILAPTDPVLAHDVQVHDPGDRDLVRFALSGEGG 

                     LNDGIALPFALAGLALCGTRDATYGLAPLSGAFALVALWGIAGAAAIGGALGWATTKL 

                     IGWLRTRHAQALGLEGFFALALIVLSFGAAQLAHTFGFVATFAAGVAMRRVEHRASGD 

                     RRPREVIGQIDSEDVVATEKHPEKAHAFMAESVLGFTIELERIAEAVVMTMVGSVLAT 

                     LPGPLLTWGAAALAAVLFVVVRPLAVLVTLAGSRATQAQRRLMAWFGIRGIGSFYYLL 

                     FAIEHAPSGAVRSLAAPVLVVVSASVIAHGISATPLMNWYHRLQHRR" 

     gene            complement(972612..975392) 

                     /locus_tag="APZ15_36520" 

     CDS             complement(972612..975392) 

                     /locus_tag="APZ15_36520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498328.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=970888&to=971244
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=970888&to=971244
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702882
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=971287&to=972606
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=971287&to=972606
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702883
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=972612&to=975392
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=972612&to=975392


                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA ligase" 

                     /protein_id="ALK23343.1" 

                     /translation="MAAKLDPYRRKRRFDATPEPEGAHGRRRAPADADARQSRKAGTS 

                     ARTARPLRFVIQEHHARRLHYDFRLELDGTLKSWAVPKGPSVDPAVKRLAVHVEDHPL 

                     EYASFEGEIPAGHYGAGSVVVWDEGTWTPDGGVAQARAGYRAGKLTFRLDGAKLHGGW 

                     ALVRSGRQQGRQEQWLLIKERDDDARDAAAFDVVAQRPGSVHDGHTQAARGKGNGAVP 

                     PPARAARRGHGNAPGTHDGDAGSPSTDLSRMDGAVRAALPERIAPQLATLVDAPPAHG 

                     DWRYEVKFDGYRILARIAGRGARRHVTLMTREGRDWTAKLRAQRDALAALEVDNAWLD 

                     GEAVVLRENGLPDFQALQNALGAGRSDSVTLFVFDLPFLDGYDLRDVPLAARRALLEP 

                     LLDGCDPARLRFSPDLGDDVVPLIAHACDTGLEGLIGKRAESRYRGGRSPAWIKLKCR 

                     RRQEFVIGGYTEPAGSRHGFGALLLGVHAPDAGGKRSRGTPPLRYVGRVGTGFDTRLL 

                     DRLAAMLRKHERDTTPFDPPPHERSRTRVHWVEPTLVAECEFAEWTGDGIVRQASFIA 

                     LREDKPARRIVREVPRHTESETTMDEPQAAHGNPHAPHTDTGHDRRPRARTHASAGRA 

                     PGEPGVDHVDRVRITHPDRVLDPRSGTRKIDLAHYWSWVAPWLLPDLKGRPVSLVRAP 

                     GDIAGELFFQKHAERREIPFVRQHEGLDPGHGPLLSIDSVDALLGAAQMGTIELHTWN 

                     AHASNIERPDRIVFDLDPDPALPWRAMIDAAQIVRGLLDELGLVSFCKTSGGKGLHVV 

                     VPLTRHAGWDDVKDFSRAVAQHVAATVPERFTATMGPRHRRGRIFVDYLRNGRGASTI 

                     AAYSLRARPGMGVSVPLEWDEVPATTGGAQWTIDTLRERLDALKRDPWEGYAHTRQRI 

                     TASMRARLGAQT" 

     gene            complement(975417..976463) 

                     /locus_tag="APZ15_36525" 

     CDS             complement(975417..976463) 

                     /locus_tag="APZ15_36525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725697.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DNA-binding protein" 

                     /protein_id="ALK23344.1" 

                     /translation="MARMIWKGAISFGLVHVPVQLFPATRTVKPSFRLLDRRSMDPVG 

                     YRQINKRTGREVTREDIVRGYEYEKERYVVLTDDEIRAANPESTQTVDIVTFVDEGAV 

                     SFLYLDTPYYLVPDRKGEKVYALLRDALKDSGKIGIAHVVMRDRQHLGALIPVGPLLA 

                     LDTLRWQEELRPLDELSVPAGDAKRAGVSARELAMAKKLIDDMSGSWTPDEYHDTFRD 

                     DILDLVERKVRAGRIEEIEDRPAQTGRAASNVVDLTELLKHSLKGGGARAAEADDEAD 

                     AGAPASSRAAGARRKPVAKAPTKAPTKGAAKGAEKGAEKGAAKAPAKRAAAKHGTAVA 

                     HPAKKIAARRKHAA" 

     gene            complement(976501..977004) 

                     /locus_tag="APZ15_36530" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702884
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=975417&to=976463
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=975417&to=976463
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702885
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=976501&to=977004


     CDS             complement(976501..977004) 

                     /locus_tag="APZ15_36530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010110727.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23345.1" 

                     /translation="MDIVVALFGQGRMLGPGQMALRAIVVSLVALVLIRIAGRRAFGQ 

                     RSPFDYVVGILLGAILSRAMVGASPFVATVAASFAIALLHRAIGWACVRSRRLERLLV 

                     GVEREVYRNGRFDDAQMRAALLTPTDIRESVRQALGATDLSDVDAAILERNGHVSIVR 

                     RSRCRRP" 

     gene            complement(977017..977223) 

                     /locus_tag="APZ15_36535" 

     CDS             complement(977017..977223) 

                     /locus_tag="APZ15_36535" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23346.1" 

                     /translation="MTRSPSAGNTASAQSTDHAKSHQLGEHRSRPDHEAPCTRPVTRI 

                     ATPGARPAPVEQMRDALHAAALPA" 

     gene            complement(977361..977747) 

                     /locus_tag="APZ15_36540" 

     CDS             complement(977361..977747) 

                     /locus_tag="APZ15_36540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498331.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23347.1" 

                     /translation="MSAAPDRSQRVAELEHALAIGFPSQSTVVVHADDASGGLTIQVS 

                     WVRVPSDEDAREWRCAVDLRFDPDVVDRYVLLDAADRLRVRTQLCDRARRAVDERKPR 

                     VEDAAIECSVTLDVTRAEFDAALAAP" 

     gene            complement(977952..978140) 

                     /locus_tag="APZ15_36545" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=976501&to=977004
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702886
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977017&to=977223
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977017&to=977223
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702887
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977361&to=977747
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977361&to=977747
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702888
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977952&to=978140


     CDS             complement(977952..978140) 

                     /locus_tag="APZ15_36545" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498333.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23348.1" 

                     /translation="MPAKSQAQQRAAGAALSAKRGETKMKDLKPPAKSMAESMSEKEL 

                     EKMASTPVRGKPKHKHDA" 

     gene            complement(978233..979666) 

                     /locus_tag="APZ15_36550" 

     CDS             complement(978233..979666) 

                     /locus_tag="APZ15_36550" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336617.1" 

                     /note="sigma factors are initiation factors that promote 

                     the attachment of RNA polymerase to specific initiation 

                     sites and are then released; sigma 54 factor is 

                     responsible for the expression of enzymes involved in 

                     nitrogen assimilation and metabolism; the rhizobia often 

                     have 2 copies of this sigma factor; in Rhizobium etli 

                     RpoN1 shown to be involved in the assimilation of several 

                     nitrogen and carbon sources during free-living aerobic 

                     growth and RpoN2 is involved in symbiotic nitrogen 

                     fixation; in Bradyrhizobium both RpoN1 and N2 are 

                     functional in free-living and symbiotic conditions, rpoN1 

                     gene was regulated in response to oxygen; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RNA polymerase sigma-54 factor" 

                     /protein_id="ALK23349.1" 

                     /translation="MPVSLALQMRQHLALTPRLQQSLRLLQLSSLEFQQELRQALDMN 

                     PFLEDGPGDEEAADGAPEQPAEAAAPEAAPEPEDVRPPDGEVPLTAAPAPRGTNRQGD 

                     DADGLSPGEWIAAEPSLHQQLHDALRLYPLNRHDREAARIVIDALDDDGYLRQELAEL 

                     RVAADPALLLSEQDLAIALRLVQMLDRPGIAARSLSECLVLQLDAIPAGTPALAEAKA 

                     IAHEHLERLARRETAEIQRRLGCNPQTMHAACALVRGLDPRPGSHYGSTRGDYVVPDV 

                     IVRQVRDEWIVTINPAVLPRARLHERYATLFAQSSGERDSPLGQQLQEARWLIRNVQK 

                     RFDTIQRVGECIVARQRDFFRYGEIAMKPLVLRDIAEELDLHESTVSRATGNKYMATP 

                     HGTFEFKHFFPRKLEAAGKGVCSASAAKVLIRDMIAAERQTEPLSDVALTENLAGRGI 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=977952&to=978140
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702889
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=978233&to=979666
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=978233&to=979666
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702890


                     LLARRTVTKYRQAMKIPAADLRRRDAA" 

     gene            complement(979917..980231) 

                     /locus_tag="APZ15_36555" 

     CDS             complement(979917..980231) 

                     /locus_tag="APZ15_36555" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336615.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23350.1" 

                     /translation="MNTIQTIRAGALAFAAACALAACTQPTNGPYGAHGAPPAPPDGR 

                     GAQSTTTMPDANTRYDTRPSPGNMMPQGAAGGEPADVPPPGPNGAQGDRPLPGTPPPM 

                     QY" 

     gene            complement(980257..980568) 

                     /locus_tag="APZ15_36560" 

     CDS             complement(980257..980568) 

                     /locus_tag="APZ15_36560" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498337.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23351.1" 

                     /translation="MSVRVKPGVLREIAETLGRHFEARAMPFHIEERPAGALHIGFRV 

                     DGHPASLSVSFDADAFAALERAGIERQRGTLARVAAEFDTMMARRTPTAYAGDFHFNR 

                     L" 

     gene            complement(980565..980807) 

                     /locus_tag="APZ15_36565" 

     CDS             complement(980565..980807) 

                     /locus_tag="APZ15_36565" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498338.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23615.1" 

                     /translation="MKHDPAQWLQRPIPPFPDLEPDPDDPDPDDLPPDVPEPHRQPAG 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=979917&to=980231
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=979917&to=980231
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702891
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980257&to=980568
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980257&to=980568
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702892
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980565&to=980807
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980565&to=980807
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703156


                     DPPGTAPPERDPPSRPPPVHAPPVGGTGRLHAQARR" 

     gene            complement(980997..981302) 

                     /locus_tag="APZ15_36570" 

     CDS             complement(980997..981302) 

                     /locus_tag="APZ15_36570" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349707.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23352.1" 

                     /translation="MTIPKRRPGVRYEINVCGGGFDSVKSHFNEWKHEPLIYRPERRM 

                     FEGKADVRPLGDETFGSTEPARFALQRACEPSDSYALAACVKDNGRELWLVMAAYDA" 

     gene            981452..981709 

                     /locus_tag="APZ15_36575" 

     CDS             981452..981709 

                     /locus_tag="APZ15_36575" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498340.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23353.1" 

                     /translation="MKDSTRPGHDAPAHERHPDPTPPLKHQDRTRTRHSERHIDKQLE 

                     DTFPASDPPATGGVTRIEPDTPPGTHDEGPWRSPRERDDGA" 

     gene            981798..982229 

                     /locus_tag="APZ15_36580" 

     CDS             981798..982229 

                     /locus_tag="APZ15_36580" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498341.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23354.1" 

                     /translation="MHRVNEIMSQDVVRIAPTDSIRHAAQLMERYDIGALPVCDNNRL 

                     IGMVTDRDLAVRAISAGKPPETRVHEVASGPIEWCFDDDSLDEIQHYMADAQLRRLPV 

                     VDHDKRLVGMLSLADIATRSAGPARDDVANTLEGVSQPKQT" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980997&to=981302
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=980997&to=981302
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702893
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=981452&to=981709
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=981452&to=981709
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702894
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=981798&to=982229
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=981798&to=982229
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702895


     gene            982318..982800 

                     /locus_tag="APZ15_36585" 

     CDS             982318..982800 

                     /locus_tag="APZ15_36585" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498342.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="photosystem reaction center subunit H" 

                     /protein_id="ALK23355.1" 

                     /translation="MHTSDQGQTRIIGKGAATAAGPGPDVMAADTLEGDKVYTTDGDD 

                     VGKIKDIMLDVRSGRVAYAVLSSGGILGIGDKLHAIPWSALTLDTERKCFLLSVSSER 

                     IRNAPGFDKDHWPAMADPQWAEPLHEFYGSAPYWSGGDELGLTDPTEELNDPRERDRH 

                     " 

     gene            complement(983121..983729) 

                     /locus_tag="APZ15_36590" 

     CDS             complement(983121..983729) 

                     /locus_tag="APZ15_36590" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006414504.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23356.1" 

                     /translation="MAHRQPKHEGIRELLCQAYETELGGAKLYEAALQCATDGDLHKE 

                     WEKYHRETQHHQEVLRKVFEALGMDPDAQSPGRSAVAATGKSLVHVIEQARKHADPAV 

                     AQVVAAECVVLAETKDHLNWELIGYAADQLSGDAAKTLKDAHDEVEADEDHHLYHTRG 

                     WAREMWIESMGFKAVLPPPEEVKKVESAAEAARAERSRGKMM" 

     gene            complement(983786..984397) 

                     /locus_tag="APZ15_36595" 

     CDS             complement(983786..984397) 

                     /locus_tag="APZ15_36595" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660536.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23616.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=982318&to=982800
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=982318&to=982800
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702896
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=983121&to=983729
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=983121&to=983729
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702897
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=983786&to=984397
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=983786&to=984397
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703157


                     /translation="MKHPNWTIAALAAGVLAVSGLAGAQAPSEPPASNSHVPGGVINP 

                     SSGAGAGDARIAKAPQGGDAEFIDKAAIAGKAEVQASQLALKQAQSPDVRGFAKQMVN 

                     DHGKANARLTELAARKGMKPQVEQISDPDVEALRGKNGRDFDVAYVAAVGPDAHRKAV 

                     ALFEGEARDGRDPQLREFASATLPTLRHHLSMAQALERKVGAR" 

     gene            complement(984534..985100) 

                     /locus_tag="APZ15_36600" 

     CDS             complement(984534..985100) 

                     /locus_tag="APZ15_36600" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767450.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23357.1" 

                     /translation="MAMIVAGRFTTFDEAESGARSLYERAFGTDDVSIFFLNPGGQHA 

                     RFPIGGDVYADTAAKPGGRGAMVGAMRGLLIGAVVGVAVYAVGVRYWFVPAAGALAGA 

                     YLGALGGALGRMRGEQDEGKGTLARSETGVILAAHVTPETAATAEDVLRATGARSIER 

                     VDGDWQDGKWRDFDPVRRPDEAARRRGR" 

     gene            complement(985162..985461) 

                     /locus_tag="APZ15_36605" 

     CDS             complement(985162..985461) 

                     /locus_tag="APZ15_36605" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498358.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23617.1" 

                     /translation="MTSRQHTGHELSRARAHEGERAQQDHDKGGHQTGHGKPPGPVDV 

                     QKALKGMDYPASKATIVECAQRSHAAHDVLDMLTRIPDREYDTPASVSKELGRLM" 

     gene            complement(985496..986524) 

                     /locus_tag="APZ15_36610" 

     CDS             complement(985496..986524) 

                     /locus_tag="APZ15_36610" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498359.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=984534&to=985100
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=984534&to=985100
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702898
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=985162&to=985461
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=985162&to=985461
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703158
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=985496&to=986524
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=985496&to=986524
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11


                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23358.1" 

                     /translation="MNCMLKPVGEQTIVITGATSGIGLVTARKAARRGAKLVLFARNE 

                     GALNTLCEEIRQHGGLAVPVAGDVANLEDVQRAAAKAADTYGGFDTWVNNAGVSIFGT 

                     AAAVPLEDQRRLFETNYWGVVHGSLVAADHFRRKRDFHGGAIVNMGSEASDAPVPLQS 

                     AYVASKHAVKGFTDSLRLEMESDHLPVSVTLIKPAAIDTMFVMHAKNYMNVEARLPPP 

                     IYDPDLVADAILFAAAHPRRTLFVGGAAKFTSASAYHAPRLFDRVAATLFSRGQRTVR 

                     PARPRDDNALYDSRHALHEREGMDGPVLRSCAYNTVVQRPKMAGAVVLGAAALVFAAL 

                     ARARRGPA" 

     gene            complement(986549..986968) 

                     /locus_tag="APZ15_36615" 

     CDS             complement(986549..986968) 

                     /locus_tag="APZ15_36615" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006761071.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transporter" 

                     /protein_id="ALK23359.1" 

                     /translation="MKVFQLQARSLHIRRHRAKRVGMAIAIVAASACVTAVPDVFAAG 

                     DDSAASSSMSSTSSTSSHSTAGRKIRDATITTKVKAELVGTSGLSSGDIHVKTRHGIV 

                     MLTGSVPDEQQRTQAVGVVKQVDGVQDVRDQLTIRAK" 

     gene            complement(987504..989813) 

                     /locus_tag="APZ15_36620" 

     CDS             complement(987504..989813) 

                     /locus_tag="APZ15_36620" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498364.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="histidine kinase" 

                     /protein_id="ALK23360.1" 

                     /translation="MIDLPRRQAGNYATAAMLVAIATVLQVLAIRFGGVNLPFVMYYP 

                     LLAGAAWATSFLFGIVSTVVSGLLVWTLFLSDPAAYPAPLPERLVQLGTFILIGAFVC 

                     AIASMLRQTRITNDRARRHEAALRRQLEAVLSALPHGVIAVDTKGRLTYINAAAAELA 

                     GCRPDDAAGRPVRDVLRIVDRDGRRVQTTPLDRALDGADAVSDRHWLQRDGTGDPVPI 

                     VEVAAPLGDPDGNLDGAVLLLRDAGADRARVDASRLQRAVVDASPDAIVGIDANGRIA 

                     SWNPAAQRIFGYDEADARGRMFDSLIAMRWLRRNPLAESFEAMRDPVGPLELLCVRRD 

                     GRRFRATVSACPVRGEARECVALSLTLRETGAQRRRDLRAQRSLRGARDARDQADTSN 

                     RLKDELLATVSHELRTPLNVIYGWVEVLRNSGDQALQNQAIDAIDRSARSLTRMVGDI 

https://www.ncbi.nlm.nih.gov/protein/940702899
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=986549&to=986968
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=986549&to=986968
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702900
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=987504&to=989813
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=987504&to=989813
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702901


                     LDASSLATGKLRLDATPVDIVRLFSDSVGAFQTAASLAGIELEFDCETSSCIVSGDAE 

                     RLRQMLSNLISNALKFTPDGGNVTVGLARDNARVILTVTDTGQGVAQEFLPYVFDMFR 

                     RADDSPASSRRGLGLGLSIVRHIAELHGGRVTVVSAGRNRGTTFTVTLPAGWQPVGAM 

                     AWGLAQAGGQREPLVLDAQRILIVDDDATTRASLTAALTTFGASVAIASSGREALAVA 

                     ADLRPTVVLSDLAMPDGDGFWLLDALRHGAMNGDSGPPDVCVLAVTAHAGLADQRRAL 

                     EAGFDGYLCKPVDVRELVHKIAHATKRDD" 

     gene            complement(990039..991406) 

                     /locus_tag="APZ15_36625" 

     CDS             complement(990039..991406) 

                     /locus_tag="APZ15_36625" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006398906.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Fis family transcriptional regulator" 

                     /protein_id="ALK23361.1" 

                     /translation="MPYVLIVEDDADTRTMLATLARTQQLACDTAATLEEARALVSTH 

                     TPDLVLCDLVLPDGNGMDLFDALPKRAHCEMVLTTGHASLETAIDALRRGATDYLVKP 

                     LNMQRLNSIFARVPRTTALHEEIAELRSELQRLGRFGRMLGSSPAMQAVYDAIGRVAR 

                     TEASVLLTGESGTGKELAAQTVHDLSLRRRGPFLAVNCGAIAANLVESEMFGHDRGSF 

                     TGAERQHKGFFERADGGTLFLDEITEMPLESQVKLLRVLETGRLTRLGSTREIDVDVR 

                     IVAATNRDPEAAMADGKLRPDLFHRINVFPIPLPSLRERGDDIPMLADAFLQHYNEES 

                     GRNLRFAPAAREALKTYEWPGNVRELRNFVQRASIFTDADVIDTLPPPIMEELSSMVD 

                     SHEDRVTVPFGTPLEEVDRKLILGTIAQCGGVKAQAAEVLDVSLKTIYNRLAQLEDET 

                     EKPDS" 

     gene            991757..992815 

                     /locus_tag="APZ15_36630" 

     CDS             991757..992815 

                     /locus_tag="APZ15_36630" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660548.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Fis family transcriptional regulator" 

                     /protein_id="ALK23362.1" 

                     /translation="MSKSVDDGKRLSGRSRSIQTLLMKVSRVAATRISVLIVGESGAG 

                     KDIVARLLHDLSPRRRGPFVPVNCGAIPPDIAESQLFGHEKGSFTGAIAQHVGMFEAA 

                     RGGTLFLDEIAEMPAELQVKLLRTLESNTIVRVGGHEPIPLDVRIVAATHHDPVEAVR 

                     SGRLREDLFYRIAPVALHVPALRQREDDVDDIALQIVERLNARHRTRKRLSMQAMKAL 

                     RAYSWPGNVRELRNALERAFILADEQIDLQLPRRLLPRDDVRHNAMTLHFGTTLAHTQ 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=990039&to=991406
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=990039&to=991406
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702902
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=991757&to=992815
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=991757&to=992815
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702903


                     QRFIVASLRHFNGDKPRTAKALGISLKTLYNRLALLPEHERNAVNGGAATNAAGSANA 

                     TGTTVATDTTSPSNATPP" 

     gene            complement(992966..993769) 

                     /locus_tag="APZ15_36635" 

     CDS             complement(992966..993769) 

                     /locus_tag="APZ15_36635" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498380.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transporter" 

                     /protein_id="ALK23363.1" 

                     /translation="MQRRYPGRHGERGIPDDPARWPDEDPESARRRSVSESVGAEDWG 

                     SEWTERAARPADQRRGMSDPGRQGGARQPGWEAERGYREPGRRAEGSEGPYGGDRPEF 

                     RGHYRMGRYGGEHDRGDPQDISRYGGYAPDRSRHGSDADRDALRHRRGPKGYTRSDER 

                     IREDVCERLAHALDIDVSDVTVQVQDGCVVLDGTVPSRWMKHDIEDLADGCMGVRDVE 

                     NRVRVHRDGEHDTGMVLHPDQRTVTPTLPPARDPEPGTAERDRERKPHH" 

     gene            complement(993962..994339) 

                     /locus_tag="APZ15_36640" 

     CDS             complement(993962..994339) 

                     /locus_tag="APZ15_36640" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336583.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chemotaxis protein" 

                     /protein_id="ALK23618.1" 

                     /translation="MNSTLNPDNEPAGPDDENARRGRDGRALGPSDSSDSGSDTAGAR 

                     RYPFDIDSPLDAHALERGDASLDSDTDRTGTGERASADGDSTLEEGADIEPDRTERLS 

                     GPDRDDASGEPDDPDDPGAGGGP" 

     gene            994560..996149 

                     /locus_tag="APZ15_36645" 

     CDS             994560..996149 

                     /locus_tag="APZ15_36645" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545595.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=992966&to=993769
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=992966&to=993769
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702904
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=993962&to=994339
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=993962&to=994339
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703159
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=994560&to=996149
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=994560&to=996149
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                     /product="histidine kinase" 

                     /protein_id="ALK23364.1" 

                     /translation="MKKDDDSPRSHPPPGLPDARDLVHRFAEFRFQTVVGSITDYAVF 

                     MLDPHGNVATWNAGAERIKGYRAAEIVGHHFSCFYPPDAIAAGRPSHGLDEAAARGHF 

                     VDEGWRVRKDGSQFWASVTIAPVHDNVNQLCGFIKITRDMTERKRLEELEASTHRLSV 

                     FIAMLAHELRNHLSPLRHSVGVLQSLPDPAPVLAQCRDAVHRQVGQLTRLVDDLLDVG 

                     RITAGKVELNDRPVAVRDIVCRGVESIQPKLAARGQHLHVDLPADPVLLHGDDARLVQ 

                     VLHNLLDNASKFSPHGGRIDVGARVEGPVVAIRVTDHGVGIAHGALETIFDLFEQRGA 

                     SGGSPTGGFGLGLAICRTFVELHGGRISAESDGPGHGATFTVRLPITRTGRAEQAGAR 

                     EPAAHAPSDTTPLRIVIVDDNRDSADTLAVLLKVKGHAPRVAYNAGDALTLARDYAPQ 

                     LMILDLTMPDVDGFTLLHELRAIDALRDTTCVALSGHARASDLARTEREGFDAHLVKP 

                     VEINVLDALLQRVARGIRRPS" 

     gene            complement(996198..996836) 

                     /locus_tag="APZ15_36650" 

     CDS             complement(996198..996836) 

                     /locus_tag="APZ15_36650" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349701.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="antibiotic resistance protein MarC" 

                     /protein_id="ALK23365.1" 

                     /translation="MAFDLTFSIKVFAALFAIMNPIANIPVFLSLTEGAADGVRRKVA 

                     LTAAIGVTVGCIVSAVAGGAILHVFGLTIDDFRLAGGLLVLLIALSMLHGAPSRQHSP 

                     GEDEGADPAAAESVAIYPLTIPLLVGPGTIATMIVLGHSAFSTGQELAFALGLAAFLV 

                     LLAVSLLSAPLIGHYLSPRVTAVTQRLMGMILAAIAMQMIVASLKAAFGLPH" 

     gene            996968..997186 

                     /locus_tag="APZ15_36655" 

     CDS             996968..997186 

                     /locus_tag="APZ15_36655" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481288.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="citramalate synthase" 

                     /protein_id="ALK23366.1" 

                     /translation="MQATDTFMDHEIRVEATRNANGAWVAQVRIFRDGAPVDLPAPEL 

                     VTPEWLTCDEALRGGIDQGRVIIKTRDR" 

     gene            complement(997236..997613) 

                     /locus_tag="APZ15_36660" 
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     CDS             complement(997236..997613) 

                     /locus_tag="APZ15_36660" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336577.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23367.1" 

                     /translation="MSPEIRARFETEFAPRIAARVLGLYQPGEVRVEVVPHDGQGSPT 

                     CVDVIGLTSTVGLPNRLNARLAWRDDAIAALLAEPDRSRFDRYLASLPVTIERWQMEL 

                     PVDFSSRTQRDREILIGDLDFDA" 

     gene            complement(997603..999183) 

                     /locus_tag="APZ15_36665" 

     CDS             complement(997603..999183) 

                     /locus_tag="APZ15_36665" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349698.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="pyridine nucleotide-disulfide oxidoreductase" 

                     /protein_id="ALK23368.1" 

                     /translation="MTGSDASSSRPDLTQGIALDDLADGAMIEGHVGDTAVLLVRRAD 

                     ELFAVGAQCPHYGAPLADGLLEGDTIHCPWHHAAFCLRTGALLRAPALDGLPCWRVER 

                     RDGRAVVLDARPAAAPPTLNAAGLPASVVIVGGGAAAIAATVTLRQAGYPHPVTMLTA 

                     DADPPYDRPNLSKDYLAGTADADWLPLRAPSFYTDHRIDVRCGTRVARIDPARQAVEL 

                     ADGSRVGYGALLLATGAEPNRLSVPGADLPHVCVLRSRADCDALIAKLKTARRCVVVG 

                     ASFIGLEAAAALRTRGLDVQVVAPDAHPMARVLGEALGDTIKALHESHGVVFHLGATP 

                     ARITPDSVTLSTGDVLPADVVLVGIGVHPNVALAQEAGLAVERGVTVDRFLQTSVPGI 

                     YAAGDIARWPDPLTGERIRVEHWVVAERQGIVAAHNMLGQQRPFDAVPFFWSQHYDLT 

                     INYVGHAEQWDRVEIDGDLGAHDCAIAYWRGDTRLAVATIGRDLDSLKAEAAFERQIA 

                     AARRPRDDMIRTRRQDES" 

     gene            999419..1000579 

                     /locus_tag="APZ15_36670" 

     CDS             999419..1000579 

                     /locus_tag="APZ15_36670" 

                     /EC_number="1.2.2.1" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336575.1" 

                     /note="Catalyzes the reversible two-electron oxidation of 

                     formate to carbon dioxide. It allows the assimilation of 
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                     carbon dioxide and provides energy for growth through 

                     oxidative phosphorylation coupled to the reduction of 

                     oxygen, nitrate, sulphate or fumarate; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="formate dehydrogenase" 

                     /protein_id="ALK23369.1" 

                     /translation="MATVLCVLYPDPVDGYPPRYVRDAIPVITHYADGQTAPTPAGPP 

                     GFRPGELVGSVSGALGLRGYLEAHGHTLIVTSDKDGPDSEFERRLPEADVVISQPFWP 

                     AYLTAERIARAPKLKLALTAGIGSDHVDLDAAARAHVTVAEVTGSNSISVAEHVVMTT 

                     LALVRNYLPSHAIAQQGGWNIADCVSRSYDVEGMHFGTVGAGRIGLAVLRRLKPFGLQ 

                     LHYTQRHRLDASVEQELALTYHADAASLASAVDIVNLQIPLYPSTEHLFDAAMIARMK 

                     RGAYLINTARAKLVDRDAVVNAVTSGHLAGYGGDVWFPQPAPADHPWRAMPFNGMTPH 

                     ISGTSLSAQARYAAGTLEILQCWFDGKPIRNEYLIVDGGTLAGTGAQSYRLT" 

     gene            complement(1000614..1002038) 

                     /locus_tag="APZ15_36675" 

                     /note="2-aminoadipate aminotransferase; disrupted; Derived 

                     by automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(1002420..1002674) 

                     /locus_tag="APZ15_36680" 

     CDS             complement(1002420..1002674) 

                     /locus_tag="APZ15_36680" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349695.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23370.1" 

                     /translation="MRIDQSYRRFDIAATLTPLPGSGKRAIATVDVTTDDPARVADLG 

                     TGQFLQIRKWVESNDVAWLTVVFDECKVAIDHYADNVDDA" 

     gene            complement(1002709..1003164) 

                     /locus_tag="APZ15_36685" 

     CDS             complement(1002709..1003164) 

                     /locus_tag="APZ15_36685" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336572.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23371.1" 

                     /translation="MTRQLIVAVFGSVDTARRAASDFEALSDKHEGFHIENGVVVEKD 

                     ATGKLAVLDAESRPFKGGVIGAIAGGLLGLLAGPLGVVTGMAAGAGAGILAEAAGNAL 

                     LDGTFVETIAARLVPGSVAVILEAKEDTPFSVDNVVTGFGGKVFRQTLD" 

     gene            complement(1003245..1003694) 

                     /locus_tag="APZ15_36690" 

     CDS             complement(1003245..1003694) 

                     /locus_tag="APZ15_36690" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349693.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phosphate starvation-inducible protein PhoH" 

                     /protein_id="ALK23372.1" 

                     /translation="MNTTTIPSSPAERIRRRFGHFLHAAELAGLIVIGLATAFAMAQE 

                     AWKVVLAGEVSLTDLLLMFLYLEVLAMDVRYLRLGRLPVRFPLFIAMTSLARDLILRG 

                     ATDSPERMLMTTFGIVLLAVGVLILSFGQHRFPADVDDVEDDVHARR" 

     gene            complement(1003691..1004092) 

                     /locus_tag="APZ15_36695" 

     CDS             complement(1003691..1004092) 

                     /locus_tag="APZ15_36695" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349692.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23373.1" 

                     /translation="MNLLEAMRVYVAVVERGGLSGAASELRLDEAQVSERIDCLERYL 

                     GCRLLLCREHDDVACSDAGVAFHVCCRRTLSAVEQAIGAAGPHAPAVQDALDAADAPD 

                     VPDSGAVHAAARDAAFPPPGAVQVSSTPLSP" 

     gene            1004461..1005522 

                     /locus_tag="APZ15_36700" 

     CDS             1004461..1005522 

                     /locus_tag="APZ15_36700" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349691.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peroxidase" 

                     /protein_id="ALK23374.1" 

                     /translation="MTDRQPTMQTPPPLSQAVHSPITRSAIFLVATINPGADHADTIR 

                     SWCGDIAALVRSVGKRVPGGNLTCVCGFGADAWDALFGDPRPAALHPFREFGAGQRVA 

                     VATPGDILLHIRAEAMDLCFELATQLLGALGDAVTVVDEVHGFRNFDQRAMIGFVDGT 

                     ENPEGREAVDFTVIGDEDAEFAGGSYVIVQKYLHDMAGWNALAVETQERIIGRTKLSD 

                     IELAPDVKPSCSHSSLTTLDENGQEVKILRDNMPFGRPGAGEFGTYFIGYARSPAPIE 

                     QMLENMFVGRPPGNYDRLLDYSRAVTGSLFFVPSADLLEALADRAAPAADAAQPEASP 

                     SAPHRDGSLKIGSLKGIPS" 

     gene            complement(1005699..1006088) 

                     /locus_tag="APZ15_36705" 

     CDS             complement(1005699..1006088) 

                     /locus_tag="APZ15_36705" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095748.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23375.1" 

                     /translation="MALQLVSPEDKYMLKTGVINHEDVIGHLRQVLNAFAAKPEYSKF 

                     YIGITSDLYTRLAKHRATKPDFKLMAPIYLEAHNLVGNAFDRLERKAIETFRTGITHP 

                     QSGERLLACSNGPGGALPKNWLYILVG" 

     gene            1006528..1007343 

                     /locus_tag="APZ15_36710" 

     CDS             1006528..1007343 

                     /locus_tag="APZ15_36710" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349690.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="bacteriocin" 

                     /protein_id="ALK23376.1" 

                     /translation="MNNLHRELAPISSSAWEQIEEEVARTFKRSVAGRRVVDVDGPEG 

                     PELSAVGTGHLVAVDAPREHVNARLREVRTIVELTVPFELSRDAIDSVERGARDADWQ 

                     PAKDAAQRLAFAEDNAIFDGYRAAGIVGIREGTSNRKLTLPADVSAYPDAISDALEAL 

                     RLAGVDGPYSVVLGSDAYTALSEARDQGYPVLGHIKRIVSGEIIWAPAISGGCVLSTR 

                     GGDYELHLGEDVSIGYTSHTDKVVRLYLRETFTFLMLTSEASVAVAPQGNPTA" 
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     gene            1007446..1007715 

                     /locus_tag="APZ15_36715" 

     CDS             1007446..1007715 

                     /locus_tag="APZ15_36715" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349689.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23377.1" 

                     /translation="MSESNEALQALQASVDQLKKAVDANASRQAGDTAVLFTVLSLVL 

                     AELPPDTRNLIEDSFSVWANGLPDAALSTDVKQIARQRLAMTLPD" 

     gene            1008344..1011169 

                     /locus_tag="APZ15_36720" 

     CDS             1008344..1011169 

                     /locus_tag="APZ15_36720" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498401.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="Clp protease ClpC" 

                     /protein_id="ALK23378.1" 

                     /translation="MPALCDICHARPAVARATVMQDGERKTISICDYHFRQLMRHQSM 

                     LNPFDSLLGGGSSSLFGGLGDESPLAAEVPRESVDPTDAFSEQTLELLQRAAEKAHEL 

                     RRSELDSEHLLYALADTDVCAALLKELKLSPQDIRSYIDEHAHTGTADPDAPLDKLSI 

                     SPRVKKAVQYAFQASRDLGHSYIGPEHLLIGLASVPDSVAGTLLKKYGVTPEALRQKV 

                     VKVVGKGAEDGRVDAPTGTPNLDKFGRDLTAIARQGKLDPVLGRAQEIESTIEVLARR 

                     KKNNPVLIGEPGVGKTAIVEGLAQRIVNGDVPEVLRDKRLVEVNINSMVAGAKYRGEF 

                     EERAKQLIDEVTAKQDELILFIDELHTIVGAGQGGGEGGLDIANVLKPALARGELSLI 

                     GATTLNEYQKYIEKDAALERRFQPVFVPEPSVEQTIVILRGLRDSLEAHHQVTFADDA 

                     FVAAAEFADRYITSRFLPDKAIDLIDQAAARVRIGATSRPVDIQEGEAQIAQLKREQD 

                     YATSRKRFDEAKQFEEQINAKQKAVDEKMEAWQRKTGSETLEVTVESVAEVVSRLTGI 

                     PVSELTQEERQKLLKMEEQLRERVVGQSDAVVAVSDAVRLSRAGLGQTHRPIATFLFL 

                     GPTGVGKTELAKALAETVFGDEQAIIRIDMSEYMERHAVARLIGAPPGYVGYDEGGQL 

                     TERVRRRPYSVILLDEIEKAHPDVYNVLLQVFDDGRLTDGKGRVVDFSNTIIIATSNL 

                     GAAIIMDNLTQPEAARKTDKAVREELMQVLKGHFRPEFLNRIDEVIVFHALSKENIRS 

                     IVQIQLDRVIRTAAAQDITLVMGDSLVEHLTEAGYQPEFGARELKRQIRQTIETRLAK 

                     EILADRLKSGDKCEVDYDKDSDEVKFNKLAAPEAKEAKDADGKAKPNGRAARAAADAK 

                     PDDTPADAPPPAAKPGKKSSGAKKDAH" 

     gene            1011294..1013573 
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                     /locus_tag="APZ15_36725" 

     CDS             1011294..1013573 

                     /locus_tag="APZ15_36725" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372719.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="CbbBc protein" 

                     /protein_id="ALK23379.1" 

                     /translation="MTNRREVPGIRKYDGPAGGWGALRATADAVRTQMETIEAPIVLM 

                     RTNQPDGFDCPGCAWPDKEHKSTFQFCENGAKAVTWEATTKRVTPEFFAANTVSSLLR 

                     MSDYELENMGRLTHPLVYDRATDTFREIAWDDAFARIGEVLRALPPEQVEFYTSGRAS 

                     NEAAYLYQLFARELGTNNFPDCSNMCHEPTSVGLPQSIGIGKGTVSLEDFDHCELIIS 

                     IGHNPGTNHPRMMGTLHECSRRNVPIIVFNPLRERALERFADPQDMIEMASFGSTRIA 

                     STYYQVDAGGDAAALKGIMKALLKLEAEQGNVLDRDFIAQHTNGFDAFSADLEATSWD 

                     DIERASGLSQAQLEQVAIAYAKSNATIVTYGMGVTQHNKGTATVRLIADLLLMRGNIG 

                     KPGAGVCPLRGHSNVQGNRTVGITEKPSAEFLKKIEDVCGFTPPAHHGHDAVQAMQAM 

                     IDGTAKALLCLGGNFAVALPDPEQSFPAMAKLDLSVHLGTKLNRSHLLVAKETFILPV 

                     LGRTELDMQATGRQSITVEDSMSMVHASAGKLKPASDQLRSEPAIVAGIAHATLPNSK 

                     VAWLDLIADYDRIRDLIDRTVDGFEAFNERIRTPGGFRLPLPPTERVWPTPTGKAMFS 

                     VYKGVKEDADVLGGEQVLRLITLRSHDQYNTTIYGLDDRYRGVFGRRDVLFMNPADLA 

                     KYGLEHGDLVDIETITASGRTLRLEKITAIEYDIAPGSVGAYYPEANVLVPLDYIDKE 

                     SGTPSYKSVPVRVARSAVV" 

     gene            complement(1013706..1015127) 

                     /locus_tag="APZ15_36730" 

     CDS             complement(1013706..1015127) 

                     /locus_tag="APZ15_36730" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498403.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="allantoin permease" 

                     /protein_id="ALK23380.1" 

                     /translation="MTNVDRNASPMIEKHTIGYVPPAERHGKVRDLFTLWFGGNIAPL 

                     PIVTGALGVQLFHLNLMWGIVAIVVGQAVGGVLMALHSAQGPQMGIPQMIQSRAQFGS 

                     WGALLVTVIAAVMYVGFFASNIVLAGKSVHGIAASVPVPVGIVIGAVGSGLIGIVGYR 

                     FIHILNRIGTWVLGIGIMVGFWMILTHVTTDDFLTRGGFDFAGWLATVSLSALWQIAF 

                     APYVSDYSRYLPEDVGVASTFWATYLGCTIGSTLAFIFGAVAVLAVPAGADTMDAVKQ 

                     ATGPLGPLMLVLFLLSVISHNALNLYGAVLAVITSVQTFAYKWIPTAKTRAAVSVVIF 

                     VACCYAAIGASTNFVGNLVDLVLALLVVLVPWTAINLIDFYVIHKGKYDIQSIFMADG 
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                     GIYGRFNPQALLAYAIGILVQIPFMNTPMYAGPIPAYLGGADLSWLVGLVLTSPLYYW 

                     LATRDSAYRRRQGGAHLPPTAAQ" 

     gene            1015516..1016439 

                     /locus_tag="APZ15_36735" 

     CDS             1015516..1016439 

                     /locus_tag="APZ15_36735" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349685.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23381.1" 

                     /translation="MAHYTLRQLKYFVTTVESGSVAEASRQLFIAQPSISSAIKGLEE 

                     SFGVKLFIRHHAQGVSLTPSGTRFYRKAQELLRIAHEFEQNALADNDVITGQIDIGCF 

                     ETVAPLYLPQLIAGFRERYPGVNIRLRDGDQQELVQGLTSGTFDLALMYDHDLDGTIE 

                     TEPLMPPQQPYVLLPENHRFAGQPHVSLRDLCVEPMILLDVQPSRTYFVSLFHELGLT 

                     PNIVFGSPSIEMVRGMVGQGFGFSLLVTRPHSEYTYDGQRVVTIGLSETVSPSGLVSA 

                     RLKRGQLTKQAQSFVDFCRERLAQIVAETAR" 

     gene            complement(1016497..1017660) 

                     /locus_tag="APZ15_36740" 

     CDS             complement(1016497..1017660) 

                     /locus_tag="APZ15_36740" 

                     /EC_number="3.5.1.16" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349684.1" 

                     /note="catalyzes the formation of L-ornithine from 

                     N(2)-acetyl-L-ornithine; Derived by automated 

                     computational analysis using gene prediction method: 

                     Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetylornithine deacetylase" 

                     /protein_id="ALK23382.1" 

                     /translation="MSDTSSRALLERLIGFATVSRDSNLEMIGFIGDYLAGFGVESEL 

                     FYNAERTKASLYATIGPRDRGGIALSGHTDVVPVDGQAWTVEPFRLTERDGRLYGRGT 

                     ADMKGFIASALAAVPAFVARPLRVPVHLAFSYDEEVGCLGVRPMLDALAARAHRPRLC 

                     LIGEPTELKPVLGHKGKLAMRCHVKGAACHSAYAPSGVNAIDYAAKLIGRLGEIGAAL 

                     ARPERHDGRFDPPFSTVQTGLIKGGRALNIVPAECEFDFEVRALPDFDAHDVPRKLQD 

                     YAESELLPRMRAVQPDTDIRLQPLGAYPGLATAPDSEAARLLAMLSGSDAFGTVAFGT 

                     EGGLFGQAGIPAVVCGPGSMDQGHKPDEFVTLDQLHGCDAMLSRLAAYLSSAA" 

     gene            complement(1017653..1018330) 

                     /locus_tag="APZ15_36745" 
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     CDS             complement(1017653..1018330) 

                     /locus_tag="APZ15_36745" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767485.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fimbrial assembly protein FimA" 

                     /protein_id="ALK23383.1" 

                     /translation="MTFSIVGRCPETGQLGIAISSSSIAVGARCPWVRAGVGAVATQN 

                     ITLPALGPQILDLIEHEQLAPAAALDRALSANGWSQYRQVTVIDGQGQTACFTGKEAL 

                     GTHHAVRGEQCVAAGNLLASPDVIDAMARAFEQAPGLLADRLLAAMHAAIAAGGEAGP 

                     VHSAALKVAGDVTWPIVDLRVDWADADPVGQLDALWRAYRPQMQDYQTRALNPTAAPS 

                     YGVPGDE" 

     gene            complement(1018327..1018776) 

                     /locus_tag="APZ15_36750" 

     CDS             complement(1018327..1018776) 

                     /locus_tag="APZ15_36750" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006767486.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="enamine deaminase RidA" 

                     /protein_id="ALK23384.1" 

                     /translation="MSQPTHTRIRMFNTKDTYPNQTLDNDLCQAVRAGNTVYVRGQVG 

                     TDFDGNLVGLGDPRAQAEQAMKNVRQLLEEAGSDLTHIVKTTTYLIDPRYREPVYQEV 

                     GKWLKGVYPISTGLVVSALGQPQWLMEIDVIAVIPDNWQPNGAREAT" 

     gene            complement(1018862..1020202) 

                     /locus_tag="APZ15_36755" 

     CDS             complement(1018862..1020202) 

                     /locus_tag="APZ15_36755" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349681.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK23385.1" 

                     /translation="MAVETTSIDTLVVGAGQAGVAMSEHLGKLGVPHLVLERSRIAER 

                     WRTGRWDSLVANGPAWHDRFPGLEFDGLDPDAFASKDQVADYFEAYARKFDAPIRTGV 
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                     EVKRVVRNTGKPGFVVETSDGTIEANRVVVATGPFQRPVIPPIAPDDARLVEIHSADY 

                     RNPGQLPDGAVLVVGAGSSGVQIADELQRAGRRVYLSVGPHDRPPRAYRGRDFCWWLG 

                     VLGEWDKEVATPGREHVTIAVSGARGGHTVDFRKLANQGVTLVGLTKSFSGGVATFER 

                     DLAINLARGDENYLSLLDAADAYAARNGLDLPAEPDARHILPNPDCVAHPILALDLAG 

                     AGVTSIVWATGYAVDYGWLKVDAFDANGKPRHQRGVSKEPGIYFLGLPWLSRRGSSFI 

                     WGVWHDARHIADHIATQRTYLEYHDASQRRSASRPEPGGAASHADAQPLADAVN" 

     gene            complement(1020430..1020876) 

                     /locus_tag="APZ15_36760" 

     CDS             complement(1020430..1020876) 

                     /locus_tag="APZ15_36760" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017334240.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23386.1" 

                     /translation="MPYDIQNVQGPAPLAVGERIWGDASEIDFGAMTSCIALVEQTPG 

                     QPASVRAIHLSIVSDDGTKVYDPSANVAGQVETIMQQSGDLRTCLGRIDLWQASESQQ 

                     LRDFFAALMLSLDMQNWVQLPDGNLRVRINGGVIQYRQGAGPWTNA" 

     gene            complement(1021034..1021663) 

                     /locus_tag="APZ15_36765" 

     CDS             complement(1021034..1021663) 

                     /locus_tag="APZ15_36765" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349674.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23387.1" 

                     /translation="MNMKGLLGGRGDGAPQAPHDGASAAAGATTPADATTPADVAPPV 

                     ATSKAGARAWPVNRLRRLTDALKAPNQVADPAGGGGSALQTVQAINAEAASYATTQIA 

                     VGPNMMITQAGGMVAQAAANYFEASTSLAIAGKSVLMKDLAQKTIDENVRGMAMDAVG 

                     LLLTDLFVATAAVVAGAAEAIEGEAASIALDKIDESLQRYQALLDKKGA" 

     gene            complement(1021687..1021980) 

                     /locus_tag="APZ15_36770" 

     CDS             complement(1021687..1021980) 

                     /locus_tag="APZ15_36770" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498412.1" 

                     /note="Derived by automated computational analysis using 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1020430&to=1020876
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1020430&to=1020876
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702927
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1021034&to=1021663
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1021034&to=1021663
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702928
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1021687&to=1021980
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1021687&to=1021980


                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RebB like protein" 

                     /protein_id="ALK23619.1" 

                     /translation="MADKVNEQVTDALTQTNVNVVAGSPAQALGMLYQMFSQAVGISA 

                     QNMTQQQAALNQISNAVVSKAVAMILSVEASPKPAAGGAAQAPAAGPQTGSTH" 

     gene            complement(1022086..1022643) 

                     /locus_tag="APZ15_36775" 

     CDS             complement(1022086..1022643) 

                     /locus_tag="APZ15_36775" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498413.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RNA polymerase subunit sigma-24" 

                     /protein_id="ALK23388.1" 

                     /translation="MTTSNQHAVSTPESPAQQLDHTWREMQGKLRRRARLLCKGDIHR 

                     ADELLSDTALKVHIYLQRSPERVRNLAGFLFLALNHAFLDGARRRVRESGMLEFDPGW 

                     DDDHTVELAGHAPSVEQQLLLRQQLLRLEQVLSTLSSQQQMLFTLKFEEDRPYLHIAA 

                     TLGINEPLARKRVELLRRKLREELA" 

     gene            1023050..1023724 

                     /locus_tag="APZ15_36780" 

     CDS             1023050..1023724 

                     /locus_tag="APZ15_36780" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498414.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cyclic nucleotide-binding protein" 

                     /protein_id="ALK23389.1" 

                     /translation="MPALVNGRTLCNIPILADLPESLLAHIERHLAPWPEHGNRLLFF 

                     KGDPGDFVAFVHCGRVYKTLHEPGGRELILGHSLPGELIGENTLVRAHRRSFTAQLSP 

                     DCRVSLLHRQYFAPLLANADFMERIHEQLCRHVHQLSDFVESTCLYRLEARLARHLLN 

                     RMQGNDLEVRLPESQSILAAMLNVSRPRLNSSLRKMQRDGLIRLHAHGVTIEKPEQLR 

                     TIVNAN" 

     gene            complement(1023801..1024124) 

                     /locus_tag="APZ15_36785" 

     CDS             complement(1023801..1024124) 

                     /locus_tag="APZ15_36785" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006757152.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thioredoxin reductase" 

                     /protein_id="ALK23390.1" 

                     /translation="MPEQVSAAVTDAVTQANVKVVGEAPAVALGTLMQSNSHASAILL 

                     HNAVQMQANQAMSNLAATTVGVMQLYAGSPVAVAAAARSANDNFASQLTAVAQLMNAI 

                     GHWRG" 

     gene            complement(1024321..1024695) 

                     /locus_tag="APZ15_36790" 

     CDS             complement(1024321..1024695) 

                     /locus_tag="APZ15_36790" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349669.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thioredoxin reductase" 

                     /protein_id="ALK23391.1" 

                     /translation="MANDTSAPTDSKDPKDPCNCKTCAVNAAITDAVTQTNVKVVGEA 

                     PAMATGSLYQAQSHSLSVLFENAVQQQSQAAVQLPTSTNVGTMQLYTLGPASAGAAAT 

                     EIGSNGVLSVLADVLALGKALA" 

     gene            complement(1024886..1025218) 

                     /locus_tag="APZ15_36795" 

     CDS             complement(1024886..1025218) 

                     /locus_tag="APZ15_36795" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349668.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thioredoxin reductase" 

                     /protein_id="ALK23392.1" 

                     /translation="MGDTCQVCQVNPAITDAVTQVNVKVVAEAPAMAMGSLYQAQSHS 

                     LSILFENAVQQQSQAAIQSQTSTNVGTMQLYTIGPESAGAAATEIGANGIISILADVI 

                     AIGKAMRP" 

     gene            complement(1025327..1025974) 

                     /locus_tag="APZ15_36800" 

     CDS             complement(1025327..1025974) 
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                     /locus_tag="APZ15_36800" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006750337.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23393.1" 

                     /translation="MSDDALDPLLRQFAEKRLGRPLEPAEERALLERLPGRHAAQPVP 

                     AAGAATQASAASPPLPRLKTRQEAREQVKHFLQLNQQKAYEKMRGILQTIDAQNETTL 

                     GMLASEQQKVSGVLDAHEPPDDAPASGAADIQDSTREALAVIGEQLTGLIRQEIDACF 

                     RHYVDSLAERLVVRLDAIDERLQRIGARPADLHEPAAAATAPASVHDTPGPASME" 

     gene            complement(1026360..1027022) 

                     /locus_tag="APZ15_36805" 

     CDS             complement(1026360..1027022) 

                     /locus_tag="APZ15_36805" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011400973.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23394.1" 

                     /translation="MLPMPERVRGALAFATLGYLACDLPTRLHGAPSSWIWNGIGAFA 

                     CGVAGYATRGGSPGRCARRSMRWCMAAICAGLTLDAMRAPLEAILDICGGTLDTGAMW 

                     NMLVLHLQWFPMSMLAMLALLIRREADRKDGHRRGPVRVLVRAPVRVALEFAGMLLVM 

                     ALGMTAIRAMAFSVGLRWDTSGVAFAMLVSMLAFYALSDRAALAEESLKGRLRNKNGQ 

                     IT" 

     gene            complement(1027131..1027562) 

                     /locus_tag="APZ15_36810" 

     CDS             complement(1027131..1027562) 

                     /locus_tag="APZ15_36810" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349677.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23395.1" 

                     /translation="MSYTPETGSLVGQWTYRSFLNDPDPATAFNDLEFGLGTIEIAQA 

                     PAGIFKGRIFGPGWELQLNGWISYGNPGTVRFQGRGVVSGEEWVYDYVGYVSAPWPNG 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702934
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1026360&to=1027022
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1026360&to=1027022
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702935
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1027131&to=1027562
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1027131&to=1027562
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702936


                     INQRPALTGSIVRTVPHASGNGGVAPAGVVCSWYAVMRDPA" 

     gene            complement(1027650..1029278) 

                     /locus_tag="APZ15_36815" 

     CDS             complement(1027650..1029278) 

                     /locus_tag="APZ15_36815" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349676.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="tyrosinase" 

                     /protein_id="ALK23396.1" 

                     /translation="MNNASGVRVRPSIESLQVEYLKGNKKPLEDLMRAWKGIKALPPD 

                     DPNSFFMIGGFHGEPFRGAGWGSASYWGGYCNHGNVLFPTWHRAYLLRLEQALQSIPG 

                     CEQVMLPFWDETSEESLTKGIPWALTDPDFELDGEKIPNPLASFTFNRAITDNINGDD 

                     PNYSKPLPYVTVRYPLSGLVGTDKDRAATEKHNAKFKDAKENVVLLNRNIVDWLTSYI 

                     VVKGKVVPTNVKRKFEQCLDAPNYTVFSNTTSAAQWNENLPEGAIPVVPLESPHNKIH 

                     LAVGGFDVPHGPNKGDLSPIPGANGDMGENDTAGLDPIFYFHHCFIDRVFWLWQKRHG 

                     FTQHLDVIAEYPGTNSVDAQGPTPGTVPNSWLTLSSPLDPFKKSENGKERAYTSLDCI 

                     NIEEQLGYTYGPGSLEDLPKLSLAATTVPAGNSSKVVRVSGLNRAPIAGSFLVSAYVN 

                     VDGERHLLGTEAVLSRWSVQYCANCQTHLEVKAFFPLDQFSVSAVEGAQYDVEIHTRE 

                     GVRLQTQPASPPVSQAVAGAAPQAAPKLFRLEVR" 

     gene            1030575..1031588 

                     /locus_tag="APZ15_36820" 

     CDS             1030575..1031588 

                     /locus_tag="APZ15_36820" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349665.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="tryptophan--tRNA ligase" 

                     /protein_id="ALK23397.1" 

                     /translation="MTHPTRPTILTGDRTTGPLHLGHYIGSLRARVQMQHEAKQFLLL 

                     ADTQALTDNMGRRQRVTENVIEVALDYLAVGIDPAISTIVVQSQVPELAELSQYLLNL 

                     VTVARLERNPTIKEEIRLRGFERDIPAGFLTYPVSQAADITAFKATHVPVGDDQLPMI 

                     EQTNELVRRFNATVDRPVLVECEAVLSAVTRLPGIDGKAKMSKSLGNAITLGSTPDEI 

                     TQAVKDMYTDPNHLRVSDPGQVEGNVVFTFLDAFEPDVQKVDELKAHYRRGGLGDSVV 

                     KRVLNERLQALIEPIRARRREFEADKAEVMAILKRGTMHARDVAGATLAEVKGAMGLN 

                     YFD" 

     gene            complement(1031702..1032112) 

                     /locus_tag="APZ15_36825" 
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     CDS             complement(1031702..1032112) 

                     /locus_tag="APZ15_36825" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349664.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glyoxalase" 

                     /protein_id="ALK23398.1" 

                     /translation="MQLLDHVSISVPDIELARPFYDAIMAALGAARVYDRGTALGYGE 

                     RCNANDTASTFLAIYLDPAEIGVSKRHWCFKAASRAQVDAFFEAGLATGGQSDGEPGL 

                     RPHYHGDYYGAFLVDPAGNRVEAVCHASVPAHAS" 

     gene            1032604..1032936 

                     /locus_tag="APZ15_36830" 

     CDS             1032604..1032936 

                     /locus_tag="APZ15_36830" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_016901253.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23399.1" 

                     /translation="MGGVYFVQWATGRPDHPPIIDLVLGDWGESAGPADRVLVSLIYI 

                     PREGGGPVSVVNAAERGVDNSGLFEFALAREQVIGTPLAPLVFQMIDALWITEPRIAE 

                     VKALDNVV" 

     gene            complement(1033143..1034402) 

                     /locus_tag="APZ15_36835" 

     CDS             complement(1033143..1034402) 

                     /locus_tag="APZ15_36835" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012328601.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23400.1" 

                     /translation="MPRKRKEEVTIEPGKGLNLDPELIKQLVPGTLDRATINEQLAAL 

                     KKAIFERALGGELTHHLGYEKGEAKPSDSTNHRNGTSRKRITTDDDLLDVEIPRDREG 

                     TFDPVLIAKGERRFTGFDDKIIAMYARGMSVREIQGFLLEMYGIEVSPDFISTVTDAV 

                     IDEVREWQQRPLEPMYPVVFFDALRVKIRDEGVVRNKAIYLALGVRRDGTRDVLGLWI 
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                     EQTEGAKFWLRVVNDLKLRGVQDILIAVVDGLKGFPEAINTVFPETTVQTCIVHLIRN 

                     SLDFASWKDRKSAAAALKEIYRAPTAEAAAVALDAFDAGPWGTKYPPIAALWRRAWEQ 

                     VIPFYAFAPDIRKIIYTTNAIESLHMQLRKIIKARGHFPSDEAALKLIWLALRNVVAK 

                     WTGSRHDWKSAMTQFALLYPERFSIGI" 

     gene            complement(1034745..1035338) 

                     /locus_tag="APZ15_36840" 

     CDS             complement(1034745..1035338) 

                     /locus_tag="APZ15_36840" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349661.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cell wall assembly protein" 

                     /protein_id="ALK23401.1" 

                     /translation="MTLVDTYLAGLRAVLPDTDNAALAAATGATPAQLDALRAAYPQC 

                     PASLLELLGTLDGTYWRDYGGTTVNVLVLGSDVYEYPYYLLSAAQMLEEGAKYRDSIA 

                     EIYGDDANDDGELVDPRIDIALPMGRRLCFSHCMNNGGTSQLYIDFEPAAGGKVGQVV 

                     RFLHDPDSYAVIADDFDGYLRQLIDGGYAFVIDFDEE" 

     gene            complement(1035410..1036330) 

                     /locus_tag="APZ15_36845" 

     CDS             complement(1035410..1036330) 

                     /locus_tag="APZ15_36845" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349660.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23402.1" 

                     /translation="MIVRPRQNWLRMLFVWNGSVLQSIIPQLVFMAIVSTLAVFTNGR 

                     IFGEKIPLNTAPFTLFGLALAIFLAFRNNASFERFKEARHLWGNLLIAARALTSQLNR 

                     YLPDSVDDAERNRLADLLIAFTYALKHQLRHTDPTQDLQRILGAERTAALAGKCFKPV 

                     AILDELRGSIVRALGRAPGSDATCWMFEAQLDELGKSVGGCERILSTPIPFSYSVLLH 

                     RTVYAYCVLLPFGLVDSTEFFTPLICVFIAYTLIALEAIANEVAEPFGLAPNALALDA 

                     MARTIERSVLELGDRPLPEEFVPASTYQIT" 

     gene            complement(1036494..1037501) 

                     /locus_tag="APZ15_36850" 

     CDS             complement(1036494..1037501) 

                     /locus_tag="APZ15_36850" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349659.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ubiquinol oxidase subunit II" 

                     /protein_id="ALK23403.1" 

                     /translation="MQIDLPVVWAAIIGLGVFIYVMLDGFDLGIGLLFPFFDAKAERQ 

                     VMLDTVAPVWDGNETFLVLGGAGLYGAFPVVYSTLLPANYLPLVLMLVGLIFRGAAFE 

                     LRAKATRTQHMWDLAFIGGSALAAFCQGIVLGSLLQGIKIVNNQFAGGPFDWLSPFSL 

                     MCGIGVLVTYATLGCGWLILKVDGELQRKMRLLMKPLAGVLLAVMGVVSLWTVIGLPA 

                     VAHRWFGSGNLGWFLPVPILVVACVWGIFHSVKRTHEATPFLLTLALVFLGYTGLVIS 

                     IWPNIVPPSLSIWDASSSYSSQKFALIGTVIVLPIILVYNAMQYRVFRGKVREGDVGY 

                     H" 

     gene            complement(1037505..1038905) 

                     /locus_tag="APZ15_36855" 

     CDS             complement(1037505..1038905) 

                     /locus_tag="APZ15_36855" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498424.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23404.1" 

                     /translation="MEIFDAFHLARLQFAFTVSFHIVFPAISIGMASFLAVLEWRYLV 

                     TGDAAYKSMFQFWSKIFAIGFGMGVVSGVVMAYEFGTNWAGFSRVAGNITGPLLTYEV 

                     LTAFFLEAGFLGVMLFGWQRVSPRAHFFATLMVAVGTLISTFWILASNSFMQTPQGYK 

                     IENGLVVPVDWFKIVFNPSFPYRLVHMTIAAFIVAGFIVAACGAWHLLKGRRDEPVKR 

                     SFSMALWMLLVLAPIQIVVGDAHGLNTREYQPAKIAAIEGLWETEKGGTALNLVGLPD 

                     MQAETTRYAIQVPHLGSLILTHSWDGEIRGLKEFPPQDRPYSPIIFWTFRIMAGLGML 

                     MLLTALLGLLLRKGGRLYETRWFQWFVVCMGPSGIVALLAGWITTEVGRQPWTVYGVL 

                     RTVDSVAPLSAQQVGVSLLIFVVVYFLVFGTGVYYMLKLMKRGPAAQAGYIELHRHPG 

                     LRKSALSTPLNVTEAE" 

     gene            1039331..1040200 

                     /locus_tag="APZ15_36860" 

     CDS             1039331..1040200 

                     /locus_tag="APZ15_36860" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349657.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="formate dehydrogenase family accessory protein 

                     FdhD" 

                     /protein_id="ALK23405.1" 

                     /translation="MESCIRRDEPTGSTACHVTRHRAGEVRDTVDRVVDETPVALVVN 

                     GIAHTVMMATPIDLDAFGLGFVLSEGIVERASDVFDIESECRPGSAEVRLTVSQQAFM 

                     ALKAHRRALAGRTGCGVCGIESIAQLDLHPPRIAAAGAAAGIGADAIARAARTLPAHQ 

                     TLMRETGGIHAAAWCDRDGAVLDVFEDVGRHNALDKLIGRLARRRADLHDGFVFLSSR 

                     ASYELVRKAARVGIPMIATISAPTSLAIDVAREAGVRLLGFCRNDGFVEYVSPDAVHP 

                     DQPALAQAHPDFS" 

     gene            1040200..1041414 

                     /locus_tag="APZ15_36865" 

     CDS             1040200..1041414 

                     /locus_tag="APZ15_36865" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349656.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="molybdopterin biosynthesis protein MoeA" 

                     /protein_id="ALK23406.1" 

                     /translation="MKPLTDFDTAQQHFASAFAPLGATLSVPVAEAAGHVLAAPLTAV 

                     LDQPPADQSAMDGYAVRHAYLALGEPLHVAQRCYAGDMPAPLAPRTAARLFTGSLIPP 

                     GADTVVMQEHAHEQDGRVAFDAPQRSGSHIRRRGEEVRAGDLLVPAGVRMGAMHVGVA 

                     AAQGFARIDVRPALRVGILTTGDELVACGQPRAPQQIYNSNAPMLGALVSGTGAEVAM 

                     SLHAADTAPAVDRALRDLHAGCDLVICVGGASVGDKDLLRPTLDALGASFIVAGVRMK 

                     PGKPVALARLDTRPVVLLPGNPGAAMTAFALFVAPLIRRLQGRAARLPIVPSLPIDGD 

                     FEPDAQRERFVRVHCTVGLDGMPVLDTLRQQGAGTLQSLVQASGLARLPAGRRIANGD 

                     AVPYYEFAPWLA" 

     gene            1041620..1042744 

                     /locus_tag="APZ15_36870" 

     CDS             1041620..1042744 

                     /locus_tag="APZ15_36870" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498427.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cyclic pyranopterin phosphate synthase MoaA" 

                     /protein_id="ALK23620.1" 

                     /translation="MQADEPIVNAIVSAAPAAAAASGGASPGAFPRPTDTLGRPLRDL 

                     RLSVIDQCNFRCGYCMPRESFGADYAFMPSSERLSFTQLEKIARAFTSLGVEKIRITG 

                     GEPLLRRNLEALIERLAALTTVEGKPVEIALTTNGSLLAAKARSLRDAGLSRVTVSLD 
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                     ALDDAMFRRMSDADVPVSRVLAGIEAAQAAGLAPVKVNAVIECGVNDDQILPLVRHFR 

                     HTGVAVRFIEYMDVGGASFWSGDKVVPAAQMRALIDAHYPLVLVGEPAHDATAIRCAH 

                     IDGAGEVGFIASVSHPFCGTCSRARVSADGTLYTCLFATQGTDLRPWLDEAASSADLA 

                     AAVRDRWTHRDDRYSERRAARPARVPGKTYPTVRMSLVGG" 

     gene            1042791..1043363 

                     /locus_tag="APZ15_36875" 

     CDS             1042791..1043363 

                     /locus_tag="APZ15_36875" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545627.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="molybdenum cofactor biosynthesis protein MoaE" 

                     /protein_id="ALK23407.1" 

                     /translation="MTTFTESPAGLPDDPLRAGGHPPPVDAADPHHEPPPAITAGFEV 

                     RVQYAPIDAGAELAPIVRNPNVGAVVNFLGVVRNEGDVDDVVALEVEHYPTMTEQALW 

                     SIVEEASARWQLEAVKIVHRVGRIPLGQTVVLVVVAAAHRACAFDACEFLMDFLKTHA 

                     PFWKKEIRHDGESGWVEAKAHDDQAMRRWG" 

     gene            1043416..1043673 

                     /locus_tag="APZ15_36880" 

     CDS             1043416..1043673 

                     /locus_tag="APZ15_36880" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006498429.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="molybdenum cofactor biosynthesis protein MoaD" 

                     /protein_id="ALK23408.1" 

                     /translation="MKLTIKYFASVREQLERDEETVEVDARELTVDALRSTLAARDAR 

                     SADALRMDRPVRAAVNLEMVTGEFVVREDSEVAFFPPVTGG" 

     gene            complement(1043861..1044094) 

                     /locus_tag="APZ15_36885" 

     CDS             complement(1043861..1044094) 

                     /locus_tag="APZ15_36885" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014897512.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 
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                     /product="hypothetical protein" 

                     /protein_id="ALK23409.1" 

                     /translation="MTPRTLHRRLADDGTSYREILESVHHALAVESVKSGKLSLQEIA 

                     FLLGYDSLGNFRRAFIRWEGMSPSEFRRAETRS" 

     gene            1044174..1044617 

                     /locus_tag="APZ15_36890" 

                     /pseudo 

     CDS             1044174..1044617 

                     /locus_tag="APZ15_36890" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014897514.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="fatty acid desaturase" 

     gene            complement(1046418..1047449) 

                     /locus_tag="APZ15_36895" 

     CDS             complement(1046418..1047449) 

                     /locus_tag="APZ15_36895" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095826.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="spermidine/putrescine ABC transporter 

                     substrate-binding protein" 

                     /protein_id="ALK23410.1" 

                     /translation="MKKTIGAMLLLAAVTTQAAELHIGSWPNILPVNLLKKFQADTGI 

                     ETTLDTYASDAALTQKLQAGGGGYDVVVAGDYYVPVLVKSGLLLKLDKRKLPNVANIK 

                     PEYRHPSFDPQRDYAMPFTVVLTGFAYDSARVPGGRLDDSWKSFFEPPVALRGEIGDL 

                     DVEEELYMAASWYLGQDECTERPDDAKRVLDVLQKQKPFVKTYSNDGTVDRLASRQII 

                     VQHVWNGAAARAQDRLPTIRFVYPKEGVRLFMDSLLVPAKARNVDSAYKFIDWMMRPE 

                     NIALVTNALRYSNEIVGSERYIDPALHDNPAIKTPEQYKDRLKPYKMCSPAAIQLRNK 

                     VWLKLKGNQ" 

     gene            complement(1047446..1048297) 

                     /locus_tag="APZ15_36900" 

     CDS             complement(1047446..1048297) 

                     /locus_tag="APZ15_36900" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095825.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ABC transporter permease" 

                     /protein_id="ALK23411.1" 

                     /translation="MISPELRRFPLTATIACAVLVFLYLPMLTVMAMSFNVGPSALIW 

                     DGFGIRGYVEAWSDPTLVRAAKNSLLLALASTVLSTTLATSAAVAWWSRSDRRGFDSV 

                     GLVIALPLAIPEIVLAIATMMLFSMFESELGFGAVLFAHVVFSVPLAYLPIKARLKTI 

                     DRTLLEAAADLSATPWAAFRQITAPLALPGIVAGALLSFVASMNDYVTSYFLAGAGMT 

                     TLPMYIFGALKIGITPKVSAVSTVVIGLSTIQLTVVWIIGARGKRRSRAEQSEIHHAN 

                     LHAIGTA" 

     gene            complement(1048284..1049153) 

                     /locus_tag="APZ15_36905" 

     CDS             complement(1048284..1049153) 

                     /locus_tag="APZ15_36905" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095824.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23412.1" 

                     /translation="MTSPTALVMIAGVVLPMIVLAVVSLSAPRDFGGVSWGDFTAGAY 

                     ERILFDRDWDGGRVLQQGYLAIFIRSMTMAVLTTAGCLLIAFPTALFMATRSLKWKAT 

                     LLILVTIPFWTCVVVQMYGLIIVIADDGLLNQMLSRAGLMHGPLGLLYTDLATLIGLV 

                     YAFTPFMVLPIFAALDDFDWRLAEAAYDLGAHKPAVLVHVVVPCCRPGIMAGIGLVFV 

                     PALGSYTIPGLLGGNHAFMIGNLIDFQFAGGRDWPLGAAMSFALLAAVLLAMLASRLG 

                     SLFQRQERVHDFA" 

     gene            1049792..1050244 

                     /locus_tag="APZ15_36910" 

     CDS             1049792..1050244 

                     /locus_tag="APZ15_36910" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095823.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetyltransferase" 

                     /protein_id="ALK23413.1" 

                     /translation="MATAEQLEYRPMTERDVGAFYDVRFSVSENRIHPHQVHLLNRNL 

                     LIEKIRQGGGWICECDDEVAGVCLPVITETPFISALFVAPQFHGVGIGRELLARALTW 

                     LKDKGVNHVTLVTDPGSRADGFYQRLGWKRGELDEYGCQVVFTKLLVD" 
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     gene            1050260..1051279 

                     /locus_tag="APZ15_36915" 

     CDS             1050260..1051279 

                     /locus_tag="APZ15_36915" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095821.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23414.1" 

                     /translation="MKPVADAIRRTAAQCPAPLHTIFITLDLMKRMGVPVDVLLKGTG 

                     ISPADIERPGAMVTHAQEMVLFANALEATGNSAIGLHIGYAIPVTSYGLRGHAMLVSP 

                     TLGDALRMGFEHPLLGISYFRIRITTIGETARIIVGGYTYRTDLLVVNTDMVFTALRR 

                     QIRDLIGHNPDFSRIGFVFPEPPHASSYAEYFDCPIEFEADENYLEFSSSVLEIALPL 

                     AHPIEFEVARKACAKREFELAHWVPSDLIGRLLGLMYDDPTCQDIAEQSRKLGMSMRS 

                     LQRKLQEMGTSFSDLYDIVRQDLTSRYLAEKEYTIKEIAARLGYKNSSAFSRAMKRWS 

                     RFSPE" 

     gene            complement(1051588..1052616) 

                     /locus_tag="APZ15_36920" 

     CDS             complement(1051588..1052616) 

                     /locus_tag="APZ15_36920" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017774851.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23415.1" 

                     /translation="MGAVMADRCKIPRAFWRSMAHAGLAPAAVLRQARLPATLHLNPQ 

                     ALVSTDQYFALWKAIGQLAPEPGLGIALVTGSEAATHPPFIVAAFHARDYRDGLERVA 

                     RFKRLCTPEQLHIVEEGGECILASAWPYATEPEPAVATDVTFAMLLELGRRGTGQHVT 

                     PRRVEFVRTGSRDEVYRAYFGCPIRYGASRNALVLKSTDLGRPFPGHNPELLDMLTPA 

                     LTAALGEIDARSPIREQVKVVLKRCLASGRPELSGVARDLGMSERTLQRRITDEGTTF 

                     RDLLAEARQELWRRLLADPAAGIDEVSCLLGYQDTSSFYRAFRDWEGITPNRWRELNS 

                     PGVATEPV" 

     gene            complement(1052684..1053514) 

                     /locus_tag="APZ15_36925" 

     CDS             complement(1052684..1053514) 

                     /locus_tag="APZ15_36925" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017774850.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23416.1" 

                     /translation="MFDRSKKTALVTGASSGMGKEIARQLIQDGFQVYVAARNLDKMI 

                     DLERLGARLLRMDISRDAEIVAAVETILKETGGVDVLVNNAGFGLYGPVEDIGIEEAR 

                     YQFEVNVFGTARLTQLLLPAMREKGSGTIVNITSMGGKIYTLLGAWYHATKHALEGWS 

                     DCLRLELAPFGIRVVIVEPGLIETGFGDVVSRSLLTRSGSGAYAKLIQAVAKATQQAY 

                     GNGRGTDPDVIANVVSQAVRARKPRTRYVAGKYAKPMILIRAWLGDRVFDRIIMSQMR 

                     " 

     gene            1053667..1053897 

                     /locus_tag="APZ15_36930" 

     CDS             1053667..1053897 

                     /locus_tag="APZ15_36930" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017774849.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23417.1" 

                     /translation="MAPFATGAAPSVTVRSSLGPYDPVVYRRRIGGALYDASAGRTYT 

                     CKATIKDGKMLLHGYLGISALGQTRVFHRANG" 

     gene            complement(1053988..1054389) 

                     /locus_tag="APZ15_36935" 

     CDS             complement(1053988..1054389) 

                     /locus_tag="APZ15_36935" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006756384.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23418.1" 

                     /translation="MSTEWKHRVRLFIQRFWQPTSACMTCMPGSWGNIMSVAHWTIAF 

                     HTGLLTGLLAVLLTFTPVAKLYAHRYGNALIVGCLTTLGDAYSHTSHYRIPYLEHIVT 

                     GAISGLLTLAASYLLEDRARRLRAVWARVFG" 

     gene            1054764..1055687 

                     /locus_tag="APZ15_36940" 

     CDS             1054764..1055687 
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                     /locus_tag="APZ15_36940" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006494835.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="recombination-associated protein RdgC" 

                     /protein_id="ALK23419.1" 

                     /translation="MWFKNLQLHRLPAPWAVTPDQMEAWLAPYAFQPCNSIEMQRFGW 

                     ASPRDDGALVYSNNRQMLLVFRSEKKLLPASVINQVTKARALEVEEQQGFKVGRKQLR 

                     ELKEQITDELLPRAFSIRRDTRVWIDTVNGWLVIDAASQALADEIRGLLVKSIDQLPL 

                     AGVQVAHSPVAAMTDWLLSGEAPGGFTVDQDAELRSSGEGGATVRYVGHALEANDMRR 

                     HIEAGKQCMRLAMTWNDRISFVLTPSLTIKRVSPLDVIKEAADPTAQNDDERFDSDVT 

                     LMTGELARMLADLVESLGGEQQHDSIQKAAA" 

     gene            complement(1055868..1057463) 

                     /locus_tag="APZ15_36945" 

                     /pseudo 

     CDS             complement(1055868..1057463) 

                     /locus_tag="APZ15_36945" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095499.1" 

                     /note="with YejAEF is involved in resistance to microcin 

                     C; Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="microcin ABC transporter ATP-binding protein" 

     gene            complement(1057463..1058569) 

                     /locus_tag="APZ15_36950" 

     CDS             complement(1057463..1058569) 

                     /locus_tag="APZ15_36950" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095498.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peptide ABC transporter permease" 

                     /protein_id="ALK23420.1" 

                     /translation="MSSSTPVSSSTAWTAERDRAGQSPSPWRRTWLRFRAQPLGYWSF 

                     VIFVALFAISLFADVLSNDRPLVLRYDGHYAFPIVKDYPETRFGGDFPAKTNYLDPAI 

                     RANLDARGNFAIFPPNRYRYDTIDYFASRPYPAPPSSSNWLGTDQFGRDVLARLLYGF 
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                     RLSVLMAFALTASGMLIGVLAGAVQGFYGGRTDLIGQRLIEIWSALPDLYLLIIFASI 

                     FTPSLWLLFVLLSMFGWLVLSDYVRAEFLRNRALDYVKAARTMGLSNAQIIWRHVLPN 

                     SLTPVITFLPFRMSAAILSLTSLDFLGLGVPPPTPSLGELLKQGKNNLDAWWISVSAF 

                     AALVVTLLLLTFIGDALRNALDARTRGSAFGGGR" 

     gene            complement(1058523..1059575) 

                     /locus_tag="APZ15_36955" 

     CDS             complement(1058523..1059575) 

                     /locus_tag="APZ15_36955" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009916971.1" 

                     /note="with YejAEF is involved in resistance to microcin 

                     C; Derived by automated computational analysis using gene 

                     prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="microcin ABC transporter permease" 

                     /protein_id="ALK23421.1" 

                     /translation="MIGYIFRRLLLMVPTLIGVVTITFAVTQFVPGGPVEQVLTQLRH 

                     GSAHGGEAGGGGGGYHGSQGVDPQQVEQIRRQFGFDKPPLERYWMMLKAYARFDLGDS 

                     YFVHARVWDVIRSKLPVSITLGMWTVILTYLVSVPLGIAKAVRNGSRFDTVTSVLVLA 

                     GYAVPGFVLGVLLLMLFGGGTFWQVFPMRGLTSDNFDDLTLIGKALDYLWHIVMPVTA 

                     SVVGNFAIVTILTKNTFLDEIGRQYVLTARAKGVPERDVLWKHVLRNAAIPLLTGLPA 

                     AFVGAFLNGNLLIETLFSLDGMGQLSYDSVIRRDYPVVLGSLFLFTLIGLLTKLIADI 

                     CYVLVDPRIQFNSLDR" 

     gene            complement(1059595..1061481) 

                     /locus_tag="APZ15_36960" 

     CDS             complement(1059595..1061481) 

                     /locus_tag="APZ15_36960" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095496.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="peptide ABC transporter substrate-binding 

                     protein" 

                     /protein_id="ALK23621.1" 

                     /translation="MTVSMLHARRAQAIAARGAIAVCAAALAYGVAIASAVAAPAIAQ 

                     FGAPKYPAGFTHFAYADPDAPDDGTLAFQNYNEAQSYDSLNPFLVRGSPAPDIKNLMF 

                     DTLMQRSWDELASEYALIADDVQVAPDGLSATFHIDPAARFSNGDPITADDVKYSFDT 

                     LSGPQASPLFNAQFSVIRRAVVVDGHTVRFEFKHAERDAALIAGDLPVFSPKWGMRAD 

                     GTRPPFDQIATVPPIASGPYLIEQRKNDKQIVYVRNPRYWAANLPSRRGMYRFARVSF 

                     KLYLDQYTMLEAFKAGDIDARMEYSATQWARRYVGRNLRNGMLKQGEFPDGPAQMQGF 

                     LINLRKPQFADVRVRHALTLAFDYDWMNRMMFYGQYRRTDSFWAASPFGAKGMPSERE 
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                     LALLAPYRAELPAEVFGPMIRPPSTLPPGSLRANLKQARDLLAQAGWHFRDGALRDAN 

                     GTPMTIEIIDDQPGMDRLILPYIQALGTLGIRASLHELDSALYQRRLDNFQYDMTTFI 

                     YSPVTIPGAELARRFGSAAASQVGSENYPGVKSKAVDALIRAALAADTLDDLETATHA 

                     LDRVLINLYILVPHYYLPNARIAYKASYGHPAIVPDSYQYEDWIISYWYRKKPAGAAR 

                     VSGT" 

     gene            complement(1061596..1064371) 

                     /locus_tag="APZ15_36965" 

                     /note="TonB-dependent receptor; disrupted; Derived by 

                     automated computational analysis using gene prediction 

                     method: Protein Homology." 

                     /pseudo 

     gene            complement(1064644..1065219) 

                     /locus_tag="APZ15_36970" 

     CDS             complement(1064644..1065219) 

                     /locus_tag="APZ15_36970" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095494.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="XRE family transcriptional regulator" 

                     /protein_id="ALK23422.1" 

                     /translation="MVSSSDESMLVATSMGNKIRTLRRQLKLTLDVTAAAAGISKPFL 

                     SQIERGRAMPSIATLVGIAKALGVTIDHFVGASPDTPTACQCESLQHCGVESLASAFA 

                     QLSHLASGTKLDARLFRIPRGRATPEAAPYAGEAFVYVMNGELELTLDDRTVVLKAGD 

                     AAHYESTPTQVWSNATNEEAVIVWVGAPAGA" 

     gene            complement(1065490..1065915) 

                     /locus_tag="APZ15_36975" 

     CDS             complement(1065490..1065915) 

                     /locus_tag="APZ15_36975" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010095493.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbD" 

                     /protein_id="ALK23423.1" 

                     /translation="MGMNVSSGGGEPDVMVDINTTPLIDVMLVLLIMLIITIPIQMHS 

                     VRMDLPVGNPPPPSKPPEAVQIDIAADGATTWNGARVPDRAALEQKLAHVAAEPVQAE 

                     IRLRPDKLAPYRAVAGVLASAQRVGATKIGLIGNEQYMP" 

     gene            complement(1065925..1066347) 

                     /locus_tag="APZ15_36980" 
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     CDS             complement(1065925..1066347) 

                     /locus_tag="APZ15_36980" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015878224.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbD" 

                     /protein_id="ALK23424.1" 

                     /translation="MAMNVGQDDNDDVIANINTTPLVDVMLVLLIIFLITIPVVTHTI 

                     PLELPKETVQPLETTPKSVEIAVNRDGQFFWGETHVDGPTLLAKLKGISQMSPQPDVH 

                     VRGDENTRYEFIGRVITACERSGIAKVSFITEPPARGG" 

     gene            complement(1066366..1067259) 

                     /locus_tag="APZ15_36985" 

     CDS             complement(1066366..1067259) 

                     /locus_tag="APZ15_36985" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_015602754.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="biopolymer transporter ExbB" 

                     /protein_id="ALK23425.1" 

                     /translation="MAKRSLAAIAACMLISSVALEALVVPQPAFAEASAPVAVAATAS 

                     APQAAADEPLPPPAPAATQAVENPYGLGALWKNGDFVARFVLILLVIMSMGSWYIMIA 

                     KFLEQFRANRRAKLADEQLWSAPSLSAGASLLDEASPFRFIAETAIEAGEHHDAALLE 

                     AVDRNTWIDVSVERAITNVSNRLQDGLAFLATVGSTAPFVGLFGTVWGIYHALTAIGI 

                     AGQASIDKVAGPVGEALIMTAIGLAVAVPAVLGYNFLVRRNKSLMERVRNFGAQLHTV 

                     LLAGGKRTVRAAGTPAASLVH" 

     gene            complement(1067331..1068035) 

                     /locus_tag="APZ15_36990" 

     CDS             complement(1067331..1068035) 

                     /locus_tag="APZ15_36990" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481523.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="energy transducer TonB" 

                     /protein_id="ALK23622.1" 

                     /translation="MKIEDGVLASGGGPARPGRQRQFGGKQRNPVRRFGGIAAVLLLH 
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                     VLLVYALLNGLATKVVQVIQHPIETRIIEPVKPPPPPPPLPVVKLPPPKATLPPPPFV 

                     PPAEVPVQAPPQAAITHQAAPVPSAPAVQAPVVTPPAPAAKPVSHEVGVVCPNSDQMR 

                     ASMQYPKEAQENNITGDVTIEFVVDADGNVTNVRVLQSADPVLDRAAYNTVKRFKCMA 

                     QGQPVRVQVPFSFNLN" 

     gene            1069201..1071933 

                     /locus_tag="APZ15_36995" 

     CDS             1069201..1071933 

                     /locus_tag="APZ15_36995" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013697997.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TonB-dependent receptor" 

                     /protein_id="ALK23623.1" 

                     /translation="MPVAAQEAASGAAAVAAPPNAASPSAPARGEAATQKPATASLKA 

                     FVVTGSRIPRSEKEGATPVTVITGQELESKGYRNVFDALQSQTQNTGFTQGADYGNTF 

                     TPAANALSLRGLGPNHTLVLVDGRRVADYPIAYDGNVNFVNLANIPSAMIDRIEILNG 

                     AASAVYGSDAIAGVVNIIMKKHIDGIEVNVKGGRTWDGGGGNGRLQVSGGKEFGALST 

                     VFGLEISKTNPIWSGQRDFMASSTLEGEPPTKTWARQNLDTGRYVGAAGACGPLAGIG 

                     AFGGTSTVGTRNGAYCGSGGAQPSYWTTQTNNVSENLYGGVEYRLSDLVTLFGSVSTA 

                     WNQTENNTRGPSWTSAAATTGYFFNQETGANEAWTKRISPQEIGGASVWNKHWNDVAG 

                     NLITGLRGKVPDSSWNYELTYSASGYQSRATVPRLLSNVDSYYLGPQLGTAADGAPIY 

                     APNAARFATPLTPNQFASMYGESTSRNNTWTQTFSLAANGNLFSLPAGPVRAAGVIEY 

                     GTQGFSNSIDPALNQGVYYNAAGATGASGNRKRYAAAVELRVPILSQLTANVATRYDD 

                     YSFAGTRNNKLTYDLGLEYRPLRELLLRGNYGTSFRAPDMNYIFMSQSKGYFESTTDY 

                     FRCNQSGKSLASCEYANVSPGSNFIQKGNANLKPENGKSWGAGFVLAPTPDIDLSADY 

                     YNIRIDNLVTTIDPDNLLRTEAACRAGQLSASSPNCVDALSRVIRNPLTAVLDPGAIN 

                     TILVNPINAAMEKTTGFDLGGKWRFRLGHAGTFLLSANFTKVLSHKYQQYTNGPVQDL 

                     LHSLANPTGNPEWPDKLMLSLTWSIPKWTSTVQLERYGKVPNAAQTAYLTPTTLANLS 

                     ISHQFSRDTSLTFVMNNVFNTIKHDDSSGWPYYTVGYYMPYGRTLWLEFSHHFS" 

     gene            1072259..1072771 

                     /locus_tag="APZ15_37000" 

     CDS             1072259..1072771 

                     /locus_tag="APZ15_37000" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350034.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23426.1" 
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                     /translation="MFSNKFPILIAASAIFAAHASAQTTASAPVPEQLPYDIPYGPPI 

                     TLTQARTAMAAAETEARRRNWKYAIAVVDSGGNLVSCDKMDGTQLASVEIAEAKALAS 

                     ARFRRQTRDLQNAINNGATANLSIPGILAGEGGIPIVIDGHLIGAIGASGGAGVQDSV 

                     IAAAGAAAIK" 

     gene            1073105..1073842 

                     /locus_tag="APZ15_37005" 

     CDS             1073105..1073842 

                     /locus_tag="APZ15_37005" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350033.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23624.1" 

                     /translation="MVVCRCARTGNAAPRGTYSGRFGPERLPTRNIRKKENMRATTRE 

                     KDENDMAPHKNESRIYARAGMTRRAVLKMMAAALTQVGLLTAAPGHAFAQQPSFDART 

                     FLALSKALTGHANLDPTTAARLVDAFRRTDPGFSTRAAALAHRVRAGQTPAQLLADAD 

                     SAGLHDTALAIVAAWYTGTVGHGQKAVMVAYADALMYDTVHDGMSAPTYCSNGPLWWT 

                     AEPPPADVAPPRKTVASATTPYPQPHA" 

     gene            1073848..1075500 

                     /locus_tag="APZ15_37010" 

     CDS             1073848..1075500 

                     /locus_tag="APZ15_37010" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014898994.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="choline dehydrogenase" 

                     /protein_id="ALK23427.1" 

                     /translation="MRTPVFESNGDVSADVVIVGSGVVGGLIADQLVSQGHSVLVIES 

                     GLRIERGQAVENWRNMPFDNRVGSDFQGLYPQAPNAPAPLYFPKNNYVGLSGRDGQSF 

                     QQGYLRTVGGTTWHWAASSWRHLPVDFRMKSTYGVGRDWPISYDDLEPYYCRAEEEMG 

                     VAGPSDPAMQSPAQRSRPYPMDMVPWGHGDRRFAEIVNAHGYRSIPIPQARSTRPWHG 

                     RPVCCGNNNCQPICPIGAMYSGIHHIERAEHKGAKVLAESVVYKIDTDANNRVTAVHW 

                     YDASHKSHKASGKMFVLACNGIETPRLLLLAANERNPHGIANGSDQVGRNMMDHSGFH 

                     CTFLANEPMWLGRGPAQSSCIVGPRDGDFRGQYSANKMILNNISRVGPATQQALKLGL 

                     VGKALDEEIRRRAIYGVDLSISLEPLPDPNNRLTLSKTRFDPLGLACPDIHYDVGDYV 

                     RRGYDAACRQLTHIGSLFDAVEFNITKTLNANNHIMGGTIMGSDPKNSVVDGDCRTHD 

                     HANLWLPGGGAMPSASVVNTTLSMAALGLKAADSISASLAKG" 

     gene            1075577..1077010 
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                     /locus_tag="APZ15_37015" 

     CDS             1075577..1077010 

                     /locus_tag="APZ15_37015" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011350031.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="cytochrome C" 

                     /protein_id="ALK23625.1" 

                     /translation="MFGSVGSTPAFAQEKATGAASTSADAALIEKGHQLAIAADCMAC 

                     HTALDGGKPFAGGYGIASPMGQIYSSNITPSKTAGIGNYTEVQFARALRGGVRADGAR 

                     LYPAMPYTSYSGLSDNDVHALYSYFMHAVKPVDEPAPATNLPFPFGMRVAMTGWNMLF 

                     LSDKRFEADPAHDAQWNRGAYLTNVLAHCSACHTPRNELMAEDFSRNLGGAQLGAWYA 

                     PNITSDPVSGIGAWTDDELVSYLKTGRAPGKNQAAGPMAEAVQNSLQYLSDADLKSIV 

                     TYLRSTKPIRDEHESEPAFAHGRAVSSEATLRGTTALNANGTLTTGEALFSGYCASCH 

                     QANGKGSPSQAYPSLSNNTATGSRNPSNLIAAILYGVDRDAGGQHVLMPSFGEDSYVQ 

                     PLKDDQVAAIANYVLAQYGNANVTVTPDDVAVARNGGPVPLLVRARPLMLVAPVVVVL 

                     LGVFAFVLRRRRARRTVRSAMTSGEVG" 

     gene            1077546..1078112 

                     /locus_tag="APZ15_37020" 

     CDS             1077546..1078112 

                     /locus_tag="APZ15_37020" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014498587.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK23428.1" 

                     /translation="MARNKEFDIDQVLDAAIDVFRSHGYAGTSAGMLVEAMRIGRQSL 

                     YDTFGDKWGLYCAAVKRYGDTERQAHLDALNQGHKAIDGLRAMMNRVVHEARRPCLGV 

                     GSISEFGDSEPELTKLREGIGKFLLKALTKRVQEAQAQGDVSREVDAEQAASFLVANI 

                     AAIRLSARGGASDPELASLGRLAMRVLM" 

     gene            1078162..1079130 

                     /locus_tag="APZ15_37025" 

     CDS             1078162..1079130 

                     /locus_tag="APZ15_37025" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_004207066.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="alcohol dehydrogenase" 

                     /protein_id="ALK23429.1" 

                     /translation="MRAVVMNGVGDVDMLEYVERNDPVPGPDEVLVGIAVAGVNFMDI 

                     GVRQGMAWTNMPNPKIIGVEGAGRVLALGEGVSDLEVGQRVAWAYAPGSYAEKVVLPA 

                     AALAQVPDDIDDRVAASLMMNGFTASHFATDFYPIQQGDIALVHAAAGGVGSLLAQII 

                     KLRGGTVIGRVSSESKAALAKAAGADHVIVDREGNFVDAVMDMTGGDGVHVVYDGSGP 

                     TTFQASLDVLRYSGTFCWYGPVLGADATIELFRLPRSIKIGYASFANHIRTPELLRSH 

                     AAQLFSWVREGVLKVHNGGVYALADAAKAQADMWSRKTSGKLLLIP" 

     gene            complement(1079241..1080500) 

                     /locus_tag="APZ15_37030" 

     CDS             complement(1079241..1080500) 

                     /locus_tag="APZ15_37030" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012328601.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23430.1" 

                     /translation="MPRKRKEEVTIEPGKGLNLDPELIKQLVPGTLDRATINEQLAAL 

                     KKAIFERALGGELTHHLGYEKGEAKPSDSTNHRNGTSRKRITTDDDLLDVEIPRDREG 

                     TFDPVLIAKGERRFTGFDDKIIAMYARGMSVREIQGFLLEMYGIEVSPDFISTVTDAV 

                     IDEVREWQQRPLEPMYPVVFFDALRVKIRDEGVVRNKAIYLALGVRRDGTRDVLGLWI 

                     EQTEGAKFWLRVVNDLKLRGVQDILIAVVDGLKGFPEAINTVFPETTVQTCIVHLIRN 

                     SLDFASWKDRKSAAAALKEIYRAPTAEAAAVALDAFDAGPWGTKYPPIAALWRRAWEQ 

                     VIPFYAFAPDIRKIIYTTNAIESLHMQLRKIIKARGHFPSDEAALKLIWLALRNVVAK 

                     WTGSRHDWKSAMTQFALLYPERFSIGI" 

     gene            complement(1080787..1082211) 

                     /locus_tag="APZ15_37035" 

     CDS             complement(1080787..1082211) 

                     /locus_tag="APZ15_37035" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349644.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-aminoadipate aminotransferase" 

                     /protein_id="ALK23431.1" 

                     /translation="MKLYEKLADDIERLIRQGVYRHGDRIPSVRQASQQHRISITTVL 

                     HAYLLLESRGLLESRPQSGYFVNLRRDDGHAPVRELRPSKPIAISSSVDVSRLVLSTL 
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                     RSIGTDDAVPLGSPYPDPSLFPFEKLNRYAYAAGRDKSLWGVTDGLPPGHPRLIRQIA 

                     RRYLENGMSVDPNEIIVTVGATEAINLCLQAVAKPGDTIAVESPTFYAMLHAIERMGM 

                     KAIEVATHPEYGIDIAALAAIAKSQPIAACMVMPNFQNPLGFQMPDERKRELVEFATK 

                     AGMPLIENGVYNELYFGDAHPSSLKSYDRNGIVLHCSSFSKSLTAAYRIGWALPGRYR 

                     DQVEKLKFLNTLATPSLPQLAIAEFLERDGYEHHLRRLRKAYAQQANLMRAMVSRFFP 

                     EGTRISSPAGGYVLWVELPAQVDAMRLYQLALEQGITIGPGYMFSITDNYRNFIRLNY 

                     SSPWSPEIEQAVIAVGKLASACMK" 

     gene            1082765..1084942 

                     /locus_tag="APZ15_37040" 

     CDS             1082765..1084942 

                     /locus_tag="APZ15_37040" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349643.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23432.1" 

                     /translation="MTDRALVDQLVARLTSRTDHPHFTGAPIDLSTLDAHALGAVWPA 

                     LRRVEYEIMVRDQAFEDPRADFARWLHRQIDALGLVPLVDADAALELFRDIPAGGWKR 

                     ALEELPCLDAPPSPALQAELARIAGEPEEGDVRTESSTYGVYTLDRFAGRRDFSARRD 

                     AYARALADSPFRVRELDVLPELGLAGLLALAATNNGYFAPRRLWLDLSDPAVTLAEDA 

                     AYVAFARDALTEAAQHVAALHAGAVPYEADRAFTTDDAQVVARAARVAAYRDEAWLRP 

                     LIGPLLTGVCVAPTAAKTAPSQSLAIALGHAVETIPTPEGVRALRDALAAVRHAGVQK 

                     KLARNLKPAERALGERPHTALRMTLDAKPDKKQLAMLATCMEAGFWQSMTLGHAEWRE 

                     RLVDAPAGAAFAARTIWHARGRDGSTQSFMPEIAKGKVVLRDAAGHAIDIAGDSDIRL 

                     WHPLLADADERLAWQRAIVGRTLRQPVRQAFREYYVPADGDASASDSAMFEGHVLSSR 

                     QLVGVARREGWSIRAYDDGLVREFGDVRATFFVDARLYPGSESHGTSRRLHFERRHDR 

                     HWIPLPIGEIDRVVFSEVARAVDLLVSVAAFALDDDTTRAATAALTVDPVRQREREAQ 

                     RWQRLNRLSDVPLGTMARHRRHVLSLVFAGPVAQGKMTIDERHVRVGAWSVHCATGRV 

                     MRDGEPVDAAIEPPPSPLRAVPWLPYDEALLQRIVDVVAGLLD" 

     gene            complement(1084953..1086365) 

                     /locus_tag="APZ15_37045" 

     CDS             complement(1084953..1086365) 

                     /locus_tag="APZ15_37045" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006753106.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK23433.1" 
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                     /translation="MASDKLSGERDGGAPAQAKRPTYVEVSSSIEEEIRSGMYPPGSR 

                     LPPQRQLATELGINVSTVSRAYKELQLRGLVIGSKRRGSLVTGGAMPSIEPARASLAA 

                     GNGVIDLTVNRPATGEFLASLAQTFGTLPNDPRFAALQEYQPPQGPDWARAAGAQWLA 

                     APGFAPSRDQVVVTSGAQHGLYAVLNSLIGTDGVIVADRLTYYGLKALAPVFQFEIVS 

                     APADDDGLLPDEIERICQRMPVKAIFVVPNLQNPTVTTMSLARRMALVDIARRHHVTI 

                     IEDDVYGPLVRDRLPAIAGLCPELTFHIGATSKILAPGLRLGYLSCPRDSVALCAEAV 

                     RTTAWMPAPTSMLIATVWIEDGTAERIMDAQLAEIRARVDLARELLPAGQLKSDPACM 

                     FVWLRLPQPWRADDFAANAKARGVIVMPSSTFAVDRAEIEHGVRINLACPASRDELVN 

                     GLRILAGTLKDRPRALFGSI" 

     gene            1086597..1087826 

                     /locus_tag="APZ15_37050" 

     CDS             1086597..1087826 

                     /locus_tag="APZ15_37050" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006761812.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid dehydrogenase" 

                     /protein_id="ALK23434.1" 

                     /translation="MANVAIVGAGFIGLGAAAWLQRDGHRVTLFDPAGIGQGASFGNA 

                     ATFAPYGCVPVNGPSVFRDMPHFLFAANSPLRIRWPYLLHGAPWLARFLLASTPARHA 

                     RSATALAALLSRAADGYAPLLAPSRLAAFVRPRECLYLYARQASFDAAQPSLALRRRL 

                     GVPFETLDASAIRRLEPALAPIFTRGVLFVGSWHFSDPCGFLGALFAHLATGGAALER 

                     ARVERIEPAGDSVNVHAGGAVRTFDLVVIAAGARSRALAAACGDTVPLDTERGYHVQF 

                     GAHEPIVSRPVGWAERGFYMTPLDEGLRAAGTVELGGFDAPMNPSLVALLTRSAREAV 

                     PSLGAPTRSWLGFRPTLPDGVPVIGRARRSARVIHAFGHQHLGVTLAGITGQIVADLV 

                     AQRAPPLDLAPYRAARF" 

     gene            1087867..1089018 

                     /locus_tag="APZ15_37055" 

     CDS             1087867..1089018 

                     /locus_tag="APZ15_37055" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545635.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid ABC transporter substrate-binding 

                     protein" 

                     /protein_id="ALK23435.1" 

                     /translation="MNRRNWLAWLAVCSIGTVGASAQAADPETVKIGFAGPLTGPVAR 

                     VGKDLQYGAQLALDEENAKHPTVGGKPVRFVLDVQDDQADPRIAIQVAQKLVDDGVVG 
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                     VIGHYNSGCSIPASAVYKQANVAMITPGSTNPQLTMQGFKNVFRTMGHDGVGGVVAGR 

                     FAVEQLKAKRIGIIDDRTAFGQGLADAFEKGVKDAHGSIVSREYTNDKAVDFRAILTT 

                     MKSNNVDLLFFGGLDEQGAMLVKQMRSLGIRAQLFGAGALKSNAFLKIAGTSGEGTQD 

                     LEPGPALDKLPSAVAFAQRYKARFNQDVELYAPFSYDAALAMIAAVRKADSLDRGKIV 

                     ASLPGVSVTGVTGKISFDERGDLIKPPYTLFRVEQGQWHSIRTVGGASN" 

     gene            complement(1089049..1089957) 

                     /locus_tag="APZ15_37060" 

     CDS             complement(1089049..1089957) 

                     /locus_tag="APZ15_37060" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349642.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23436.1" 

                     /translation="MKTSGHPRGTWLARRAWYALVAALCTGWSALSFGADDAAALLDR 

                     YRSLGAQLKDNAFHRPLVLESAEASSSLKGDIYAVVDYPFAVVSGQLDDPAQGPANWC 

                     AVLILHLNTKYCHASGGGNGPVLDVNLGRKIQQKLSDTYRVQFRYRVAAASPDYFQVD 

                     LTADSGPMGTKDYRIALEAVPVGASRTFLHLTYSYGFGTVGRMAMKTYLATVGSDKVG 

                     FTNVGGSAAQPQYVGGVRGLLERNTMRYYLAIDAYLATLDKPLDQRLARWFDATEQYP 

                     QQLHEVERGAYLQMKAQEVQRQQAAR" 

     gene            complement(1090047..1090370) 

                     /locus_tag="APZ15_37065" 

     CDS             complement(1090047..1090370) 

                     /locus_tag="APZ15_37065" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_019456470.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="competence protein TfoX" 

                     /protein_id="ALK23437.1" 

                     /translation="MASSQGTVDFIVEQMAAAGTVSARKMFGEYGIYCDGKMAALVCD 

                     DRLFVKPTPEGRAFLGTCEEGSPYPGAKPHLVISGERWDDREWLSALIRITAAQLPVP 

                     VKRRR" 

     gene            complement(1090604..1091536) 

                     /locus_tag="APZ15_37070" 

     CDS             complement(1090604..1091536) 

                     /locus_tag="APZ15_37070" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349640.1" 
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                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23438.1" 

                     /translation="MTHRVAMLVYPGFQVLDAAGPVSAFEMADYARAPYYAVRIVAAQ 

                     PGLVRSSSGVTWHAEPLPDAADLDTLLVAGGDGVDAAMADAATCAFVRRCAARGIRVA 

                     SVCSGSLLLAAAGVLDGRLATTHWGCGERFARAFPQVRLALDRIYVNDGPFWTSAGIT 

                     AGIDLTLALIGEDRGERLARVVAKRLVVYYRRPGGQSQFSALIELDSAQGRFKPLLDH 

                     IRRNLGARLRVSDLAEQACMSPRQFARAFQTETGLTPAKAVEKLRVEAARAALESGAA 

                     SLQRVANECGFGDTENMRRSFHRWLGVAPSALRS" 

     gene            1091620..1092336 

                     /locus_tag="APZ15_37075" 

     CDS             1091620..1092336 

                     /locus_tag="APZ15_37075" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349639.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="thiamine biosynthesis protein ThiJ" 

                     /protein_id="ALK23439.1" 

                     /translation="MATTPFIVVFALFDHVTQLDFTGPDEVFWRLPGARIRRASVRGG 

                     SIRADSGLTVAEVERLADIAHADLVCVPGGLGVIDAIADDAFIREVRRLALGARYVTS 

                     VCSGSLVLGAAGLLQGRRAACHWAWRDLLPPFGAIVDEGRVVRDGPVVTGGGVTAGID 

                     MALSVMADLAGPAYAQAVQLGIEYAPEPPFDCGRPEQAAPDILASVSALFERVRPDRH 

                     AVVARAAQHLALPDASRQPA" 

     gene            complement(1092373..1094109) 

                     /locus_tag="APZ15_37080" 

     CDS             complement(1092373..1094109) 

                     /locus_tag="APZ15_37080" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349638.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="integrase" 

                     /protein_id="ALK23440.1" 

                     /translation="MKPRLASLPSSDSAPAPAGYPDADELAALRAWYAGMTVRQAVER 

                     YLPDRLGEGRSARGVIGGIRRRLVRVARQVGRPDLAERLGHPDGERIREAKAAAEAIG 

                     LLRHARAPVPQISDDVGLWLPARAVAALRAHGIATLADLTVRIPRRRQWWRAIAGLGV 
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                     AGARHIEAFFAAHPDLTERARALIAATPRGSIVPWEQLKLPHEVDGSAGTFRAPRATS 

                     TLDADNDYAAVHAWLSLHESAATRRAYRKEAERLILWAIVERGRALSSLTTEDAVAYR 

                     AFVRRPSPHERWVGPVRPRGAPDWRPFSGALSARSAAYTLSVLGALFRWLIEQRYLLA 

                     NPFAGVKVRDTRGANALDTSHAFTEGEWLLVRTIADGIEFRTGTAAGAPQSGWTPAAA 

                     QRLRFILDFGYATGLRASELVGATLGGIETDAHGDAWLKVVGKGGKAARVALPPLART 

                     ALDRYLVARRLPVTPVRWRPDTPLIASLAEDGAAAITSVRLWKVMQRFFTQTADQVEA 

                     DNPALAQKLRQASPHWMRHTHATHALARGAELTTVRDNLRHASISTTSIYLHGDDVKR 

                     ARQMSSAFAADK" 

     gene            1094215..1094418 

                     /locus_tag="APZ15_37085" 

     CDS             1094215..1094418 

                     /locus_tag="APZ15_37085" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23441.1" 

                     /translation="MIALAIAELDEGRIDTALDAGNFSGDLLNGIGYDLVNAGLKIDR 

                     AMAMIDARLAPSLDDPYALDGKG" 

     gene            complement(1094507..1094698) 

                     /locus_tag="APZ15_37090" 

     CDS             complement(1094507..1094698) 

                     /locus_tag="APZ15_37090" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660611.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23442.1" 

                     /translation="MIRRQSRIVVAAIAVFVSLVGMMAVVTGLLFDNAMALRGGAVAL 

                     VVGVAGFVVMLNPGAKGEE" 

     gene            complement(1094714..1095187) 

                     /locus_tag="APZ15_37095" 

     CDS             complement(1094714..1095187) 

                     /locus_tag="APZ15_37095" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349634.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="universal stress protein UspA" 

                     /protein_id="ALK23443.1" 

                     /translation="MYKKIMVAVDGSASSKLALAEAVKVALAGDAQVSAVYVVDKSVL 

                     FTYAGRFDPHALVEEMRDDGRKVLREAEQVIALAGAKGEAELVETESIGEDISERLQR 

                     YVKEGGIDLAVVGTHGRRGIRRVLLGSVAERFVRGSKCPVLLIRGDDADVAAAAA" 

     gene            complement(1095280..1095492) 

                     /locus_tag="APZ15_37100" 

     CDS             complement(1095280..1095492) 

                     /locus_tag="APZ15_37100" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23444.1" 

                     /translation="MIAPSAWWPLDSGAHGRRAAAAGPADSVARRRVRQARVSRAAYA 

                     KTHKGAGSGARAAPCVGRSQPAWSLA" 

     gene            1095554..1096315 

                     /locus_tag="APZ15_37105" 

     CDS             1095554..1096315 

                     /locus_tag="APZ15_37105" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012372760.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-keto-4-pentenoate hydratase" 

                     /protein_id="ALK23445.1" 

                     /translation="MTTTTERVDGAAQHLVAARHAGSPGPLLPDALRPDDIDTALAIQ 

                     QRVADLLGESVGGWKCALPPPDRVILAPIFASTIREADAPYRVVGGPIVRIEPEIAFV 

                     LDRDLPAREQPYDEQDVRDVIREVRIVLEVLGCRYAEPARASKFELLADGQFNQGLCV 

                     GPVVPDGLNVPLETLALSFEGALNRTIDGRHPDGDPLKPLVWLVNFLASRGDPVRAGQ 

                     IVTTGSYAGAIDVPLGDALTVRFGELGSLSVTLTA" 

     gene            complement(1096421..1096780) 

                     /locus_tag="APZ15_37110" 

                     /pseudo 

     CDS             complement(1096421..1096780) 

                     /locus_tag="APZ15_37110" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349621.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /pseudo 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

     gene            1096879..1098291 

                     /locus_tag="APZ15_37115" 

     CDS             1096879..1098291 

                     /locus_tag="APZ15_37115" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349619.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-deoxy-D-arabino-heptulosonate 7-phosphate 

                     synthase" 

                     /protein_id="ALK23626.1" 

                     /translation="MSLTPLPALLDETLRTVVRRYRLPPLDSASSPADAANPAATLAI 

                     VIEEARRMRSDGHTPDAALRQRFIDALAQMIRDAMDTHSGDPAFQAAVLRHDAPSVRE 

                     YASLSAHAEQDRRALHSAVNAIAHPAKLERSARPWQRDGLARLHAAATGASWADLHDT 

                     LRHLLALPDMKTDPAFEQDIVKLKDSPALERLLRVDALASDEHVRRYRALWVRQGPLE 

                     GSSVAVAQGVASQQRGAAVEALAAQALDALARRLDAVDARRTYRVVTSMRVPSSIPGR 

                     HDRAKTEWDAILLERPRGDDPAPAWNVRFLVEAKASADAATTDLPRLLRGLTLLAQAD 

                     PDTIYSFETHQGTVRVHGASLRTLTTDDAALQREVLYCCDASADATPRLLGAASRMQL 

                     LSAQASLEYASALAQQPHTVPDGLGVVWHALLTMPQWHAVLHQYPSLRQVRELMVAID 

                     DLRAAIDEVDEGGAASSVYA" 

     gene            complement(1098337..1099389) 

                     /locus_tag="APZ15_37120" 

     CDS             complement(1098337..1099389) 

                     /locus_tag="APZ15_37120" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011660616.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23446.1" 

                     /translation="MDQAAFVPVFKFRTIDYPERDRFHVWVKDMLCDCRLEDDGGHGV 

                     FDAEASGAALGPLILSGRHWRSRAPAYRVHRTTRRIRLDGQDSIRFTLLLGGRMASHT 

                     GGPELVKGAGDVFVYDVAQINDCRVEAGDVISLVVPRYLLPSHAAQAHGQTLTSGVGR 

                     LLGDHMLSLFRNLPNLRTHEIPSIVQSMLLLLAAAVAPTAQALHDARGPIDGALAERV 

                     RRYIDVHLLEPDLDPDRICRDIGVSRARLYQLFKEDGGVMRQITRRRLRHAYHVLGDP 
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                     QRRHQRIAEIAWAHGFPDEKYFHRLFKAEFGHTPKETLECAAAPILLPCDAAGDRWAD 

                     GGRLAGWTLPFGVLTN" 

     gene            complement(1099538..1099870) 

                     /locus_tag="APZ15_37125" 

     CDS             complement(1099538..1099870) 

                     /locus_tag="APZ15_37125" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349617.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23447.1" 

                     /translation="MKQILQCAVTLRTALGAAAAGLVLSACGSTQMNMVDVQTSTAKT 

                     LGLASSDEITIANVQYGKKDGLGGQKVSYDATTGKGRRFGCTVFMIPGLTPIDRPTYN 

                     NWECHPQR" 

     gene            complement(1099903..1101432) 

                     /locus_tag="APZ15_37130" 

     CDS             complement(1099903..1101432) 

                     /locus_tag="APZ15_37130" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349616.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23448.1" 

                     /translation="MKPIAWMVMAAALALSACGGDDVATNGGASLSSPNNPGSPSGST 

                     SPGGGSNGGSNGGSNGGPTGGGTTQPQAGWSKAAAVDGKGPEGEPSVTIDASGNALAT 

                     WMTNGTAGTTGNEMWGARYVPGSGWGSATRLDTSDGSHAMNSLTGVQPQLVGNASGQA 

                     VAFWTEWTPGPNTYALWARPYTPNGGWGTPVALVPDMAGSSYSAGMDSQGNALVTWTQ 

                     SISLLDTRIAWTRYTQAGQWSPTALVQMPVQTGPGAVTGDTDNVRPMLSVLSSGRAVL 

                     AWRQTNHTKSALWTATYDATNGWTNVNQAVSNTSLFTTIISPVAGMDAKGNITLLWGQ 

                     LDVTGGKIYTATMSQRYVAGTGWQPSQPVAPAIVEPTGFIATPMLAVNENGVAAAMWA 

                     EGGAVLQASVSDAGGNWGTLQRLTEHLNGAALQYPPLVIDAAGNVTVAWQDTGTPNAS 

                     LLLVAGYRNGAWSTSTLDPQDGSWPALAVNAAGAMALVWQSFVANVGSQIQSSFFTPG 

                     S" 

     gene            1101863..1104043 

                     /locus_tag="APZ15_37135" 

     CDS             1101863..1104043 

                     /locus_tag="APZ15_37135" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_011349615.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23449.1" 

                     /translation="MPRNPLLHRHLFAALAAGLFWIPAAHASGDDGCYAPTTLRQTAY 

                     SCANLPMLSPANDTRINAMLMMVDSAKVAQAFPDPKTIPAKDRINQIIVPFPMDFSGW 

                     IYIGQKEPDTTAKADNAADGDASSNRYADGEGSICRSMNSGADAFNDALGGAGGLPAD 

                     EAARLRAARADIAQKTCAAGAASAAWTKPPVKSPLGQQFAAYLDGTNAFYRADFLTAT 

                     RAFANASHSANPWLKETGLYMAGRAQLNAAQANVFDNDNPTPSLDRVTKVSLDAANTV 

                     FRTYLKIYPQGRYATSANGLLRRVAWLGGNVTQQADLYGHALARWSPATSNVPLIQLA 

                     NELDSKLLFGSEFDARQIQSPTVLATVDLLRMRTSDNSDSSRSKPLTLDELQAQKPRF 

                     ANAPALYDYLLATWYVQIGHKPDAALALLPQAPAEPLDYFGLSQQALRGFALEDSGQA 

                     DKARQLWRDLIPLAKFRFQREALELALAINLEQAGLVNDAFADDSPVQNAAIRAVLLR 

                     RAANADLLRAQAQNPAAGGALRDTALYTLLYKELTRSHYAEFIADAALVSGTPADPLK 

                     PFVASGAKTEDGYTCPSARDIAAMLQQNPADAKGLNCLAEFVRVNPLTANLEGDVVPP 

                     WMRNASAANAARVPPTLGAAPSQFAGKPYERMSSYVTVMADAQANPNDRAYAYYRAIR 

                     CYAPAGSNECGGKDVPKNVRKRWFDTLKASYAGSVWAQKLRYYW" 

     gene            1104051..1104776 

                     /locus_tag="APZ15_37140" 

     CDS             1104051..1104776 

                     /locus_tag="APZ15_37140" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349614.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23450.1" 

                     /translation="MKRVAYVAYVTCMALLLAGRVALAGTVDAAQYDTFWLWAGVKPQ 

                     AVVRGARAVYVLQGQIEASPRDESQVRVIAQGVALPPAPHARVWLVYRAHTLRWTPRV 

                     TQIMLAQLERWRASGRTITGIQIDFDARTRHLQDYLEFLRTLRETLPADCRLSITGLL 

                     DWSSRIDTDQVNQLRGIVDEVVVQTYQGRRTIPDYADYLPRVARLQLPFRIGIIQGGE 

                     WDAPPYLAANPWFRGYVVFLRNA" 

     gene            complement(1104819..1105193) 

                     /locus_tag="APZ15_37145" 

     CDS             complement(1104819..1105193) 

                     /locus_tag="APZ15_37145" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349613.1" 

                     /note="Derived by automated computational analysis using 
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                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="UDP-N-acetylmuramate--alanine ligase" 

                     /protein_id="ALK23451.1" 

                     /translation="MSSTAPTFSEHLFSYGTLQLEPVQLATFGRKLDGREDAMPGYAM 

                     TMLKIDDQEVVATSGKTHHPVVAYTGRPGDRVTGTVFAITREELQHADDYEVDAYRRD 

                     RVVLESGVSAWVYVDAGSPRPE" 

     gene            complement(1105250..1105900) 

                     /locus_tag="APZ15_37150" 

     CDS             complement(1105250..1105900) 

                     /locus_tag="APZ15_37150" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349612.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="threonine transporter RhtB" 

                     /protein_id="ALK23452.1" 

                     /translation="MALHYSLLFAYLAAIVLLIATPGPVVMLVVGTVARRGFRQGMLT 

                     AVGANAASLVMIAGAMLMVFGVVLVSDRLLTGLHVAGCVFIAVLAVRTLLGEWRAGRT 

                     RGANGAAPGEPASQAWRLPGVVRGFLVGIANPKDLLFFVAFFPQFVGITPDSRVSLAI 

                     LAVLWIAVDFTIMTGYMAAINHPLIHRKQRWITASSAGALLVIALAGLGGAISGGA" 

     gene            1106066..1106986 

                     /locus_tag="APZ15_37155" 

     CDS             1106066..1106986 

                     /locus_tag="APZ15_37155" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349611.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23453.1" 

                     /translation="MKTKPLPPVYALRAFESAARTGSFTLAAEELSLTQSAVSKHVRT 

                     LEAYFGRKLFVRRGPRMTVTAEAQIFASGLRRGFRQIEEACMLFQSQRDVLRLKAPST 

                     LTMRWLLDALAAFRDTRPAFEVQIASVWMDVDTVDFFSESYDCAILLGTGKFGEATQC 

                     VKLFDEWLIPVCSRATATVARTNPAACELIHPSPDRRDWRRWLKGSGHDLDVDITRGQ 

                     VFDMLEQGIAAAIAGHGISIGDLALCATAIDEKQLVLPFKTAVNTGDAYYLVWPEDSG 

                     KAAQVRELLAFLEGRMPRLTFPGIRFNGPG" 

     gene            complement(1107125..1107961) 

                     /locus_tag="APZ15_37160" 
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     CDS             complement(1107125..1107961) 

                     /locus_tag="APZ15_37160" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349610.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="haloperoxidase" 

                     /protein_id="ALK23454.1" 

                     /translation="MPYVTTKDHVEIFYKDWGPKDAQPIMFHHGWPLSSDDWDAQMLF 

                     FVQKGYRVIAHDRRGHGRSAQVSDGHDMDHYAADAFAVVEALDLRNAVHIGHSTGGGE 

                     VARYVAKHGEPAGRVAKAVLVSAVPPLMLKTDSNPEGLPLEVFDGFRKALADNRAQFF 

                     LDVPSGPFYGFNREGATVHQGVIRNWWRQGMEGSAKAHYEGIKAFSETDQTEDLKSIS 

                     VPTLVLHGEDDQIVPIADAALKSIKLLKNGTLKTYPGYSHGMLTVNADVLNADLLAFV 

                     QA" 

     gene            1108381..1108620 

                     /locus_tag="APZ15_37165" 

     CDS             1108381..1108620 

                     /locus_tag="APZ15_37165" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014253392.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23627.1" 

                     /translation="MQRTIAYRGFEIQVELTPAADEDTFDVTFQIKGATNLEVLGARG 

                     GRISLRNGPFTERWAYLVAEIAGQAAIDVLLGPVD" 

     gene            1108726..1108911 

                     /locus_tag="APZ15_37170" 

     CDS             1108726..1108911 

                     /locus_tag="APZ15_37170" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008345076.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23455.1" 

                     /translation="MDFAGWFEAYVGGSWPTFDPRNNAPRIGRVLMAYGRDAADVAIS 

                     NAFGAAVLTHFKVHCDQ" 
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     gene            complement(1108920..1109516) 

                     /locus_tag="APZ15_37175" 

     CDS             complement(1108920..1109516) 

                     /locus_tag="APZ15_37175" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013093607.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23456.1" 

                     /translation="MASKGQRYRIVFAGRGVAGLPIAPTIGARTVPERPPQAHLMVRR 

                     AVARATFGTALEWFDFALYGVVAATISEAVLSVARPDRVAGELLGGTRGPSARRGDLR 

                     HARRNLMLVTVSVMGPSSFLMGLFTVTSSRAVIDPQRAFNLLQSGRWGGLNALTSLRT 

                     LRHERSALRNSPFDSNGDVATRRILSVHFRAGSASAGS" 

     gene            complement(1109578..1111311) 

                     /locus_tag="APZ15_37180" 

     CDS             complement(1109578..1111311) 

                     /locus_tag="APZ15_37180" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_007009374.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23457.1" 

                     /translation="MMSASNMLLDVDHIEVLRGPQGTLWGTNALGGAINVVTKQPDGT 

                     RDVHVTTEVGEHGYRMGEAVLGGNIVPGQLDGRMAIRYGHENGDISSRYTDKLGKRDI 

                     GAFRGGLRFTGLDDTIITVTGNYLHDQANSPLYVLRSASQFPTSGILTEPDLKTTQAG 

                     ATVTVEHFFKNFQLTSISSYQHNKLESELDLVDKLVYDAIGFPASSNVGHSTDQENIF 

                     SQEIRLNSLEGAPVRWVVGASAMRTNGIRWCSSTQCAPPPYSGSVAMKSNLDTTNLGL 

                     FGDVSIPFANRWEFSIGGRVSHDNIEMKQGNSLGLASLTGSNSTSQTYPTGRVALSFK 

                     WTNDIQSYVSVARGHASRVYPLFSYPVDGIVGNPYPAALGWTYEAGVKADLLSHRLQI 

                     DASVYHNDIKNGVMSYLDPSLGAFRTTYQDYKTSGFELQARALIAEGLSFSGGVGYIH 

                     SELGANGAAVNTVTGNPVPNTPKWTATAGLQYETSAKAIHLPGKLSADLQYQYTGKRT 

                     ADIDKSYYLDAYSLVNAQIGWKNKDLEVYLFGRNLFDKRYETFGSLYSGMQLVSVGRG 

                     RTLGVGLTKSF" 

     gene            1112202..1113350 

                     /locus_tag="APZ15_37185" 

     CDS             1112202..1113350 

                     /locus_tag="APZ15_37185" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_017526909.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hemolysin secretion protein D" 

                     /protein_id="ALK23458.1" 

                     /translation="MSTAAISRTKPIVISVVGLVVVFGLLYAWRAVRSGGAEQQAMPP 

                     MPVSTIRAEPRSVADEWQAVGSLQAVHDVLLAPDTSGRVTAVNFDAGQSVKEGAVLIQ 

                     LYDAPEQADRAAAVAKADFAQLQLRRSQALAPTGAEPRELLEQHKADAAQTAAAVRQL 

                     DARIQQKSIRAPFSGQLGIRRINLGQYLNAGDAIATLTQLDPLYVNFTLPQQDMPRLT 

                     SGAPVQVTVDAVPGRVFTARISAIEPRIDGETRNVAVQALLPNTDRLLKPGMYVTARL 

                     VLPATTDNIVLPLTAIQTSASGDSVVVVKGADAQGVGKAVAVPVITGRRLGEEVLVSQ 

                     GIKPGDIVVMAGQNRLPPGATVKINGTPPSATATPDAPAVVSSSASAR" 

     gene            1113364..1116456 

                     /locus_tag="APZ15_37190" 

     CDS             1113364..1116456 

                     /locus_tag="APZ15_37190" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017526908.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acriflavine resistance protein B" 

                     /protein_id="ALK23459.1" 

                     /translation="MRFTDIFIRRPILALVVSLLILLMGATSIFLLPVRQYPYLENAT 

                     ITVSTTLPGATQDVMQGFVTTPIAQSIATASGIEYLSSTTTQGKSEIKARLVLNANAD 

                     RAMTEILAKVQQVKYQLPAGITDPVISKSTEGGTAVQYIAFYSKTLSIPQVTDFASRV 

                     AQPLLTSIPGVASADVYGGQTLAMRIWIDPVRLAARGLSAGEISAALRANNVQAAPGQ 

                     LKSALTVTNISAATDLRSVEDFRQMVVKSSAGGGVVRLSDVATVEIGGQNYNSLSFAT 

                     GIPAIFVAIQPTPAGNPLEIVKQANELLTRIRAMAPPGLTVAPNYNVARFVNASIEEV 

                     KHTLVEAIVIVIAVIFLFLGTFRAVIIPVVTIPLSLVGTAALMLVCGFSINLLTLLAM 

                     VLAIGLVVDDAIVVVENIHRHIEEGLTPVRAALLGAREIVGPVIAMTITLAAVYAPIG 

                     MMGGLTGALFKEFAFTLAGSVIVSGVVALTLSPVMSSMLLSSRQGEGRLAKRVEHYME 

                     GLTAFYGRLLARTLAARGAVLLVGVAVLAAIAVLFTGTRRELAPTEDQGAVIVVTKAP 

                     QYAGVGYTARYAQQIEKLFEQIPEFDSSFMNIGDSAGGQNMMLGGAILKDWSKRKRSA 

                     TEIQGQIQAAGGAIDGETLTAVQLPPLPGSSGGLPVQMVLRSPDDFKTLYETGEKIKA 

                     AAYASGLFLYVQNDLSYDSPQAHITIDNAKASEMGVTMQSVADTLAVLVGENYVNRFN 

                     FHDRSYDVIPQVRGAERMTPEDLGRFYVKTTSGALVPLSTVTHVEMRPQANQLTQFGQ 

                     MNSTTLEMLPAPGVSMGEAVKFLQSQPLPPGTSVDWLSDSRQFVQEGNRLLISFCFAL 

                     VVIFLVLAAQFESLRDPLVILVTVPLAVCGALVPLWLGFATLNIYTQIGLVTLIGLIS 

                     KHGILMVTFANHIQHHENLSRIEAIEKAAAVRMRPVLMTTAAMVAGLVPLLFADGAGS 

                     ASRFSIGIVVVMGMMVGTFFTLFVLPTIYSFIAKDHRVTAESSRARELATAEAPDVAL 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940702999
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1113364&to=1116456
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1113364&to=1116456
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703000


                     " 

     gene            1116521..1117912 

                     /locus_tag="APZ15_37195" 

     CDS             1116521..1117912 

                     /locus_tag="APZ15_37195" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017526907.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transporter" 

                     /protein_id="ALK23460.1" 

                     /translation="MAVAVAVITAGCASGPDYHAPALPETAAGPFVSRPSNTDVAEAL 

                     PANWWKLYDDPALDKLVQEALSANPNLRVAMANLDRARAIYTEARSGQFPSTSMSGGV 

                     GYGRDQTTWSGTGQAPAQWSYSAGLDVSYELDLFGRVRRDIEAARDDTDAVAAAYDAA 

                     RVVVVAETTRAYVDACSYGESIGVARSSVELAQRSLDLIDRQAHAGSASHLDVERAGV 

                     TLAQAQSALPPLQGQREAALFELAALTGRTPSQVPEPARDCTKAPEISGALPVGDGTA 

                     LLRRRPDVRQAERQLAADTARIGVAVADLYPRVTLGASGNYLRNDYLKGNRTLSFSFG 

                     PLISWTFPNMMVARSRIAQAKAQSAASLASFDGAVLNALKESEQSLSAYGAAMQQRDA 

                     LVEARNRAENAFRLADQRYRAGSISYLDVIVAQTSLIDAKAQVAAADQRVGSARVSVF 

                     KALGGGWEQASTQ" 

     gene            1118360..1118608 

                     /locus_tag="APZ15_37200" 

     CDS             1118360..1118608 

                     /locus_tag="APZ15_37200" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017424863.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ferric uptake regulator family protein" 

                     /protein_id="ALK23628.1" 

                     /translation="MLVRTEGAQGRALYALKPDRKNLQNDTVRCHCGARLVFIEDRAL 

                     HEHLRSLATKEGFDLDNEPAFTITVTCAECRPFRRRRE" 

     gene            complement(1118712..1119551) 

                     /locus_tag="APZ15_37205" 

     CDS             complement(1118712..1119551) 

                     /locus_tag="APZ15_37205" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012734056.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1116521&to=1117912
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1116521&to=1117912
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703001
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1118360&to=1118608
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1118360&to=1118608
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703169
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1118712&to=1119551
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1118712&to=1119551


                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23461.1" 

                     /translation="MSSIAITDPAVAKDVDNLPRPVVALSAMSVAKGWEHARHRHRRA 

                     QLLYSVRGILNCEIENGVWIVPPQCAVWIPGDLPHSARGSGETECHCLFVEPDAAPDL 

                     PKTCCTISVSPLLRELLLKVAGFPASYPSGGREDRLIAALLDELAAAPVEDLHLPMPR 

                     DPRLRRLAEMLLADPTDKTSKSDWATRIGMSERSMSRLLLHEIGMSFGRWRRQLHVIL 

                     ALQRLTIGESVQTVALELGYENASGFITMFRKAVGKPPARYLSDRTTNAQSDAVRGIV 

                     LPD" 

     gene            1119779..1120189 

                     /locus_tag="APZ15_37210" 

     CDS             1119779..1120189 

                     /locus_tag="APZ15_37210" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012734057.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23629.1" 

                     /translation="MLIDASKFPLVWMRLNAPGTDPTVSPFAEFEGLLARKEVFVLLN 

                     DEGLDKGEHEHSPEERKQTSLWMKRHKSELRTFVKAGIYIEPNTAKRLATKAFALVYE 

                     KFWGYPMLTVATKDEALALARRLLLGEQTDAWSH" 

     gene            1120271..1120843 

                     /locus_tag="APZ15_37215" 

     CDS             1120271..1120843 

                     /locus_tag="APZ15_37215" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012403791.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23462.1" 

                     /translation="MASKTVETRRSVSVGSKIRLLRQRQGRTLDDVATVSQLSKPFLS 

                     QVERDHASPSITSLASIAKALGVSASYFIDTPTEESCVRRRKDLRYFAFADSADLLAR 

                     LSIRPGDRQLEAILVRMSPGERPGKGTTHACEEFVHVLSGEVTITLEGKTFVLGVGDS 

                     AHYESTIPPIWTNTRDDEAVLVWVGTPRLL" 

     gene            complement(1121198..1121773) 

                     /locus_tag="APZ15_37220" 

     CDS             complement(1121198..1121773) 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703002
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1119779&to=1120189
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1119779&to=1120189
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703170
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1120271&to=1120843
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1120271&to=1120843
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703003
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1121198&to=1121773
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1121198&to=1121773


                     /locus_tag="APZ15_37220" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011881966.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transcriptional regulator" 

                     /protein_id="ALK23630.1" 

                     /translation="MKNESGLSSRERILVAATKIAQAHGYSGLNFRDLAEAVGIKAAS 

                     IYHHFASKADLGAAVARRYWEESAAALDAILAESANPIDCLRRYPDTFRKALEHGNRI 

                     CLCSFMAAESDDLPETVTKEVQTFADVNVAWLSKVLSDAAVVSADDSERRARAIYAAV 

                     AGAQLIARSRSDISVYDGLIESYRIAGLLPA" 

     gene            1121909..1122592 

                     /locus_tag="APZ15_37225" 

     CDS             1121909..1122592 

                     /locus_tag="APZ15_37225" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725086.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glutathione S-transferase" 

                     /protein_id="ALK23463.1" 

                     /translation="MAFSTTDFDVTQLPIMTIYDFPKGPYPTRVRIALAEKGLRSRVE 

                     FVMVDLYKGEHKRPEFISEKNYSGTLPVLELNDGTCIAECTAITEYLDTLDGAPTLTG 

                     RTPLEKGVIHMMSKRAELELLDAISVYFHHATPGLGPNVELYQNAEWGLRQRDKALRG 

                     MHYFNDVLKKQPFVAGDAFSMADITVIGGLVFASIVKLTVPAECGALLDWYTRMRERP 

                     SVKNQPAFA" 

     gene            complement(1122984..1123814) 

                     /locus_tag="APZ15_37230" 

     CDS             complement(1122984..1123814) 

                     /locus_tag="APZ15_37230" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349609.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23464.1" 

                     /translation="MASANLMLITGVSSGFGRALAQEALAAGHTVVGTVRSAQAAQAF 

                     EALSARAFARVLDVTDFDRIDGVVAEIEANVGPVDVLVNNAGYGHEGIMEEAPLAEMR 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703171
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1121909&to=1122592
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1121909&to=1122592
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703004
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1122984&to=1123814
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1122984&to=1123814
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703005


                     RQFDVNVFGAVAMMKAVVPFMRERRRGRILNITSMGGHITMPGIAYYCGSKFALEGIS 

                     EAAGKELEPFGIAVTAVAPGSFRTDWAGRSMSRTPRSIADYDAIFDPIRQAREEKSGK 

                     QPGDPVKAARAILAVVAAQHPPAHLLLGSDALRLVRGKLAALDEEIRAWEAVTVSTDG 

                     " 

     gene            1123909..1124880 

                     /locus_tag="APZ15_37235" 

     CDS             1123909..1124880 

                     /locus_tag="APZ15_37235" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481347.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23465.1" 

                     /translation="MSPEPVSARSPSLPPRDRKRLVTLLRALAPDEGYNLTALPSVRI 

                     LRSNRALSRTPVLYDPGIVIVCQGCKRGYFGGERYLYDEHHYLAVSVPVPFSMETDAT 

                     PERPLLALYLHLDFTMAAELAAQIDREGIAEPVQAPRSMMSTPMDATMHASVLRFVEA 

                     MGRALDAAVLGPALLRELYFRVLTGAQGSAMRSALAMRGQFGRIGRSLRVIHADYAQP 

                     LDVPQLADAAGMSVPSFHSHFKAITQVSPMQYLKSTRLHQARLLMVREDLTAEAAGYA 

                     VGYTSPSQFSREFKRLFGLTPAKETQRMRESFAIPAAFDDAVFVSSH" 

     gene            complement(1124927..1126318) 

                     /locus_tag="APZ15_37240" 

     CDS             complement(1124927..1126318) 

                     /locus_tag="APZ15_37240" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349607.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug MFS transporter" 

                     /protein_id="ALK23466.1" 

                     /translation="MEIAETFGDEGFDIPRRYFAAVAILVGVFMSALDSAIVNIALPT 

                     ISTDLRVSAASVIWVANGYQVASAATMLTCASLGSRIGERRFYTIGLVLFTIASLGCG 

                     LASTFGALVAMRVLQGISYAILISVGYGLYRVIFPPASLGTIFGVNALVFAVGTAVGP 

                     ALGGLIVSWASWPWLFFINLPFGIAAIAFSFVALGKDTHRERGFDVPGAVTSAAAFGL 

                     LALAVDQIGRWSNRTVLVLAVAAAVLMLAFCVGQARARHPLLPLDIFRSRRYTFAVLT 

                     SVTMFVSQGMALVALPFVLQHTYAYGVLKSALVFTPWPIAVALCAPFAGRLANRFNAT 

                     QLSSVGVLMFCLGIGSLILLPAQPSPGDFMWRVALCGVGYGFFLPPNNKEMFANAAKN 

                     RTATASGVLSTARTTGQSIGAALVAVVIALVSGAGGGEGERQFPVYVFALACAIAALS 

                     FFASVARIYRQRG" 

     gene            complement(1126355..1127044) 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1123909&to=1124880
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1123909&to=1124880
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703006
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1124927&to=1126318
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1124927&to=1126318
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703007
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1126355&to=1127044


                     /locus_tag="APZ15_37245" 

     CDS             complement(1126355..1127044) 

                     /locus_tag="APZ15_37245" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349606.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NUDIX hydrolase" 

                     /protein_id="ALK23467.1" 

                     /translation="MEPDRGVVNTGAGLAGAHVEAGSPQAALEVIVRGVEGHGIPAGT 

                     DWPTAKQFLADNDGQWKFSAVLVAIVARREPTILLTRRASNLSEYSSHVSFPGGRPAE 

                     ADRDIGATALREAFEEIRLAPGAVRVVGSLPIHKTRKRHHAIFPVIGIVPETATWEAA 

                     PAEVAEIFEFPFAALLNPDLPRQYTDGERMGAWYWAEQTQDIWGVTAFILNSLAGLAR 

                     DAAHGAPARRD" 

     gene            complement(1127326..1128531) 

                     /locus_tag="APZ15_37250" 

     CDS             complement(1127326..1128531) 

                     /locus_tag="APZ15_37250" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349605.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MFS transporter" 

                     /protein_id="ALK23468.1" 

                     /translation="MTDAGNRGPLSRTATAVLALAAGVAIANGYALQPSLSAIASDFG 

                     VAASRMAALASVTMLGYLVGLAVLVPLVDRFSPRVLVSMQMGALALLLACASLSPGPL 

                     VLDAAFFLVGAATTVAAQCSAVAGKHADPQRRGVAMGAVSAGISAGILLSRFAGGVLS 

                     QWCGWRGALLVLAGCVALAAVGGAVLLPGGRPEGLPGRANAIAAIPRLLRDSAPLRRR 

                     TCAGMLWFFAFNLVWVGLALRLAGPPYNLGAAAIGAYSLAGVLGLGVTRVAGKLADRF 

                     GDRAVIRGGLVVAAVSTLLLAVALGRPGWLAVGLALFDAGCFAAQVANQTRVVAIQPA 

                     RAGALSAAYLTLYYAAGAGGAVAAGLLNARVGWGAMMIVTAAAIAAAGWIGTASARID 

                     ARSEPTSVA" 

     gene            complement(1128528..1128893) 

                     /locus_tag="APZ15_37255" 

     CDS             complement(1128528..1128893) 

                     /locus_tag="APZ15_37255" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011545653.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1126355&to=1127044
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703008
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1127326&to=1128531
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1127326&to=1128531
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703009
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1128528&to=1128893
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1128528&to=1128893


                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23631.1" 

                     /translation="MRKRISTGSPWEPKVGYSRAVVVDNTIYISGTAGKGADVYAQTR 

                     DALATIDRVLADSGFSLSDVVQSRLVVADFDNWEAAARAHGEIYGDIRPAFSLVHALP 

                     FVDPEILVEVEAIAVRPAA" 

     gene            1129033..1129851 

                     /locus_tag="APZ15_37260" 

     CDS             1129033..1129851 

                     /locus_tag="APZ15_37260" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349603.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TrmB family transcriptional regulator" 

                     /protein_id="ALK23469.1" 

                     /translation="MSENTELITSLIRLGFTQYEAQAYAALVGQAALTGAEVGRRAGM 

                     PPSKIYETLGRLEARGAVLVNRSEPVRYAAVPHRSLLEDLRKRFNADLETAAGALDRL 

                     PVQQEPGLVWSLSGREAIASAFARVIVNAKTQIFAGVWDEEIDDLGPLLEAAAARGVD 

                     THVAIYGNRTLNGPRHYDMAKCGASARLRLSGRRLAVAVADNTEAVVAEFGDHSPDHA 

                     TLTTNPVIALLAVEYIKADVSGRVLIDAMSPAEYRKVLKHPDMQAMLAPLDKAS" 

     gene            1129946..1130803 

                     /locus_tag="APZ15_37265" 

     CDS             1129946..1130803 

                     /locus_tag="APZ15_37265" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349602.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="phenazine biosynthesis protein PhzC/PhzF" 

                     /protein_id="ALK23470.1" 

                     /translation="MTAYAFRLLNVFAESTFGGNPLCVFEDARGMDDATMQALAVQFN 

                     LSETTFVLPSERAHARVRIFTPGYEMAFAGHPTLGTAHVVRDLLGAGNELALEFKAGV 

                     VDVGAHGDVWTFTAPHAGMPKTAACELSDARTAALLGLTEDDLLAPPIWVDTGADQLL 

                     VALTDPAAVRRAQPDSAGIGIWPTSSLGRKTAYVFAFDAERPGTVVSRYFFVKQGSVS 

                     EDPGTGSACANLGGWLLAMNRDLPAAFQVEQGEAVGRPCLLRLSVSANGKIGVGGRVI 

                     ELGRGVVNV" 

     gene            1131057..1131734 

                     /locus_tag="APZ15_37270" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703172
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1129033&to=1129851
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1129033&to=1129851
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703010
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1129946&to=1130803
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1129946&to=1130803
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703011
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1131057&to=1131734


     CDS             1131057..1131734 

                     /locus_tag="APZ15_37270" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013013145.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23471.1" 

                     /translation="MNALAPDLVRTLHASCDACFGTTAVWPLVEHAYGEPQRHYHTLA 

                     HLAELFAHLAPYRAEPLWPVIELAVWAHDFVYATTLPDHADNEACSAQWLVQVTNAHC 

                     SASWLRAHASHVSVAHDLVLATKSHRLPDAFASAPDLQRAGRIFLDADLAILAAAPDR 

                     LREYDRAIACEWAQDPDAPSAAFREGRKQALEHLRAQVPLFQSAEFAPLTPLAQRNLD 

                     TLIAEYA" 

     gene            1132075..1133001 

                     /locus_tag="APZ15_37275" 

     CDS             1132075..1133001 

                     /locus_tag="APZ15_37275" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489721.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="ribokinase" 

                     /protein_id="ALK23472.1" 

                     /translation="METIAVIGSNMVDLVTYVARMPARGETLEAPNFELGCGGKGANQ 

                     AVAAARLGARVVMVTKVGDDVFADNTIRNFEREGIDTTHVRKVAGVPSGVAPIFVEPD 

                     SSNSILIVKGANRHLTPADIDAAAPQLAECALIVLQLEIELDTVYHAIEFGARHGIPV 

                     LLNPAPAVADLDFERIRTVEFFVPNETELAIVSGMPVDSRDTAARAAEALVARGLKHV 

                     LVTLGSDGSLLVSRDGVRHVPGVPVDARDTTGAGDAYIGCFARCYAASRNALDAMRYA 

                     SAYAAHSVTGLGTQKSYADTATFERFLRDAGI" 

     gene            1133043..1134416 

                     /locus_tag="APZ15_37280" 

     CDS             1133043..1134416 

                     /locus_tag="APZ15_37280" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489743.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="sugar transporter" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1131057&to=1131734
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                     /protein_id="ALK23473.1" 

                     /translation="MGRARIEHTPDGYYLNRTPLFAFTLLCCLFALWGTAANLNDVLI 

                     AQFKKSFFLSDFESAFVQSAFYLGYFFLAIPAATVVKKFSYKTTILVGLLLYTTGCLL 

                     FFPAASMAKYGMFLVALFVIAAGLSFLETASNSYSTLMGPRETSTRRLNISQTFYPFG 

                     AMAGVYMGSFLIFKEGDASHAQLAAMSAAEAHVHQLAMIQATLEPYKWLIVVLVAVFI 

                     VFALTPYPACKGNGPGAATHRIDARGTLARLFGNRRFVAGVVAQFLYVGAQVGVWSFT 

                     IRLAMQIGGLTERGASHYLLATFFAFFVGKLVATLVMKRVGPAKVLIVYGILCIVLLA 

                     YTISVHNITAVYAAVGVSVFLGPCWPTIYGLTIDGLGKDTEYGGSILVMSIVGGAVVP 

                     LIQGLISDHTGGNMQLAFVVPLACFVVIVYYGFYCLRHLPAATPDATADGPAAARYAA 

                     TRNTSGA" 

     gene            1134419..1135471 

                     /locus_tag="APZ15_37285" 

     CDS             1134419..1135471 

                     /locus_tag="APZ15_37285" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349594.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="deoxyribose mutarotase" 

                     /protein_id="ALK23474.1" 

                     /translation="MRGEIELRRDDFRDTPRTLYRTDGLTVTAFAYPSGVEALKLENR 

                     RGHLVVLPYLGQMIWAAAFDGRDLTMKHMFRQPKRAASIIDTYGCFMFHSGLLRNGCP 

                     GPDDTHALHGEMPCAPMDRASLVVGADARGAFVEVTGEYEYVQGFGSHYMARPSVRLT 

                     EHDAQMTISMDVTNLGGAPMDLMYMAHLNYAYVPGGRFVQSLPHNGLRLRDSVPAHVK 

                     PTAAWRDYTATLAREPQRLHTLDAPALYDPEIVFFMNDAETDAGGVAHFRLAHPDGGA 

                     FHTAYRPEQFPHATRWILHNADQQVAAFALPSTCEPEGYQAERRKGHVATLAPGATRR 

                     FEVVTGYLSAAEARHA" 

     gene            complement(1135506..1136276) 

                     /locus_tag="APZ15_37290" 

     CDS             complement(1135506..1136276) 

                     /locus_tag="APZ15_37290" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335555.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="DeoR family transcriptional regulator" 

                     /protein_id="ALK23475.1" 

                     /translation="METKKGERIKTLMNVLQGQNAIHLKEVAELFGVSEMTIRRDLAD 

                     NPHGLSLIGGYVTRHFAAQRSDIGEYVVSAENDRQTEEKRRIGKLAAQFVTTGDTIFV 

                     DCGSTTPFVVDFIPDDLEFTAVCNSLNVFAKLQQKPHCSVILCGGAYHRKNMVFESVA 
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                     ETGILDTVRVSKAFISAAGVSDRCGVTCFNFHEVDAKKKVMERAQNRFLLVDHTKFDE 

                     VRAAYFAELTDFNYVISDGQLSGRYETTIREHGIALVT" 

     gene            1136423..1137103 

                     /locus_tag="APZ15_37295" 

     CDS             1136423..1137103 

                     /locus_tag="APZ15_37295" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:SwissProt:Q39NL8.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-deoxyribose-5-phosphate aldolase" 

                     /protein_id="ALK23476.1" 

                     /translation="MPLSNAQLAQTIDHTLLAPDASDAQIRDLCRQAAEHRFYSVCVN 

                     SANVPLAARELADTGVLVCAVVGFPLGAGLSAAKAFEATAAIAAGAGEIDMVINIGAL 

                     KSGRADDVKADIEAVHRACGAVPLKVILETGLLTDDEKVRVCQMCRDLGVAFVKTSTG 

                     FGHGGATLADVALMRRTVGPVLGVKASGGVRDRAAALAMIEAGATRLGTSSGVAIVTD 

                     QGGVESAY" 

     gene            1137451..1138986 

                     /locus_tag="APZ15_37300" 

     CDS             1137451..1138986 

                     /locus_tag="APZ15_37300" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014899357.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="catalase" 

                     /protein_id="ALK23477.1" 

                     /translation="MSNTANRFLQSMIAAACVALASSSHAAELTRDNGSPVGDNQNSQ 

                     TAGPNGPVLLQDSHLIEKLQRFDRERIPERVVHARGTGAFGEFVPSADISDLTTAKVF 

                     TPGTKTPVFVRFSTVMGYRGSPEQARDPRGFAVKFYTEQGNWDLVGINLPIFFIRDAI 

                     KFPDFVHANKPSAVTGVQDANLAFDFFAHAPEATSMLTRLYSIEGMPDSYRNMDGYGV 

                     HAFKFVNADGKYTYVKFHWKSAQGMHGLRPKDIPGSIGADWNLMTNDLYGALKAGNAP 

                     KWDLYIQVLKPSELDAFDFNPLDDTKVWTGVPERKIGTLTLNRVPDNYFESTEESAFA 

                     PSRMVPGIEPSEDRMLQGRMFSYADTQMYRLGANFNQLPINRPRVPVTNNNQDGAMNF 

                     GDRKGEVNYEPSALNELAQNPRYKSVQTPLAGTTQQVAIRKTLNFRQAGEYYRTLPAQ 

                     ERQDLVTALSGDLNHVTNDANKYAMLSYFYKADADYGTRLARATHADLTRVKSLADKL 

                     VEN" 

     gene            1139080..1139721 

                     /locus_tag="APZ15_37305" 

     CDS             1139080..1139721 
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                     /locus_tag="APZ15_37305" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014899356.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23478.1" 

                     /translation="MKNRLRTALSRALAIAGAAVLAACAQTAPPAAVPHPDAHADLRR 

                     YDDAWFAAARLGRIDILQALVDARYPIDATTREGYTAVILAAYRDQPATLDYLLRNGA 

                     DPCLGDRHGNTALMGALFKGETAIAKRLADTHCPIDQTNHAGETALSFAALFGRLDML 

                     PVLVAHGANPDHVDALGRTALQNAILQGNDAAVAALEKVGATPNADVTLRSRP" 

     gene            1139831..1140697 

                     /locus_tag="APZ15_37310" 

     CDS             1139831..1140697 

                     /locus_tag="APZ15_37310" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349577.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23479.1" 

                     /translation="MPVMRQDNAFVYPSAGPVGRLANRLVASRPLLRARRALLSRLPF 

                     LQLASEVENVVYCTWLVDVAAVAHLVPRGVTLASRDGRTPFTILTYAHRHFGPRIAGP 

                     LRRVFPSPLQSNWRLYVDALPGGVPADRTVLFVKNVFDHPLYALGSRLFSDALPSHLA 

                     ARFTHAVQDGRYRTLLSGGTGSAPDFHCSAAVSNDDTLPAAFAPFFGSWRDAIAYLSL 

                     QHAAVAHVADCDGLAHASIDLPIDIDAVRPLKPVEPVGGGAFLSRIGATGEPLCFVVP 

                     DVAFRVLSERVL" 

     gene            complement(1140706..1141653) 

                     /locus_tag="APZ15_37315" 

     CDS             complement(1140706..1141653) 

                     /locus_tag="APZ15_37315" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349576.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AAA family ATPase" 

                     /protein_id="ALK23632.1" 

                     /translation="MAALPDAHASVDGPALAHQLERIATALEALAGTGRPAAVDFDAA 
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                     VAFRWRGFDGGPRTAPLEPVAAPALITFDALRNVERQVAIVERNTRQFVRGFAANHVL 

                     LTGARGTGKSSIVKACLHAFAPHGLRLIEVGKERLSDLPAIVELVRARPERYIVFCDD 

                     LSFEAGETGYKELKTVLDGSVASDLSNVLVYATSNRRHLMPEQASDNANVSRAENGEL 

                     HPGDAVEERISLSERFGIWVTFYGFTQDAYLAVVESRLGEAGFDAEQIRAAREPALQW 

                     ALERGARSGRIAGQFVRDYLGRLADERDADAPAHARRAV" 

     gene            complement(1141680..1142588) 

                     /locus_tag="APZ15_37320" 

     CDS             complement(1141680..1142588) 

                     /locus_tag="APZ15_37320" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489731.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="multidrug DMT transporter" 

                     /protein_id="ALK23480.1" 

                     /translation="MNKPPFLFPFCAIALWAGNVVVSKLSASTIDPSAITFYRLLLAV 

                     ALMSVFTLRPAWRNRAALVAHLPKLAVLGFLAMALFQSLSYEAAKTTSATNMAIITAL 

                     VPLMTMALSSLLLGDPPGAGMIGGGVLSLAGVVYLIAEGHPTTIAARGVHAGDLLMLA 

                     ASAAYALYGVLLKRWRIGALPAWQSTYVQALAALVFMVPMLLRLPAQAAWPTRASVPL 

                     ILYAGVLASVVLPYLWMQGVRLLGPSRCAMFMNLLPVMTAGGAIVLLGESLRLYHLIG 

                     GGVALVGVAIAQRFPFHASASQGVRQ" 

     gene            1142679..1143479 

                     /locus_tag="APZ15_37325" 

     CDS             1142679..1143479 

                     /locus_tag="APZ15_37325" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349574.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23481.1" 

                     /translation="MSGLVANRTLEPTPPLAHLRYESTPMPVSAMAAAYPHGTSIPTH 

                     CHRRAQLLYAIEGVMHVQSEGASWVVPPTRGVWLEAGLDHTVQMSGDVQMRTVFVEPG 

                     TVEHLPSRSCVVEVHPLLRELILAAVDVPLDYAPGSRHDHLMHLLLAEVTVAPLLPLY 

                     LPWPHDARLRTICDSLVAAPDDPRTIAEWADRLGLSVRTLHRAFRRETGLSFRRWREQ 

                     ARLLLALKRLAHGEKVLTVAMDHGYSSQSAFSAMFKRHFGVSPSAFYA" 

     gene            complement(1143512..1143997) 

                     /locus_tag="APZ15_37330" 

     CDS             complement(1143512..1143997) 

                     /locus_tag="APZ15_37330" 
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                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006489736.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23482.1" 

                     /translation="MIAFVTPVLLWGSAIGCGLMAGVYFAFSTFVMTSLGRIAPHAGV 

                     AAMNAINVDIVRSPFMPLFLVTTLMALALVVIALLDRGQPGAMAALAGGVLYVFGMFA 

                     VTMAVNVPLNDALAAADPSTAHGAALWTRYVHDWTRWNHVRTVASAAACVFFIAGIAA 

                     R" 

     gene            complement(1143994..1144824) 

                     /locus_tag="APZ15_37335" 

     CDS             complement(1143994..1144824) 

                     /locus_tag="APZ15_37335" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349572.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="NmrA family transcriptional regulator" 

                     /protein_id="ALK23483.1" 

                     /translation="MSALPTLIVGGSGKTGARVDARLRARGIATRPVSRTSAVRFDWT 

                     APETWPAVLEGVSAAYVTYQPDLAVVGAVEAIAAFARLARESGVERVVLLSGRGEPRA 

                     QAAEAALQASGVGWGVVRASWFNQNFSEGYLIDGVLAGEVALPAGAVREPFVDADDIA 

                     DVAVAALTEARFANRVIEVTGPRALTFAEAVGEIARAAGRPVAYREIPADAFVAGLRE 

                     AGVPEPVVALLDDLFGVVLDGRNSAVTHGIEATLGRPARDFADYARATAATGVWSARS 

                     " 

     gene            1144919..1145590 

                     /locus_tag="APZ15_37340" 

     CDS             1144919..1145590 

                     /locus_tag="APZ15_37340" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006481440.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TetR family transcriptional regulator" 

                     /protein_id="ALK23484.1" 

                     /translation="MGRQKSGQNDEPDAAAAASDTPARARLVPTQQRSRERFERILAS 

                     ASEVMIEKGCDAFRMSDIVERTGISFGSLYQYFPDKAAVIGTLAERYNEAGHDCVRRD 
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                     LAAMKSLDDLHATLARITDSYYRMFVDEPLMRDIWRATQADRALQALDRADGEFLAGL 

                     LADALRELAPAVPDAQLAAFSELTMVLIAAAVRHAIELPPKAARRILAMFKQTLPENL 

                     SVLDS" 

     gene            1146315..1147979 

                     /locus_tag="APZ15_37345" 

     CDS             1146315..1147979 

                     /locus_tag="APZ15_37345" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371917.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="2-aminobenzoate-CoA ligase" 

                     /protein_id="ALK23485.1" 

                     /translation="MDDFCRANLPPAEDWPTFVFELPGLQFPPFLNCAAALLDTAVDE 

                     RGWGDRVAITTGSGITWSYRELRDAANRIANLLVHDGGLVAGNRVLLHGANHPMLAAA 

                     WFGVVKAGGVAVATMPKLRAGELSTIIGRARVTHVICEAGLSAELDAAMASLQWRGDV 

                     RRYDTDDTHPHARWLDGHSAAFAAAETRADDPCLIAFTSGTTGEPKATVHFHRDVMAA 

                     CHCFPQHVLRPTADDVFCGSPPLAFTFGLGALLLFPVSVGASVVLLPKAGPEQLLAAV 

                     ERHRVSILFTAPAAYRAMLDHLDQRDPCDISSLRKCVSAGEALPPWTRDAWQIRTGLH 

                     LIDGIGSTEMLHIFASTGDTGTKDGAIGKAVPGYRVAVVDEHGQCLPPYEIGYLAVQG 

                     PTGCRYLNDTRQRDYVKHGWNLTGDSAYLDEDGYLFYQARADDMIITSGYTVSPGEVE 

                     QALLRHPDIAECGVVGQVDERGGTLICAHVVLRPGVDGSDALTTQLQQHVKSVIAPYK 

                     CPHRVAYHPAGLPRNESGKLRRAVLRQAGHGAARSLNQAVQSEEIL" 

     gene            1147976..1148863 

                     /locus_tag="APZ15_37350" 

     CDS             1147976..1148863 

                     /locus_tag="APZ15_37350" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335547.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23486.1" 

                     /translation="MKILGAAAAVPAPATTAQSCANDYAIKAARQALQQAGCLPSELD 

                     LIVSLSISPSRMADAPSIAGPRLAHPVQRDLRARHAAVFDLLDADWTLALDLAQSHCR 

                     QLGYRRALVVRAEALADVEQVAESGFADGAGAIVLTPSGHDRAYASRYADLDSPPLAT 

                     LDALAPRRVNGSLSLARFESRFDRTTGRFDAEPANASAAVNAMLDAAQSRIDRRAATL 

                     FCESWLGGWPSIATGARDAFRVDVVTGPGEIPNPFQLPAWLASRVADSISLRDDERTV 

                     IAMTLDPFRPRIACSTMEV" 

     gene            1148866..1149972 
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                     /locus_tag="APZ15_37355" 

     CDS             1148866..1149972 

                     /locus_tag="APZ15_37355" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371919.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-ketoacyl-ACP synthase" 

                     /protein_id="ALK23487.1" 

                     /translation="MHNVRIASLACRLPARQVPNDDPVFAGVEPIPAEWWQFWGIESR 

                     HMIDPDAGESELALAERTARDALARAGVEPAELDLVLFNMTSPFVSLADGRRRFAPRL 

                     SRALRDRLGATRALDADIEMECASFVLQLQLAANLIKQGRVKRALVCSSERMSAVVDY 

                     TSKSSTNFGDGAAAAVLVAEPVDPDGADWLDAAYHSDATRYDLVTMQWRNAQAAADDD 

                     AETGADNPFGVYFTLKPEAQEAISRFMPVAIPDIVERLLHRSGTGIADIDAMVFHQPS 

                     ALLVRSWAQRLGLRSDQYVIRVADCACLVSAAVPFALAESIRQGVIRPGSKVVIAGAG 

                     AGWGFGAQLWRWGETVVSDAGGTVAAVTEQEGQA" 

     gene            1149969..1150967 

                     /locus_tag="APZ15_37360" 

     CDS             1149969..1150967 

                     /locus_tag="APZ15_37360" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_010093318.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-oxoacyl-ACP synthase" 

                     /protein_id="ALK23488.1" 

                     /translation="MSARLVIAGFGHALPERIVGNDEVAGMIDTSDAFIRERTGVVAR 

                     RYLRPDQHLADLACPAAERAMADAGVTAHDVDLLIVNTLSPDHHDPSQACYIQPRLGL 

                     REVPCFDIRAQCSGGLYGIEIARHFLASGLYRNVLLVCAEALSRRIDTSNAGRNLSIL 

                     LSDGAAALLLQATDEPARGLIDLTLGADGTQFDLLATEAPGARRPRFIDADDIAAGRH 

                     HFRMKGAPMFEDATRRIVDACRQMLDKHRLTIGDIGLVVPHQPNLRILDAVIERLGLP 

                     RERCMISVDQLGNMASAAFPVALSLAREQGRMPAGQLNLLVTYGAGATWACALYRS" 

     gene            1150973..1151869 

                     /locus_tag="APZ15_37365" 

     CDS             1150973..1151869 

                     /locus_tag="APZ15_37365" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335544.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="MBL fold metallo-hydrolase" 

                     /protein_id="ALK23489.1" 

                     /translation="MLNASPGWIEPRLALIGTADVPLYVIVNDEAATLIEGGLSGMTA 

                     LVWQQLHDLLRDFGGIRHLRYWLITHSHYDHCSLLMTLKSRMPWLHVSGSPDAFDAFQ 

                     SPSACRTIRQLDEHASRSWEPAAGADFTELSDLPFYPVNPGAQLDIGDGMQIRTIALP 

                     GHSRCQFGYYCPQLDIGFVSDALGEFQDATHWLPLVFQDLFAYRHSLDVIEQLHAPRL 

                     ALGHHGILTGELARSAARHARACLDAREADARAVRGNAAATQALAHQWTARYAARSEK 

                     VVPRFLHLKSMTHMIDLFHRAE" 

     gene            1151959..1155786 

                     /locus_tag="APZ15_37370" 

     CDS             1151959..1155786 

                     /locus_tag="APZ15_37370" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012371922.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AMP-dependent synthetase" 

                     /protein_id="ALK23490.1" 

                     /translation="MTTATLPTTLGELLQNRAATRGDHTAYVFLSGPPEQERAESMTF 

                     SELDARARRVAALLRQNAVDVGDRVLLLCRPGLDYVGAFMGCLYAGAIAVPAYPPRNR 

                     QHMVRIAGIVENAGADTILCSAEDHARCSTWLADTDASGSTLLDVGGAQALAPVDSPA 

                     GVQPSHIAFLQYTSGTTGTPKGVMVSHANLIHNLGLIREWLAYDESSTIVSWLPPYHD 

                     MGLIGVILTSLYGGFRSVLMAPERFIQHPYLWLRAISQYRADLTGAPDFAYRMCCRRI 

                     SDEQLATLDLSCLRAAYNGAESVRASTLTDFSQRFAAAGFAADGFLPCYGLAEGTLYV 

                     AGRTERHPVRTLCVDQAALQRQSVVLRNETLGVSPQPLDRPGERVLVGVGRTDGEQQV 

                     IVRDLETNARCDDRTIGEICVAGPSVAAGYWRLDEQTHSTFRHTLAGDRDQAFMRTGD 

                     LGFILDDELYVTGRLKDMVILAGRNYYSEDIEYALIVGVPELVPNGCAAFMDDQADAE 

                     RLIVVAEVERTQRKGNLDSFIDAIRQAIWNRLDIGPSRIVLVSPGSVPKTSSGKVRRS 

                     TCRTQLHDGALTILAQWDVDAGTQTPAPDRGQPARPAAGADKPAANDRGRDAAATVDE 

                     LNDWLRHYARTRIDSRTIDERRTIPPHVVLDFGNRGLLGMPVDRSHGGLGLGHRDMAR 

                     VFAQLAAIDSTLAFFVALNNTLGIVPIMRHAQPALRDELLPSLASGRMLAAFAITEPA 

                     AGSHVRAIASRAQRTASGDWLVTGTKRWSGSSAWAGIINVFAKQADGTGMVGLAVRPG 

                     TPGVRIGAEELTMGVRGMIQNSLHLDRARIGDACRLGDIGQGMSVAQHAMNIARLGIA 

                     AVSVGGMKRCAQLMHRYGARREVATGLLLDNPLSRLRLGELRDRIDGLDALVEHLATE 

                     LDLGVTLPEDCLLIAKILGSELLSQSADELMQFLGGRGYIETNFAPQIFRDARLTRIF 

                     EGPTETLLVHLGSRLLNGSDELPRYLESALGAGVLGTELRELGAQLSRDGLANAAKLG 

                     GAAHAAVWVNYWLGTVAQWGLLLAVTERAAAQQRIGDGALRWAQRRYELAIEAAQRQV 

                     GLRSALTTSAQLHDWAARIGLEIGAIEQTVPGASQLVDPLLDANPGEHPATGMPDTPD 

                     TPAGEDAGSAPAPIASEPASLLDRQQVHAVEQWLIAWLGERLKHRKLRLTRESTFAEI 

                     GFDSILAVEMTIVFSEAFSVSVDPSAVWDYPSIRALAAHLAPRTRGAAPAAVVAHADP 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
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                     DAPSTFAAQPSIL" 

     gene            1155798..1157930 

                     /locus_tag="APZ15_37375" 

     CDS             1155798..1157930 

                     /locus_tag="APZ15_37375" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017335542.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23491.1" 

                     /translation="MHARFDLGDSTTALARQLEHYLDAYPDETRTLLGLPAGAAIGVE 

                     VLDEELPVRLEQHTHAATLRIGRHDAQRVMAYTRSCNWANGIVLVPTLARLVFAGAFD 

                     GLRAGAPRAMRAFAASRQPDPTRNLGILWGAFNLLSLAGWLTLDRGDEDAEYALTPAG 

                     EYVVACVEHARPLFEQLANATSVLQHLHALCHRTRVAAEDSLLYARLARACVAGWPEL 

                     APPATDLERQVNGQLRTAMDGLLLGPTWVALDMPVFDRQPDGQYVQSAPGILGKLDEQ 

                     PAGVAVGAWTQADPVVLDAAWALMGKFGMVEIDQGKVRLTESGRIHRPIAAPYAGLPA 

                     SYLRSYALLDELLFGNPDPLDIDSDGHIDRVMNVYASSGAGSGPASQEITTKILRELF 

                     DDTPLDRQPAGIADMGCGDGSAVKRLAEYVITSTRRGRHLADYPLLVIGADYNASARG 

                     RAAATLSALKDIPGVQVRVIAADISQPDRYDEAVADSGLTVTQPDGSVRPARLSDLLH 

                     TFMFLVHNRRLGIRRKDAAEAILERHLRTVDRARLRAVIDQHYAGALTVSDQEALPIG 

                     LEQIKRAFKVAYSDAEGLVPGYVAAADLIDFLTRWKRHAKHGFLIVEGHSPWAENLCA 

                     RAPGGPDTWLRTEQLPSVFNWGMHFVSRQFMAPFNEFTLALTLAGLRPDSPIYGRIHP 

                     EGFPAPDLLSDYRFFSIANYVDDTAVAD" 

     gene            complement(1158111..1158965) 

                     /locus_tag="APZ15_37380" 

     CDS             complement(1158111..1158965) 

                     /locus_tag="APZ15_37380" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337246.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-hydroxybutyryl-CoA dehydrogenase" 

                     /protein_id="ALK23492.1" 

                     /translation="MAIEIVGVVGAGTMGNGIAQTAAVAGLNVVMIDVSDAALEKGVA 

                     TLKGSLERLVSKGKLDAAARDAALARITTSTDYAQLASVDIVIEAATENVELKGRILK 

                     QIEAVARPDAIVATNTSSISITALAAPLADPARFVGMHFFNPVPLMPLVEIIRGLQTS 

                     EATASAVRELTERFDKSPIGVRNSPGFVVNRILVPMINEAFFVLAEGIASAEEIDAGM 

                     KLGANHPIGPLALADLVGLDVCLAVMDVFVKDFGDPKYRACPLLREMVTAGRLGRKTG 

                     RGVYDYSA" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1155798&to=1157930
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     gene            complement(1159004..1160197) 

                     /locus_tag="APZ15_37385" 

     CDS             complement(1159004..1160197) 

                     /locus_tag="APZ15_37385" 

                     /EC_number="2.3.1.9" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012337245.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acetyl-CoA acetyltransferase" 

                     /protein_id="ALK23493.1" 

                     /translation="MSNAAKEVVVVSGVRTAIGDFGGSLKDFSPTDLGAKVVREVLSR 

                     ANVSGDAVGHVVFGHVVNTEPRDMYIARVAAIDGGVAQHTPALTVNRLCGSGLQAIVS 

                     AAQTIMLGDADVAIGGGSENMSRAPYTVPAARFGQRMGDGKLVDMMLGALHDPFQTIH 

                     MGVTAENVAAKYGISRDAQDALALESHRRAARAIAEGRFKDQILPISIRTKKGEVAFD 

                     TDEHVRHDASADDFTKLRPVFKKEDGTVTAGNASGINDAAAAVLMMSADAARAQGVKP 

                     LARLVAYAHAGVDPAYMGIGPVPATQKALERAGLKITDLDVIEANEAFAAQACAVTQE 

                     LGLDPAKVNPNGSGISLGHPIGATGALITVKALYELKRIGGRYALVTMCIGGGQGVAA 

                     IFENI" 

     gene            complement(1160246..1161919) 

                     /locus_tag="APZ15_37390" 

     CDS             complement(1160246..1161919) 

                     /locus_tag="APZ15_37390" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014725605.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="electron transfer flavoprotein-ubiquinone 

                     oxidoreductase" 

                     /protein_id="ALK23494.1" 

                     /translation="MTTQDLLAQYGPRESMEYDVVIVGGGPAGLSAAIRLKQLAAEKG 

                     TEIGVCVLEKGSEIGAHILSGAVMDPRAITELFPDWKERGAPLDVEVTEDRFLFLSEK 

                     SAITTPNWALPANFQNHGNYVISLGNVTRWLGQQAEALGVEIFPGFPAAEILYNDDGS 

                     VKGVATGNMGVGKDGEPTENFQLGMELHAKYTLFAEGCRGHLGRQLIAKFKLDANADP 

                     QAYGIGIKELWEIDPAKHKPGLVIHTAGWPLKSDTYGGSFLYHMDNNQVVVGFVVGLG 

                     YTNPYLSPFEEFQRYKTHPSIRAFLEGGKRVSYGARAITAGGLLSLPKTVFPGGALIG 

                     DDAGFLNASRIKGSHAAIKTGMLAADAAFDAVQAGRQSDELNAYPDAFKQSWLYTELY 

                     RARNFKQWMAKGLYLGTLMVGLEQKVMGGNVPWTLHHKHADHEMLKPASQCEPIEYPK 

                     PDGKLTFDRLSSVFISNTNHEENQPAHLTLKDANVPVNVNLRTYAGPEGRFCPAAVYE 

                     FVKNDDGSDRLVINAQNCVHCKTCDIKDPTQNIVWVTPEGGGGPNYPNM" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1159004&to=1160197
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     gene            complement(1161956..1163746) 

                     /locus_tag="APZ15_37395" 

     CDS             complement(1161956..1163746) 

                     /locus_tag="APZ15_37395" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009904408.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="acyl-CoA dehydrogenase" 

                     /protein_id="ALK23495.1" 

                     /translation="MSYNAPVKDMLFVLKELAGIDTVAQLPGFEDAGYDTAQAVLDES 

                     AKFCGEVLAPLNVEGDRNPSSWKDGVVTATPGFGDAFRQFVEGGWQGLQHPSEYDGQG 

                     LPKLIATPCIEMLNASNLSFALCPLLTDGAIEALLTAGTDEQKQRYVPKLISGEWTGT 

                     MNLTEPQAGSDLALVRSRAEPQGDGTYKVFGTKIFITWGEHDMADNIVHLVLARTPNA 

                     PEGVKGISLFIVPKFLVNDDGSLGARNDVHCVSIEHKLGIKASPTAVLQYGDNGGAIG 

                     YLIGEENRGLEYMFIMMNAARFGVGMQGIGVADRAYQKAAEFAKERVQSRPVDGSAKQ 

                     SVTIIHHPDVRRMLGTMRALTEGARSLAYVAAAHSDIAHRHSDEATRARHQAIYEYLV 

                     PVVKGWSTEMVNDVASLGVQVHGGMGFIEETGAAQYYRDARILAIYEGTTAIQANDLV 

                     GRKTLRDGGAVAKALIAEIGEPVAALGKLDGAAAASMKVQLEKGAKALSSVVDYVLAN 

                     AKQDPNAVFAGSVPYLKLAGVVLCGWQMARALVAAQANRASDPAFFGAKIAIAQFYAE 

                     QVLVQAGALEASIVGTKGNEGVLALTEDQF" 

     gene            complement(1164223..1164876) 

                     /locus_tag="APZ15_37400" 

     CDS             complement(1164223..1164876) 

                     /locus_tag="APZ15_37400" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_018640510.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23633.1" 

                     /translation="MIKAVFFDVGETLIDESRDWNEWADHLEVPRRVFHALLGAVIAS 

                     GQHHRRVFDLVRPGVDFVALCREREATGSTYTVTAEDLYPDVVPCLKRLREAGVLVGI 

                     AGNQPVATERALRALGVPADIVASSASWGVDKPDARFFERIVAETNGIEPSRIAYVGD 

                     RLDNDVEPARRAGMVPVFLRRGPWTIIQSGSGRFASPVHAIDSLSALPALLSGSLGT" 

     gene            1165506..1165739 

                     /locus_tag="APZ15_37405" 

     CDS             1165506..1165739 

                     /locus_tag="APZ15_37405" 

                     /inference="EXISTENCE: similar to AA 
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                     sequence:RefSeq:WP_008921299.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23496.1" 

                     /translation="MTHALYELLSDLDDRHLFYTLGRHRPDTILISITVPGERIEIDV 

                     FDDGHMEMSRFSGDESVIDDQQMILKAIDEASE" 

     gene            1165966..1166352 

                     /locus_tag="APZ15_37410" 

     CDS             1165966..1166352 

                     /locus_tag="APZ15_37410" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23497.1" 

                     /translation="MSARSSRFFIAGNIEEPVFVLDGIASEWLFVSGFWCRVNASLGT 

                     IYDQFEEDEAEPAALSQIACELAHQICELEGREEEMISFIYRWTPQGETYTLEMQRAD 

                     LISKLVEMRDFFNSAAASGEILELSL" 

     gene            1166937..1167869 

                     /locus_tag="APZ15_37415" 

     CDS             1166937..1167869 

                     /locus_tag="APZ15_37415" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012427582.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="MBL fold metallo-hydrolase" 

                     /protein_id="ALK23498.1" 

                     /translation="MSKTTRNVQPVTSNLGKQGSAELVPSRYAVRVGDIDVVLISDGV 

                     LPLPTSTMSTNVSEADRNEWFDGRFLQRDMFDWALNIALVRSGGQLILIDSGVGDGFE 

                     YFTRAGQSVVRLESAGIDLTAITDIVITHMHMDHVGGLNVDGVKARLRPDVRIHVSAS 

                     EVEFWKNPDFSKTVMPETVPPALRKAAAKFVELYRENIVQFDQAVEVAPGVSARVTGG 

                     HTPGHCVVDVTSNGEKLTFVGDAIFEVNFDNPDWQNGFEHDPEGAVDVRLALFNEAAE 

                     TGALLAAAHVSFPSIGHIARNGDSFRFVPVTWDY" 

     gene            complement(1168650..1169399) 

                     /locus_tag="APZ15_37420" 

     CDS             complement(1168650..1169399) 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
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                     /locus_tag="APZ15_37420" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013092388.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="short-chain dehydrogenase" 

                     /protein_id="ALK23634.1" 

                     /translation="MNRLANKVAVVTGANSGIGLATARLLIEEGANVIMVGRRPDAID 

                     AAVAELGDRAIGLTGDLANPKTHDEVAALVSRRFGGIDIYFANAGVNTIEASNEVSED 

                     SYDRHFATNTKAIFFGIQKITPLMRERGAILLTSSIASSKVFEGHAVYAGTKAAIEAF 

                     ARSWALELQARGIRVNVLSPGPVDTPILTKLGIAYDERPAFEAAVAGRIPLGRLGLPE 

                     ELARAALFLVSDEGSFVNGVNLRVDGGMSLS" 

     gene            1169508..1170386 

                     /locus_tag="APZ15_37425" 

     CDS             1169508..1170386 

                     /locus_tag="APZ15_37425" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_009771501.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23499.1" 

                     /translation="MSVDKFSGFPAFVRSVETGSFTAAAQSLGTTTSAVSKSVARLEK 

                     RLGVTLFQRSTRASVLTIEGQAFYERIAPLMRGLEGAEEVLRSPAAAAGRLRVSLPGE 

                     LGRFLLDPVTRELLPNHPELALDVSVSDHHADLIRDRIDIAIRAGWLEDSGLYALPIT 

                     SLRLVLVAAPAYLRERGSPRVAADLAAHRHVRYRLNGRPYPLNFADGTSSSIEGRFDA 

                     DNGEAMRVAALNGLGIAQILEIAVRDDLAAGRLQAVLPDQALACVPVHAIHAFGKNMP 

                     TRTRVFVDFVTAQLSK" 

     gene            complement(1170443..1170838) 

                     /locus_tag="APZ15_37430" 

     CDS             complement(1170443..1170838) 

                     /locus_tag="APZ15_37430" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020068729.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23500.1" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
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                     /translation="MNVAGLSQPIALVATDPSGQVSPLVTALAQLPASGQTAVANVTT 

                     LTTALVALLTPDGNPMDFVTSVAPVTLANTVTAASVSNATSTLDTYLANLLGAVGLPA 

                     TYDPVATAFTADHTGADALIDLLHDASVA" 

     gene            1171907..1172644 

                     /locus_tag="APZ15_37435" 

     CDS             1171907..1172644 

                     /locus_tag="APZ15_37435" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008920973.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="amino acid ABC transporter substrate-binding 

                     protein" 

                     /protein_id="ALK23501.1" 

                     /translation="MKVTIAYIEEPPFGWTEADGTATGADVDLADTVLRAIGVTRIEH 

                     RLTTFSELLPGVEAGHWDMNVPLFVTPERANIVAFSVPVWGIGDGFLVRTGNPKALNS 

                     YVSLAKRPEARLGVIAGQVQHESARTSGVSEDQIVIFEQQADAIEAVLSGAIDAYAST 

                     ALGNRIVAYRIGGSMLEAVEHEPQTNGTQQKLPLGAFSFSRRNSALLNAVNGQLRSYL 

                     GSEEHRARMARFGLTNNEIDSALAHGV" 

     gene            1172790..1173131 

                     /locus_tag="APZ15_37440" 

     CDS             1172790..1173131 

                     /locus_tag="APZ15_37440" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23502.1" 

                     /translation="MKLDLETWLIDEGDRVIQKRSLEGFDSLTLIERVVYSMWVIDYA 

                     VRNSGTLEPMRELYPDAPHELEAFAASNNAANLLALLNLSSNEKRFCAEYHERFDRAC 

                     GDIRHNYDQCA" 

     gene            1173851..1174216 

                     /locus_tag="APZ15_37445" 

     CDS             1173851..1174216 

                     /locus_tag="APZ15_37445" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006762464.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1171907&to=1172644
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                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23503.1" 

                     /translation="MEVLTGPERRRRWTAEQKLAMVRESFEPGKSVSMVARQHGVNPN 

                     QLFHWRKLYQDGSLSAVKAGEEVVPASELADALKQIRELQRMLGKKTMENEILREAVE 

                     YGRAKKWIAHSPSLPEDDQ" 

     gene            1174174..1175061 

                     /locus_tag="APZ15_37450" 

     CDS             1174174..1175061 

                     /locus_tag="APZ15_37450" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_006482434.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="transposase" 

                     /protein_id="ALK23635.1" 

                     /translation="MDSALALAAGGRPVKLVCEVLGVSRSNVSARLSRPATWRDGRQS 

                     RQSDDADAVEEIRRVIGDLPSYGYRRVWGILRNERVAVGLAPFNAKRIYRVMRTHGLL 

                     MQRRPIPPRPQRRHDGKVAVERSNQRWCSDGFEFCCDNGEPLRVTFALDCCDREAMSW 

                     AATTAGHSGDIVRDVMLAAVENRFGIELHTPSEIEWLSDNGSGYTADDTRRFAVAIGL 

                     KPLTTPVCSPQSNGMAESFVKTMKRDYVAFMPKPDAATAARNLAIAFEHYNEKHPHSA 

                     LKYRSPREFRRSMDSATLV" 

     gene            complement(1175398..1176342) 

                     /locus_tag="APZ15_37455" 

     CDS             complement(1175398..1176342) 

                     /locus_tag="APZ15_37455" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013587879.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23504.1" 

                     /translation="MDRLRAFEVFVTVVSRGGFARAADALGTSPANVTRYVNELEAHL 

                     GTRLLNRSSRTLSLTEGGETLYARCKSILDDVAETEGLVSSASVEPRGRLRINAPVSF 

                     GILYLAPLWPEFMRKYPGVELDVGLIDRVVDIVDEGYDLAIRISRAGSTSHAARKLAT 

                     SQNILCASPAYLARFGVPAVPAELGGHRCIGYTYASTGDDWQLIDERGKLHSVKVDCH 

                     MHTNNGDTARAAALAGHGVIQQPTFLIGKDLAEGRLVHVLPRYRLPDIDILALYPSRR 

                     HLSARVRVMIDFLVDAFSGVPPWDRNDGNWAGAAPATD" 

     gene            1176482..1177246 

                     /locus_tag="APZ15_37460" 

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703044
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1174174&to=1175061
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1174174&to=1175061
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703176
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1175398&to=1176342
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1175398&to=1176342
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703045
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1176482&to=1177246


     CDS             1176482..1177246 

                     /locus_tag="APZ15_37460" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_013338973.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="glucose dehydrogenase" 

                     /protein_id="ALK23505.1" 

                     /translation="MQRLKGKVAIVTGASAGIGRATAKLFAKEGAKVVIAARRAAELE 

                     TLAAEIVSEGGEAAYLAGDVQSEDFSKALVELAVSRFGRLDIAYNNAGTLGEMGPSTG 

                     ISEAGWNAALSTNLTSAFLGAKHQIPEMVKQGGGSIIFTSTFVGYSFAFPGTAAYAAS 

                     KAGLIGLTQALAAEYGAQGVRVNAVLPGAVDTDMYRGMNDTHESQAFVTGLHALKRVA 

                     KPEELARSVLYLASDDSSFVTGTASLVDGGASITRT" 

     gene            1177322..1178113 

                     /locus_tag="APZ15_37465" 

     CDS             1177322..1178113 

                     /locus_tag="APZ15_37465" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_020068767.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK23506.1" 

                     /translation="MDLNLQGKLALVSGSTAGIGFAIARTLAQEGARVIVNGRSRSSV 

                     DDVVAQLKAETGSDVTGFAGDLATAAAADELATRYPDVEILVNNLGIFEPKPFEEIPD 

                     ADWSRFFDVNVLSGVRLARLFLPAMKRANWGRIIFISSESGVQIPAEMIHYGMTKAAQ 

                     IAVSRGLAEAVAGTGITVNSVLPGPTKSRGVGEFVEALASAEGKSFEAFEQEFFEKVR 

                     PTSLIKRFGSPQEVASLVAYIASPLSAATTGAALRTDGGVIKSAF" 

     gene            complement(1178276..1179172) 

                     /locus_tag="APZ15_37470" 

     CDS             complement(1178276..1179172) 

                     /locus_tag="APZ15_37470" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008920971.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="AraC family transcriptional regulator" 

                     /protein_id="ALK23507.1" 
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                     /translation="MTEPGKNLTIFPDRALAGLANGDLLSQVLARMRMTGDRIFSSML 

                     LPFAQLDMSARAAHAYAVMEGVVKIAGDDADASEIRSGELLLLPRGPGSLRISALDQP 

                     ANVVVCHFWFDPASQPDLLLTLPTMIHLRQAETCDWLPNIMQFLLHEADNDEAGSALM 

                     VSRMIDLVVVRALRAWVHHGHASNWLGGLADKRIARALKAIHEQSPRGLTIDGLAAVS 

                     GMSRSNFCERFNALVGKSPLRYRNEWRLSVARDMLAKGDARVGEVGRSVGYESEAAFS 

                     RAYKAYFGHAPREAKPSITPAE" 

     gene            1179246..1179743 

                     /locus_tag="APZ15_37475" 

     CDS             1179246..1179743 

                     /locus_tag="APZ15_37475" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_008920970.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23508.1" 

                     /translation="MFGISPLGWIHTLGSLPAIPMAVYMFARYGRIVPRSVAGRVYFV 

                     TMLIGSLTVFVIAHQGISYVIGVAAVVLLLAGYGVAYLPLPGRAGIYLETFCLTLTAF 

                     VLMVPTVTETLKRVPDGHPLVSDPRSPLLLGAQAALLVALVLGLIAQALYLRRKPQGT 

                     RSMKI" 

     gene            1179898..1180155 

                     /locus_tag="APZ15_37480" 

     CDS             1179898..1180155 

                     /locus_tag="APZ15_37480" 

                     /inference="COORDINATES: ab initio prediction:GeneMarkS+" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: GeneMarkS+." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23509.1" 

                     /translation="MRFVASRTLAKTVEVKTSHLVLISYPVEAANMTLDATAGQHNAG 

                     AGNKLATVQPGVRSSQPLGANGVGIGVLRHVDNGICQASAC" 

     gene            1181343..1181903 

                     /locus_tag="APZ15_37485" 

     CDS             1181343..1181903 

                     /locus_tag="APZ15_37485" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_012336670.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 
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                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23636.1" 

                     /translation="MFINVGAEEVIVPALWSQDTFIQKAGGSEIIGQMWAFPDKKGRA 

                     CCLIPEATALFQERCGELLGRQRERMLFYIARCYRYERPQAGRYREFSQLGFEYLCPN 

                     PESVVKRSQEVATGFFDSLGLRYEIDDSARRGLSYYLNGRGFEMRCTELGAQQQVVGG 

                     GAYREGAGFGIGAERLLLAMTAQGLV" 

     gene            complement(1182072..1182986) 

                     /locus_tag="APZ15_37490" 

     CDS             complement(1182072..1182986) 

                     /locus_tag="APZ15_37490" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_014008232.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23510.1" 

                     /translation="MSIVVRRNSIAIPLCRVLIPGVLIASVAGCAATAVEDTAIAPDL 

                     HETVVKVPVDEGGSTRDIVATTYMPDGPGPFPLIVLSHGSPPDPRARPKVGRYRALPQ 

                     IRTFVQHGFAVIVPIRRGYGATGGVDEEDAGSCRHPDYLAAGQQAARDVLAAVRYAQT 

                     LPQVDRSRIVLVGQSAGGFASLAAASYAPQGVVAVVNFSGGRGGNPATHPGMPCDPRQ 

                     MADTIGHFASTTRVPVLWHYVQNDKYFAPEVVATWFAAFQAAGGHGQMIVEPPFGKNG 

                     HGMFAVKEAIPIWLPHFEAFVGPLVAVK" 

     gene            complement(1183148..1185352) 

                     /locus_tag="APZ15_37495" 

     CDS             complement(1183148..1185352) 

                     /locus_tag="APZ15_37495" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349556.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="TonB-dependent receptor" 

                     /protein_id="ALK23511.1" 

                     /translation="MPCAALRRVPGWAAVLACAATMPIAASAAAQDAPDAGEPADAPL 

                     LAPIVVDGRRETGVGPVNGIAADVSRAGTKTDTAIVEVPQGLSVVTREQMDRQDVHSV 

                     GESLRYTPGTYADSRPGGVLESVFLRGFGGFAAAAINPQMLDGLPLPKGVNWAASVVD 

                     PWTLERIDVLRGPASVLYGQASPGGIVDMVSKRPTRDAQHLLAVQTGNRDRGQLAFDF 

                     SGPVTQDGTWRYRIDGLARRADEQIDYSRQQRIVVAPSLTWQPNANTSFTLLGSFQRD 

                     PHNNFAGWLPALGTLWPDAGRRMPTRFYPGLPGFDTYDRTQAMIGYAFEHRFDSTWKV 

                     RQNVRYTHLDVDFAGAAVNFVAPYLAPGVLNRSLSWSREHVNHLALDNQAEMRMMTGP 
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                     VEHTVLAGLSYEHAVANLVGSGFGAAPPLDTRAPDYGQPFAAPPIGQQTRQTPDRIGV 

                     YLQDQVRWDRWVFTLGGREEWSRTTTDDLLRSASVRQSTRAFTGRAGAVYLFDSGFAP 

                     YLSYSTSFEPALGTRFDGQPFTPTKAKQFEFGLRYQSPDRLQNASIAAFDIRQRNVLT 

                     ADPEHPFFNVQTGEVRSRGIELEGRSRVWKQLDVIAAYTYLDTTVQADTDAAVVGKRV 

                     AAVPRHLASLWLDYAVDRPGLRGLRVGGGMRYVGRSAGDNVNTFDVPAVVLFDLGLSY 

                     DLGVERPAWKGWRVAAHVNNLFDRTYVSSCFSAGGCFYGTRLTVTGDVSYRW" 

     gene            1185700..1186407 

                     /locus_tag="APZ15_37500" 

     CDS             1185700..1186407 

                     /locus_tag="APZ15_37500" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349555.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="GntR family transcriptional regulator" 

                     /protein_id="ALK23512.1" 

                     /translation="MSSLPPATRHSLVDSAIEILKSNITSGIWRVGQRIPTELDLAKQ 

                     LEVGRNTVREAVRTLAYSGVLEVRQGDGTYVRRNVDPAETMRNVDRAARSDHLELQCM 

                     LETECARYAARRRTDEDLVTLRKLLKARGEREASRDVKKFVERDRAFHIAVAAASHNH 

                     ALEALYRYFSGSILANVEDILVELDEAEIPEPDMRAHQAVLDAIEQRDENKAVRATLA 

                     ILKPQMTWLETREAPAA" 

     gene            complement(1186441..1187463) 

                     /locus_tag="APZ15_37505" 

     CDS             complement(1186441..1187463) 

                     /locus_tag="APZ15_37505" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349554.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hydroxyneurosporene methyltransferase" 

                     /protein_id="ALK23513.1" 

                     /translation="MENAAKQVLDTLFGRWRSRILYAGTRLGVFDAVTTDAPVSSAAL 

                     AATLDVDEPLLYRLLRALAALGLLDEDTRRGFRATAAGALLHADAASTLRDFVLLQEG 

                     PEHYAIWAHLPDMVREGQQNGFVREFGAMAFDYAKDHERYRSDFKRAMSSFSTVQSEQ 

                     VVDALRDVTFAPGTHACDIGGGQGHMLCSLLRRFGALTGVVFDLPEVIDGDADDWAQR 

                     MGVSARCSKAGGNMFDAVPAADVYLLKLILHDWNDDECVAILRRARESARDGARVFVI 

                     ERVVPAPGVAHFSKLYDIHMMCWGSGRERTRDEYDALLVAAGWRPAGLRSAPDGQIDV 

                     IEAVAA" 

     gene            complement(1187541..1188641) 

                     /locus_tag="APZ15_37510" 
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     CDS             complement(1187541..1188641) 

                     /locus_tag="APZ15_37510" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_017331008.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-dehydroquinate synthase" 

                     /protein_id="ALK23514.1" 

                     /translation="MKKLSWIDLRNIGELADEITEEALHVGVSAFVVKDAEQAGRLPP 

                     SACKVAVVDRHPADAALLEQVQIVLVKDGLPVDFAVPDGVELGVFIEVTGEATLTRAC 

                     ELSVSTPWLLVEFLQDPSKIPLEILLAAADRAAGELITVVADLEDAEVTLNVLQRGPE 

                     GVLLTPTQVGQATQLVSICSDTVEDLQLEEIEIVGLTHLGPGERVCVDTCSRFEQDEG 

                     ILVGSYSTGMILISSETHPLPYMPTRPFRVNAAALHSYVVAPDNRTRYLAELESGAEI 

                     LAVNVQGKARRVVVGRAKVETRPLLLIEAKNAANRAINIIAQDDWHVRVLGPNGSVHN 

                     ITELKRGDRILGYTLDAQRHVGYPIREFLHEQ" 

     gene            complement(1188691..1189755) 

                     /locus_tag="APZ15_37515" 

     CDS             complement(1188691..1189755) 

                     /locus_tag="APZ15_37515" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349552.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="3-dehydroquinate synthase" 

                     /protein_id="ALK23515.1" 

                     /translation="MHRYPWIDLRALGAQAGAVAADAARAGARRVVVAEAGRDTCAAG 

                     AAALLTVSTAGVATLVDDAHAPLAGVHVRIDGAADFDAARAAIARHALVLLDYALATT 

                     MPLERLLEGVRDAACRIVVSLADPHGAAYLARKHAQSPVDIAFAPRDAAALRGVLAAC 

                     GELRSREPLKLKAFEVQRVEPLGVGLHAVIDGCSQLDGEECVLAGASATSMLLVVAAG 

                     AAHPPGRPLVFGIDAGSAESFVFCGGDRARQLSLLRSGERILTVGAAGDTRAIVVGRV 

                     RIESAPLVALHTRSASGTSTRVVLRGDRAVRFRTDGGTAVGLADVAPGVRLAGYEPGA 

                     GWVDCRMRAAASRSAVAVSR" 

     gene            complement(1189808..1190569) 

                     /locus_tag="APZ15_37520" 

     CDS             complement(1189808..1190569) 

                     /locus_tag="APZ15_37520" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349551.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="fructose-bisphosphate aldolase" 

                     /protein_id="ALK23516.1" 

                     /translation="MRRVVRAASGKCLMVPLDHSLADGPIAHPQQLRQLVGDIAAHGG 

                     DAIVVHRGRARFLAPDVLSDLALVVHLNGCTRYAEDANAKTLFASVEDALASGADAVS 

                     VHVNLGSKTESQQLLDLSRIATECARWSLPLLAMIYPRGPGLGDRPQAELIAHAANVA 

                     ADLGADIVKLPYSGDAASMADIIAGSSLPVLVAGGAKLPEDEFVAFTSRVMNAGALGI 

                     AAGRNVFAAPKAAPLIRRLSDAVHGVERRAAHLAA" 

     gene            1190882..1191940 

                     /locus_tag="APZ15_37525" 

     CDS             1190882..1191940 

                     /locus_tag="APZ15_37525" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349550.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="oxidoreductase" 

                     /protein_id="ALK23517.1" 

                     /translation="MKFGVSFLPDTGPADRPAADYYAQALKLSALSERLGYTYVKMTE 

                     HYLKPYGGYSPSPLMFLAAVAAQTKSIRLMTGGIQASFHHPIQLAAEAAQLDAISNGR 

                     LELGFARAFLPYEFDAFGIDLDSSKTRFQQTIDATVRLLAEESASEDTPFFRYRDAQS 

                     LPRPTQQPRPPVWVAALLTPSSFEWIGERGFNLLMAAPPRKAALAKTQEMVALYRDTF 

                     ERHHGHTGRKPQVAISIPLMIGTSDAHALALAEPRLRHHWRNFAEAAKSWEQVQSPAY 

                     QGYNEAMKNKMGGMDTADLDATAVLGTPDTVRQRIRALEADLGLDAILWHIDYGAQPY 

                     ELMSNNLEVFARDVLPGL" 

     gene            1191981..1193207 

                     /locus_tag="APZ15_37530" 

     CDS             1191981..1193207 

                     /locus_tag="APZ15_37530" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349549.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="FAD-dependent oxidoreductase" 

                     /protein_id="ALK23518.1" 

                     /translation="MTPSLSLDTIVVGAGIGGLAAALALRRAGHRVTVLEQSRAFREV 

                     GAGLQVVPNATRALRTLGVLDRQRLAAVAPIATIRRRWQDGSLLGSFPLGDDVEAEFN 

                     APYWNAHRADLHAALLDAVRDPYTAGPPVPVLGGIAVRGLDAYGPDGATLVDAAGTRW 

                     RADLVVAADGIHSTLRHALLGDDAPHYSGDDAYRALIDADAIDPRSPVFEIVREPQVT 
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                     IWLGPGRHAIHYWVRDRRLLNLVVIVPGDGSTRESWSSKGDRATLEAELAGWDPRLVG 

                     LIRCASDLSRWSLHDRQPLTRWVWDSVCLLGDACHPMLPYQSQGAAQALEDAVVLGRC 

                     VTGLASKDALGAALVEYQRLRIDRSARIQLASAGNGGVFHLPDGPEQQARDAELKSRR 

                     ADFKSYHWTWADAYQL" 

     gene            1193274..1193798 

                     /locus_tag="APZ15_37535" 

     CDS             1193274..1193798 

                     /locus_tag="APZ15_37535" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349548.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="flavin reductase" 

                     /protein_id="ALK23519.1" 

                     /translation="MTNTVDIAQQLKQAMRGVAATVTIVTTGGDGAAAAPCALTASSF 

                     TSVALDPPTVLVCINRRASIHASITGRRRFCVNALRSCHVPLALACSTTGSDARFAHD 

                     AWRTDAATGLPYLENAQTSFFCDTLEQVEVGSHSILVGRVTRVAMSADVNPLMYVNGA 

                     FAAVRSLPSDAGGG" 

     gene            1193997..1194920 

                     /locus_tag="APZ15_37540" 

     CDS             1193997..1194920 

                     /locus_tag="APZ15_37540" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349547.1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="LysR family transcriptional regulator" 

                     /protein_id="ALK23520.1" 

                     /translation="MAPDLNLLISLDALLEEGSVVGAARRMNLSPPAMSRTLARIRET 

                     VGDPIFVQAGRKMVPTPRALELRGVVRETVERASQLLAPSAEIDLGTLDKQFNVRAND 

                     VFVGLHSSRLLEEMARGMPRAMLRFMPEEDDIDDDALRSGRIDLFISASRRLGPEIRV 

                     QPLFTTTFVGLARHDHPIFDDDITPERFARWPHIGVSRRGKSAGPIDDALAARGLARH 

                     VLLVVPTPYAAIFALQASDLILPLPEHLARGAVRAGLGVRTFELPVPLETVLITQAWH 

                     PRFQSDPAHQWLRRVVRGLCTGQPALRAAHA" 

     gene            1195021..1196208 

                     /locus_tag="APZ15_37545" 

     CDS             1195021..1196208 

                     /locus_tag="APZ15_37545" 

                     /inference="EXISTENCE: similar to AA 

                     sequence:RefSeq:WP_011349546.1" 

https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1193274&to=1193798
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1193274&to=1193798
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703060
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1193997&to=1194920
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1193997&to=1194920
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/940703061
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1195021&to=1196208
https://www.ncbi.nlm.nih.gov/nuccore/CP012983.1?from=1195021&to=1196208


                     /note="Derived by automated computational analysis using 

                     gene prediction method: Protein Homology." 

                     /codon_start=1 

                     /transl_table=11 

                     /product="hypothetical protein" 

                     /protein_id="ALK23521.1" 

                     /translation="MHDAADQTRAVAAPPRRLTRAAAALIARIDIFTPRGAYVARSVI 

                     AAALALGVAYLLELETPYSAASTVLLVINPVQGAVIGKGVWRVVGTIAGMVVAFVLMG 

                     CFAQQPLLFILGFAFWLGVCVAGMTLLRHFRASGTVVAGYTIGLATYGAMQHPELTFE 

                     HVIGRGSTVAIGVLCLSLVSMLLGTRDVHAKLDALVTRVTADVARVIAAQRNGLAAAP 

                     ADDKRHALFAGIYGIDDLLALGKAESEDLAQRAAAVRHGMASLFGALAGGMPPLPADS 

                     PGARAVASLQPRLAAAWQAAADALGDGPGGATHAHALLGDARERLRDALDGIALGDPR 

                     DDAALLIAGERLIEQIDDYRAALDGLVELQRPRRATGPRGCAFTATRARPCATACAPR 

                     ARS" 
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