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LOCUS       HSEGLYCOPR              3341 bp    DNA     linear   VRL 26-JUL-1993 

DEFINITION  Equine herpesvirus type 1 glycoprotein (gC) gene, complete cds; 

            virion protein (ORF15) gene, complete cds. 

ACCESSION   L07272 

VERSION     L07272.1 

KEYWORDS    glycoprotein; virion protein. 

SOURCE      Equid alphaherpesvirus 1 (Equine herpesvirus 1) 

  ORGANISM  Equid alphaherpesvirus 1 

            Viruses; Duplodnaviria; Heunggongvirae; Peploviricota; 

            Herviviricetes; Herpesvirales; Herpesviridae; Alphaherpesvirinae; 

            Varicellovirus. 

REFERENCE   1  (bases 1 to 3341) 

  AUTHORS   Matsumura,T., Smith,R.H. and O'Callaghan,D.J. 

  TITLE     DNA sequence and transcriptional analyses of the region of the 

            equine herpesvirus type 1 kentucky A strain genome encoding 

            glycoprotein C 

  JOURNAL   Unpublished 

FEATURES             Location/Qualifiers 

     source          1..3341 

                     /organism="Equid alphaherpesvirus 1" 

                     /mol_type="genomic DNA" 

                     /strain="Kentucky A" 

                     /db_xref="taxon:10326" 

     gene            616..2122 

                     /gene="gC" 

     regulatory      616..620 

                     /regulatory_class="TATA_box" 

                     /gene="gC" 

     CDS             716..2122 

                     /gene="gC" 

                     /codon_start=1 

                     /product="glycoprotein" 

                     /protein_id="AAA46078.1" 

                     /translation="MWLPNLVRFVAVAYLICAGAILTYASGASASSSQSTPATPTHTT 

                     PNLTTAHGAGSDNTTNANGTESTHSHETTITCTKSLISVPYYKSVDMNCTTSVGVNYS 

                     EYRLKIYLNQRTPFSGTPPGDEENYINHNATKDQTLLLFSTAKRKKSRRGGQLGVIPD 

                     RLPKRQLFNLPLHTEGGTKFPLTIKSVDWRTAGIYVWSLYAKNGTLVNSTSVTVSTYN 

                     APLLDLSVHPSLKGENYRATCVVASYFPHSSVKLRWYKNAREVDFTKYVTNASSVWAD 

                     GLITRISTVSIPVDPEEEYTPSLRCSIDWYRDEVSFARIAKAGTPSVFVAPTVSVSVE 

https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1#goto306305_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=10326
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=616&to=2122
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=616&to=620
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=716&to=2122
https://www.ncbi.nlm.nih.gov/protein/306306


                     DGDAVCTAKCVPSTGVFVSWSVNDHLPGVPSQDMTTGVCPSHSGLVNMQSRRPLSEEN 

                     GEREYSCIIEGYPDGLPMFSDTVVYDASPIVEDRPVLTSIIAVTCGAAALALVVLITA 

                     VCFYCSKPSQAPYKKSDF" 

     regulatory      2330..2334 

                     /regulatory_class="TATA_box" 

                     /note="ORF15" 

     CDS             2397..3080 

                     /note="ORF15; putative" 

                     /codon_start=1 

                     /product="virion protein" 

                     /protein_id="AAA46079.1" 

                     /translation="MAGDPTAAMEDYKLLQLETATVDAQAPPLPTKTVPVFAPPLSTP 

                     PQPNELVYTKRRRTKRKAKCRCLFFTMGMFALGVLMTTAILVSTFILTVPIGALRTAP 

                     CPAETFGLGDECVRPVLLNASSNTRNISGVGAVCEEYSEMAASNGTAGLIMSLLDCLN 

                     VGDSESVMNKLNLDDTQLAYCNVPSFAECYTKGFGVCYAARPLSPLGELIYKARQALR 

                     LDHIIPFPR" 

     regulatory      3163..3168 

                     /regulatory_class="polyA_signal_sequence" 

ORIGIN       

        1 ggatccagac tctattccca tgatcgggct ctcaaacaag cagccgttca gcgtgatgat 

       61 gttttttatg tgttcgtacc cgacccagcc gtgccaggtt gggttttccc ctgctgcctt 

      121 ttcatcgacc ccaatggggg ctggagtaaa gcgacgcgcg tcggaggagg aagaaagcga 

      181 ccagcccccc aaaaaactat ttcctgacgg gaagctgttt aagtcaaatt ttgttttgtt 

      241 aatggacaaa accggagcga aaattccctg tccggaacag cccatgcatt tttagtgacc 

      301 tgtaatagta taagtatacc atgcttgcta tactgaaaat aaaaacgcat attgtaaacg 

      361 acagacgcgg cccctctcgc tcgcatttac tgtatccggg ggtatactgg gggcgctata 

      421 ccttcgcaag cgcgcaacgg gcgcgcgccg cctggcggca actcacattt cgaggtggct 

      481 tattgtttgt gtatatgttg ccgccggttt gtgttatgca actataatca cacattaaac 

      541 atgccaatta gtaataacaa cgactgtata gcatattgct tctaacgtcg gtgaattcac 

      601 ataaagtaaa accccttaaa actgaccctt tggtgcatgg tatgtttata actctccgac 

      661 cagtggagtt attatcgttt ttcgtgggga atagcaagca cccggccccc gcgagatgtg 

      721 gttgcctaat ctcgtgagat ttgtggcggt cgcgtatcta atctgtgccg gggcgatatt 

      781 aacttatgcc tctggagcta gtgctagctc cagccagagt acgcccgcta caccaactca 

      841 cacaactccg aatctaacta ccgcacacgg cgcgggctct gacaacacaa ctaacgcaaa 

      901 cggtacagaa tctacacact cccatgaaac cacaatcacc tgcaccaaga gtctcatatc 

      961 tgtgccctac tacaaatctg tcgatatgaa ctgtacaacg tcggtaggcg taaattatag 

     1021 cgagtaccgc ctcaagattt acttgaacca gcgcacccca ttttcgggta cgccccccgg 

     1081 cgacgaagaa aactacatca accataacgc caccaaggat cagactctgc tgttattctc 

     1141 aacggcaaag aggaaaaaat ctcgaagggg tggccagctg ggagttatcc cagacaggct 

     1201 accaaagcgc cagctgttta accttcccct ccacacggaa ggtggtacaa agtttccact 

     1261 gaccatcaaa tctgtagatt ggcggacggc cggcatttac gtgtggtcct tgtatgccaa 

     1321 aaatggcacg ctcgttaaca gtaccagcgt taccgtctca acctacaacg caccgttgct 

     1381 ggacctttcc gttcacccga gcctgaaggg ggaaaactac agggccacgt gcgtcgtcgc 

     1441 aagctacttt ccacacagct ccgtcaagct gcggtggtac aaaaatgccc gcgaggtgga 

https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=2330&to=2334
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=2397&to=3080
https://www.ncbi.nlm.nih.gov/protein/306307
https://www.ncbi.nlm.nih.gov/nuccore/L07272.1?from=3163&to=3168


     1501 ctttacaaag tacgttacga acgcctcaag cgtgtgggca gacgggctaa tcacgcgaat 

     1561 ctctacggtg tctatcccgg ttgatccgga ggaggaatac acacccagtc ttcgctgtag 

     1621 catagactgg tacagggacg aagtatcatt tgctcgcata gccaaagctg gaacaccctc 

     1681 tgtgtttgtt gccccaaccg tgtccgtttc ggtagaagac ggagacgccg tctgtacggc 

     1741 taaatgcgta ccgagcaccg gggtgttcgt atcgtggtca gtgaacgacc acctaccagg 

     1801 ggttccgtcg caagacatga caaccggagt ctgccctagc cactcgggat tggttaacat 

     1861 gcaaagccgc cggcccctct cagaagagaa tggggagagg gagtatagct gcataataga 

     1921 ggggtacccc gacggcctgc ctatgttttc ggacacagtg gtatatgacg cctccccgat 

     1981 tgttgaggac aggccggttt tgacgagcat catcgcagtt acttgcgggg ccgcggcact 

     2041 ggcgctggtc gttctcatca cagccgtctg tttttactgc tccaagccct cacaggcgcc 

     2101 gtacaagaag tctgactttt aggctggacc gctctccccc aaacaaccta tttgtcaaaa 

     2161 ctacagtttg aagcgctggt aaaaacagta ggtgggctcc cacaagtcgt ccgcataggc 

     2221 caaccgtacg cacaaactca ctctcgagaa tatggcacta aaaatatgcg gttatacgcg 

     2281 ctaggtgaaa accgttgggt ttgtgttaca atcgcgaccc ggtgatattt ataaagccat 

     2341 tatactctgc ggtatacgct gatctctatg cggccgtaac gtctaagtaa agcaacatgg 

     2401 caggagaccc aacagctgcg atggaagatt ataaattact acagctggaa accgccaccg 

     2461 tcgatgctca ggctcccccc ttaccaacga aaaccgttcc ggtgtttgcg cccccgctgt 

     2521 caaccccccc tcaacccaac gagcttgttt atacaaagcg acgcagaaca aagcgcaaag 

     2581 caaaatgccg ctgccttttt tttacgatgg gcatgtttgc gctgggggtt ttgatgacaa 

     2641 ccgccattct ggtgtccacc ttcatattaa cagtacctat tggcgcgcta cgcacggcac 

     2701 cgtgtcccgc agagactttt ggtctggggg acgagtgtgt tcgcccggtg ttgctgaacg 

     2761 catcatccaa cacacgcaac atcagcgggg tgggggcagt atgcgaagag tactcagaga 

     2821 tggcggcttc taatggcact gcaggcctaa taatgagtct gctggactgc ctcaacgtgg 

     2881 gagatagcga atccgttatg aataagctca acctcgatga tactcagctg gcctactgca 

     2941 acgtaccgag cttcgcagaa tgctacacca aggggtttgg tgtgtgctat gcagcccgcc 

     3001 cactcagccc gcttggagag ctgatctaca aggcccgcca agcgcttcgt ctggaccaca 

     3061 tcataccgtt tccccggtaa tagagaaacc gatgcgctga aataaatagc gctatacacg 

     3121 tcgcgcaaaa acctgtttaa aattgtttat atatgtactt taaataaaga gtaacacaat 

     3181 tttatcattt gaattgtttt attaatataa tcatcataga gggtaggtag taggtggggg 

     3241 ttacagcgag ctaacacgct ccgtctggtc cgggtgtttt ctagggggtc cagtcgtaga 

     3301 catggttcgc ctgataaaac cgtcatgtct gggctctgca g 
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