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LOCUS HSEGP13 2880 bp DNA linear VRL 02-AUG-1993

DEFINITION Equine herpesvirus 4 glycoprotein 13 (gpl3) gene, complete cds.
ACCESSION M58031 M34063

VERSION M58031.1

KEYWORDS glycoprotein 13; glycoprotein C homologue.

SOURCE Equid alphaherpesvirus 4 (Equine herpesvirus 4)

ORGANISM Equid alphaherpesvirus 4

Viruses; Duplodnaviria; Heunggongvirae; Peploviricota;
Herviviricetes; Herpesvirales; Herpesviridae; Alphaherpesvirinae;
Varicellovirus.
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TITLE The nucleotide sequence of the equine herpesvirus 4 gC gene
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PUBMED 2171212
FEATURES Location/Qualifiers
source 1..2880
/organism="Equid alphaherpesvirus 4"
/mol type="genomic DNA"
/isolate="1942"
/db_xref="taxon:10331"
/map="0.15-0.17"
CDS <1..233
/note="homology with UL43 gene of HSV-1 and gene 15 of
VZV; putative; label: ORF1"
/codon_start=3
/protein id="AAA46082.1"
/translation="IHATAHAVCVVLAAFGYWVAAPISLAFTTSGGVLGALYLRKRAT
GASRLAATHISRWLIVSVYVAAGLCYATIITH"
gene 412..1869
/gene="gpl3"
CDS 412..1869
/gene="gpl3"
/note="label: ORF2"
/codon_start=1
/product="glycoprotein 13"
/protein id="AAA46083.1"
/translation="MGLVNIMRFITFAYIICGGFILTRTSGTSASASPATPTTNTGEG

TSSPVTPTYTTSTDSNNSTATNNSTDVNGTEATPTPSHPHSHENTITCTNSLISVPYY
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TSVTINCSTTVSVNHSEYRLEIHLNQRTPEFSDTPPGDQENYVNHNATKDQTLLLESTA
HSSAKSRRVGQLGVIPDRLPKROQLEFNLPAHTNGGTNFPLNIKSIDWRTAGVYVWYLFA
KNGSLINSTSVTVLTYNAPLMDLSVHPSLKGENHRAVCVVASYFPHNSVKLRWYKNAK
EVDFTKYVTNASSVWVDGLITRISTVSIPADPDEEYPPSLRCSIEWYRDEVSFSRMAK
AGTPSVFVAPTVSVNVEDGAAVCTAECVPSNGVEVSWVVNDHLPGVPSQDVTTGVCSS
HPGLVNMRSSRPLSEENGEREYNCITIEGYPDGLPMFSDSVVYDASPIVEDMPVLTGII
AVTCGAAALALVVLITAVCEYCSKPSQVPYKKADE"

2110..2790
/note="putative; label: ORF3"

/codon_start=1

/protein id="AAA46084.1"
/translation="MSGDPTASLKDYQLLELDTAAGNDQAPQLPTKTVLGFTPPLPTL
POPTELVYTKRRRPKRRSRCRCLCFTMGMFAMGVLMTTTLLVSTFVLTVPMVALRTAP
CPAQTFGLGDECVRPVSLDAYNSSNSSEIGAVCGAYSEMPAPDNTTVLIMNLLDCLNI

GINESAGEKLNLTDTPLANCNFSQONSVCSRKRVGVCYAARPLSPLGELIYKARQALRL

DHILPFLQ"
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