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DEFINITION Diaporthe phaseolorum isolate TW42 small subunit ribosomal RNA
gene, partial sequence; internal transcribed spacer 1, 5.8S3
ribosomal RNA gene, and internal transcribed spacer 2, complete
sequence; and large subunit ribosomal RNA gene, partial sequence.
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transcribed spacer 2,

ggaagtaaaa
cgcgccctag
tgctggtctc
actcttgttt
cggatctctt
tgcagaattc
gggcatgcct
ttctaacgaa
ttaaaccctc
aatttgacct

a

gtcgtaacaa
gcgcacccag
tagtaggccc
ttacactgaa
ggttctggca
agtgaatcat
gttcgagcgt
gcaggccctg
gctctggaag
cggatcaggt

ggtctccgtt
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cgaatctttg
catttcaacc
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gccctggcgg
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and large subunit ribosomal RNA"
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