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LOCUS HSEGLYCOPR 3341 bp DNA linear VRL 26-JUL-1993

DEFINITION Equine herpesvirus type 1 glycoprotein (gC) gene, complete cds;
virion protein (ORF15) gene, complete cds.

ACCESSION L07272

VERSION L07272.1

KEYWORDS glycoprotein; virion protein.

SOURCE Equid alphaherpesvirus 1 (Equine herpesvirus 1)

ORGANISM Equid alphaherpesvirus 1

Viruses; Duplodnaviria; Heunggongvirae; Peploviricota;
Herviviricetes; Herpesvirales; Herpesviridae; Alphaherpesvirinae;
Varicellovirus.
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FEATURES Location/Qualifiers
source 1..3341
/organism="Equid alphaherpesvirus 1"
/mol type="genomic DNA"
/strain="Kentucky A"

/db_xref="taxon:10326"

gene 616..2122
/gene="gC"
regulatory 616..620

/regulatory class="TATA box"

/gene="gC"
CDS 716..2122
/gene="gC"

/codon_start=1

/product="glycoprotein"

/protein id="AAA46078.1"
/translation="MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTT
PNLTTAHGAGSDNTTNANGTESTHSHETTITCTKSLISVPYYKSVDMNCTTSVGVNYS
EYRLKIYLNQRTPFSGTPPGDEENYINHNATKDQTLLLFSTAKRKKSRRGGQLGVIPD
RLPKRQLENLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVTVSTYN
APLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVWAD
GLITRISTVSIPVDPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVFVAPTVSVSVE


https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1#goto306305_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=616&to=2122
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=616&to=620
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=716&to=2122
https://www.ncbi.nlm.nih.gov/protein/306306

DGDAVCTAKCVPSTGVEVSWSVNDHLPGVPSQDMTTGVCPSHSGLVNMQSRRPLSEEN
GEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDRPVLTSIIAVTCGAAALALVVLITA
VCEFYCSKPSQAPYKKSDE"
regulatory 2330..2334
/regulatory class="TATA box"
/note="ORF15"
CDS 2397..3080
/note="ORF15; putative"
/codon_start=1
/product="virion protein"
/protein id="AAA46079.1"
/translation="MAGDPTAAMEDYKLLQLETATVDAQAPPLPTKTVPVFAPPLSTP
POPNELVYTKRRRTKRKAKCRCLEFFTMGMFALGVLMTTAILVSTFILTVPIGALRTAP
CPAETFGLGDECVRPVLLNASSNTRNISGVGAVCEEYSEMAASNGTAGLIMSLLDCLN
VGDSESVMNKLNLDDTQLAYCNVPSFAECYTKGEFGVCYAARPLSPLGELIYKARQALR
LDHIIPFPR"

regulatory 3163..3168

ORIGIN

/regulatory class="polyA signal sequence"
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